
Gene No. 


32591 


Strand 


+ 






Start 


137 


End 


935 






Name 


OJ990827 16. 9A21 .C9.ol .gs 


Method 


GENSCAN 






Start 


137 ~~ 


End 


935 






GI 


none 


Score 


. 52 






E von s 


137 . . 399, 817. . 935 










Sea No 


15364 


Seq. ID 


OJ990827 16. 


. 9 A2 1 . 


C9 


Gene No. 


32592 


Strand 








Start 


1 


End 


1034 






Name 


OJ990827 16.9A21.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1034 






GI 


6539588 


Score 


191 






Ex on s 


1..35, 713. .1034 










GI DescriD. 


(AP000837) hypothetical protein [Oryza 


sativa ] 






Seq. No. 


15365 


Seq. ID 


OJ990727_05. 


.9A26. 


C3 


Gene No. 


32593 


Strand 


+ 






Start 


1193 


End 


1534 






Name 


OJ990727 05. 9A26 . C3 . ol . gs 


Method 


GENSCAN 






Start 


1193 


End 


1306 






GI 


none 


Score 


. 99 








1193. .1306 










Cprr Mo 


15365 


Seq. ID 


OJ990727 05 


. 9A26 . 


C3 


Gene No. 


32593 


Strand 


+ ~~ 






Start 


1193 


End 


1534 






Name 


OJ990727 05.9A26.C3.ol.np 


Method 


AAT/NAP 






Start 


1193 


End 


1297 






GI 


6682226 


Score 


181 






Exons 


1193. . 1297 










-1- 1— / lJ> _i_ Vw/ . 


(AC016661) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


15365 


Seq. ID 


OJ990727_05. 


. 9A26. 


C3 


Gene No. 


32593 


Strand 


+ 






Start ' 


1193 


End 


1534 






Name 


OJ990727 05. 9A26.C3.ol .gp 


Method 


AAT/GAP 






Start 


1199 


End 


1534 






GI 


15570 1.R1084 


Score 


594 






p. von s 


1199. .1534 










GI Dp^crio. 


M006835/gb|AAC95177.1| 2. 


0e-13 (AC005970) hypothetical 


protein 




[Arabidopsis thaliana] 1 










Seq. No. 


15365 


Seq. ID 


OJ990727_05, 


. 9A26. 


C3 


Gene No. 


32594 


Strand 


+ 






Start 


2417 


End 


7595 






Name 


OJ990727 05.9A26.C3.o2.gp 


Method 


AAT/GAP 






Start 


1997 


End 


2375 






GI 


2427642 


Score 


721 






Exons 


1997. .2375 










Seq. No. 


15365 


Seq. ID 


OJ990727_05. 


,9A26. 


C3 


Gene No. 


32594 


Strand 


+ 






Start 


2417 


End 


7595 






Name 


OJ990727 05.9A26.C3.o2.gs 


Method 


GENSCAN 






Start 


2417 


End 


4312 






GI 


none 


Score 


.85 







16001 




Exons 


2417.. 354 5, 42 57.. 4312 










Seq. No. 


15365 


Seq. ID 


OJ990727_05. 


, 9A26 


,C3 


Gene No. 


32594 


Strand 


+ 






Start 


2417 


End 


7595 






Name 


OJ990727 05 . 9A26 . C3 . o3 . era 


Method 


AAT/GAP 






Start 


3560 ~~ 


End 


7595 






GI 


4879971 


Score 


98 






Exons 


3560. .3593, 7538. .7595 










Seq. No. 


15365 


Seq. ID 


OJ990727_05. 


,9A26 


.C3 


Gene No. 


32595 


Strand 


+ 






Start 


16835 


End 


18821 






Name 


OJ990727 05 9A26 C3 o5 as 


Method 


GENSCAN 






Start 


16835 _ 


End 


18821 






GI 


none 


Score 


. 91 






Exon s 


16835.. 16868, 185 62.. 18821 










Sea No 


15365 


Seq. ID 


OJ990727 05 


, 9A26 


,C3 


Gene No. 


32596 


Strand 


+ ~ 






Start 


22119 


End 


23993 






Name 


OJ990727 05 . 9A26 .C3 . o3 .no 


Method 


AAT/NAP 






Start 


21928 _ 


End 


23903 






GI 


6598842 

\J *-J *s \J T t— 


Score 


656 






Exon s 


21928 22089, 22211 23903 










GI DescriD . 


(AC010795) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


15365 


Seq. ID 


OJ990727_05, 


,9A26 


.C3 


Gene No. 


32596 


Strand 


+ 






Start 


22119 


End 


23993 






Name 


OJ990727 05 9A26 C3 o7 as 


Method 


GENSCAN 






Start 


22119 _ 


End 


23993 






GI 


none 


Score 


. 97 






Exons 


22119 . . 23993 










Sea No. 


15365 


Seq. ID 


OJ990727_05. 


. 9A26 


.C3 


Gene No . 


32596' 


Strand 


+ 






Start 


22119 . 


End 


23993 






Name ^ 


OJ990727 05.9A26.C3.o4.gp 


Method 


AAT/GAP 






Start 


23210 


End 


23783 






GI 


2800419 


Score 


908 






Exons 

J-J *k ^/ X 1 u 


23210 . . 23783 










GI Descrip. 


4 0068 35 /gb | AAC95177 . 1 | 2 . Oe 


-13 (AC005970) hypothetical ; 


protein 




r ATr^hi dons is th^lian^l 










Sea No 


15365 


Seq. ID 


OJ990727_05. 


. 9A26 


. C3 


Gene No . 


32597 


Strand 


+■ 






Start 


27711 


End 


27881 






Name 


OJ990727 05. 9A26.C3.o5.gp 


Method 


AAT/GAP 






Start 


27711 ' 


End 


27881 






GI 


1 R1084 


Score 


296 






Exons 


277117.27881 










GI Descrip. 


M103635 2.0e-15 (AF026538) 


ABA-responsive protein 


[Hordeum 




vulgare] 1 










Seq. No. 


15365 


Seq. ID 


OJ990727_05. 


-9A2 6 


.C3 


Gene No. 


32598 


Strand 









16002 






Start 


13209 




End 


14970 






Name 


OJ990727 05.9A26.C3 


. o2 . np 


Method 


AAT/NAP 






Start 


13206 




End 


14803 






GI 


1770190 




Score 


461 






r von 


13206. .13454, 13545 


. . 13662, 


13772. .13980, 14072 14 167, 








14274. .14360, 14659 


. .14803 










GI Descrip. 


(Y10162) cyclin-D like protein [Chenopodium rubrum] 






Sea No 


15365 




Seq. ID 


OJ990727_05.9A26 


.C3 




Gene No. 


32598 




Strand 








Start 


13209 




End 


14970 






Name 


OJ990727 05.9A26.C3 


. o4 .gs 


Method 


GENSCAN 






Start 


13209 




End 


14970 






GI 


none 




Score 


.77 






Rxon 


13209. .13454, 13545 


. .13669, 


13779. .13980, 14072 14170, 








14274. .14360, 14659 


. .14970 










Seq. No. 


15365 




Seq. ID 


OJ990727_05. 9A26 


.C3 




Gene No. 


32599 




Strand 








Start 


20417 




End 


21271 






Name 


OJ990727 05.9A26.C3 


. 06 . gs 


Method 


GENSCAN 






Start 


20417 




End 


21271 






GI 


none 




Score 


.9 




1 i 

; t J 


Exons 


20417. .20471, 20890 


. .21189, 


21195. .21271 




: x ! ; 


Seq. No. 


15365 




Seq. ID 


OJ990727_05. 9A26 


.C3 


rif 


Gene No. 


32600 




Strand 








Start 


24693 




End 


27830 




■s 


Name 


OJ990727 05.9A26.C3 


,o3. ts 


Method 


TBLASTX : Soybean 




W 


Start 


1177 




End 


1306 






GI 


none 




Score 


100 




i 


Exons 


1177.. 1305, 1181.. 1306, 1181 


. .1303 








Sea No 


15365 




Seq. ID 


OJ990727_05.9A26 


.C3 




Gene No. 


32600 




Strand 






' 


Start 


24693 




End 


27830 




;~ =- 


Name 


OJ990727 05.9A26.C3 


. o3. tm 


Method 


TBLASTX: Maize 




: 5 = 


Start 


1181 




End 


1473 




.III 

L * 


GI 


none 




Score 


209 






Rxon s 

i_i Vw/ 1 1 


1181.. 1306, 1190. .1309, 1191 


..1307, 1249. .1308, 1417. .1473, 






1422. .1460 












Seq. No. 


15365 




Seq. ID 


OJ990727_05.9A26 


.C3 




Gene No. 


32600 




Strand 








Start 


24693 




End 


27830 






Name 


OJ990727 05.9A26.C3 


.o2. tc 


Method 


TBLASTX: Cress 






Start 


13230 




End 


14366 






GI 


none 




Score 


77 






Rxon 


13230. . 13385, 13300 


. .13374, 


1384 6. . 13980, 1384 7. . 13993, 








14045. .14167, 14046 


. .14180, 


14274. .14 366, 14295. .14 363 






Seq. No. 


15365 




Seq. ID 


OJ990727JD5.9A26 


.C3 




Gene No. 


32600 




Strand 








Start 


24693 




End 


27830 






Name 


OJ990727 05.9A26.C3 


. ol. tm 


Method 


TBLASTX: Maize 






Start 


13634 




End 


14980 






GI 


none 




Score 


42 





16003 



Exons 



13634. .13675, 13635 .. 13667 , 13765 13980, 13772 13993, 

13774. .13995, 14064 .. 14 171, 14069 14 170, 14274 .. 14363, 

14275. . 14361, 14277 .. 14363, 14311 .. 14367, 14351 .. 14380, 

14640. .14714, 14644. .14805, 14 653 .. 14796, 14 911 14 979, 
14930. .14980 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15365 
32600 • 
24693 

OJ990727_05.9A26.C3.o2.ts 

13780 

none 



Seq. ID OJ990727_05. 9A26.C3 
Strand 

End 27830 

Method TBLASTX : Soybean 

End 14366 

Score 64 



13780. .13971, 13853. .13972, 1404 6 14 150, 14069 14 158, 
14274. .14366 



Seq. No. 15365 
Gene No. 32600 
Start 24693 

Name OJ990727_05 . 9A2 6 . C3 . ol . tc 

Start 22395 
GI none 

Exons 22395. .22595, 22455. 

22503. .22727, 22554. 
22718. .22936, 22737. 
22833. .,23042, 22857. 
23085. .23270, 23085, 
23154 . .23375, 23217, 



23511. .23672, 23511 



.22799, 
.22907, 
.22937, 
.23069, 
.23435, 
.23465, 
.23660, 



Seq. ID OJ990727_05.9A26.C3 
Strand 

End 27830 

Method TBLASTX : Cress 

End 23849 

Score 108 
22455. .22634, 224 55 .. 227 18 , 
22605. .22829, 22650 .. 23015, 
22755. .23066, 227 63 .. 23002, 
22929. .23072, 2294 7 .. 23096, 
23091. .23339, 23142 . .-234 92, 
23424. .23849, 23505 .. 23756, 
23550. .23792 



Seq. No. 15365 
Gene No. 32600 
Start 24693 

Name OJ990727_05 . 9A26 . C3 . ol . ts 

Start 22422 
GI none 

Exons 22422. .22901, 224 37 .. 23066, 

22649. .22894, 22 64 9 .. 22981, 
22776. .22829, 228 69 .. 23066, 
22967. .23002, 23055 .. 23408 , 
23085. .23327, 23085 .. 234 92 , 
23085. .23495, 23103 .. 23282 , 
23448. .23876, 234 93 .. 23804 , 
23522. .23791. 



Seq. ID OJ990727_05.9A26.C3 
Strand 

End 27830 

Method TBLASTX : Soybean 

End 23876 

Score 198 
22452. .23066, 224 52 .. 23066, 
22650. .23033, 22 664 .. 2278 9, 
22874 . .23002, 228 93 .. 23084, 
23075. .23188, 23079 .. 23492, 
23085. .23492, 23085 .. 234 14 , 
23214 . .23339, 23295 .. 23501, 
23511. .23849, 23511 .. 2384 9, 



Seq. No. 15365 
Gene No. 32600 
Start 24693 

Name OJ990727_05 . 9A26 . C3 . o2 . tm 

Start 22452 
GI none 

Exons 22452. .22820, 224 55 .. 22727 , 

22649.-22972, 22 655 22939, 

22833. .23072, 228 69 .. 23066, 

23175. .23210, 23501 .. 23770, 

23514. .23849, 23516. .23749 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990727 05.9A26.C3 



27830 

TBLASTX: Maize 
23849 
193 

22518. .22955, 22632 .. 23048, 
22749. .23066, 22829 .. 23002, 
23085. .23471, 23172 .. 234 92, 
23510. .23677, 23511 237 98 , 



Seq. No. 



15365 



Seq. ID OJ990727_05. 9A26.C3 



16004 



Gene No. 


32600 


Strand 




Start 


24693 


End 


27830 


Name 


OJ990727 05. 9A26 . C3 . 08 . gs 


Method 


GENSCAN 


Start 


24693 ~~ 


End 


27830 


GI 


none 


Score 


.5 


Exons 


24693. .24890, 25028 . .25189, 


25975. .26124, 26344 .. 264 35, 




26674 .. 26696, 27 685. . 27830 






Sea. No. 


15366 


Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32601 


Strand 


+ 


Start 


312 


End 


1438 


Name 


OJ990727 05. 9A26.C4 .ol.np 


Method 


AAT/NAP 


Start 


312 


End 


1197 


GI 


6503012 


Score 


436 


Rvon s 


312. .547, 985. .1197 






GI DesrriD 


(AF174428) FH protein interacting protein FIP1 [Arabidopsis 




Lllallalld J 






Seq. No. 


iJJOD 


Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 




Strand 


+ 


Start 


-51 O 


End 


1438 


Name 


O.TQQ0797 OS QA96 P4 ol as 


Method 


GENSCAN 


Start 


344 


End 


1227 


GI 


none 


Score 


.9 


P, v n n q 


DH *i . . J O D , 1U<l1 . > l^c / 






Sea No 


1 J jDD 


Seq. ID 


OJ990727_05. 9A26.C4 


Gene No . 


^9fi01 


Strand 


+ 


Start 


^1 9 


End 


1438 


Name 


H7QQ0797 OR QA96 P4 n1 rrn 


Method 


AAT/GAP 


Start 


452 


End 


1438 


GI 


12324_1.R1084 


Score 


1022 


Exons 


4R9 RRfi 1091 14^fi 






GI Descrip . 


'41 n^fi^m 1 Oo- 10 I AF 1 09fi c i'3ft ^ 
41UjDjJ 1 . Uc 1U \r\Z U lOj jo J 


ABA-responsive protein [Hordeum 




vulgare] 1 






Seq. No. 


15366 


Seq. ID 


OJ990727_05. 9A26.C4 


Gene No . 


32602 


Strand 


+ 


Start 


5101 


End 


5584 


Name 


OJ990727 05.9A26.C4.o2.gp 


Method 


AAT/GAP 


Start 


5101 


End 


5584 


GI 


uC-osflcypl74e03al 


Score 


968 


Exons 


5101. .5584 






GI Descrio 


, 5262156/emb|CAB45785.1| 2. 


Oe-50 (AL080237) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


15366 


Seq. ID 


OJ990727 05.9A26.C4 


Gene No. 


32603 


Strand 


+ 


Start 


16302 


End 


17729 


Name 


OJ990727 05.9A26.C4.o4.gs 


Method 


GENSCAN 


u LQI L 


16302 


End 


17729 


GI 


none 


Score 


.71 


Exons 


16302. .16409, 1694 8 .. 17109, 


17268. .17729 


Seq. No. 


15366 


Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32604 


Strand 




Start 


2492 


End 


14997 



16005 



Name 


OJ990727 05.9A26.C4.o2.gs 


Method 


GENSCAN 


Start 


2492 


End 


11532 


GI 


none 


Score 


.85 


Exons 


2492.. 2527, 2855.. 2934, 3267 


..3442, 3503.. 3570, 5330.. 6387, 




7023. . 10167, 10693. . 11532 






Seq. No. 


15366 


Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32604 


Strand 




Start 


2492 


End 


14997 


Name 


OJ990727 05.9A26.C4.o2.np 


Method 


AAT/NAP 


Start 


5186 


End 


12876 


GI 


5262156 


Score 


3881 


Exons 


5186.. 6387, 7023.. 9606, 9634 


. .10167, 


10693. .11325, 12841. .12876 


GI Descrip. 


(AL080237) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


15366 


Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32604 


Strand 




Start 


2492 


End 


14997 


Name 


OJ990727 05.9A26.C4.o3.gp 


Method 


AAT/GAP 


Start 


5592 


End 


6104 


GI 


uC-osflcypl74e03bl 


Score 


1018 


Exons 


5592. .6104 






GI Descrip. 


, 5262156/emb|CAB45785.1| 2.0e-33 (AL080237) putative protein 




[Arabidopsis thaliana] ' 






Seq. No. 


15366 


Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32604 


Strand 




Start 


2492 


End 


14997 


Name 


OJ990727 05.9A26.C4.o3.gs 


Method 


GENSCAN 


Start 


11728 


End 


14997 


GI 


none 


Score 


.79 


Exons 


11728. .11850, 13015. .13144, 


13774. .13823, 14 4 90. .14753, 




14890. . 14997 






Seq. No. 


15366 


Seq. ID 


OJ990727_05. 9A26.C4 


Gene No. 


32604 


Strand 




Start 


2492 


End 


14997 - 


Name 


OJ990727 05.9A26.C4.o3.np 


Method 


AAT/NAP 


Start 


13773 


End 


14789 


GI 


4586449 


Score 


465 


Exons 


13773. .13823, 14 147 .. 14 228 , 


14325. . 14407, 14490. .14789 


GI Descrip. 


(AB025187) cytochrome c oxidase subunit 6b-l [Oryza sativa] 


Seq. No. 


15366 


Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32605 


Strand 




Start 


18681 


End 


22191 


Name 


OJ990727 05.9A26.C4.o3.tm 


Method 


TBLASTX: Maize 


Start 


.294 


End 


1185 


GI 


none 


Score 


394 


Exons 


294. .557, 311. .589, 313. .600 


, 1004. .1114, 1005. .1148, 




1012. .1185, 1020. .1184 






Seq. No. 


15366 


Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32605 


Strand 




Start 


18681 


End 


22191 


Name 


OJ990727 05.9A26.C4 .06. ts 


Method 


TBLASTX: Soybean 


Start 


311 


End 


537 



16006 




GI 


none 








Score 


227 


Rxon s 

w 1 i *J 


311.. 532, 316.. 537 








Seq. No. 


15366 








Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32605 








Strand 




Start 


18681 








End 


22191 


Name 


OJ990727 05. 


. 9A2.6 


.C4 .o4 . 


tc 


Met hod 


TBLASTX * Cress 


Start 


482 








End 


1191 


GI 


none 








Score 


95 


P von <5 


482. .574, 1005.. 


1154, 1018.. 


1191. 1020 


1190 


Seq. No. 


15366 








Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32605 








Strand 




Start 


18681 








End 


22191 


Name 


OJ990727 05. 


. 9A26 


,C4 .o9. 


ts 


Method 


TBLASTX • Sovbpan 


Start 


1024 








End 


1185 


GI 


none 








Score 


184 


Exons 


1024. .1185, 


1029 


. .1160, 


1063 


. . 1173 




Sea No 


15366 








Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32605 








Strand 




Start 


18681 








End 


22191 


Name 


OJ990727 05, 


, 9A26 


.C4 .o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5113 








End 


5575 


GI 


none 








Score 


358 


P von s 


5113. .5484, 


5113 


. .5475, 


5148 


..5504, 5156. .5503, 5253. .5507, 




5482. .5523, 


5486 


. .5575, 


5490 


. .5573, 5494. .5574 


Sea No 


15366 








Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32605 








Strand 




Start 


18681 








End 


22191 


Name 


OJ990727 05. 


, 9A2 6 


.C4 .o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


5516 








End 


5806 


GI 


4314048 








Score 


121 


Pxon s 


5516. .5593, 


5517 


. .5804, 


5522 


. .5803, 5657. .5806 


GT DpsrriD 


— 












Seq. No. 


15366 








Seq. ID 


OJ99072,7_05 . 9A26 . C4 


Gene No. 


32605 








Strand 




Start 


18681 








End 


22191 


Name 


OJ990727 05. 


, 9A26 


.C4 ,o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


6048 








End 


6389 


GI 


none 








Score 


165 


Pxon ^ 


6048. .6389, 


6062 


. .6388 








Qprr Mo 


15366 








Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32605 








Strand 




Start 


18681 








End 


22191 


Name 


OJ990727 05. 


9A26 


.C4 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6153 








End - 


7714 


(IT 


none 








Score 


190 


Exons 


6153. .6353, 


6154 


. .6300, 


6155 


..6304, 6264. .6389, 6268. .6390, 




6308. .6394, 


6308 


. .6388, 


7021 


..7713, 7022. .7714 


Seq. No. 


15366 








Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32605 








Strand 




Start 


18681 








End 


22191 



16007 



Name 


OJ990727 05. 


9A26 


.C4 .06. 


tc 


Method 


TBLASTX: Cress 


Start 


7993 








End 


8289 


GI 


none 








Score 


72 


Exons 


7993. .8289, 


7994 


. .8089 








Seq. No. 


15366 








Seq. ID 


OJ990727_05.9A26.C4 


Gene No . 


32605 








Strand 




Start 


18681 








End 


22191- 


Name 


OJ990727 05. 


9A26 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8299 








End 


10170 


GI 


none 








Score 


60 


Exons 


8299. .8421, 


8416 


. .8472, 


8716. 


.8808, 8992. .9141, 8996. .9142, 




9166. . 9402, 


9251 


. .9403, 


9484 . 


.9561, 9670.. 9765, 9832.. 10167, 




9995 . . 10156, 


10006. .10170 






Seq. No. 


15366 








Seq. ID 


OJ990727_05. 9A26.C4 


Gene No. 


32605 








Strand 




Start 


. 18681 








End 


22191 


Name 


OJ990727 05. 


9A26 


.C4 ,o7 . 


tm 


Method 


TBLASTX: Maize 


Start 


8299 








End 


9594 


GI 


none 








Score 


69 


Exons 


8299. .8406, 


8701 


. .8826, 


8992. 


.9141, 8993. .9151, 9163. .9402, 




9478 . . 9594 












Seq. No. 


15366 








Seq. ID 


OJ990727_05. 9A26.C4 


Gene No. 


32605 








Strand 




Start 


18681 








End 


22191 


Name 


OJ990727 05. 


9A26 


.C4 .o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


8489 ~~ 








End 


8773 


GI 


none 








Score 


137 


Exons 


8489. .8707, 


8491 


. .8706, 


8651. 


.8773, 8716. .8772 


Seq. No. 


15366 








Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32605 








Strand 




Start 


18681 








End 


22191 


Name 


OJ990727 05. 


9A26 


.C4 ,o7. 


ts 


Method 


TBLASTX : Soybean 


Start 


9058 








End 


9399 


GI 


none 








Score 


210 


Exons 


9058 . . 9399 












Seq. No. 


15366 








Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32605 








Strand 




Start 


18681 








End 


22191 


Name 


OJ990727 05. 


9A26 


.C4 .06. 


tm 


Method 


TBLASTX: Maize 


Start 


9832 ~~ 








End 


10170 


GI 


none 








Score 


102 


Exons 


9832 . . 9867, 


9868 


..10167, 9992 


. .10168, 


10006. .10170 


Seq. No. 


15366 








Seq. ID 


OJ990727_05.9A26.C4 


Gene No. 


32605 








Strand 




Start 


18681 








End 


22191 


Name 


OJ990727 05. 


9A26 


.C4 .08. 


ts 


Method 


TBLASTX: Soybean 


Start 


13268 








End 


17151 


GI 


none 








Score 


121 


Exons 


13268. .13315, 16927 .. 16956, 16966 .. 17151 , 16988. .17149 


Seq. No. 


15366 








Seq. ID 


OJ990727_05.9A26.C4 



16008 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



32605 Strand 

18681 End 

OJ990727_05 . 9A2 6 . C4 . o4 . tm Method 

13755 End 

none Score 



22191 

TBLASTX: Maize 

14755 

93 



13755. .13823, 13771 .. 13821 , 14144 14236, 14 145 .. 14237, 

14146. .14295, 14 14 6 .. 14259, 14 320 14 409, 14 324 .. 14 4 13, 

14342. .14410, 14346. .14414, 14484 14507, 14 503 .. 14 628, 
14657. . 14755 



OJ990727 05.9A26.C4 



Seq. No. 15366 Seq. ID 

Gene No. 32605 Strand 

Start 18681 End 

Name OJ990727_05 . 9A26 . C4 . o5 . ts Method 

Start 13770 End 

GI none Score 

Exons 13770. .13823, 14 139 14231 , 14144 14236, 14 324 14 4 13, 
14346. .14435 



22191 

TBLASTX : Soybean 

14435 

95 



OJ990727 05.9A26.C4 



Seq. No. 15366 Seq. ID 

Gene No. 32605 Strand 

Start 18681 End 

Name OJ990727_05 . 9A26 . C4 . o2 . tc Method 

Start 14139 End 

GI none Score 

Exons 14139. . 14237, 14 14 4 .. 14236, 14317 14 409, 14 324 .. 14 4 13, 
14346. . 14432 



22191 

TBLASTX: Cress 

14432 

122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15366 Seq. ID 

32605 Strand 

18681 End 

OJ990727_05.9A26.C4 .o3.tc Method 

16924 End 

none Score 

16924. .17151, 16988. .1714 9 

15366 

32605 Strand 

18681 End 

OJ990727_05. 9A2 6.C4 .o5.gs Method 

18681 End 

none Score 



OJ990727_05.9A26.C4 
22191 

TBLASTX: Cress 

17151 

138 



Seq. ID OJ990727 05.9A26.C4 



22191 
GENSCAN 
21957 
.64 



18681. .18847, 1924 7 .. 194 08 , 19419 19512, 19735 .. 19898, 
20356. .20431, 20815 .. 20890, 20901 21090 , 21632.. 21957 



15366 
32605 
18681 

OJ»0727_05. 9A2 6.C4 ,o4 . np 

18734 

6587844 

18734 1884 7, 1924 7. . 194 08, 
20808. .20890, 21 632 .. 21957 , 



Seq. ID 

Strand 

End 

Method - 

End 

Score 



OJ990727_05.9A26.C4 

22191 
AAT/NAP 
22191 
755 



19735. .19898, 20356. . 20431, 
22166. .22191 



(AC006551) 
thaliana] 



Very similar to alcohol dehydrogenase [Arabidopsis 



Seq. No. 



15366 



Seq. ID OJ990727_05. 9A26.C4 



16009 




Gene No. 


32605 




Strand 






Start 


18681 




End 


22191 




Name 


OJ990727 05.9A26.C4 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


18746 




End 


21962 




GI 


none 




Score 


134 




Exons 


18746. . 18850, 19232 


. . 19411, 


19747. .19809, 198 10 19896, 






20360. .20437, 21630 


. .21767, 


21780. .21815, 21810.. 21962 




Seq. No. 


15366 




Seq. ID 


OJ990727_05.9A26. 


,C4 


Gene No. 


32605 




Strand 






Start 


18681 




End 


22191 




Name 


OJ990727 05.9A26.C4 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


20378 




End 


21956 




GI 


none 




Score 


159 




Exons 


20378. .20437, 20805 


. .20858, 


21630. .21767, 21631 21792 , 






21825. .21956 










Seq. No. 


15366 




Seq. ID 


OJ990727_05.9A26. 


, C4 


Gene No. 


32605 




Strand 






Start 


18681 




End 


22191 




Name 


OJ990727 05.9A26.C4 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


20805 




End 


21956 




GI 


none 




Score 


70 




Exons 


20805. .20858, 20806 


. .20928, 


21006. .21086, 21573. .21956, 






21631 . .21894 










Seq. No. 


15366 




Seq. ID 


OJ990727_05.9A26. 


. C4 


Gene No. 


32605 




Strand 






Start 


18681 




End 


22191 




Name 


OJ990727 05.9A26.C4 


. o5 . gp 


Method 


AAT/GAP 




Start 


21026 




End 


21506 




GI 


LIB34 33-04 9-P1-K1-F9 


Score 


903 




Exons 


21026. .21506 










GI Descrip. 


'5670155/gb| AF16126 


9.1IAF161269 6.0e-13 Oryza sativa subsp 




japonica BAC clone 


34K24, complete sequence 1 




Seq. No. 


15367 




Seq. ID 


OJ990727_05.9A26. 


.C5 


Gene No. 


32606 




Strand 


+ 




Start 


872 




End 


3339 




Name 


OJ990727 05.9A26.C5 


. ol . gs 


Method 


GENSCAN 




Start 


872 




End 


3339 




GI 


none 




Score 


.69 




Exons 


872. .891, 2061. .2242, 2471. 


.2539, 3227 


. .3339 




Seq. No. 


15367 




Seq. ID 


OJ990727_05.9A26, 


,C5 


Gene No. 


32607 




Strand 


+ 




Start 


4791 




End 


5139 




Name 


OJ990727 05.9A26.C5 


.ol.gp 


Method 


AAT/GAP 




Start 


4791 




End 


5139 




GI 


2428649 




Score 


650 




Rxon 

L-j A y^/ 110 


4791. .5139 










Seq. No. 


15367 




Seq. ID 


OJ990727_05.9A26. 


■ C5 


Gene No. 


32608 




Strand 






Start 


40 




End 


3314 




Name 


OJ990727 05.9A26.C5 


. ol . np 


Method 


AAT/NAP 




Start 


40 




End 


3314 





16010 



GI 1076580 Score 159 

Exons 40.. 63, 3122.. 3314 

GI Descrip. alcohol dehydrogenase homolog ADH3b - tomato 

gi| 913446|bbs| 160508 (S75487) alcohol dehydrogenase ADH {EC 
1.1.1.1} [Lycopersicon esculentum=tomatoes, cv. red cherry, 
Peptide, 390 aa] [Lycopersicon esculentum] 



Seq. No. 15367 

Gene No. 32609 

Start 4654 

Name OJ990727_05 . 9A2 6 . C5 . o2 . gs 

Start 4654 

GI none 
Exons 



Seq. ID OJ990727_05.9A26.C5 
Strand 

End 5407 

Method GENSCAN 

End 5407 

Score .45 



4654.. 4666, 4735.-4889, 4995.. 5065, 5281.. 5407 



Seq * No . 


15368 




Seq. ID 


OJ990727_05 




P6 


wCUC IN • 


32610 




Strand 


+ 






Start 


1 




End 


4001 






Name 


OJ990727 05.9A26. 


C6.ol .gp 


Method 


AAT/GAP 






Start 


1 




End 


510 






GI 


5455387 




Score 


932 








1 . . 510 












Seer. No 


15368 




Seq. ID 


OJ990727_05 


. 9 A2 6 . 


C6 


fjpnp No 


32610 




Strand 


+ 






::: Start 


1 




End 


4001 






^iSfame 


OJ990727 05.9A26. 


C6 . ol . gs 


Method 


GENSCAN 






!"Ll Start 


64 




End 


4001 






□ GI 


none 




Score 


.62 






i ; j Exons 


64. .187, 242. .287 


, 843. .1191, 


1580.. 1722, 2405.. 24 


59, 




, ~ t 

ssP 


3208.. 3300, 3879. 


.4001 










* Seq, No. 


15369 




Seq. ID 


OJ990727_05 


.9A26. 


C7 


Gene No. 


32611 




Strand 


+ 






U Start 


1066 




End 


1173 






Name 


OJ990727 05.9A26. 


C7 .ol.np 


Method 


AAT/NAP 






: ' : Start 


1066 




End 


1173 






i= :; gi 


5852093 




Score 


83 






~ Exons 


1066. .1173 












Q GI Descrip. 


(AL117264) zwhl6. 


1 [Oryza sativa] 








Seq. No. 


15369 




Seq. ID 


OJ990727_05 


.9A26. 


C7 


Gene No. 


32612 




Strand 


+ 






Start 


7549 




End 


11329 






Name 


OJ990727 05.9A26. 


C7 . o3 . gs 


Method 


GENSCAN 






Start 


7549 




End 


11329 






GI 


none 




Score 


.75 






Exons 


7549.. 7669, 8648. 


.8688, 8746. 


.8820, 10481. .10573, 


10656. 


.10760, 



10931. . 11329 



Seq. No. 15369 

Gene No. 32612 

Start 7549 

Name OJ990727_05 . 9A26 . C7 . ol . gp 

Start 7576 

GI 16576 1.R1084 
Exons 



Seq. ID OJ990727_05.9A26.C7 

Strand + 

End 11329 

Method AAT/GAP 

End 10933 

Score 1159 



7576..7669, 8746.. 8820, 9983.. 10084, 10167 .. 10220, 10306 .. 10398, 



16011 



10481. .10573, 10656. .10760, 10872.. 10933 
GI Descrip. ' 4 16564/sp | Q02066 | AAIP_WHEAT 1.0e-112 ABCISIC ACID-INDUCIBLE 

PROTEIN KINASE >gi_422013_pir A4 6408 abscisic acid-inducible 

serine/threonine protein kinase homolog - wheat (fragment) 
>gi_170664_gb_AAA96325.1_AAA96325 (M94726) protein kinase 
[Triticum aestivum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15369 Seq. ID 

32612 Strand 

7549 End 

OJ990727_05 . 9A26 . C7 . o2 . np Method 

7580 End 

416564 Score 

7580. .7669, 8746. .8820, 9983. .10084, 



OJ990727_05.9A26.C7 
+ 

11329 
AAT/NAP 
11326 
1259 

10167. .10220, 10306. .10398, 



10481. .10573, 10656. .10760, 10872 .. 10970, 11051.. 11326 
ABCISIC ACID-INDUCIBLE PROTEIN KINASE gi | 42201 3 ! pir ! ! A4 64 08 
abscisic acid-inducible serine/threonine protein kinase homolog 
-wheat (fragment) gi | 170664 | gb | AAA96325 . 1 | AAA96325 (M94726) 
protein kinase [Triticum aestivum] 



Sea No 


15369 




Seq. ID 


OJ990727_ 


0 5 9A2 6 


C7 


Gene No . 


32613 




Strand 


+ 






Start 


12464 




End 


14860 






Name 


OJ990727 05.9A26.C7 


. o2 . gp 


Method 


AAT/GAP 






Start 


12369 




End 


14 860 






GI 


2789 1 R1084 




Score 


1674 






J—j \*J llkj 


12369 12413, 12585 


12654 , 


13613. .13670, 13753 


138 61, 






13942 14214, 14418 


. .14860 










QT Dp qrri n 

VJ X Ls<^ O J_ _1_ k_y ■ 


M917019 1 0e-101 ( 


U92045 ) 


ribosomal 


protein S6 




r 7 & 




mays ] 1 












Seq. No. 


15369 




Seq. ID 


OJ990727_ 


_05.9A26 


.C7 


Gene No. 


32613 




Strand 


+ 






Start 


12464 




End 


14860 






Name 


OJ990727 05.9A26.C7 


. o4 . gs 


Method 


GENSCAN 






Start 


12464 




End 


14659 






GI 


none 




Score 


.94 






Exons 


12464. .12469, 12590 


. .12654, 


13613. .13670, 13753 


. 13861, 






1'3942. .14214, 14418 


. .14659 










Seq. No. 


15369 




Seq. ID 


OJ990727_ 


_05. 9A26 


.C7 


Gene No. 


32613 




Strand 


+ 






Start 


12464 




End 


14860 






Name 


OJ990727 05.9A26.C7 


. o3.np 


Method 


AAT/NAP 






Start 


12584 




End 


14659 






GI 


1917019 




Score 


1090 






Exons 


12584. .12654, 13613 


. .13670, 


13753. .13861, 13942 


.14214, 






14418. .14659 












GI Descrip. 


(U92045) ribosomal 


protein 


S6- RPS6-1 


[Zea mays] 






Seq. No. 


15369 




Seq. ID 


OJ990727_ 


_05. 9A26 


.C7 


Gene No. 


32614 




Strand 


+ 






Start 


30495 




End 


33327 






Name 


OJ990727 05.9A26.C7 


. o5 . np 


Method 


AAT/NAP 






Start 


30495 




End 


33327 






GI 


6587848 




Score 


751 






Exons 


30495. .30954, 32383 


. .33327 











16012 



GI Descrip. (AC006551) Putative UDP-glucose glucosyltransf erase [Arabidopsis 
thaliana] 



Seq. No. 15369 

Gene No. 32615 

Start 5487 

Name OJ990727_05 . 9A26 . C7 . o2 . gs 

Start 5487 

GI none 

Exons 5487.. 5720 



Seq. ID OJ990727_05.9A26.C7 
Strand 

End 5720 

Method GEN SCAN 

End 5720 

Score .95 



Seq. No. 15369 

Gene No. 32616 

Start 16210 

Name OJ990727_05 . 9A26 . C7 . o3 . gp 

Start 15926 

GI 412_1.R1084 

Exons 15926. . 16488, 16907 .. 17152, 
GI Descrip. 



OJ990727 05.9A26.C7 



Seq. ID 
Strand 

End 19680 
Method AAT/GAP 
End 18729 
Score .. 2422 
17259. .17535, 1854 4. .18729 
, 2398679/emb|CAA75092| 1.0e-155 (Y14 7 97) 
3-deoxy-D-arabino-heptulosonate 7 -phosphate synthase [Morinda 
citrifolia] ' 



Seq. No. 15369 Seq. ID 

Gene No. 32616 Strand 

Start 16210 End 

Name OJ990727_05 . 9A26 . C7 . o5 . gs Method 

Start 16210 End 

GI none Score 
Exons 



OJ990727J)5.9A26.C7 

19680 • 
GENSCAN 
19448 
.87 



16210. .16488, 16907. .17152, 17259 .. 17535, 1854 4 18821, 
18915.. 19448 



Seq. No. 15369 
Gene No. 32616 
Start 16210 

Name OJ990727_05 . 9A26 . C7 . o4 . np 

Start 16234 
GI 2398679 

Exons 16234. .16488, 16907 .. 17152 , 

18915. .19334, 19549.. 19680 
GI Descrip. (Y14797) 3-deoxy-D-arabino-heptulosonate 7-phosphate synthase 

[Morinda citrifolia] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_05.9A26.C7 

19680 
AAT/NAP 
19680 
2022 



17259. .17535, - 18544. .18821, 



15369 

32617 

30399 

OJ9907 

7540 

none 

7540. . 

8742. . 

10166. 

10305. 

10480. 

10667. 

11047. 



27 05.9A26.C7.o2.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990727 05.9A26.C7 



33198 

TBLASTX: Maize 
11551 
41 

7668, 7570.. 7668, 7574. .7672, 
10102, 9982.. 10083, 10164 10220, 

10393, 



7572, 7548.. 7586, 7570 
8822, 8746. .8823, 9980 

.10219, 10173. . 10220, 102 93 .. 10397 , 10304 

.10394, 10306. . 10398, 10478 .. 1057 6, 10478 .. 10573, 

.10593, 10629. .10760, 10655 .. 107 65 , 10656 .. 10760, 

.10765, 10850. .10975, 108 60 .. 10982, 11027 .. 11101, 

.11334, 11048. .11335, 11405 .. 11431, 11498. .11551 



Seq. No. 



15369 



Seq. ID OJ990727 05.9A26.C7 



16013 



Gene No. 
Start 
Name - 
Start 
GI 

Exons 



32617 
30399 

OJ990727_05 . 9A2 6 . C7 . ol . ts 
7549 



none 

7549. 

9980. 



Strand 
End 

Method 
End 
Score 

7572,. 7570. .7668, 7574.. 7672, 8742.. 8822, 8746.. 8823, 
10102, 9982.. 10116, 9982.. 10083, 10002 .. 10088 , 



33198 

TBLASTX : Soybean 

11248 

37 



10164. .10220, 10165. 

10305. . 10397, 10306. 

10656. . 10757, 10658. 

10874. .10975, 11048. 
11132. .11248 



10233, 10166. 

10398, 10478. 

10759, 10658. 

11119, 11053. 



,10219, 10293. . 10397, 

,10576, 10480. . 10587, 

10756, 10860. . 10982, 

,11118, 11131. .11235, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15369 
32617 
30399 

OJ990727_05 . 9A26 . C7 . o2 . tc 

7570 

none 



Seq. ID OJ990727_05.9A26.C7 
Strand 

End 33198 

Method TBLASTX : Cress 

End 11212 

Score 128 



7570. .7662, 7574. .7672, 8743. .8820, 8745. .8831, 8746. .8823, 
9980. .10102, 9982. .10083, 10017. .10085, 10164. .10220, 
10164 .. 10220, 10166. .10243, 10266 .. 10397 , 10305 .. 10397 , 
10306. . 10398, 10474. .10572, 10478 .. 1057 6, 1047 9 .. 10568 , 
10480. . 10569, 10641. .10754, 10654 .. 10755, 10656 .. 10757 , 
10658. . 10756, 108 60 .. 10964 , 11051 .. 11212 , 11053. .11211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15369 Seq. ID 

32617 Strand 

30399 End 

OJ990727_05. 9A2 6 . C7 . o2 . tw Method 

9976 End 

none Score 



OJ990727_05.9A26.C7 
33198 

TBLASTX: Wheat 

10697 

170 



9976. .10083, 9977. .10102, 10156 .. 10218 , 10164 10220, 
10166. .10219, 10304. .10393, 10305. .10397, 10305. .10394, 
10306. .10398, 10478. . 10576, 10478 .. 10573, 10479 .. 10574 , 
10480. .10587, 10641. . 10697, 10656. .10697 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15369 
32617 
30399 

OJ990727_05 . 9A2 6 . C7 . o4 . ts 
12581 



OJ990727 05.9A26.C7 



none 
12581, 
13618. 
13940, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

12664, 12589. . 12666, 13613 .. 13672 , 13614 .. 13670, 
13671, 13739. .13825, 13750 .. 13863, 13752 .. 13829, 
14218, 13940. .14215, 14007. .14222 



33198 

TBLASTX : Soybean 

14222 

116 



Seq. No. 15369 
Gene No. ' 32617 
Start 30399 
Name OJ990727_05 . 9A26 . C7 . 

Start 12587 
GI none 
Exons 12587. 

13739. 

13940. 



ol . tw 



,12655, 12589. .12666, 
,13858, 13741. .13857, 
, 14200, 13940. .14197, 



Seq. ID OJ990727_05. 9A26.C7 
Strand 

End 33198 

Method TBLASTX : Wheat 
. End 14205 

Score 110 
13614. .13670, 13625. .13672, 
13750. . 13863, 13939 14 091 , 
14142. .14201, 14158. .14205 



16014 





Sea No 


15369 








Seq. ID 


OJ990727 


05 . 9A26 


. C7 






32617 








Strand 










Start 


30399 








End 


33198 








Name 


, OJ990727 05.9A26.C7, 


. o3 . tm 


Method 


TBLASTX: 


Mai ze 






. Start 


12587 








End 


14803 








GI 


none 








Score 


117 








Exons 


12587. 


.12664, 


12589. 


. . 12666, 


13613. .13672, 13614 


. . 13670, 








13733. 


.13861, 


13750. 


. . 13863, 


13752. .13829, 13940 


. .14215, 








13943. 


.14212, 


14007. 


. . 14219, 


14139. .14231, 14416 


. . 14493, 








14416. 


.14550, 


14417. 


14578, 


14418. .14627, 14533 


. . 14 652, 








14771. 


.14803 
















Sea No 


15369 








Seq. ID 


OJ990727 


05 . 9A26 


. C7 






32617 








Strand 










Start 


30399 








End 


33198 








Name 


OJ990727 05.9A26.C7. 


. o3 . tc 


Method 


TBLASTX : 1 


Cress 






Start 


12587 








End 


14631 








GI 


none 








Score 


120 








R von s 


12587. 


.12664, 


13613. 


13672, 


13614 . . 13670, 13750 


13863 








13750. 


.13863, 


13940. 


. . 14215, 


13941. . 14219, 14416 


. .14475, 








14417. 


.14578, 


14418. 


. . 14501, 


14539. . 14631 








Seq. No. 


15369 








Seq. ID 


OJ990727 


_05. 9A26 


.C7 


Q 


Gene No. 


32617 








Strand 








Start 


30399 








End • 


33198 








Name 


OJ990727 05.9A26.C7. 


. 06 . ts 


Method 


TBLASTX: 








Start 


14420 








End 


14649 






n 1 


GI 


none 








Score 


143 






j* "i 


R von s 


14420. 


.14578, 


14422. 


. . 14475, 


14563. . 14649 






! ; : 

'•shr 


Sea No 


15369 








Seq. ID 


OJ990727 


05 9A26 


. C7 


':=? 

i s i ! 


fionp Mo 


32617 








Strand 








I br 


Start 


30399 








End 


33198 








Name 


OJ990727 05.9A26.C7. 


. 0 1 . tm 


Method 


TBLASTX:! 


Mai ze 






Start 


16204 








End 


19475 








GI 


none 








Score 


52 






Mr 


Exons 


16204 . 


. 16488, 


16212. 


. . 16247, 


16214 . . 16489, 16302 


. .16490, 








16898. 


. 17152, 


16905. 


. . 17153, 


16906. . 17154, 16908 


. . 17168, 








17253. 


. 17537, 


17254. 


. . 17538, 


17273. . 17539, 18541 


. . 18705, 




.3 Si 




18542. 


.18652, 


18543. 


18833. 


18543. . 18: 


821, 18725 


. . 18832, 








18903. 


.19280, 


18904. 


. . 19272, 


19278. .19475, 19279 


. . 19362, 








19409. 


.19450 
















Sea No 


15369 








Seq. ID 


OJ990727 


0 5 9 A2 6 


. C7 




(^priP No 


32617 








Strand 










Start 


30399 








End 


33198 






. .. 


Name 


OJ990727 05.9A26.C7. 


.ol.tc 


Method 


TBLASTX:' 


Cress 




'■* V 


Start 


16279 








End 


19355 








GI 


none 








Score 


295 








R von ^ 


16279. 


. 16488, 


16280. 


16489, 


16898. .16951, 16931 


17158 , 








16946. 


. 17152, 


16950. 


, .17168 


16950. . 17153, 17251 


. 17538 , 








17253. 


.17537, 


18543, 


, . 18833' 


18543. . 18! 


821, 18903 


. .19229, 








18904 . 


. 19230, 


19266. 


, .19355 












Seq. No. 


15369 








Seq. ID 


OJ990727 


_05.9A26 


.C7 




Gene No. 


32617 








Strand 










Start 


30399 








End 


33198 







16015 



Name 

Start 

GI 

Exons 



OJ990727_05 . 9A2 6 . C7 . o5 . ts Method 

16279 End 

none Score 
16279. .16491, 16280. .16489 



TBLASTX : Soybean 

16491 

280 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15369 Seq. ID 

32617 Strand 

30399 End 

OJ990727_05 . 9A26 . C7 . o3 . tw Method 

16372 End 

none Score 



16372. .16482, 16373 .. 16453, 16374 .. 164 90, 16505 
16910. .17152, 16911. .17168, 17263 .. 17319, 17264 



OJ990727_05. 9A26.C7 
33198 

TBLASTX: Wheat 

17320 

108 

16531, 
17320 



Seq. No. 15369 

Gene No. 32617 

Start 30399 

Name OJ990727_05 . 9A26 . C7 . o2 . ts 

Start 16910 

GI none 

Exons 16910. 

17254 . 



17152, 16916. 
17538, 18542. 
18903. .19217, 18904. 



,17155, 
,18622, 
,19119 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16926 

18543 



OJ990727 05.9A26.C7 



33198 

TBLASTX : Soybean 
19217 
180 

17168, 17217. .17537, 
18830, 18543. . 18821, 



Seq. No. 15369 

Gene No. 32617 

Start 30399 

If Name OJ990727_05 . 9A26 . C7 . o7 . gs 

Start 30399 

GI none 

Exons 30399. .30989 

Seq. No. 15369 

Gene No. 32617 

Start 30399 

Name OJ990727_05 . 9A26 . C7 . o5 . tm 

Start 30530 

GI none 

Exons 30530. .30571, 30531 .. 30572 , 
30672. .30953, 32382 .. 32513 , 



r 5 « 



I'll 

I! 

D 



•i3 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990727_05. 9A26.C7 

33198 
GENSCAN 
30989 
.72 



OJ990727 05.9A26.C7 



33198 

TBLASTX: Maize 
32645 
74 

30563. .30592, 30564 .. 30593, 
32550. .32645 



Seq. No. 15369 
Gene No. 32617 
Start 30399 

Name OJ990727_05 . 9A26 . C7 . o3 . ts 

Start 30531 
GI none 
Exons 30531 . 

32382. 

32704, 



30569, 30564. 
,32441, 32454. 
,32871,' 32950. 



.30593, 
.32525, 
.33198, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990727 05.9A26.C7 



33198 

TBLASTX: Soybean 
33198 
56 

30770. .30946, .3077 1 .. 30962 , 
32559. .32645, 32 670 .. 32870 , 
32958. .33131, 32971. .33150 



Seq. No. 15369 Seq. ID 

Gene No. 32617 Strand 

Start 30399 End 

Name OJ990727_05 . 9A26 . C7 .o4 .tc Method 

Start 30531 End 

GI none Score 



OJ990727_05. 9A26.C7 
33198 

TBLASTX: Cress 

33198 

65 



16016 



Exons 



30531. .30569, 30672 .. 30722 , 30753 . . 30962 , 30773 30910, 

30786. .30965, 32380 .. 324 15, 32382 . . 324 4 1 , 324 51 32534 , 

32462. .32563, 3254 1 .. 32645, 32688 .. 32870, 32701 .. 32871, 

32950. .33198, 32970.. 33137 



Seq. No. 15369 

Gene No. 32617 

Start 30399 

Name OJ990727_05 . 9A26 ,*C7 . o4 . tm 

Start 32725 

GI none 
Exons 



Seq. ID OJ990727J35.9A26.C7 
Strand 

End 33198 

Method TBLASTX : Mai ze 

End 33195 

Score 153 



32725.-32874, 32751 .. 32801 , 32935 .. 33195, 3294 6 .. 33134 , 
32977. .33147 



Seq. No. 15369 

Gene No. 32617 

Start 30399 

Name OJ990727__05 . 9A26 . C7 . o4 . tw 

Start 32725 

GI none 
Exons 



Seq. ID OJ990727_05.9A26.C7 
Strand 
End 

Method 
End 
Score 



33198 

TBLASTX: Wheat 

33138 

121 



32725.-32883, 32767 .. 32862 , 32935 .. 33138 , 32943.. 33137 



Seq. No. 15370 

Gene No. 32618 

Start I 

Name OJ990727_05 . 9A2 6 . C8 . ol . np 

Start 1 

GI 5441880 

Exons 1..231, 347.. 477, 724.. 822, 
GI Descrip. 



Seq. ID OJ990727_05.9A26.C8 
Strand 
End 

Method 
End 
Score 

1067. .1325, 1402. .1944, 2089. .3666 



3666 
AAT/NAP 
3666 
3240 
1402. .1944, 



(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 15370 

Gene No. 32618 

Start 1 

Name OJ990727_05 . 9A2 6 . C8 . ol . gp 

Start 1075 

GI LIB3475-007-P1-K1-G8 

Exons 1075.. 1325, 1402.. 1574 

GI Descrip. 1 54 4 1880/dbj | BAA82378 . 1 | 5, 
corresponds to a region of 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_05.9A26.C8 

3666 

AAT/GAP 

1574 r 

805 



0e-75 (AP000367) EST C28952 (C62945) 
the predicted gene.; Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 15370 Seq. ID 

Gene No. 32618 Strand 

Start 1 End 

Name OJ990727_05 . 9A26 . C8 . o2 . gp Method 

Start 2 631 End 

GI 5701669 Score 

Exons 2631.. 3062 

GI Descrip. 54 4 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367 



OJ990727 05.9A26.C8 



3666 
AAT/GAP 
3062 - 
849 



EST C28952 (C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 



15370 
32619 



Seq. ID 
Strand 



OJ990727 05.9A26.C8 



16017 



fi 
ii 



Start 


3679 


End 


4737 


Name 


OJ990727 05. 9A26.C8.o2.np 


Method 


AAT/NAP 


Start 


3679 


End 


4737 


GI 


6721543 


Score 


176 


Ex on <=; 


3679.. 3795, 4608. .4737 






(ZT Dpqrrin 


(AP001073) hypothetical protein [Oryza 


JQL1 vaj 


Sea No 


15370 


Seq. ID 


OJ990727 05 9A26 PR 


Gene No 


32619 


Strand 




Start 


3679 


End 


4737 


Name 


OJ990727 05. 9A26 . C8 . o3 . gp 


Method 


AAT/GAP 


Start 


4572 


End 


4720 


GI 


7406 1.R1084 


Score 


222 


Ex on 


4572. .4720 






GT Dp^rri o 


, 1122315/emb|CAA63901 | 7.0e-10 (X94191) heat shock protein 




[Pennisetum glaucum] ' 






Seq. No. 


15370 


Seq. ID 


OJ990727_05.9A26.C8 


Gene No. 


32620 


Strand 




Start 


8553 


End 


13490 


Name 


OJ990727 05. 9A26 . C8 . o3 . np 


Method 


AAT/NAP 


Start 


8553 


End 


13490 


GI 


5295955 


Score 


617 


Exon ^ 


8553.. 9124, 9207.. 9683, 10370 


. .10483, 


11025. .11121, 12768. 


GT npQpri n 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V01! 




[Oryza sativa] 






Sea No 


15370 


Seq. ID 


OJ990727_05.9A26.C8 


Gene No. 


32620 


Strand 




Start 


8553 


End 


13490 


Name 


OJ990727 05.9A26.C8.o2.gs 


Method 


GENSCAN 


Start 


10304 


End 


13392 


GI 


none 


Score 


.66 


Exon 


10304 . .10415, 10429. .10547, 10957 .. 11093, 11577 .. 11 667 , 




11910. .11954, 12793. .13392 






Seq. No. 


15370 


Seq. ID 


OJ990727_05.9A26.C8 


Gene No. 


32621 


Strand 




Start 


13672 


End 


15194 


Name 


OJ990727 05.9A26.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2431 


End 


2811 


GI 


none 


Score 


76 


Exon 


2431. .2607, 2461. .2607, 2492. 


.2611, 2605. .2802, 2617. .2811 


Seq. No. 


15370 


Seq. ID 


OJ990727_05. 9A26.C8 


Gene No. 


32621 


Strand 




Start 


13672 


End 


15194 


Name 


OJ990727 05.9A26.C8.o2.tm 


Method 


TBLASTX: Maize 


Start 


2509 


End 


3105 


GI 


none 


Score 


142 


E von <5 


2509. .2580, 2644. .2943, 2705., 


.2926, 2977. .3105, 2999. .3097 


Seq. No. 


15370 


Seq. ID 


OJ990727_05.9A26.C8 


Gene No. 


32621 


Strand 




Start 


13672 


End 


15194 


Name 


OJ990727 05.9A26.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


6904 


End 


13399 



16018 






GI 


none 


Score 


149 








Exons 


6904.. 7038, 6909.. 7046, 6924 


..7061, 7144. .7215, 


7144. .7230, 






7148. .7219, 7293. .7409, 7294 


..7386, 12710. .12943, 12712. 


. 1302 






12712. .12771, 12823. .13176, 


13001. .13279, 13213 


. .13254, 








13258. .13347, 13259. .13339, 


13349. .13399 








Seq. No. 


15370 


Seq. ID 


OJ990727 


05 . 9A26. 


C8 




Gene No. 


32621 


Strand 










Start 


13672 


End 


15194 








Name 


OJ990727 05 . 9A26. C8 . ol . ts 


Method 


TBLASTX : 


Soybean 






Start 


12715 — 


End 


13110 








GI 


none 


Score 


134 








Exons 


127 15.. 12969, 12718.. 12768, 


12820. .13110, 13031 


. . 13099 






Seq. No. 


15370 


Seq. ID 


OJ990727 


05 . 9A26 . 


C8 




Gene No. 


32621 


Strand 










Start 


13672 


End 


15194 








Name 


OJ990727 05 . 9A26 . C8 . ol . tc 


Method 


TBLASTX: 


Cress 






Start 


12868 ~~ 


End 


13186 








GI 


none 


Score 


43 








Exons 


12868. .13098, 13007. .13099, 


13123. .13176, 13145 


. . 13186 






Seq. No. 


15370 


Seq. ID 


OJ990727 


05 . 9A26. 


C8 




Gene No. 


32621 


Strand 








3 


Start 


13672 


End 


15194 








Name 


OJ990727 05 9A26 C8 o3 as 


Method 


GENSCAN 






; : i i 

i y 


Start 


13672 ~ 


End 


15194 






1- J 


GI 


none 


Score 


. 66 






ui 


Exons 


1367 2. .138 63, 15119. .15194 












Seq. No. 


15370 


Seq. ID 


OJ990727 


05. 9A26. 


C8 


I W 


Gene No. 


32621 


Strand 










Start 


13672 


End 


15194 








Name 


OJ990727 05 . 9A26 . C8 . o4 . gp 


Method 


AAT/GAP 








Start 


14854 ~ 


End 


15190 








GI 


3769233 


Score 


604 








Exons 


14854 . . 15190 










"I 

is! 

U 


Seq. No. 


15371 


Seq. ID 


OJ990727 


_05. 9A26. 


C10 




Gene No. 


32622 


Strand 


+ 








Start 


1 


End 


245 








Name 


OJ990727 05. 9A2 6 . C10 . ol . gp 


Method 


AAT/GAP 








Start 


1 


End 


245 








GI 


LIB3431-04 5-P1-N1-A10 


Score 


474 








Exons 


1. .245 












GI Descrip. 


'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza 


sativa genomic 






DNA, chromosome 2, clone : P04 37H03 (contig b) 1 








Seq. No. 


15371 


Seq. ID 


OJ990727 


__05. 9A26. 


C10 




Gene No. 


32623 


Strand 










Start 


464 


End 


604 








Name 


OJ990727 05. 9A26 . C10 . ol . gs 


Method 


GENSCAN 








Start 


464 


End 


604 








GI 


none 


Score 


. 99 








Exons 


464 . . 604 












Seq. No. 


15372 


Seq. ID 


OJ990727 


_05. 9A26. 


C12 



16019 



5; 

3 
fi 



Gene No. 


32624 






Strand 




Start 


59 






End 


138 


Name 


OJ990727 05 


9A26 


C12 ol as 


MpI - hnd 


GRN^CAN 

\D i_J t_> V^fui 


O Lai L 


59 ~~ 






End 


138 


GI 


none 






Score 


. 96 




59 . .138 












15373 






Seq. ID 


OJ990727 04 9A20 C2 




32625 






Strand 




Start 


1261 






End 


5423 


Name 


OJ990727 04. 


9A20 


.C2.ol.gp 


Method 


AAT/GAP 


Start 


612 






End 


5282 


GI 


77 1.R1084 






Score 


1980 




612. .846, 1260.. 


1362, 1451.. 


1591, 1850 


..1962, 2845. .2896, 




3130. .3252, 


3577 


..3683, 3872 


..3921, 4876. .4979, 5202. .5282 


ul L/C O > J — L^J. 


, 6006310/dbj IBAA84779.il 0.0e+00 (AB018443) nonphototrophic 




hypocotyl lb 


• [Oryza sativa] 1 






Q^rr Mn 

JCLj . LN^ . 


15373 






Seq. ID 


OJ990727_04.9A20.C2 


Gene No. 


32625 






Strand 




Start 


1261 






End 


5423 


Name 


OJ990727 04. 


9A20 


.C2.ol.gs 


Method 


GENSCAN 




1261 






End 


5364 


ox 


none 






Score 


.96 




1261. .1362, 


1451 


..1591, 1850 


..1962, 2845. .2896, 3130. .3252, 




3577. .3683, 


5283 


. .5364 






Seq. No. 


15373 






Seq. ID 


OJ990727_04 . 9A20.C2 


Gene No. 


32625 






Strand 




Start 


1261 






End 


5423 


Name 


OJ990727 04. 


9A20 


.C2.ol.np 


Method 


AAT/NAP 


Start 


1264 






End 


5423 


GI 


6006310 






Score 


1279 


Exons 


1264. .1362, 


1451 


..1591, 1850 


..1962, 2845. .2896, 3130. .3252, 



GI Descrip. 

Seq'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3577. .3683, 3872. .3921, 4876. .4979, 5202. .5282, 5397. .5423 
(AB018443) nonphototrophic hypocotyl lb [Oryza sativa] 



15373 
32625 
1261 

OJ990727_04 . 9A20 . C2 . ol . tm 

1285 

none 

1285. .1359, 1289. .1360, 1449. 
1450. .1593, 1451. .1597, 1845. 
2787. .2897, 2843.-2896, 3113. 
3574. .3687, 3867. .3923, 3867. 
4875. .4952, 4876. .4956 



Seq. ID OJ990727_04 . 9A20.C2 
Strand 

End 5423 
Method TBLASTX: Maize 
End 4956 
Score 64 

.1592, 1449. .1592, 1450. .1593, 
.1943, 1847. .1942, 1941. .1994, 
.3232, 3130.. 3228, 3572.. 3685, 
.3923, 3868. .3936, 4872. .4952, 



Seq. No. 15373 Seq. ID 

Gene No. 32625 Strand 

Start • 1261 End 

Name OJ990727_04 . 9A20 . C2 . ol . tc Method 

Start 1288 End 

GI none Score 
Exons 



OJ990727_04.9A20.C2 
5423 

TBLASTX: Cress 

5285 

125 



1288. .1362, 1451. .1597, 1452. .1592, 1845. .1970, 1847. .1993, 
2841. .2897, 2843. .2896, 3119. .3226, 3130. .3255, 3572. .3685, 



16020 



3574.. 3687, 3576.. 3728, 3865.-3936, 3867.. 3923, 4872.. 4985, 
4875.-4985, 4876.-4986, 5202.-5285 



Seq. No. 15374 Seq. ID 

Gene No. 32 62 6 Strand 

Start 11653 End 

Name OJ990727_04 . 9A20 . C3 . o2 . gs Method 

Start 11653 End 

GI none Score 

Exons 11653. .11731, 11778.. 11821 



OJ990727_04.9A20.C3 
+ 

11821 
GEN SCAN 
11821 
.63 



Seq. No. 15374 

Gene No. 32627 

Start 14951 

Name OJ990727_04 . 9A20 . C3 . o3 . gs 

Start 14951 

GI none 
Exons 



Seq. ID OJ990727_04 . 9A20.C3 

Strand + 

End 18567 

Method GENSCAN 

End 18567 

Score .57 



14951. .14956, 15031 -. 15329, 15506 .. 15627 , 15629 .. 15839, 
16073. .16199, 16634. .16762, 18133 .. 18377 , 18444. .18567 



Seq. No. 15374 Seq. ID OJ990727_04 . 9A20 . C3 

Gene No. 32627 Strand + 

Start 14951 End 18567 

Name OJ990727_04 . 9A20 . C3 . o2 . np Method AAT/NAP 

Start 15547 End 16582 

GI 5922623 Score 142 

Exons 15547. .15657, 16221 .. 16336, 16506.. 16582 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 15374 Seq. ID 

Gene No. 32628 Strand 

Start 25238 End 

Name OJ990727_04 . 9A20 . C3 . o5 . gs Method 

Start 25238 End 

GI none Score 

Exons 25238. .25416, 25964.. 26051 



OJ990727_04.9A20.C3 
+ 

26051 
GENSCAN 
26051 
.77 



Seq. No. 


15374 


Seq. ID 


OJ990727 


_04.9A20 


.C3 


Gene No. 


32629 


Strand 


+ 






Start 


26054 


End 


29728 






Name 


OJ990727 04.9A20.C3.o3.np 


Method 


AAT/NAP 






Start ■ 


26054 


End 


28212 






GI 


1816459 


Score 


391 






Exons 


26054 . .26235, 26828 .. 26906, 


27121. .27182, 27572 


. .27671, 






27935. .28212 










GI Descrip. 


(Y10750) DEFH125 protein [Antirrhinum majus] 






Seq. No. 


15374 . 


Seq. ID 


OJ990727^ 


_04.9A20 


.C3 


Gene No. 


32629 


Strand 


+ 






Start 


26054 


End 


29728 






Name 


OJ990727 04.9A20.C3.o6.gs 


Method 


GENSCAN 






Start 


26829 


End 


29728 






GI 


none 


Score 


. 67 






Exons 


26829. .26906, 2754 3 .. 27671 , 


27935. .28018, 29219 


. .29466, 





29653. .29728 



16021 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 



15374 
32630 
31143 

OJ990727_04 . 9A20 . C3 . o4 . np 
31143 
4417309 



Seq. ID OJ990727_04.9A20.C3 
Strand + 

34197 
AAT/NAP 
34197 
389 



End 

Method 
End 
Score 

31143. .31206, 31-381. .32159, 32247 .. 32845, 34171.. 34197 
(AC006446) putative retroelement pol- polyprotein [Arabidopsis 
thaliana] 





O ~ • INU i 


15374 


Seq. ID 


OJ990727_04 .9A20.C3 






32631 


Strand 


+ 




91" ^ rf 


37498 


End 


39219 




Name 


OJ990727 04 . 9A20 . C3 . 08 . gs 


Method 


GENSCAN 




O Lai L 


37498 


End 


39041 






none 


Score 


.62 






37498. .37617, 37888 .. 38107 , 


38551. .39041 




Sea No 


15374 


Seq. ID 


OJ990727_04 .9A20.C3 




Gene No. 


32631 


Strand 


+ 




Start 


37498 


End 


39219 




Name 


OJ990727 04 . 9A20 . C3 . 06 . np 


Method 


AAT/NAP 




Start 


37829 


End 


39219 


. =■ 

"tc'r 


GI 


6539588 


Score 


167 




LmJ Vri/ 1 1 W 


37829. .38136, 39202.. 39219 






i\ 


f2 T DpQrrin 

VJ X 1— / d O * — ■ J_ -L V_/ ■ 


(AP000837) hypothetical protein [Oryza 


sativa] 






15374 


Seq. ID 


OJ990727_04 . 9A20.C3 


U! 




32632 


Strand 




ei 
t t i 
is* 


Start 


1 


End 


7823 


L! 


Name 


OJ990727 04 . 9A20 . C3 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


7195 




GI 


6006310 


Score 


2707 




l^j yv 1 1 


1..22, 160. .236, 1377. .1466, 


2128. .2187, 2558. .2662, 2776. .2825, 


\\ 




2964.. 3070, 5525.. 5595, 5706 


..5934, 6018. .6303, 6403. .6494, 


i dz 




6597. .7195 






c : 
i c? 


X L** O v_x JL J_ k»f » 


(AB018443) nonphototrophic hypocotyl lb [Oryza sativa] 


:=| 
; st 
' "t 


JCLJ . IN U • 


15374 


Seq. ID 


OJ990727_04 . 9A20.C3 




Gene No. 


32632 


Strand 






Start 


1 


End 


7823 




Name 


OJ990727 04.9A20.C3.ol.gp 


Method 


AAT/GAP 




Start 


160 


End 


7823 




GI 


77 1.R1084 


Score 


3617 




Exons 


160. .236, 1377. .1466, 2128.. 


2187, 2558. 


.2662, 2776.. 2825, 






2964.. 3070, 5525.. 5595, 5706 


..5934, 6018. .6303, 6403. .6494, 






6597. .7271, 7704. .7823 








GI Descrip. 


•6006310/dbj IBAA84779.il 0.0e+00 (AB018443) nonphototrophic 






hypocotyl lb [Oryza sativa] 1 








Seq. No. 


15374 


Seq. ID 


OJ990727_04 . 9A20.C3 




Gene No. 


32633 


Strand 






Start 


19339 


End 


21474 




Name 


OJ990727 04 . 9A20.C3.o4 .gs 


Method 


GENSCAN 




Start 


19339 


End 


21474 




GI 


none 


Score 


.47 



16022 



Exons 



19339. .19397, 19690 19797 , 21435.. 21474 



Seq. No. 15374 

Gene No. 32634 

Start 29986 

Name OJ990727_04 . 9A20 .C3 . o3 . ts 

Start 139 

GI none 
Exons 



Seq. ID OJ990727_04 .9A20.C3 
Strand 

End 35759 

Method TBLASTX : Soybean 

End 5831 

Score 88 

1467, 1374. .1475, 



139. .222, 162. .221, 1371.. 1469, 1372 
2119. .2184, 2122. .2187, 2554. .2664, 2555. .2665, 2556. .2663, 



2557. .2664, 2768. .2827, 2774 
5707. .5826 



,2824, 2776.. 2829, 5703.. 5831, 



Seq. No. 15374 Seq. ID 

Gene No. 32634 Strand 

Start 29986 End 

Name OJ990727_04 . 9A20 . C3 . ol . tc Method 

Start 160 End 

GI none Score 

Exons 160.. 225, 162.. 224, 1371.. 1466, 2131.. 



2555.. 2665, 2555.. 2665, 2557.. 2667, 2768 

2962. .3072, 2962. .3072, 2963. .3070, 5524 

5703. .5828, 5707. .5832, 6246. .6296, 6248 

6420.. 6494, 6585 .. 69.4-1, 6596.. 6943, 6596 
6803. .6943 



OJ990727_04.9A20.C3 
35759 

TBLASTX: Cress 

6943 

71 

2187, 2554. .2664, 

2827, 2776..2829, 
5595, 5528.-5596, 
6301, 6404.. 6493, 
6922, 6717.. 6875, 



Seq. No. 15374 Seq. ID 

Gene No. 32634 Strand 

Start 29986 End 

Name OJ990727_04 . 9A20 . C3 . ol . tm Method 

Start 160 End 

GI none Score 
Exons 



OJ990727_04 .9A20.C3 
35759 

TBLASTX: Maize 

6935 

92 

1466, 2128. .2187, 



160. .225, 162. .224, 1372. .1467, 1374. 
2612. .2665, 2776. .2829, 2960. .3073, 2962. .3072, 2962. .3072, 
5521. .5586, 5524. .5595, 5703. .5834, 5707. .5835, 6404. .6493, 
6420. .6494, 6585. .6935, 6596. .6934, 6596. .6922 



.3 5 V 



Seq. No. 15374 

Gene No. 32634 

Start 29986 

Name OJ990727_04 . 9A20 . C3 . ol . ts 

Start 2962 

GI none 

Exons 2962.. 3072, 5524.. 5595, 6239. 

6585.. 6875, 6596.-6874 



Seq. ID OJ990727_04 . 9A20.C3 
Strand 

End 35759 

Method TBLASTX : Soybean 

End 6875 

Score 91 

.6301, 6377.. 6493, 6420.. 6494, 



Seq. No. 15374 
Gene No. ' 32634 

Start 29986 

Name ■ OJ990'727_04 . 9A20 . C3 . o2 . ts 

Start 26038 

GI none 

Exons 26038. .26247, 26051.. 26245 



Seq. ID OJ990727JD4 . 9A20.C3 
Strand 

End 35759 

Method TBLASTX : Soybean 

End 26247 

Score 255 



Seq. No. 
Gene No. 
Start 



15374 
32634 
29986 



Seq. ID OJ990727__04.9A20.C3 
Strand 

End 35759 



16023 




Name 


OJ990727 04.9A20 C3 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


26041 ~~ 




End 


26236 




GI 


none 




Score 


100 




Exons 


26041. .26154, 26053 


26226, 


26054. .26236 




Seq. No. 


15374 




Seq. ID 


OJ990727_04.9A20 


,C3 


Gene No. 


32634 




Strand - 






Start 


29986 




End 


35759 




Name 


OJ990727 04.9A20 C3 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


26045 ~~ 




End 


26251 




GI 


none 




Score 


98 




Exons 


26045 26173, 26047 


. . 26157, 


26053. .26235, 26054.. 26251 




Sea. No 


15374 




Seq. ID 


OJ990727_04. 9A20 


. C3 


C^pnp No 


32634 




Strand 






Start 


29986 




End 


35759 




Name 


OJ990727 04.9A20.C3 


,o2. tc 


Method 


TBLASTX: Cress 




Start 


26051 




End 


28060 




GI 


none 




Score 


240 




Exons 


26051 . . 26257, 26051 


. .26173, 


26053. .26220, 26826 .. 26906, 






27118 . . 27183, 27569 


. 27673, 


27570. .27671, 27758 .. 27805, 






27935 . . 28060 










Sea No 


15374" 




Seq. ID 


OJ990727_04.9A20 


C3 


Gene No. 


32634 




Strand 






Start 


29986 




End 


35759 




Name 


OJ990727 04.9A20.C3 


o7 . gs 


Method 


GENSCAN 




Start 


29986 — 




End 


35759 




GI 


none 




Score 


.47 




Exons 


29986 30158. 30723 


30813. 


33068. .33181, 34 111 .. 34 281 , 






34689. .34819, 34959 


. 35026, 


35618. .35633, 35705.. 35759 




Seq. No. 


15374 




Seq. ID 


OJ990727_04.9A20 


.C3 


Gene No. 


32634 




Strand 






Start 


29986 




End 


35759 




Name 


OJ990727 04 9A20 C3 


ol • tw 


Method 


TBLASTX: Wheat 




Start 


31328 ~ 




End 


31732 




GI 


none 




Score 


525 




Exons 


31328 . . 31681, 31329 


. 31730, 


31358. .31732, 31461.. 31730 




Seq. No. 


15374 




Seq. ID 


OJ990727_04.9A20 


.C3 


Gene No. 


32634 




Strand 






Start 


29986 




End 


35759 




Name 


OJ990727 04 9A20 C3 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


31383 ~~ 




End 


31598 




GI 


none 




Score 


278 




Exons 


31383 .31598. 31385 


. 31597 








Seq. No. 


15374 




Seq. ID 


OJ990727_04.9A20 


.C3 


Gene No. 


32634 




Strand 






Start 


29986 




End 


35759 




Name 


OJ990727 04.9A20.C3. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


31599 




End 


32032 




GI 


none 




Score 


407 




Exons 


31599. .32000, 31599. 


. 31976, 


31751. .31999, 31982.. 32032 




Seq. No. 


15374 




Seq. ID 


OJ990727_04.9A20 


-C3 



16024 




Gene No . 


32634 






Strand 








Start 


29986 






End 


35759 






Naine 


OJ990727 04 


.9A20. 


C3.o4 .ts 


Method 


TBLASTX: 


Soybean 




Start 


31746 






End 


32136 






GI 


none 






Score 


169 






Exons 


31746. .31991, 31757 .. 31891, 


32047. .32136 






Seq. No. 


15375 






Seq. ID 


OJ990727 


04 . 9A20 


,C4 


Gene No. 


32635 






Strand 


+ 






Start 


1 






End 


2601 






Name 


OJ990727 04 


.9A20. 


C4 .ol.np 


Method 


AAT/NAP 






Start 


1 






End 


2601 






GI 


3777527 






Score 


347 






Exons 


1..23, 447. 


.638, 


906. .1754, 


2581. .2601 








GI Descrip. 


(AF053008) 


gag-pol polyprotein [Glycine max] 






Seq. No. 


15375 






Seq. ID 


OJ990727 


_04.9A20, 


.C4 


Gene No. 


32635 






Strand 


+ 






Start 


1 






End 


2601 






Name 


OJ990727 04 


.9A20. 


C4 . ol . gs 


Method 


GENSCAN 






Start 


15 






End 


2501 






GI 


none 






Score 


.6 






Exons 


15. .460, 532. .724 


, 984. .1055 


, 2199. .2362, 2364. 


.2501 




Seq. No. 


,; 15375 






Seq. ID 


OJ990727 


_04-. 9A20, 


,C4 


Gene No. 


32635 






Strand 


+ 






Start 


1 






End 


2601 






Name 


OJ990727 04 


.9A20. 


C4 .ol.tm 


Method 


TBLASTX: 


Mai ze 




Start 


1311 






End 


1623 






GI 


none 






Score 


104 






Exons 


1311. .1472, 


1495. 


. 1623 










Seq. No. 


15376 






Seq. ID 


OJ990727 


_04.9A20, 


,C5 


Gene No. 


32636 






Strand 


+ 






Start 


3432 






End 


3814 






Name 


OJ990727 04 


.9A20. 


C5.o2.gs 


Method 


GENSCAN 






Start 


3432 






End 


3814 






GI 


none 






Score 


. 64 






Exons 


3432. .3523, 


3544 . 


.3814 










Seq. No. 


15376 






Seq. ID 


OJ990727 


_04.9A20. 


,C5 


Gene No. 


32637 






Strand 


+ 






Start 


4813 






End 


6197 






Name 


OJ990727 04 


. 9A20. 


C5.o3.gs 


Method 


GENSCAN 






Start 


4813 






End 


6197 






GI 


none 






Score 


.72 






Exons 


4813. .4825, 


5301. 


.5439, 5449 


..5517, 5584. .5744, 


5797. .6197 


Seq. No. 


15376 






Seq. ID 


OJ990727 


_04.9A20. 


,C5 


Gene No. 


32638 






Strand 


+ 






Start 


6998 






End 


7877 






Name 


OJ990727 04 


.9A20. 


C5 . o3 . np 


Method 


AAT/NAP 






Start 


6998 






End 


7877 






GI 


5852178 






Score 


289 






Exons 


6998. .7264, 


7295. 


.7429, 7793 


. .7877 









GI Descrip. (AL117265) zhb0008.1 [Oryza sativa] 



16025 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15376 Seq. ID OJ990727_04 . 9A20 . C5 

32639 Strand 

456 End 1822 

OJ990727_04 . 9A20 .C5.ol.np Method AAT/NAP 

441 End 1822 

116380 . Score 900 

441. .1462, 1633. .1822 

CHALCONE SYNTHASE C2 (NARINGENIN-CHALCONE SYNTHASE C2 ) 
gi I 66554 | pir | | SYZMCC naringenin-chalcone synthase (EC 2.3.1.74; 
c2 - maize gi I 22218 | emb | CAA427 64 | (X60205) chalcone synthase 
[Zea mays] 



Seq. No. 15376 Seq. ID 

Gene No. 32639 Strand 

Start 456 End 

Name OJ990727 JD4 . 9A20 . C5 . ol . gs Method 

Start 456 End 

GI none Score 

Exons 456 . .1433 



OJ990727_04.9A20.C5 

1822 
GENSCAN 
1433 
.41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15376 
32640 
3362 

OJ990727_04 . 9A20 . C5 . ol . tc 

463 

none 



Seq. ID OJ990727_04 . 9A20.C5 
Strand 
End 

Method 
End 
Score 



7558 

TBLASTX: Cress 

1801 • 

134 



463. .642, 465. .755, 762. .950, 1014. .1457, 1135. .1452, 1631. .1801 



15376 
32640 
3362 

OJ990727_04 . 9A20 . C5 . ol . ts 
463 
*none 



Seq. ID OJ990727_04.9A20.C5 



Strand 
End 

Method 

End 

Score 



7558 

TBLASTX : Soybean 

1801 

122 



463. .651, 465. .755, 762. .953, 990. .1370, 995. .1117, 1014. .1460, 
1135.. 1458, 1628.. .1801 



Seq. No. 15.376 

Gene No. 32 64 0 

Start 3362 

Name OJ990727_04 . 9A20 . C5 . ol . tm 

Start 465 

GI none 
Exons 



Seq. ID OJ990727_04 . 9A20.C5 



Strand 
End 

Method 

End 

Score 



7558 

TBLASTX: Maize 

1816 

141 



465. .755, 466. .630, 477. .632, 762. .953, 774. .926, 910. .954, 
968. .1123, 969. .1466, 1014. .1457, 1631. .1816 



Seq. No. 15376 Seq. ID 

Gene No. 32640' ■ Strand 

Start 3362 End 

Name OJ990727_04 . 9A20 . C5 . o2 . np Method 

Start 3362 End 

GI 6907106 Score 

Exons 3362.. 3531, 
GI Descrip. 



OJ990727_04.9A20.C5 

7558 
AAT/NAP 
7558 
250 



3605. .3752, 6960. .7249, 7286. .7389, 7434. .7558 
(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 



15376 



Seq. ID OJ990727_04 . 9A20.C5 



16026 



Gene No. 


32640 


Strand 




Start 


3362 


End 


7558 


Name 


OJ990727 04 . 9A20 . C5 . ol . tw 


Method 


TBLASTX : 


Start 


5486 


End 


5814 


GI 


none 


Score 


96 


Exons 


5486.. 5602, 5618.. 5680, 5692. 


.5814 




Seq. No. 


15376 


Seq. ID 


OJ990727 


Gene No. 


32640 


Strand 




Start 


3362 


End 


7558 


Name 


OJ990727 04 . 9A20.C5.o4 .gs 


Method 


GENSCAN 


Start 


7064 


End 


7414 


GI 


none 


Score 


.76 


Exons 


7064 . .7272, 7319. .7414 






Seq. No. 


15377 


Seq. ID 


OJ990727 


Gene No. 


32641 


Strand 


+ 


Start 


1 


End 


632 


Name 


OJ990727 04.9A20.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


632 


GI 


6063554 


Score 


126 


Exons 


1..37, 476. .632 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , 




correspond to a region of the 


predicted gene. ; 


- 


protein [Oryza sativa] 






Seq. No. 


15377 


Seq. ID 


OJ990727 


Gene No. 


32642 


Strand 


+ 


Start 


1017 


End 


3625 


Name 


OJ990727 04.9A20.C6.ol.gs 


Method 


GENSCAN 


Start 


1017 


End 


3625 


GI 


none 


Score 


.47 


Exons 


1017. .1025, 1801. .1947, 2123. 


.2267, 3124. .3201, 


Seq. No. 


15377 


Seq. ID 


OJ990727 


Gene No. 


32642 


Strand 


+ 


Start 


1017 


End 


3625 


Name 


OJ990727 04 . 9A20 . C6 . o3 . np 


Method 


-AAT/NAP 


Start 


1756 


End 


3473 


GI 


2522230 


Score 


94 


Exons 


1756. .1865, 3130. .3473 






GI Descrip. 


(AB007467) retrotransposon-like gene; 


the first 




determined to be leucine [Vicia faba] 




Seq. No. 


15377 


Seq. ID 


OJ990727 


Gene No. 


32642 


Strand 


+ 


Start 


1017 


End 


3625 


Name 


OJ990727 04 . 9A20 . C6 . o2 . np 


Method 


AAT/NAP 


Start 


1801 


End 


2602 


GI 


4512231 


Score 


1009 


Exons 


1801. .2602 






GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 




Seq. No. 


15377 


Seq. ID 


OJ990727 


Gene No. 


32643 


Strand 


+ 


Start 


9091 


End 


9682 


Name 


OJ990727 04 . 9A20 . C6 . o3 . gs 


Method 


GENSCAN 



04 . 9A20.C6 



hypothetical 



04 . 9A20.C6 



16027 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9091 End 9682 

none Score .57 

9091.. 9256, 9273.. 9353, 9483.-9682 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727 
+ 

20659 
AAT/NAP 
20659 
330 



04.9A20.C6 



15377 
32644 
10647 

OJ990727_04.9A20.C6.o4 .np 
10647 
6063554 
10647. .10708, 
20486.. 20659 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



17570. .17633, 1904 5 .. 19187 , 19823 .. 19851, 



Seq. No. 15377 Seq. ID 

Gene No. 32644 Strand 

Start 10647 End 

Name OJ990727_04 . 9A20 . C6 . o4 . gs Method 

Start 11720 End 

GI none Score 

Exons 11720. .11962 



OJ990727_04.9A20.C6 
+ 

20659 
GENSCAN 
11962 
.84 



Seq. No. 15377 
Gene No. 3264"4~ 
Start 10647 

Name OJ990727_04 . 9A20 . C6 . 06 . gs 

Start 15997 
GI none 
Exons 15997. 

17617. 

19823. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990727_04.9A20.C6 
+ 



16227, 16232. . 16479, 17212, 
,17820, 18767. . 18942, 18944, 
19923 



20659 
GENSCAN 
19923 
.58 

17323, 17470. 
19197, 19251. 



17579, 
19404, 



Seq. No. 15377 Seq. ID OJ990727_04 . 9A20 . C6 

Gene No. 32645 Strand + 

Start 20832 End 24569 

Name OJ990727_04 . 9A20 . C6 . o5 . np Method AAT/NAP 

Start 20539 - End 20659 

GI 6063554 Score 171 

Exons 20539. .20659 

GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) , C7 1850.(E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15377 
32645 
20832 

OJ990727_04 . 9A20 . C6 . o7 . gs 

20832 

none 



Seq. ID OJ990727_04.9A20.C6 

Strand + 

End 24569 

Method GENSCAN 

End 23430 

Score .54 



20832. .20835, 21839 .. 21862 , 23151 .. 23183, 23204. .23430 



Seq. No. 15377 Seq. ID 

Gene No. 32645 Strand 

Start 20832 End 

Name OJ990727_04 . 9A20 . C6 . ol . gp Method 



OJ990727_04.9A20.C6 
+ 

24569 
AAT/GAP 



16028 






Start 


21839 


End 


23318 




GI 


61605 1.R1084 


Score 


580 




R von ^ 


21839. .21919, 23046.. 23318 








VJ X 1— ' O v-* X.. k«S * 


'5852170/ernb|AL117265. 1| OST17804 1 . Oe 


— 1 "37 OT\/7r5 i va 






indica (GLA4 ) genomic DNA, chromosome 


4 RAP r 1 nnp • t 1 7R04 1 




Seq . No . 


15377 


Seq. ID 


OJ990727 04 9A20 C6 




fipnp No 


32645 


Strand 


+ , ■ _ 




Start 


20832 


End 


24569 




Name 


OJ990727 04 . 9A20 . C6 . 06 . np 


Method 


AAT/NAP 




Start 


22433 


End 


24569 




GI 


6063554 


Score 


142 




R von ^ 


22433. .22471, 24397.. 24569 










(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C9861 1 (E04 64 ) 






correspond to a region of the predicted gene.; hypothetical 






protein [Oryza sativa] 








Sprr No 


15377 


Seq. ID 


OJ990727_04 . 9A20.C6 




Gene No. 


32646 


Strand 


+ 




Start 


30726 


End 


39200 




Name 


OJ990727 04 . 9A20 . C6 . o9 . gs 


Method 


GENSCAN 




Start 


30726 


End 


39200 




GI 


none 


Score 


.45 


.1 SI 

! ) 


R, von q 


30726. .31099, 31192 31296, 


32102. .32206, 33321 .. 334 33, 






33484 . .33715, 34 151 .. 35496, 


35551. .37087, 37184.. 39200 


[*: i 


Ccirr Nn 


15377 


Seq. ID 


OJ990727_04 . 9A20.C6 


I i i 
: sf 


Gene No . 


32646 


Strand 


+ 


i BS i 

':ef 


Start 


30726 


End 


39200 


h| 


Name 


OJ990727 04.9A20.C6.o2.gp 


Method 


AAT/GAP 


= i 


Start 


32157 


End 


32393 


i'l! 


GI 


uC-osflcyp033a04bl 


Score 


411 




Pvnnq 


32157. .32393 






is 

.: a: 


GI Dpsrr i d 


•6016845/dbj | AP000570 . 1 | AP000570 3.0e 


-59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 1 




Sea No 


15377 


Seq. ID 


OJ990727_04 . 9A20.C6 




Cpnp No 


32646 


Strand 


+ ■ , 




Start 


30726 


End 


39200 


P 

.: ei 


Name 


OJ990727 04.9A20.C6.oll.np 


Method 


AAT/NAP 


t ; 
■'e z't 


Start 


34155 


End 


39075 




GI 


5922631 


Score 


4857 




Exons 


34155. .34279, 34538.-34 782, 


35032. .35241, 35287 .. 35851 , 






35894 . .36045, 36172 .. 37095 , 


37702. .39075 




GI Descrip. 


(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond to 






region of the predicted gene.; similar to prpol; Zea mays 






retrotransposon Cinful-1. (AF04 9110) 


[Oryza sativa] 






gi | 6016864 | dbj | BAA85207 . 1 | 


(AP000570) 


ESTs 






C26347 (C12145) , AU078074 (C12145) correspond to a region of the 






predicted gene.; Similar to 


prpol; Zea mays retrotransposon 






Cinful-1. (AF049110) [Oryza 


sativ 






Seq. No. 


15377 


Seq. ID 


OJ990727_04.9A20.C6 




Gene No. 


32647 


Strand 






Start 


12166 


End 


15379 




Name 


OJ990727 04 . 9A20 . C6 . o5 . gs 


Method 


GENSCAN 




Start 


12166 


End 


15379 



16029 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score .42 

12166. . 12524, 12795 .. 12894 , 13514 13582, 13772 .. 14 137 , 

14195. . 14473, 14 873 .. 15038 , 15315. .15379 



15377 
32648 
24181 

OJ990727_04 . 9A20 . C6 . o7 . np 

24181 

4325357 



OJ990727 04.9A20.C6 



Seq. ID 
Strand 

End 26721 
Method AAT/NAP 
End 26721 
Score 116 
24181. .24213, 26117 .. 26467 , 26671. .26721 
(AF128395) contains similarity to Arabidopsis thaliana 
retrotransposon Athila hypothetical protein 1 (GB:X81801) 





[Arabidopsis thaliana] 


Spa No 


15377 






32649 




Start 


30852 




Name 


OJ990727 04.9A20.C6 


. 08 .np 


Start 


30852 




GI 


5852180 




Exons 


30852. .31255, 31307 


. .31415 


GI Descrip. 


(AL117265) zhbOOOlO 


. 1 [Ory: 


C VJ . IN V— / . 


15377 




VJ^l 1^ -Li \J * 


32649 




Start 


30852 




Name 


OJ990727 04 9A20 C6 


o9 . np 


Start 


32090 




GI 


4680186 




Exons 


32090. .32290, 34014 


. .34034 


CiT Dpsrri n 

VwJ -1- L-/ ^ J J- -1_ * 


(AF111709) unknown 


[Oryza : 


Sea No 


15377 




Gene No . 


32650 




Start 


39141 




Name 


OJ990727 04.9A20.C6 


. o5 . tw 


Start 


35456 




GI 


none 




Exons 


35456. .35725, 35457 


. .35858 


Seq. No. 


15377 




Gene No. 


32650 




Start 


39141 




Name 


OJ990727 04.9A20.C6 


. o4 . tw 


Start 


36435 




GI 


none 




Exons 


36435. .36611, 36656 


. .36892, 


Seq. No. 


15377 




Gene No. 


32650 




Start 


39141 




Name 


OJ990727 04.9A20.C6 


. ol . tw 


Start 


37112 




GI 


none 




Exons 


37112. .37567, 37113 


. .37568 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_04.9A20.C6 

34034 
AAT/NAP 
33513 
442 



OJ990727_04.9A20.C6 

34034 
AAT/NAP 
34034 
349 



OJ990727_04.9A20.C6 
39349 

TBLASTX: Wheat 

35858 

279 



Seq. ID OJ990727_04.9A20.C6 
Strand 
End 

Method 
End 
Score 



39349 

TBLASTX: Wheat 

36892 

149 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_04.9A20.C6 
39349 

TBLASTX: Wheat 

37568 

497 



16030 



if 



t 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



,i Start 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15377 
32650 
39141 

OJ990727_04 . 9A20 . C6 . o3 . ts 

37152 

none 

37152. .37376, 37383.. 37517 

-15377 
32650 
39141 

OJ990727_04 . 9A20 . C6 . ol . tm 

37242 

none 

37242. .37598, 37283.-37588 



15377 
32650 
39141 

OJ990727_04.9A20.C6, 

37683 

none 

37683. .38102, 37727. 



Seq. ID OJ990727_04.9A20.C6 
Strand 

End 39349 

Method TBLASTX : Soybean 

End 37517 

Score 138 



Seq. ID OJ990727_04 . 9A20.C6 
Strand 

End 39349 

Method TBLASTX : Mai ze 

End 37598 

Score 375 



Seq. ID OJ990727_04.9A20.C6 
Strand 

39349 

TBLASTX: Wheat 
38107 
438 



End 

Method 
End 
Score 



o2. tw 
.38107, 37748.. 38107 



15377 
32650 
39141 

OJ990727_04 . 9A20 . C6 . ol . ts 

37731 

none 

37731. .38162, 37778 .. 37 921 , 

15377 
32650 
39141 

OJ990727_04 . 9A20 . C6 . o2 . tm 

37829 

none 

37829. .38083, 37830 .. 38084 , 
38247. .38273 



Seq. ID OJ990727_04.9A20.C6 
Strand 

End 39349 

Method TBLASTX : Soybean 

End 38162 

Score 312 
37958. .38128 

Seq. ID OJ990727_04. 9A20.C6 
Strand 

End 39349 

Method TBLASTX :Maize 

End ' 38273 

Score 269 
38105. .38236, 38 106 .. 3824 9, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15377 
32650 
39141 

OJ990727_04.9A20.C6. 

38111 

none 

38111. .38188, 38112. 



Seq. ID OJ990727_04 . 9A20.C6 
Strand 

39349 

TBLASTX: Wheat 
38393 
276 



End 

Method 
End 
Score 



06. tw 
.38393, 38121.. 38381 



15377 ■ 

32650 

39141 

OJ990727_04 . 9A20 . C6 . o2 . ts 

38388 

none 

38388..38774, 38396. .38776 



Seq. ID OJ990727_04 . 9A20.C6 
Strand 

End 39349 

Method TBLASTX : Soybean 

End 38776 

Score 261 



16031 



Seq. No. 


15377 




Seq. ID 


OJ990727_04.9A20.C6 


Gene No. 


32650 




Strand 




Start 


39141 




End 


39349 


Name 


OJ990727 04.9A20.C6, 


, o3 . tw 


Method 


TBLASTX: Wheat 


Start 


38397 




End 


38819 


GI 


none 




Score 


412 


Exons 


38397 . . 38819, 38405. 


... 38809 






Seq. No. 


15377 




Seq. ID 


OJ990727_04.9A20.C6 


Gene No. 


32650 




Strand 




Start 


39141 




End 


39349 


Name 


OJ990727 04.9A20.C6. 


, o3 . tm 


Method 


TBLASTX: Maize 


Start 


38649 




End 


38903 


GI 


none 




Score 


193 


Exons 


38649. . 38903 








Seq. No. 


15377 




Seq. ID 


OJ990727 04.9A20.C6 


Gene No. 


32650 




Strand 




Start 


39141 




End 


39349 


Name 


OJ990727 04.9A20.C6. 


,o3.gp 


Method 


AAT/GAP 


Start 


39141 




End 


39349 


GI 


1631463 




Score 


350 


Exons 


39141. .39349 








GI Descrip. 


4680178/gb| AF111709. 


.1IAF111709 5.0e-81 


Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type. Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 


15378 






Seq. ID 


OJ990727_04. 


9A20. 


.C7 


Gene No. 


32651 






Strand 


+ 






Start 


6731 






End 


10829 






Name 


OJ990727 04 


.9A20.C7.o3. 


np 


Method 


AAT/NAP 






Start 


6731 






End 


10829 






GI 


5902445 






Score 


2054 






Exons 


6731. .6792, 


9574. .10829 










GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


15378 






Seq. ID 


OJ990727_04 . 


9A20, 


,C7 


Gene No. 


32652 






Strand 








Start 


281 






End 


6465 






Name 


OJ990727 04 


. 9A20.C7.ol. 


gs 


Method 


GENSCAN 






Start 


281 






End 


6465 






GI 


none 






Score 


.95 






Exons 


281. .4846, 


5190. .5404, 


5437. . 


6010, 6340. .6465 






Seq. No. 


15378 






Seq. ID 


OJ990727_04. 


9A20. 


,C7 


Gene No. 


32652 






Strand 








Start 


281 






End 


6465 






Name 


OJ990727 04 


.9A20.C7.ol. 


np 


Method 


AAT/NAP 






Start 


284 






End 


4846 






GI 


4680179 






Score 


7849 






Exons 


284. .4846 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa : 


subsp. indica] 






Seq. No. 


15378 






Seq. ID 


OJ990727_04. 


9A20. 


,C7 


Gene No. 


32652 






Strand 








Start 


281 






End 


6465 






Name 


OJ990727 04 


.9A20.C7.o2. 


np 


Method 


AAT/NAP 







16032 




Start 5102 End 5944 

GI 5042448 Score 1132 

Exons 5102.. 5334, 5365.. 5944 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 15378 Seq. ID OJ990727_04 . 9A20 . C7 

Gene No. 32653 Strand 

Start 6572 End 7916 

Name OJ990727_04 . 9A20 . C7 . ol . gp Method AAT/GAP 

Start 6572 End 7916 

GI 1631463 Score 438 

Exons 6572.. 6780, 7846.. 7916 

GI Descrip. 4680178/gb| AF111709. 1 IAF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 15378 Seq. ID 

Gene No. 32654 Strand 

Start 11149 End 

Name OJ990727_04 . 9A20 . C7 . olO . tm Method 

Start 308 End 

GI * none Score 

Exons 308.. 505 



OJ990727_04 .9A20.C7 
14088 

TBLASTX: Maize 

505 

185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15378 
32654 
11149 

OJ990727_04 . 9A20 . C7 . o7 . tw 
329 
none 

329. .661, 350. .511, 453. .569, 554. .655 



Seq. ID OJ990727_04 .9A20.C7 
Strand 

End 14088 

Method TBLASTX : Wheat 

End 661 

Score 70 



Seq. No. 


15378 


Seq. ID 


OJ990727_04.9A20 


.C7 


Gene No. 


32654 


Strand 






Start 


11149 


End 


14088 




Name 


OJ990727 04. 9A20 . C7 . ol . tm 


Method 


TBLASTX: Maize 




Start 


509- 


End 


1108 




GI 


none 


Score 


251 




Exons 


509. .949, 522. .947, 947. .1108 


, 954. .1100 




Seq. No. 


15378 


Seq. ID 


OJ990727_04.9A20 


.C7 


Gene No. 


32654 


Strand 






Start 


11149 


End 


14088 




Name 


OJ990727 04.9A20.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


662 


End 


10463 




GI 


none 


Score 


347 




Exons 


662. .1288, 663. .1286, 10134.. 


10325, 10353.. 10463 




Seq. No. 


15378 


Seq. ID 


OJ990727J)4 .9A20 


.C7 


Gene No. 


32654 


Strand 






Start 


11149 


End 


14088 




Name 


OJ990727 04.9A20.C7.o5.tm 


Method 


TBLASTX: Maize 




Start 


1157 


End 


1448 




GI 


none 


Score 


254 




Exons 


1157. .1447, 1161. .1448 









16033 




Seq. No. 


15378 








Seq. ID 


OJ990727_04.9A20 


.C7 


Gene No. 


32654 








Strand 






Start 


11149 








End 


14088 




Name 


OJ990727 04 


. 9A20 


.C7 .o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1247 








End 


1507 




GI 


none 








Score 


150 




Exons 


1247. .1507, 


1248 


. . 1502 










Seq. No. 


15378 








Seq. ID 


OJ990727_04 . 9A20 


.C7 


Gene No. 


32654 








Strand 






Start 


11149 








End 


14088 




Name 


OJ990727 04 


. 9A20 


.C7 ,ol . 


tc 


Method 


TBLASTX * Cress 




Start 


1271 








End 


1588 




GI 


none 








Score 


90 




Exons 


1271 . .1414, 


1272 


. . 1412, 


1415, 


, . 1588 






Seq. No. 


15378 








Seq. ID 


OJ990727_04.9A20 


.C7 


Gene No. 


32654 








Strand 






Start 


11149 








End 


14088 




Name 


OJ990727 04 


. 9A20, 


.C7.o3. 


tw 


Method 


TBLASTX • Wheat 




Start 


1295 ~ 








End 


177 4 




GI 


none 








Score 


239 




Exons 


1295. . 1774, 


1296, 


. . 1550, 


1328 , 


, . 174 1 






Seq. No. 


15378 








Seq. ID 


OJ990727_04 . 9A20 


.C7 


Gene No. 


32654 








Strand 






Start 


11149 - 








End 


14088 




Name 


OJ990727 04 


.-9A20. 


,C7.o2. 


tw * 


Method 


TBLASTX • Wheat 




Start 


1778 ~ 








End 


2287 




GI 


none 








Score 


255 




Exons 


1778 . . 2287, 


1862 , 


. .2209, 


1944 . 


. 2255 






Seq. No. 


15378 








Seq. ID 


OJ990727_04 . 9A20 


.C7 


Gene No. 


32654 








Strand 






Start 


11149 








End 


14088 




Name 


OJ990727 04 


. 9A20, 


, C7.o2. 


tm 


Method 


TBLASTX 'Maize 




Start 


1850 ~ 








End 


2215 




GI 


none 








Score 


159 




Exons 


1850. .2161, 


1862. 


, .2215, 


1947'. 


.2213 






Seq. No. 


15378 








Seq. ID 


OJ990727_04 . 9A20 


.C7 


Gene No. 


32654 








Strand 






Start 


11149 








End 


14088 




Name 


OJ990727 04 


. 9A20 . 


C7.o3. 


ts 


Method 


TBLASTX • Sovbean 




Start 


2036 ~ 








End 


2281 




GI 


none 








Score 


204 




Exons 


2036. . 2281 














Seq. No'. 


15378 








Seq. ID 


OJ990727_04 .9A20, 


.C7 


Gene No. 


32654 








Strand 






Start 


11149 








End 


14088 




Name 


OJ990727 04 


.9A20. 


C7.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


2252 








End 


2752 




GI 


none 








Score 


90 




Exons 


2252. .2587, 


2367. 


.2501, 


2573. 


.2752 






Seq. No. 


15378 








Seq. ID 


OJ990727_04.9A20, 


,C7 



16034 




Gene No. 


32654 








Strand 






Start 


1114 9 








End 


14088 




Name 


OJ990727 04 


. 9A20 


. C7 . 06 . 


tw 




TRT.A9TX • Wh^^f- 

i. LJ J. /\ • 1VI1CCI c 




Start 


2288 _ 








End 


2590 




GI 


none 








Score 


234 






2288 2590 


2289 


2 570 


2488 . 


. 2589 






Seq. No. 


15378" * 








Seq. ID 


OJ990727_04 . 9A20 


.C7 


Gene No. 


32654 








Strand 






rt- 


1114 9 

X X X *4 _7 








End 


14088 




IN dlllC 


OJ990727 04 


9A20 


Cl nl 




Method 


TBLASTX : Soybean 




^1-^ rt- 

J Lai L 


2101 ~~ 








End 


2698 




CT 

O J. 










Score 


169 




Hi AUI lO 


2101 2662 


2104 

J \J *i 


2 567 


2582 


.2662, 2666.-2698, 2667.. 2696 


Seq. No. 


15378 








Seq. ID 


OJ990727_04 .9A20 


.C7 


Gene No. 


32654 








Strand 






Start 


11149 








End 


1 4088 




Name 


OJ990727 04 


9A20 


Cl n4 




Method 


TBLASTX: Wheat 




9fs rt- 

•JLui t 


2619 _ 

\J -J Z7 








End 


3121 




O X 


none 








Score 


167 




Fvnn q 


2619 1121 


2648 


2 992 


2682 


.3017 






Seq. No. 


15378 








Seq. ID 


OJ990727_04 .9A20 


.C7 


Gene No. 


32654 - 








Strand 






OL.Cl.Ll_ 


1114 9 








End 


14088 




Name 


O.TQQ0797 04 


QA90 


CI n4 




Method 


TBLASTX : Soybean 




91- p rt- 

J Ldl L 


2771 "~ 

£-111. 








End 


3085 






i 1 W 1 1 1; 








Score 


183 




T* 1 von c; 


i. / rX. • JUU J 














Seq. No. 


15378 








Seq. ID 


OJ990727_04 . 9A20 


.C7 


Gene No. 


32654 








Strand 






Start 


1114 9 








End 


14088 




Name 


OJ990727 04 


. 9A20 


. C7 . 06 . 


tm 


Method 


TBLASTX: Maize 




Start 


2820 _ 








End 


3109 




GI 


none 








Score 


165 






2820 3011 


2822 


3109 










Seq. No. 


15378 








Seq. ID 


OJ990727_04.9A20 


.C7 


Gene No. 


32654 








Strand 






Start 


11149 ' 








End 


14088 




Name 


OJ990727 04 


9A20 


Cl r>9 


r w 


Method 


TBLASTX: Wheat 






1284 _ 








End 


3700 




O X 


none 








Score 


104 




uAUU O 


1284 1466 


1285 


14 40 


1S06 

J »J VJ \J . 


.3700, 3552.. 3650 




Seq. No. 


15378 








Seq. ID 


OJ990727_04.9A20 


.C7 


Gene No. 


32654 








Strand 






q-f- a rr 


1111 j 








End 


14088 




Name 


HTQQ0797 04 




Cl nft 


LIll 


Method 


TBLASTX: Maize 




Start 


4043 








End 


4339 




GI 


none 








Score 


110 




Exons 


4043. .4339, 


4055 


. .4339, 


4152. 


.4322 






Seq. No. 


15378 








Seq. ID 


OJ990727_04.9A20 


.C7 


Gene No. 


32654 








Strand 







16035 




Start 


11149 




End 


14088 




Name 


OJ990727 04.9A20.C7 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


4220 




End 


4579 




GI 


none 




Score 


96 




Exons 


4220. .4579, 4221. .4454, 4479.-4553 






Seq. No. 


15378 




Seq. ID 


OJ990727 04.9A20 


. C7 


Gene No. 


32654 




Strand 






Start 


11149 




End 


14088 




Name 


OJ990727 04.9A20.C7 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


9699 




End 


10061 




GI 


none 




Score 


447 




Exons 


9699. . 10022, 9719. . 


10042, 9719.. 10009, 


10013. . 10060, 






10014 . . 10061 










Seq. No. 


15378 




Seq. ID 


OJ990727_04.9A20 


C7 


Gene No. 


32654 




Strand 






Start 


11149 




End 


14088 




Name 


OJ990727 04.9A20.C7 


.o5.tw 


Method 


TBLASTX: Wheat 




Start 


9704 




End 


10091 




GI 


none 




Score 


420 




Exons 


9704 . . 10015, 9705. . 


10091, 9906.. 10091 






Seq. No. 


15378 




Seq. ID 


OJ990727_04.9A2;0 


C7 


Gene No. 


32654 




Strand 






Start 


11149 




End 


14088 




Name 


OJ990727 04.9A20.C7 


,o9. tm 


Method 


TBLASTX: Maize 




Start 


10163 




End 


10436 




GI 


none 




Score 


95 




Exons 


10163. .10270, 10164 


. .10262, 


10253. .10339, 10257. .1034 0, 






10350 . . 10436 










Seq. No. 


15378 




Seq. ID 


OJ990727_04.9A20 


C7 


Gene No. 


32654 




Strand 






Start 


11149 




End 


14088 




Name 


OJ990727 04.9A20.C7 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


10548 




End 


10781 




GI 


none 




Score 


149 




Exons 


10548 . . 10700, ' 10640 


. .10699, 


10679. .10780, 10680.. 10781 




Seq. No. 


15378 




Seq. ID 


OJ990727_04.9A20 


C7 


Gene No. 


32654 




Strand 






Start 


11149 




End 


14088 




Name 


OJ990727_04 . 9A20.C7 


.oll.tw 


Method 


TBLASTX: Wheat 




Start 


10584 




End 


10832 




GI 


none 




Score 


172 




Exons 


10584. .10763, 10797 


. .10832 








Seq. No. 


15378 




■ Seq. ID 


OJ990727_04. 9A20. 


C7 


Gene No. 


32654 




Strand 






Start 


11149 




End 


14088 




Name 


OJ990727 04.9A20.C7 


. o3.gs 


Method 


GENSCAN 




Start 


11149 




End 


14088 




GI 


none 




Score 


.86 




Exons 


11149. .11597, 11670 


. .11774, 


11842. .12031, 12107. .12294, 






12369. . 12745, 12827 


. . 12984, 


13204 . . 14088 





16036 






Seq. No. 


15378 


Seq. ID 


OJ990727 


_04 


.9A20. 


C7 




Gene No. 


32654 


Strand 












Start 


11149 


End 


14088 










Name 


OJ990727 04.9A20.C7.o4.np 


Method 


AAT/NAP 










Start 


11152 


End 


14088 










GI 


6691716 


Score 


2392 










Exons 


11152. . 11597, 11670.. 11786 


, 11932. .12031, 12107 


. .12294, 








12440. .12745, 12827.. 13019 


, 13218.. 14088 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 












gi | 6691717 | dbj | BAA89397 . 1 | 


(AP000570) 


hypothetical 


protein 






[Oryza sativa] 














Seq. No. 


15378 


Seq. ID 


OJ990727 


_04 


.9A20. 


C7 




Gene No. 


32654 


Strand 












Start 


11149 


End 


14088 










Name 


OJ990727 04.9A20.C7.ol0.tw 


Method 


TBLASTX: 


Wheat 






Start 


13678 


End 


13968 










GI 


none 


Score 


216 










Exons 


13678. .13968 














Seq. No. 


15379 


Seq. ID 


OJ990727 


_04 


. 9A20. 


C8 




Gene No. 


32655 


Strand 


+ 










Start 


382 


End 


656 










Name 


OJ990727 04.9A20.C8.ol.gp 


Method 


AAT/GAP 










Start 


382 


End 


656 










GI 


61605 1.R1084 


Score 


459 








i;fi 


Exons 


382. .656 












ru 


GI Descrip. 


'5852170/emb|AL117265.1|OST17804 l.Oe- 


137 Oryza 


sativa 




Q 




indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone: 


tl7804 ' 




Seq. No. 


15379 


Seq. ID 


OJ990727 


_04 


.9A20. 


C8 




Gene No. 


32656 


Strand 










| i ! 


Start 


1 


End 


2234 








ia 


Name 


OJ990727 04.9A20.C8.ol.np 


Method 


AAT/NAP 








□ 


Start 


1 


End 


2234 










GI 


4680186 


Score 


56 








E ; 


Exons 


1..22, 1302. .1341, 2181. .2234 










i = * 
W 


GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 










Seq. No. 


15379 


Seq. ID 


OJ990727 


_04 


. 9A20. 


C8 


- A 


Gene No. 


32656 


Strand 












Start 


1 


End 


2234 










Name 


OJ990727 04.9A20.C8.ol.gs 


Method 


GENS CAN 










Start 


1281 


End 


1491 










GI 


none 


Score 


.59 










Exons 


1281. .1341, 1438. .1491 














Seq. No. 


.15380 


Seq. ID 


OJ990727 


_04 


.9A20. 


C9 




Gene No. 


32657 


.Strand 


+ 










Start 


8 


End 


347 










Name 


OJ990727 04.9A20.C9.ol.gs 


Method 


GEN SCAN 










Start 


8 


End 


347 










GI 


none 


Score 


.72 










Exons 


8. .91, 252. .347 














Seq. No. 


15380 


Seq. ID 


OJ990727_ 


_04 


. 9A20. 


C9 




Gene No. 


32658 


Strand 











16037 



Start 
Name 
Start 
GI 

Exons 



1111 End 

OJ990727_04. 9A20 . C9 . ol . tw Method 

651 End 

none Score 



1362 

TBLASTX: Wheat 

970 

94 



651. .743, 652. .744, 653. .802, 752. .817, 753. .818, 757. .819, 
829.. 900, 831.. 923, 936.. 962, 938.. 970 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15380 Seq. ID OJ990727_04 . 9A20\C9 

32658 Strand 

1111 End 1362 

OJ990727_04 . 9A20 . C9 . ol . np Method AAT/NAP 

1111 End 1362 

6630696 Score 350 

1111. .1362 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E204 23 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



15381 Seq. ID 

32659 Strand 

210 End 
OJ990727_04 . 9A20 . C10 . ol . gs Method 

210 End 

none Score 
210. .273 



OJ990727_04.9A20.C10 
+ 

273 

GEN SCAN 

273 

.48 



Seq. No. -15382 * ■ Seq. ID 

Gene No. . 32660 Strand 

Start 8740 End 

Name OJ990727_04 . 9A20 . Cll . o2 . gs Method 

Start 8740 End 

GI none Score 

Exons 8740.. 10224 



OJ990727_04 . 9A20.C11 
+ 

10224 
GENSCAN 
10224 
.4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15382 Seq. ID 

32660 Strand 

8740 End 
OJ990727_04 . 9A20 . Cll . o2 . np Method 

8755 End 

4914344 Score 
8755. . 10197 

(AC005489) F14N23.30 [Arabidopsis thaliana] 



OJ990727J34 . 9A20.C11 
+ 

10224 
AAT/NAP 
10197 
611 



15382 
32661 
20465 

OJ990727_04 . 9A20 . Cll . o4 . gs 

20465 

none 

20465. .20513, 207 64 .. 20924 , 
21626. .21715 



Seq. ID OJ990727_04.9A20.C11 

Strand + 

End 21715 

Method GENSCAN 

End 21715 

Score . 65 
21363. .21389, 21452 .. 21541, 



Seq. No. 15382 Seq. ID 

Gene No. 32661 Strand 

Start 20465 End 

Name OJ990727_04 . 9A20 . Cll . o3 . gp Method 

Start 20619 End 



OJ990727_04.9A20.C11 
+ 

21715 

AAT/GAP 

21140 



16038 



GI LIB3434-038-P1-K1-F1 Score 770 

Exons 20619.. 21140 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 15382 Seq. ID OJ990727_04.9A20.C11 

Gene No. 32662 Strand 

Start 1 End 3087 

Name OJ990727_04 . 9A20 . Cll . ol . np Method AAT/NAP 

Start 1 End 3087 

GI 6630696 Score 5223 

Exons 1..3087 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


15382 


Seq. ID 


OJ990727_04 . 9A20.C11 


Gene No . 


32662 


Strand 




Start 


1 


End 


3087 


Name 


OJ990727 04.9A20.Cll.ol.gp 


Method 


AAT/GAP 


Start 


2155 


End 


3045 


GI 


101595 1.R1084 


Score 


1391 


Exons 


2155.. 2229, 2345.. 3045 






GI Descrip. 


•3047066 3.0e-15 (AF058825) 


contains similarity to 




retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 


Seq. No. 


15382 


Seq. ID 


OJ990727_04 . 9A20.C11 


Gene No. 


32663 


Strand 




Start 


22538 


End 


22837 


Name 


OJ990727 04.9A20.Cll.o2.tw 


Method 


TBLASTX: Wheat 


Start 


22 


End 


648 


GI 


none 


Score 


68 


Exons 


22. .87, 103. .309, 304. .648, 


464. .631 




Seq. No. 


15382 


Seq. ID 


OJ990727_04.9A20.C11 


Gene No. 


32663 


Strand 




Start 


22538 


End 


22837 


Name 


OJ990727 04.9A20.Cll:o2.tm 


Method 


TBLASTX.: Maize 


Start' 


184 


End 


649 


GI 


none 


Score 


61 


Exons 


184. .648, 287. .397, 433. .495 


, 518. .649 





Seq. No. 15382 Seq. ID 

Gene No. 32663 Strand 

Start 22538 End 

Name OJ990727_04 . 9A20 . CI 1 . ol . ts Method 

Start 319 End 

GI 5509260 Score 

Exons 319. .783, 464. .502, 557. .688 
GI Descrip. 



OJ990727_04.9A20.C11 
22837 

TBLASTX : Soybean 

783 

48 



Seq. No. 15382 Seq. ID 

Gene No. 32663 Strand 

Start 22538 End 

Name OJ990727_04 . 9A20 . Cll . ol . tc Method 

Start 430 End 

GI none Score 



OJ990727_04 . 9A20.C11 
22837 

TBLASTX: Cress 

690 

109 



16039 




Exons 430.. 690, 518.. 688 





Sea No 


15382 








Seq. ID 


OJ990727 04 9A20 CI 1 






32663 








Strand 






Start 


22538 








End 


22837 




Name 


OJ990727 04 


.9A20. 


Cll.ol 


. tw 


Method 


TRT.A9TX • Whppf 




Start 


703 








End 


1458 






none 








Score 


- X £. *J 




Exons 


703. .885, 703. .1458, 953. .1450 






Qpri No 


15382 








Seq. ID 






Hono Mo 


32663 








Strand 






Start 


22538 








End 


22837 




Name 


OJ990727 04 


. 9A20. 


Cll.o2 


.ts 


Method 


X OlinJ X /\ • iDKJykJGCiH 




Start 


1108 








End 


1506 




CT 
ox 


none 








Score 


X \J 




Exons 


1108. .1281, 


1285. 


.1506, 


1289. 


1504 






9<=rr No 


15382 








Seq. ID 


O.TQQ0797 04 QA90. C11 
\ju zj Z7\J f c* i vji. z? \j . x x 




noriQ Ma 


32663 








Strand 






OLai I 


22538 








End 


99ft ^7 






OJ990727 04 


.9A20. 


Cll.o4 


.tm 


Method 


1 DXxrtO 1 /\ . VlCi X Z. 




o u a. -L u 


1294 








End 


1 7 Sft 

1 / JO 




\J X 


none 








Score 


7Q 

/ z? 




Exons 


1294. .1758, 


1301. 


.1519 








i; rl 


Qpn Mo 


15382 








Seq. ID 


OJ990797 04 9A90 CI 1 


''.ill 


(t!£a n p> Mo - 


32663 








Strand 




: : pf 


q-f- a r 4- 

u Lai L 


22538 








End 


z. O O / 




Nam© 


OJ990727 04 


. 9A20. 


Cll.o4 


. tw 


Method 


TRT.A^TX • Whe^t- 

X O X_i.rtO X /\ • lr\l 1 1 C u L 




Start 


1459 








End 


X U *J X 




GI 


none 








Score 


X J X 


rli 


Exons 


1459. .1650, 


1460. 


.1651 










Sea No 


15382 








Seq. ID 


OJ990727_04 . 9A20.C11 


i 


fipinp No 


32663 








Strand 




't 


■ Start 


22538 








End 


22837 


\: si 

SL 


Name 


OJ990727 04 


. 9A20. 


Cll.ol 


. tm 


Method 


TBLASTX: Maize 


•i ~ i 


Start 


1870 








End 


2214 


' i 

\ ! 


GI 


none 








Score 


369 




Exons 


1870. .1908, 


1940. 


.2212, 


1940. 


2212, 1941. .2213, 1942. .2214 




Sea No 


15382 








Seq. ID 


OJ990727_04 . 9A20.C11 






32663 








Strand 






Start 


22538 








End 


22837 




M^ mo 
IN dint; 


OJ990727 04 


. 9A20. 


Cll.o3 


. tm 


Method 


TBLASTX: Maize 




c-t- a rt 


2737 








End 


3045 






none 








Score 


139 




Exons 


2737. .3045, 


2740. 


.2931, 


2816. . 


2998 






Seq. No. 


15382 








Seq. ID 


OJ990727_04 . 9A20.C11 




Gene No. 


32663 








Strand 






Start 


22538 








End 


22837 




Name 


OJ990727 04 


. 9A20. 


Cll.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


2796 








End 


3193 




GI 


none 








Score 


156 




Exons 


2796. .2978, 


2797. 


.3081, 


2816. . 


3019, 305 


8. .3192, 3119. .3193 



16040 




Seq. No. 


15382 








Seq. ID 


OJ990727_04.9A20 


.Cll 


Gene No 


32663 








Strand 






Start 


22538 








End 


22837 




Name 


OJ990727 04 

V/U Zf Zf \J I £- I v T < 


9A20 


. CI 1 . o5 


. LIU 


Method 


TBLASTX: Maize 




Start 


9595 ~~ 








End 


9936 




GI 


none 








Score 


62 




P von q 


9595 9666 

y ~j y -j • • y \j \j \j f 


9599 


9670 


9720 


.-9926, 9727.-9936 




Seq. No. 


15382 








Seq. ID 


OJ990727 04 9A20 


.Cll 




32663 








Strand 








22538 








End 


22837 




Name 


OJ990727 04 


9A20 


CI 1 o2 


• L L> 


Method 


TBLASTX: Cress 




Start 


9717 ~~ 








End 


9963 




GI 


none 








Score 


216 




P von 


9717 9926 

Zf 1 X / • • Zf Zf \J f 


9733 


9963 










Seq. No. 


15382 








Seq. ID 


0.7990797 04 QA?0 

\JKJyy\j f £. ( \J *i • yt\z. \) 


.Cll 


Gene No . 


32663 








Strand 






Start 


/£. *J J O 








End 


22837 




Name 


OJ990727 04 


9A20 


. Cll . o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


9720 ~~ 








End 


9933 




GI 


none 








Score 


204 




P von ^ 


9720 9926 

Zf f t*\J ■ . Z) Zs \J f 


9727 


9933 










Seq. No. 


15382 








Seq. ID 


O.T9907?7 04 9A90 


.Cll 


Qpnp l\]o 


32663- 








Strand 






Start 


22538 








End- 


22837 




Name 


O.T990727 04 

ZJ Z> \J I t~ 1 U i i 


QA?0 

y t\t~ \j 


P1 1 o^ 


» L O 


Method 


TBLASTX : Soybean 




Start 


9736 ~ 








End 


9990 




GI 


none 








Score 


249 




P von ^ 

J—J Av/l 1 


9736 9990 

y i *j \j * • y y y \j 














Seq. No. 


15382 








Seq. ID 


OJ990727_04.9A20 


.Cll 


Gene No . 


32663 








Strand 






Start 


22538 








End 


22837 




Name 


OJ990727 04. 


9A20 






Method 


GENSCAN 




Start 


22538 








End 


: 22837 




GI 


none 








Score 


.68 




P von s 


22538.. 22837 












Seq. No. 


15383 








Seq. ID 


OJ990727_04.9A20 


.C12 


Gene No. 


32664 








Strand 


+ 




Start 


424 








End 


4929 




Name 


OJ990727 04. 


9A20 


.C12.ol 


gs 


Method 


GENSCAN 




Start 


424 








End 


4670 




GI 


none 








Score 


.64 




P von ^ 

i-j ^\.\yL 1 o 


424.-426, 1083.. 


1191, 1265.. 


1380, 1410 


..1675, 2395. .2614, 




2642. .2954, 


2999 


. .3043, 


3066 


,.3109, 3371. .4121, 4531. .4670 


Seq. No. 


15383 








Seq. ID 


OJ990727_04 . 9A20 


.C12 


Gene No. 


32664 








Strand 


+ 




Start 


424 








End 


4929 




Name 


OJ990727 04. 


9A20 


.C12.ol. 


np 


Method 


AAT/NAP 




Start 


1068 








End 


4929 




GI 


5091513 








Score 


1384 




Exons 


1068. .1693, 


2438 


. .3199, 


3422 


. .3651, 4518. .4929 





16041 



GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 15383 

Gene No. 32665 

Start 1634 

Name OJ990727_04 . 9A20 . C12 . ol . gp 

Start 1634 ~ . 

GI uC-osflcyp053f07al 

Exons 1634.. 1904 

GI Descrip. 1 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-38 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. ID OJ990727_04.9A20.C12 
Strand 

End 1904 

Method AAT/GAP 

End 1904 

Score 333 





Seq. No. 


15384 


Seq. ID 


OJ990617J)6.9A27.C2 




Gene No . 


32666 


Strand 






Start 


302 


End 


770 




Name 


OJ990617 06. 9A27 .C2.ol.gs 


Method 


GENSCAN 




Start 


302 


End 


770 




GI 


none 


Score 


.95 




Exons 


302. .463, 717. .770 








Seq. No. 


15385 


Seq. ID 


OJ990617_06. 9A27.C3 




Gene No . 


32667 


Strand 






Start 


76 


End 


353 


y ~i 


Name 


OJ990617 06. 9A27 .C3.ol.gp 


Method 


AAT/GAP 


"el. 


Start 


76 


End 


353 


"z P? 


GI 


572083 


Score 


487 


u * 


Exons 


76. .353 






l" Li 


GI Descrip. 


3201970/gb|AF068333|AF068333 


1.0e-09 Oryza sativa hypothetical 


:* - ■ 
- 1 




secretory protein SH27A precursor, mRNA, complete cds 


: : : 

h'J 


Seq. No. 


15385 


Seq. ID 


OJ990617_06.9A27.C3 




Gene No . 


32667 


Strand 




) b? 


Start 


76 


End 


353 




Name 


OJ990617 06.9A27.C3.ol.gs 


Method 


GENSCAN 




Start 


96 


End 


228 




GI 


none 


Score 


.98 


: . 
s; 


Exons 


96. .228 






''i 

.5 Sir 


Seq. No. 


15386 


Seq. ID 


OJ990617_06.9A27.C4 


! I 
J s=f 


Gene No. 


32668 


Strand 


+ 


Cj 
A 


Start 


304 


End 


630 




Name 


OJ990617 06.9A27.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


'303 


End 


630 




GI 


none 


Score 


413 




Exons 


303. .629, 304. .630 








Seq. No. 


15386 


Seq. ID 


OJ990617J)6. 9A27.C4 




Gene No. 


32668 


Strand 


+ 




Start - 


304 


End 


630 




Name 


OJ990617 06.9A27.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


303 


End 


615 




GI 


none 


Score 


373 




Exons 


303. .584, 304. .615 








Seq. No. 


15386 


Seq. ID 


OJ990617_06. 9A27.C4 




Gene No. 


32668 


Strand 


+ 




Start 


304 


End 


630 



16042 




Name 


OJ990617 06 9A27 C4 ol as 


Mpt hod 


GENSCAN 


Start 


304 ~~ 


End - 


630 


GI 


none 


Score 


. 94 


Exons 


304 . . 630 






Seq. No. 


15387 


Seq. ID 


OJ990617_06.9A27.C5 


Gene No. 


32669 


Strand 


+ 


Start 


534 


End 


711 


Name 


OJ990617 06 9A27 C5 ol as 


Met* hod 


GENSCAN 


Start 


534 _ 


End 


711 


GI 


none 


Score 


. 96 


Fyon^ 

l—i *\ 1 1 o 


534 . . 711 






Sea No 


15388 


Seq. ID 


OJ990617 06 9A27 C6 


Gene No . 


32670 


Strand 




Start 


1 


End 


312 


Name 


OJ990617 06.9A27.C6.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


124 


GI 


2311261 


Score 


140 


Pvnn e 

J_i A Vrf* 11^ 


1 . . 124 






\J J- _/ X » — - k-/ ■ 


3236242 8 0e-15 (AC004684) 


putative ribosomal protein L36 










Sea No 


15388 




O.TQQDfi17 06 QA?7 Tfi 




32670 






Start 


1 


End 


^1 9 


Name 


OJ990617 06.9A27.C6.ol.np 


Mp> t" hnH 


AAT /NAP 


Start 


1 


End 


110 


GI 


1710546 


Score 


93 


Fvnri S 

i_l \S HO 


1 . . 110 






GT Dpsrri n 


60S RIBOSOMAL PROTEIN L3 6 


gil 1276967 


(U47095) putative rib 




Drotpin rDaucus carota 1 






Seq. No. 


15388 


Seq. ID 


OJ990617_06.9A27.C6 


Gene No. 


32670 


Strand 




Start 


1 


End 


312 


Name 


OJ990617 06 9A27 C6 ol as 


Method 


GENSCAN 


Start 


20 _ 


End . 


312 


GI 


none 


Score 


-.66 


Exon <5 

1—1 Vh/ 1 1 *J 


20 122, 256 312 






Seq. No. 


15389 


Seq. ID 


OJ990617_06. 9A27.C9 


Gene No. 


32671 


Strand 


+ 


Start 


160 


End 


1217 


Name 


OJ990617 06 9A27 C9 ol as 


Method 


GENSCAN 


Start 


160 ~ 


End 


1217 


GI 


none 


Score 


.67 


Rvon 


160 . . 1217 






Seq. No. 


15390 


Seq. ID 


OJ990617_06.9A27.C1 


Gene No. 


32672 


Strand 


+ 


Start 


1688 


End 


2085 


Name 


OJ990617 06.9A27.C10.o2.tm 


Method 


TBLASTX : Maize 


Start 


728 


End 


928 


GI 


none 


Score 


143 


Exons 


728.-928, 737. .919 







16043 





Seq. No. 


15390 






Seq. ID 


OJ990617_06.9A27. 


C10 




Gene No. 


32672 






Strand 


+ 






Start 


1688 






End 


2085 






Name 


OJ990617 06. 


9A27 .C10. ol 


. tc 


Method 


TBLASTX: Cress 






Start 


1343 ~~ 






End 


1741 






GI 


none 






Score 


301 






Exons 


■ 1343. . 1741, 


1346. . 1501, 


1417 . . 


1611 








Seq. No. 


15390 






Seq. ID 


OJ990617_06.9A27. 


C10 




Gene No. 


32672 






Strand 


+ 






Start 


1688 






End 


2085 






Name 


OJ990617 0.6. 


9A27.C10.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


1352 ~~ 






End 


1642 






GI 


none 






Score 


413 






Exons 


1352 . . 1642, 


1352 . . 1528, 


1354 . . 


1641, 1577.. 1642 






Seq. No. 


15390 






Seq. ID 


OJ990617_06.9A27. 


C10 




Gene No. 


32672 






Strand 


+ 






Start 


1688 






End 


2085 






Name 


OJ990617 06. 


9A27 .ClO.ol 


. CTD 


Method 


AAT/GAP 






Start 


1688 ~~ 






End 


2085 






GI 


none 






Score 


278 




•: 57 


Exons 


1688 . . 1782, 


1889. . 1917, 


2037 . . 


2085 








Seq. No. 


15391 






Seq. ID 


OJ990617_06.9A27. 


Cll 


si 

III 


Gene No. 


32673 






Strand ' 


+ 




t sr 


Start 


1 






End 


1728 




1 1^ 


Name 


OJ990617 06 


9A27 .Cll.ol 


CTD 


Method 


AAT/GAP 




| t ! 


Start 


1 ~ 






End 


466 




!. Z \ 


GI 


none 






Score 


898 




rii 


Exons 


1 . . 466 












is 


Seq. No. 


15391 






Seq. ID 


OJ990617_06.9A27. 


Cll 


CI! 


Gene No. 


32673 






Strand 


4- 






Start 


1 






End 


1728 




'"■! 

: 


Name 


OJ990617 06. 


9A27 .Cll.ol 


as 


Method 


GENSCAN 




: Bl 


Start 


298 ~~ 






End 


1728 




: s : 


GI 


none 






Score 


.7 




Ji si 

U»l 


Exons 


298 . . 667, 77 


6. . 1728 










■ -I 

.-J 


Seq. No. 


15391 






Seq. ID 


OJ990617_06. 9A27. 


Cll 




Gene No. 


32674 






Strand 


+ 






Start 


1735 






End 


1798 






Name 


OJ990617 06. 


9A27. Cll.ol 


tm 


Method 


TBLASTX: Maize 






Start 


33 






End 


499 






GI 


none 






Score 


231 






Exons 


33. .251, 34. 


.279, 41.. 268, 20£ 


..258, 286. .312, 292. .345, 








292. .351, 296. .352, 298 


.351, 


331. .399, 


410. .499 






Seq. No. 


15391 






Seq. ID 


OJ990617_06.9A27. 


Cll 




Gene No. 


32674 






Strand 


+ 






Start 


1735 






End 


1798 






Name 


OJ990617 06. 


9A27.Cll.o2 


tm 


Method 


TBLASTX: Maize 






Start 


1522 






End 


1749 






GI 


none 






Score 


142 






Exons 


1522. . 1665, 


1524. .1664, 


1562. . 


1732, 1675.. 1749, 1677.. 1748 



16044 



Seq. No. 


15391 




Seq. ID 


OJ990617_06, 


.9A27.C11 


Gene No. 


32674 




Strand 


+ 




Start 


1735 




End 


1798 




Name 


OJ990617 06.9A27.C11, 


, o2 . Qp 


Method 


AAT/GAP 




Start 


1735 




End 


1798 




GI 


none 




Score 


103 




Exons 


1735. . 1798 










Seq. No. 


15392 




Seq. ID 


OJ990617 06. 


.9A27.C12 


Gene No. 


32675 




Strand 


+ 




Start 


51 




End 


121 




Name 


OJ990617 06.9A27.C12. 


, ol . as 


Method 


GENSCAN 




Start 


51 ~~ 




End 


121 




GI 


none 




Score 


.71 




Exons 


51 . . 121 










Seq. No. 


15392 




Seq. ID 


OJ990617_06, 


.9A27.C12 


Gene No. 


32676 




Strand 


+ 




Start 


58 




End 


644 




Name 


OJ990617 06.9A27.C12, 


, o 1 . ap 


Method 


AAT/GAP 




Start 


58 ~ 




End 


644 




GI 


none 




Score 


939 




Exons 


58. .121, 212. .644 










Seq. No. 


15393 




Seq. ID 


OJ990617 06, 


. 9A27 .C14 


Gene No . 


32677 




Strand 


+ 




Start 


1 




End 


720 




Name 


OJ990617 06.9A27.C14. 


.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


227 




GI 


7253 3.R1084 




Score 


260 




Exons 


1..32, 118. .227 










GI Descrip. 


, 4581156/gb|AAD24640. 


. 1IAC006919 18 2.0e-26 (AC006919) putative 




pyruvate kinase [Arabidopsis 


thaliana^ 


] ' 




Seq. No. 


15393 




Seq. ID 


OJ990617_06. 


.9A27.C14 


Gene No. 


32677 




Strand 


+ 




Start 


1 




End 


720 




Name 


OJ990617 06.9A27.C14. 


, ol . np 


Method 


AAT/NAP 




Start 


1 




End 


720 




GI 


4581156 




Score 


264 





Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..32, 118. .273, 450. .515, 656. .720 

(AC006919) putative pyruvate kinase [Arabidopsis thaliana] 



15393 
32677 
1 

OJ990617_06. 9A27 .C14.ol.tm 
1 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..33, 3. .35, 117. .272, 118. .273, 426. .521, 430. .528, 447. .530, 
449. .559 



OJ990617_06.9A27.C14 
+ 

720 

TBLASTX: Maize 

559 

50 



Seq. No. 15393 Seq. ID 

Gene No. 32677 Strand 

Start 1 End 

Name 0 J9 9 0 6 1 7_0 6 . 9A2 7 . CI 4 . o 1 . t s Method 

Start 2 End 



OJ990617_06.9A27.C14 
+ 

720 

TBLASTX: Soybean 
565 



16045 



GI 

Exons 



none Score 
2. .37, 3. .35, 117. .266, 118. .312, 447. 



Seq. No. 15393 Seq. ID 

Gene No. 32677 Strand 

Start 1 ..End 

Name OJ990617_06 . 9A27 . C14 . ol . tc '"-Method 

Start 3 End 

GI none Score 

Exons 3. .35, 117. .269, 118. .273, 447. .533, 4 

Seq. No. 15393 Seq. ID 

Gene No. 32677 Strand 

Start 1 End 

Name OJ990617_06 . 9A27 . C14 . ol . gs Method 

Start 118 End 

GI none Score 

Exons 118.. 273, 450.. 527 

Seq. No. 15394 Seq. ID 

Gene No. 32678 Strand 

Start 217 End 

Name OJ990617JD6 . 9A27 . C15 . ol . gs • Method 

Start 217 End 

GI none Score- 

Exons 217.. 284 



53 

.530, 449..S65 

OJ990617_06 . 9A27 . C14 
+ 

720 

TBLASTX: Cress 
547 
52 
61. .547 

OJ990617_06.9A27.C14 
+ 

720 

GENSCAN 

527 

.76 



OJ990617_06.9A27.C15 
+ 

284 

GENSCAN 

284 

.93 



Seq. No. 15395 Seq. ID 

Gene No. 32679 Strand 

Start 353 End 

Name 0 J 9 9 0 6 1 7_0 6 . 9A2 7 . C 1 6 . o 1 . gp Method 

Start 353 End 

GI none Score 

Exons 353.-595 



OJ990617_06.9A27.C16 
+ 

595 

AAT/GAP 

595 

474 



Seq. No. 15395 Seq. ID 

Gene No. 32679 Strand 

Start 353 End 

Name OJ990617_06 . 9A27 . C16 . ol . tw Method 

Start 429 End 

GI none Score 

Exons 429.. 590, 430.. 591 

Seq. No. 15395 Seq. ID 

Gene No. 32679 Strand 

Start 353 End 

Name OJ990617_06 . 9A27 . CI 6 . ol . tm Method 

Start 432 " End 

GI none Score 

Exons 432.. 590, 433.. 591, 533.. 592 

Seq. No. 15396 Seq. ID 

Gene No. 32680 Strand 

Start 2 90 End 

Name OJ990617_06 . 9A27 . C17 . ol . gp Method 

Start 290 End 

GI none Score 



OJ990617_06. 9A27...C16 
+ 

595 

TBLASTX: Wheat 

591 

240 



OJ990617_06.9A27.C16 
+ 

595 

TBLASTX: Maize 

592 

256 



OJ990617_06.9A27.C17 
+ 

807 

AAT/GAP 

731 

816 



16046 




Exons 290.. 731 



Seq. No. 


15396 






Seq. ID 


OJ990617_06.9A27 


.C17 


Gene No . 


32680 






Strand 


+ 




Start 


290 






End 


807 




Name 


OJ990617 


06.9A27.C17.ol 


.np 


Method " 


AAT/NAP 




Start . tm 


334 






End 


792 




GI 


6143874 






Score 


271 




Exons 


334. .792 












GI Descrip. 


(AC010927) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


15396 






Seq. ID 


OJ990617_06.9A27 


.C17 


Gene No . 


32680 






Strand 


+ 




Start 


290 






End 


807 




Name 


OJ990617 


06.9A27.C17.ol 


.gs 


Method 


GEN SCAN 




Start 


367 






End 


807 




GI 


none 






Score 


.78 




Exons 


367. .807 












Seq. No. 


15396 






Seq. ID 


OJ990617JD6.9A27 


.C17 


Gene No . 


32681 






Strand 






Start 


308 






End 


2524 




Name 


OJ990617 


06.9A27.C17.o2 


.np 


Method 


AAT/NAP 




Start 


308 






End 


2524 




GI 


1203832 






Score 


192 




Exons 


308. .328, 


1787..2059, 2457. 


.2524 






GI Descrip. 


(U46003) 


beta-D-glucan i 


exohydrolase, isoenzyme ExoII [Hordei 




vulgare] 


gi|1588407 |prf 


I I2208395A beta- 


■D-glucan exohydrolasi 




[ Hordeum 


vulgare] 










Seq. No. 


15396 






Seq. ID 


OJ990617_06.9A27 


.C17 


Gene No . 


32681 






Strand 






Start 


308 






End 


2524 




Name 


OJ990617 


_06.9A27.C17.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


366 






End 


678 




GI 


none 






Score 


225 




Exons 


366. .587, 


367.. 513, 559 


. .678 






Seq. No. 


15396 






Seq. ID 


OJ990617_06. 9A27 


.C17 


Gene No . 


32681 






Strand 






Start 


308 






End 


2524 




Name 


OJ990617 


06.9A27.C17.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


369 






End 


684 




GI 


none 






Score 


241 




Exons 


369. .509, 


370.. 513, 558 


. .5£ 


S7, 559.. 684 






Seq. No. 


15396 






Seq. ID 


OJ990617_06. 9A27 


.C17 


Gene No . 


32681 






Strand 






Start 


308 






End 


2524 




Name 


OJ990617 


06.9A27.C17.o2 


.gs 


Method 


GENSCAN 




Start 


1009 






End 


2169 




GI 


none 






Score 


. 42 




Exons 


1009. .1141, 1314. .1380, 


1517. .1727, 1777. .2169 




Seq. No. 


15396 






Seq. ID 


OJ990617JD6. 9A27 


.C17 


Gene No. 


32681 






Strand 






Start 


308 






End 


2524 





16047 




Name 


OJ990617 06. 


9A27.C17.o2. 


,tm 


Method 


TBLASTX: Maize 


Start 


1550 






End 


2058 


GI 


none 






Score 


86 


Exons 


1550. . 1636, 


1551 . . 1631, 


1694 . 


.1723, 1818. .1877, 1820. .1867, 




1839. . 1868, 


1876. .2049, 


1877 . 


.2050, 1879.. 2058, 1923.. 2057 


Seq. No. 


15396 






Seq. ID 


OJ990617_06.9A27.C17 


Gene No. 


32681 






Strand 




Start 


308 






End 


2524 


Name 


OJ990617 06. 


9A27.C17.o2 . 


, tw 


Method 


TBLASTX: Wheat 


Start 


1550 






End 


2050 


GI 


none 






Score 


93 


Exons 


1550. . 1636, 


1551 . . 1631, 


1694 . 


.1723, 1817. .1864, 1824. .1877, 




1879. . 2049, 


1880. .2050 








Seq. No. 


15396 






Seq. ID 


OJ990617_06.9A27.C17 


Gene No. 


32681 






Strand 




Start 


308 






End 


2524 


Name 


OJ990617 06. 


9A27.C17.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1551 






End 


2050 


GI 


none 






Score 


66 


Exons 


1551 . . 1631, 


1748 . . 1792, 


1790. 


.1864, 1791. .1862, 1879. .2049, 




1925. .2050 










Seq. No. 


15397 






Seq. ID 


OJ990617_06.9A27.C18 


Gene No. 


32682 - 






Strand 


+ 


Start 


1 






End 


2119 


Name 


OJ990617 06. 


9A27.C18.ol. 


gp 


Method 


AAT/GAP 


Start 


1 ~ 






End 


924 


GI 


none 






Score 


717 


Exons 


1 . . 93, 272 . . 


397, 486. .560, 808. .924 




Seq. No. 


15397 






Seq. ID 


OJ990617_06.9A27.C18 


Gene No. 


32682 






Strand 


+ 


Start 


1 






End 


2119 


Name 


OJ990617 06. 


9A27.C18.ol. 


gs 


Method 


GENSCAN 


Start 


42 ■ ~ 






End 


2119 


GI 


none 






Score 


.68 


Exons 


42 . .213, 272 


..419, 479.. 


560, 


808. .921, 


1973. .2119 


Seq. No. 


15397 






Seq. ID 


OJ990617_06.9A27.C18 


Gene No. 


32683 






Strand 


+ 


Start 


8598 






End 


9059 


Name 


OJ990617 06. 


9A27.C18.o2. 


gp 


Method 


AAT/GAP 


Start 


8598 






End 


9059 


GI 


LIB3433-026- 


P1-K1-E11 




Score 


183 


Exons 


8598. .8633, 


8945. .9059 








GI Descrip. 


, 5441872/dbj 


IAP000366.il 


AP000366 2.0e- 


21 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig a)' 


Seq. No. 


15398 






Seq. ID 


OJ990617_06.9A27.C19 


Gene No. 


32684 






Strand 


+ 


Start 


280 






End 


514 


Name 


OJ990617 06. 


9A27.C19.ol. 


gs 


Method 


GENSCAN 


Start 


280 






End 


514 


GI 


none 






Score 


.57 


Exons 


280. .334, 447. .514 









16048 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15398 Seq. ID 

32685 Strand 

3334 End 

OJ990617_06 . 9A27 . C19 . ol . gp Method 

3209 End 

572083 Score - 
3209.. 3466, 3552.. 3575 

3201970/gb|AF068333 IAF068333 1.0e-09 Oryza sativa hypothetical 
secretory protein SH27A precursor, mRNA, complete cds 



OJ990617_06.9A27.C19 
+ 

4225 
AAT/GAP 
3575 
527 



15398 
32685 
3334 

0 J9 9 0 6 1 7_0 6 . 9 A2 7 . C 1 9 . o 1 . np 
3334 
3201971 

3334.. 3451, 3579.. 3646, 377 



Seq. ID OJ990617_06.9A27.C19 
Strand + 

4225 
AAT/NAP 
3906 
219 



End 

Method 
End 
Score 
3906 

(AF068333) hypothetical secretory protein SH27A precursor [Oryza 
sativa] 



Seq. No. 15398 Seq. ID 

Gene No. 32685 Strand 

Start 3334 End 

Name OJ990617_06.. 9A27 . C19 . o2 . gs Method 

Start 3334 * End 

GI none Score 

Exons 3334.. 3466, 3552.. 3646, 3778.. 3909 



OJ990617_06.9A27.C19 
+ 

4225 

GENSCAN • 

3909 

1 



Seq. No. 15398 Seq. ID 

Gene No. 32685 Strand 

Start 3334 End 

Name OJ990 617_06 . 9A27 . CI 9 . o2 . gp Method 

Start 3773 End 

GI 2431247 Score 

Exons 3773.. 4225 

GI Descrip. 3201970/gb | AF068333 | AF068333 1.0e-20 Oryza sativa hypothetical, 
secretory protein SH27A precursor, mRNA, complete cds 



OJ990617_06.9A27.C19 
+ 

4225 
AAT/GAP 
4225 
855 



Seq. No. 


15398 








Seq. ID 


OJ990617 


Gene No. 


32686 








Strand 


+ 


Start 


5272 








End 


7115 


Name 


OJ990617 06. 


9A27 


.C19.o3 


.gs 


Method 


GENSCAN 


Start 


5272 








End 


7115 


GI 


none 








Score 


.64 


Exons 


5272. .5320, 


6567 


. .6691, 


7011. 


.7115 




Seq. No. 


15398 








Seq. ID 


OJ990617 


Gene No. 


32687 








Strand 




Start 


7374 








End 


7490 


Name 


OJ990617 06. 


9A27 


.C19.o4 


. gs 


Method 


GENSCAN 


Start 


7374 








End 


7490 


GI 


none 








Score 


.49 


Exons 


7374. .7490 












Seq. No. 


15399 








Seq. ID 


OJ990617 


Gene No. 


32688 








Strand 


+ 



16049 



Start 
Name 
Start 
GI 

Exons 



1245 End 

OJ990617_06 . 9A27 . C20 . ol . gs Method 

1245 End 

none Score 
.1245. .1304 



1304 
GENSCAN 
1304 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15400 
32689 
1 

OJ990617_06 . 9A27 . C21 . ol . np 
1 

5824794 
1..63, 1360. .1592 

(AL031635) Y47D3B.11 [Caenorhabditis elegans] 



Seq. ID OJ990617_06.9A27.C21 
Strand + 

1592 
AAT/NAP 
1592 
80 



End 

Method 

End 

Score 



15400 Seq. ID 

32689 Strand 

1 End 
OJ990 617_06 . 9A27 . C2 1 . ol . gs Method 

863 End 

none Score 
863. .1375 



OJ990617_06.9A27.C21 
+ 

1592 
GENSCAN 
1375 
.49 



Seq. No. 15401 

Gene No. 32690 

Start" 165 

Name OJ990617_06 . 9A27 . C22 . o2 . np 

Start 165 

GI 4185148 

Exons 165.. 224, 1933.. 2698, 2731 
GI Descrip. 



OJ990617 06.9A27.C22 



Seq. ID _ 

Strand . - 

End 3260 

Method AAT/NAP 

End 3260 

Score 531 
3260 

(AC005724) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 


15401 








Seq. ID 


OJ990617_06.9A27.C22 


Gene No. 


32690 








Strand 




Start 


165 








End 


3260 


Name 


OJ990617 06 


. 9A27, 


.C22.ol 


.gs 


Method 


GENSCAN 


Start 


940 








End 


2706 


GI 


none 








Score 


.,67 


Exons 


940. .1104, 


1477. , 


.1700, 


1994. . 


2122, 2266.. 2706 


Seq. No. 


15401 








Seq. ID 


OJ990617_06 . 9A27 . C22 


Gene No. 


32690 








Strand 




Start 


165 








End 


3260 


Name 


OJ990617 06 


.9A27, 


.C22.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1326 








End 


1659 


GI 


none 








Score 


49 


Exons 


1326. .1472, 


1457 , 


. .1492, 


1459. 


.1659 




Seq. No. 


15401 








Seq. ID 


OJ990617_06 . 9A27 .C22 


Gene No. 


32690 








Strand 




Start 


165 








End 


3260 


Name 


OJ990617 06 


. 9A27, 


.C22.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1416 








End 


1887 


GI 


none 








Score 


100 


Exons 


1416. . 1472, 


1459, 


. . 1494, 


1644. 


.1886, 1662. .1880, 1726. .1887 



16050 






Seq. No. 


15401 








Seq. ID 


OJ990617_06.9A27.C22 




Gene No. 


32690 








Strand 






Start 


165 








End 


3260 




Name 


OJ990617 06, 


.9A27. 


C22.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1959 








End 


2491 




GI 


none 








Score 


100 




Exons 


1959. .2057, 


2038. 


.2145, 


2172. 


.2357, 2174.. 2362, 2432.. 2491, 






2445. .2477 














Seq. No. 


15401 








Seq. ID 


OJ990617_06.9A27.C22 




Gene No. 


32690 








Strand 






Start 


165 








End 


3260 




Name 


OJ990617 06. 


. 9A27. 


C22.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2177 








End 


3053 




GI 


none 








Score 


95 




Exons 


2177 . .2716, 


2178. 


.2381, 


2433. 


.2699, 2707. .2778, 2720. .2779, 






2778. .3053, 


2782. 


.3030 










Seq. No. 


15401 








Seq. ID 


OJ990617_06.9A27.C22 




Gene No. 


32690 








Strand 






Start 


165 








End 


3260 




Name 


OJ990617 06, 


.9A27. 


C22.o3 


. tw 


Method 


TBLASTX : Wheat 




Start 


2345 








End 


2717 


sf 


GI 


none 








Score 


82 


= ; 


Exons 


2345. .2425, 


2417. 


.2569^ 


2418. 


.2570, 2570. .2716, 2571. .2717 


fi 


Seq. No. 


15401 








Seq. ID 


OJ990617_06.9A27.C22 




Gene No. 


32690 








Strand 






Start 


165 








End 


3260 


il 


Name 


OJ990617 06, 


,9A27. 


C22 .ol 


. tw 


Method 


TBLASTX: Wheat 


~i 
1 


Start 


2725 








End 


3005 


Hi 


GI 


none 








Score 


187 


LI 


Exons 


2725. .2775, 


2782. 


.2985, 


2784 . 


.3005 




Sir 


Seq. No. 


15402 








Seq. ID 


OJ990617_06.9A27.C23 


I 

-4 


Gene No. 


32691 








Strand 




Start 


126 








End 


2590 


!l 


Name 


OJ990617 06. 


, 9A27 . 


C23.ol 


. tm 


Method 


TBLASTX: Maize 


Ci 


Start 


67 








End 


248 


E 

2,* 


GI 


none 








Score 


223 




Exons 


67. .246, 67. 


, .246, 


68.. 247, 69 


. .248 






Seq. No. 


15402 








Seq. ID 


OJ990617_06.9A27.C23 




Gene No. 


32691 








Strand 






Start 


126 








End 


2590 




Name 


OJ990617 06. 


. 9A27 . 


C23.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


67 








End 


290 




GI 


none 








Score 


187 




Exons 


67.. 270, 69. 


.290 












Seq. No. 


15402 








Seq. ID 


OJ990617__06.9A27.C23 




Gene No. 


32691 








Strand 






Start 


126 








End 


2590 




Name 


OJ990617 06. 


9A27. 


C23.ol 


.gs 


Method 


GENSCAN 




Start 


126 








End 


2590 




GI 


none 








Score 


.47 




Exons 


126. .777, 837. .1011, 1031. .1201, 1360. 


.1482, 2012. .2132, 



16051 



2382. .2590 



Seq. No. 15402 

Gene No. 32691 

Start 126 

Name OJ990617_06 . 9A27 . C23 . o2 . tm 

Start 423 

GI none 

Exons 423.. 548, 423.. 608, 424.. 597 



Seq. ID OJ990617_06.9A27.C23 
Strand 

End 2590 

Method TBLASTX : Mai ze 

End 608 

Score 70 



Seq. No. 15402 

Gene No. 32691 

Start 126 

Name OJ990617_06 . 9A27 . C23 . o2 . tw 

Start 615 

GI none 

Exons 615.. 944, 616.. 882 



Seq. ID OJ990617_06.9A27.C23 
Strand 

End 2590 

Method TBLASTX : Wheat 

End 94 4 

Score 183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15402 
32691 
126 

OJ990617_06. 9A27.C23.o3.tm 

714 

none 



Seq. ID OJ990617_06.9A27.C23 
Strand 

End 2590 

Method TBLASTX : Mai ze 

End 1241 

Score 60 



714. .887, 727. .879, '978. .1169, 985. .1167, 1200. .1241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15402 
32691 
126 

OJ990617_06.9A27.C23.ol.tw 

1262 

none 



Seq. ID OJ990617_06.9A27.C23 
Strand 

End 2590 

Method TBLASTX : Wheat 

End 1591 

Score 140 



1262. .1465, 1263. .1460, 1268. .1483, 1445. .1591, 1452. .1589 



Seq. No. 15403 

Gene No. 32692 

Start 83 

Name OJ990617_06 . 9A27 . C24 . ol . gs 

Start 83 

GI none 

Exons 83.. 694, 890.. 1312 



Seq. ID OJ990617_06.9A27.C24 
Strand 

End 1312 

Method GENSCAN 

End 1312 

Score .48 



Seq. No. 15404 

Gene No. 32693 

Start 414 

Name OJ990617_06 . 9A27 . C25 . ol . gs 

Start 414 

GI none 
Exons 



Seq. ID OJ990617_06.9A27.C25 
Strand 

End 3051 

Method GENSCAN 

End 3051 

Score .49 



414. .590, 738. .955, -1089. .1520, 1672. .1688, 1788. .2011, 
2990. .3051 



Seq. No. 15405 

Gene No. 32694 

Start 228 

Name OJ990617_06 . 9A27 . C26 . ol . gs 

Start 228 

GI none 



Seq. ID OJ990617_06.9A27.C26 

Strand + 

End 584 

Method GENSCAN 

End 584 

Score . 65 



16052 



Exons 



228. .355, 376.-584 



Seq. No. 15405 Seq. ID 

Gene No. 32695 Strand 

Start 2555 End 

Name OJ990617_06 . 9A27 . C26 . o2 . gs Method 

Start 2555 End 

GI none Score 

Exons 2555.. 3654 



OJ990617_06.9A27.C26 
+ 

3725 
GENSCAN 
3654 
.9 



Seq. No. 15405 Seq. ID 

Gene No. 32695 Strand 

Start 2555 End 

Name OJ990617_06 . 9A27 . C26 . ol . np Method 

Start 3023 End 

GI 5441880 Score 

Exons 3023.. 3725 

GI Descrip. (AP000367) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990617_06.9A27.C26 
+ 

3725 
AAT/NAP 
3725 
785 



Seq. No. 


15406 


Seq. ID 


OJ990617_06.9A27, 


.C28 


Gene No. 


32696 


Strand 


+ 




Start 


605 


End 


910 




Name 


OJ990617 06.9A27.C28.ol.gs 


Method 


GENSCAN 




Start 


605 


End 


910 




GI 


none 


Score 


•42. 




Exons 


605. .910 








Seq. No. 


•15406 


Seq. ID 


OJ990617_06. 9A27. 


,C28 


Gene No. 


32697 


Strand 






Start 


600 


End 


843 




Name 


OJ990617 06.9A27.C28.ol.np 


Method 


AAT/NAP 




Start 


600 


End 


843 




GI 


6016874 


Score 


356 




Exons 


600. .843 








GI Descrip. 


(AP000570) ESTs C1914 3 (E10020 ) , D25076(R31 16) correspond 


to a 




region of the predicted gene. 


; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15407 
32698 
1 

OJ990617 06.9A27.C29.ol. 



np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990617_06.9A27.C29 

2608 
AAT/NAP 
2608 
1787 



,777, 889. .1068, 1462. .1621, 2012. .2244, 2309. .2446, 



6016874 
1..63, 438, 
2530. .2608 

(AP000570) ESTs CI 91 4 3 '( El 0020 ) > D2 5076 (R3 116 ) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 15407 Seq. ID 

Gene No. 32698 Strand 

Start 1 End 

Name OJ990617_06 . 9A27 . C29 . ol . gs Method 

Start 434 End 



OJ990617_06.9A27.C29 

2608 

GENSCAN 

2608 



16053 




GI 


none 




Score 


. 77 




Exons 


434. .834, 889. .1068, 1462. .1621, 2156. 


.2244, 2309. .2463, 






2538. .2608 










Seq.. No. 


15407 




Seq. ID 


OJ990617_06.9A27. 


C29 


Gene No. 


32699 




Strand 






Start 


3150 




End 


4653 




Name 


OJ990617 06.9A27.C29.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


500 




End 


743 




GI 


none 




Score 


97 




Exons 


500. .733, 585. .743 










Seq. No. 


15407 




Seq. ID 


OJ990617_06.9A27. 


C29 


Gene No. 


32699 




Strand 






Start 


3150 




End 


4653 




Name 


OJ990617 06.9A27.C29.o2 


,ts 


Method 


TBLASTX : Soybean 




Start 


530 




End 


731 




GI 


none 




Score 


96 




Exons 


530.. 730, 615.. 731 










Seq. No. 


15407 




Seq. ID 


OJ990617_06.9A27. 


C29 


Gene No. 


32699 




Strand 






Start 


3150 




End 


4653 




Name 


OJ990617 06.9A27.C29.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


819 




End 


1201 




GI 


none 




Score 


141 




Exons 


819. .1190, 920. .1201 










Seq. No. 


. 15407 




Seq. ID 


OJ990617_06.9A27. 


C29 


Gene No. 


■ 32699 




Strand 






Start 


3150 




End 


4653 




Name 


OJ990617 06.9A27.C29.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1406 




End 


1720 




GI 


none 




Score 


108 




Exons 


1406. .1633, 1407. .1625, 


1646. 


.1720 






Seq. No. 


15407 




Seq. ID 


OJ990617_06.9A27. 


C29 


Gene No. 


32699 




Strand 






Start 


3150 




End 


4653 




Name 


OJ990617 06. 9A27.C29.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1814 




End 


2260 




GI 


none 




Score 


110 




Exons 


1814. .1852, 1847. .1903, 


1940. 


.2188, 1980. .2189, 2174. .2260 


Seq. No. 


154 07 




Seq. ID 


OJ990617_06.9A27. 


C29 


Gene No. 


32699 




Strand 






Start 


3150 




End 


4653 




Name 


OJ990617 06. 9A27.C29.o2 


. np 


Method 


AAT/NAP 




Start 


3008 




End 


3198 




GI 


6907084 




Score 


141 




Exons 


3008.. 3047, 3079.. 3198 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


15407 




Seq. ID 


OJ990617_06.9A27. 


C29 


Gene No . 


32699 




Strand 






Start 


3150 




End 


4653 




Name 


OJ990617 06.9A27.C29.o2 


.gs 


Method 


GENSCAN 





16054 



Start 
GI 

Exons 



3150 End 4574 

none Score .89 

3150.. 3269, 3869.-3978, 4143.. 4263, 4397.. 4574 



Seq. No. 15407 

Gene No. 32699 

Start 3150 

Name OJ990617_06 . 9A27 . C29 . o3 . np 

Start 3591 

GI 451193 

Exons 3591.. 3707, 3849.-3978, 4143. 
GI Descrip. 



Seq. ID OJ990617_06.9A27.C29 
Strand 

End f 4 653 
Method AAT/NAP 
End 4 653 

Score 632 
.4263, 4397..4653 
(L28008) wali"7 [Triticum aestivum] gi | 1090845 I prf | | 2019486B 
wali7 gene [Triticum aestivum] 



Seq. No. 15407 
Gene No. 32699 
Start 3150 

Name OJ990617_06 . 9A27 . C29 . o5 . tm 

Start 3609 
GI none 

Exons 3609.. 3668, 3642.. 3707, 3866. 

3867. .3980, 3910. .3981, 4121. 
4418. .4534, 4424. .4552, 4483. 
4552. .4590 



Seq. ID 
Strand 
End 

' Method 
End 
Score 



OJ990617 06.9A27.C29 



4653 

TBLASTX: Maize 
4591 
93 

3976, 3866.. 3979, 3867.. 3980, 
4258, 4141. .4275, 4142. .4264, 
4548, 4520. .4591, 4548.-4589, 



Seq. No. 15407 

Gene No. 32699 

Start 3150 

Name OJ990617_06 . 9A27 . C29 . ol . tc 

Start 3863 

GI none 
Exons 



Seq. ID OJ990617_06.9A27.C29 
Strand 

End 4 653 

Method TBLASTX : Cress 

End 4591 

Score 119 



3863. .3979, 3867. .3980, 4141. .4272, 4142. .4264, 4395. .4457, 
4397. .4534, 4424. .4591, 4506. .4589 



Seq. No. 15407 

Gene No. 32699 

Start 3150 

Name OJ990617_06 . 9A27 . C29 . ol . ts 

Start 3863 

GI none 
Exons 



Seq. ID OJ990617_06.9A27.C29 
Strand 

End 4 653 

Method TBLASTX : Soybean 

End - 4 591 

Score 143 



3863. .3979, 3867. .3980, 4103. .4186, 4141. .4272, 4142. .4255, 
4395. .4457, 4397. .4534, 4424. .4591, 4477. .4587, 4515. .4589 



Seq. No. 15408 

Gene No. 32700 

Start 1 

Name OJ990617_06 . 9A27 . C30 . ol . np 

Start 1 

GI 451193 

Exons 1..63, 225.. 424 

GI Descrip. (L28008) wali7 [Triticum aestivum] gi | 1090845 | prf | | 2019486B 
wali7 gene [Triticum aestivum] 



Seq. ID OJ990617_06.9A27.C30 

Strand 

End 630 

Method AAT/NAP 

End 424 

Score 244 



Seq. No. 15408 

Gene No. 32700 

Start 1 

Name OJ990617_06 . 9A27 . C30 . ol . gp 



Seq. ID OJ990617_06.9A27.C30 
Strand 

End 630 

Method AAT/GAP 



16055 




Start 


225 


End 


630 




GI 


1648 2.R1084 


Score 


775 




Exons 


225. .630 








GI Descrip. 


'451193 1.0e-52 (L28008) wali7 [Triticum aestivum] 






>gi_1090845j?rf 2019486B wali7 gene 


[Triticum aestivum] 


i 


Seq. No. 


15408 


Seq. ID 


OJ990617 06.9A27. 


C30 


Gene No. 


32700 


Strand 






Start 


1 


End 


630 




Name 


OJ990617 06. 9A27 .C30 . ol ,gs 


Method 


GENSCAN 




Start 


225 


End 


427 




GI 


none 


Score 


.81 




Exons 


225. .427 








Seq. No. 


15408 


Seq. ID 


OJ990617 06.9A27. 


C30 


Gene No. 


32701 


Strand 






Start 


1588 


End 


1779 




Name 


OJ990617 06. 9A27 . C30. ol . tm 


Method 


TBLASTX: Maize 




Start 


224 


End 


430 




GI 


none 


Score 


244 




Exons 


224. .430, 225. .428 








Seq. No. 


15408 


Seq. ID 


OJ990617 06.9A27. 


C30 


Gene No. 


32701 


Strand 






Start 


1588 


End 


1779 




Name 


OJ990617 06. 9A27.C30.ol.ts 


Method 


TBLASTX : Soybean 




Start 


224 


End 


430 




GI 


none 


Score 


244 




Exons 


224. .430, 225. .428 








Seq. No. 


15408 


Seq. ID 


OJ990617 06.9A27. 


C30 


Gene No. 


32701 


Strand 






Start 


1588 


End 


1779 




Name 


OJ990617 06. 9A27.C30.o2.gs 


Method 


GENSCAN 




Start 


1588 


End 


1779 




GI 


none 


Score 


.61 




Exons 


1588. . 1779 








Seq. No.' 


15409 


Seq. ID 


OJ990617_06.9A27. 


C33 


Gene No. 


32702 


Strand 


+ 




Start 


1 


End 


1026 




Name 


OJ990617 06. 9A27.C33.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1026 




GI 


4581156 


Score 


375 




Exons 


1..234, 384. .451, 539. .638, 


766. .829, 


986. .1026 




GI Descrip. 


(AC006919) putative pyruvate 


kinase [Arabidopsis thaliana] 


Seq. No. 


15409 


Seq. ID 


OJ990617_06. 9A27. 


C33 


Gene No. 


* 32702 


Strand 


+ 




Start 


1 


End 


1026 




Name 


OJ990617 06.9A27.C33.o2.ts 


Method 


TBLASTX : Soybean 




Start 


107 


End 


237 




GI 


none 


Score 


63 




Exons 


107. .214, 114. .236, 127. .237 


, 132. .236 




Seq. No. 


15409 


Seq. ID 


OJ990617_06.9A27. 


C33 


Gene No. 


32702 


Strand 


+ 





16056 



Start 
Name 
Start 
GI 

Exons 



OJ990617_06. 9A27.C33.ol.tc 

127 

none 



End 

Method 

End 

Score 



1026 

TBLASTX: Cress 

834 

159 



127. .237, 132. .236, 377. .466, 384. .452, 527. .637, 537. .638, 
747. .824, 760. .834 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15409 
32702 
1 

OJ990617_06. 9A27.C33.ol.tm 
127 
none 

127.. 237, 137.. 229, 138 
S36..637, 537.. 638, 543 



Seq. ID OJ990617_06.9A27.C33 
Strand + 
End 102 6 

Method TBLASTX : Mai ze 
End 834 
Score 169 
236, 376. .450, 377. .484, 384. .452, 
647, 544. .639, 747. .824, 760. .834 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



15409 
32702 
1 

OJ990617_06. 9A27.C33.ol.gp 
137 

7253_1.R1084 

137. .234, 384. .451, 539. .638, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
766. .825 

l 4581156/gb|AAD24640.1|AC006919_18 0.0e+00 (AC006919) putative 
pyruvate kinase [Arabidopsis thaliana] 1 



OJ990617_06.9A27.C33 
+ 

1026 
AAT/GAP 
825 
532 



15409 
32702 
1 

OJ990617_06. 9A27.C33.ol.gs 

139 

none 



Seq. ID OJ990617_06.9A27.C33 
Strand 
End 

Method 
End 
Score 



+ 

1026 
GENSCAN 
825 
.98 



139. .234, 384. .451, 539.-638, 766. .825 



15409 
32702 
1 

OJ990617_06. 9A27.C33.ol.tw 
195 
none 

195. .236, 196. .237, 199. .258, 377. .469, 384. .452, 536 
537. .638, 540. .647, 541. .639, 760. .834, 760. .822, 765 



Seq. ID OJ990617_06.9A27.C33 
Strand + 

1026 

TBLASTX: Wheat 
834 
67 



End 

Method 

End 

Score 



, 637, 
,824 



15409 
32702 
1 

OJ990617JD6. 9A27 . C33 . ol . ts 

377 

none 



Seq. ID OJ990617_06. 9A27.C33 

Strand + 

End 1026 

Method TBLASTX : Soybean 

End 813 

Score 107 



377. .469, 384. .452, 527. .637, 537. .638, 747. .812, 760. .813 



15410 Seq. ID 

32703 Strand 

257 End 

OJ990617_06.9A27.C34 .ol.gs Method 

257 End 

none Score 



OJ990617_06.9A27.C34 
386 

GENSCAN 
386 
. 98 



16057 




F. von s 


257 386 










Seq. No. 


15411 






Seq. ID 


OJ990617 06.9A27.C37 


Gene No. 


32704 






Strand . 




Start 


97 






End 


183 


Name 


OJ990617 06.9A27.C37.ol. 


np 




Method 


AAT/NAP 


Start 


97 






End 


183 


GI 


6630699 






Score 


72 


DAUHO 


97 . . 183 












( AP000969) hvDOthetical 


protein [Oryza 


sativa ] 




ai I 6721536 1 dbi 1 BAA89566 


11 


(AP001073) 


hypothetical protein 




f Orvza satival 










Seq. No. 


15411 






Seq. ID 


OJ990617_06.9A27.C37 


Gene No. 


32705 






Strand 




Start 


195 






End 


496 


Name 


OJ990617 06 9A27 C37 ol . 


tm 




Method 


TBLASTX: Maize 


Start • 


195 ~ 






End 


496 


GI 


none 






Score 


115 




195 473, 199. .459. 216. 


.464, 


221. .496 




O ~ ^ • KJ ■ 


15412 






Seq. ID 


OJ990617 06.9A27.C38 


fipnp Mo 


32706 






Strand 


+ ~ 


Start 


130 






End 


2729 


Name 


OJ990617 06.9A27.C38.ol. 


np 




Method 


AAT/NAP 


Start 


130 






End 


2726 


GI 


5922620 






Score 


306 


Exons 


130. .184, 727. .920, 1019..: 


1216, 1821. . 


1936, 2550.. 2726 




(AP000492) EST D15357 (C0514 ) 


corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gi| 6016853 I db j IBAA85196. 


11 


(AP000570) 


EST D15357 (C0514) 




corresponds to a region 


of 


the predicted gene.; hypothetica 




protein [Oryza sativa] 










Seq. No. 


15412 






Seq. ID 


OJ990617_06.9A27.C38 


Gene No. 


32706 






Strand 


+ 


Start 


130 






End 


2729 


Name 


OJ990617 06.9A27.C38.ol. 


gs 




Method 


GENSCAN 


Start 


187 






End 


2729 


GI ■ 


none 






Score 


.52 




187. .437, 885. .1002, 1196. 


.1389, 1756. 


.1925, 2615. .2729 




15412 






Seq. ID 


OJ990617_06.9A27.C38 


UCilC LNvJ. 


32707 






Strand 


+ 


Start 


4431 






End 


10406 


Name 


OJ990617 06.9A27.C38.o2. 


gs 




Method 


GENSCAN 


Start 


4431 






End 


10406 




none 






Score 


.72 


Pvnn q 


4431.'. 4856, 4956.. 5172, 


5258. 


.5376, 5566. .5664, 6143. .6196, 




6280. .6378, 7063. .7339, 


7696. 


.7805, 8070. .8138, 9537. .9558, 




10336. .10406 










Seq. No. 


15412 






Seq. ID 


OJ990617_06.9A27.C38 


Gene No. 


32707 






Strand 


+' 


Start 


4431 






End 


10406 


Name 


OJ990617 06.9A27.C38.ol. 


gp 




Method 


AAT/GAP 


Start 


4604 






End 


6304 



16058 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4714933 

4604. .4856, 4956. .5110, 
6280. .6304 

1651723/dbj IBAA16651I 1, 
[Synechocystis sp. ] 

15412 
32707 
4431 

OJ990617_06.9A27.C38.o2. 

7244 

4714934 

7244. .7665 



Score 1225 
5258. .5376, 5566. .5664, 6143. .6196, 

0e-10 (D90899) phosphoglycerate mutase 



Seq. ID OJ990617 06.9A27.C38 



gp 



Strand 
End 

Method 

End 

Score 



+ 

10406 
AAT/GAP 
7665 
111 



Seq. No. 15412 
Gene No. 32708 
Start 2865 

Name OJ990617_06 . 9A27 . C38 . o2 . 

Start 2865 

GI 6630699 

Exons 2865.. 2951 

GI Descrip. (AP000969) hypothetical 

gi | 6721536 | dbj IBAA89566. 

[Oryza sativa] 



np 



Seq. ID OJ990617_06.9A27.C38 
Strand 

End 2951 

Method AAT/NAP 

End 2951 

Score 72 



protein [Oryza sativa] 

1| (AP001073) hypothetical protein 



Seq. No. 


15412 








Seq. ID 


OJ990617_06.9A27 


.C38 


Gene No. 


32709 








Strand 






Start 


2963 








End 


3264 




Name 


OJ990617 06. 


9A27, 


.C38.o3 


.tm 


Method 


TBLASTX : Maize 




Start 


2963 








End 


3264 




GI 


none 








Score 


115 




Exons 


2963. .3241, 


2967 


. .3227, 


2984 . 


.3232, 2989.. 3264 




Seq. No. 


15412 








Seq. ID 


OJ990617_06. 9A27 


.C38 


Gene No. 


32710 








Strand 






Start 


4590 








End 


4856 . 




Name 


OJ990617 06. 


9A27 


.C38.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


4590 








End 


4856 




GI 


none 








Score 


319 




Exons 


4590. .4856, 


4610, 


. . 4786 










Seq. No. 


15412 








Seq. ID 


OJ990617_06. 9A27 


.C38 


Gene No. 


32710 








Strand 






Start 


4590 








End 


4856 




Name 


OJ990617 06. 


9A27, 


.C38.o2, 


.ts 


Method 


TBLASTX: Soybean 




Start 


4590 








End 


4787 




GI 


none 








Score 


201 




Exons 


4590. .4787, 


4610. 


. .4786 










Seq. No. 


15412 








Seq. ID 


OJ990617_06.9A27 


.C38 


Gene No. 


32711 








Strand 






Start 


4949 








End 


5176 




Name 


OJ990617 06. 


9A27. 


,C38.o3. 


.tc 


Method 


TBLASTX: Cress 




Start 


4949 








End 


5176 




GI 


none 








Score 


266 




Exons 


4949. .5176, 


4953. 


. .5174 











16059 



Seq. No. 15412 
Gene No. 32712 
Start 5129 

Name OJ990617_06 . 9A27 . C38 . o2 . tm 

Start 5129 
GI none 

Exons 5129.. 5173, 5130.. 5174, 5133. 

5254.. 5409, 5257. .5382, 5549. 
5562.. 5663, 5563.. 5664, 6124. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990617 06.9A27.C38 



7411 

TBLASTX: Maize 
6196 
63 

5186, 5235.. 5381, 5253.. 5378, 
5659, 5550. .5657, "5560. .5667, 
6195, 6140.. 6196, 6154.. 6195 



Seq. No. 15412 

Gene No. 32712 

Start 5129 

Name OJ990617_06 . 9A27 . C38 . o2 . tc 

Start 5284 

GI none 

Exons 5284.. 5376, 5292.. 5375, 5563. 

7102. .7188, 7194. .7397, 7195. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990617 06.9A27.C38 



7411 

TBLASTX : Cress 
7401 
131 

,5673, 6280. .6381, 6483. .6530, 
,7401 



s: 
.3 Si 

j'ii 

: 3 =i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15412 
32712 
5129 

OJ990617_06.9A27.C38.ol.ts 

7081 

4260272 

7081. .7398, 7125. .7397 



15412 
32712 
5129 

OJ990617J36. 9A27 .C38.ol.tm 

7176 

none 

7176.. 7397, 7177.. 7401, 7192. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_06.9A27.C38 
7411 

TBLASTX : Soybean 

7398 

366 



Seq. ID OJ990617_06.9A27.C38 
Strand 

End 7411 

Method TBLASTX : Mai ze 

End 7411 

Score 355 

.7404, 7196. .7411, 7241. .7405 



,S Si 



Seq. No. 15413 
Gene No. . 32713 

Start 6 

Name OJ990617_06 . 9A27 . C39 . ol . gs 

Start 6 

GI none 

Exons 6.. 92, 121.. 207 



Seq. ID OJ990617_06.9A27.C39 

Strand + 

End 207 

Method GENSCAN 

End 207 

Score .95 



Seq. No. 15414 

Gene No. 32714 

Start 1 

Name OJ990617_06. 9A27 . C4 1 . ol . np 

Start 1 

GI 4581156 

Exons 1..233, 410.. 475, 616.. 675 
GI Descrip. (AC006919) putative pyruvate 



Seq. ID OJ990617_06.9A27.C41 

Strand + 

End 675 

Method AAT/NAP 

End 675 

Score 306 

kinase [Arabidopsis thaliana] 



Seq. No. 15414 

Gene No. 32714 

Start 1 

Name OJ990617 06 . 9A27 . C41 . ol . tm 



Seq. ID OJ990617_06.9A27.C41 

Strand + 

End 675 

Method TBLASTX : Mai ze 



16060 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45 End 675 

none Score 220 

45.-233, 77. .232, 386. .481, 390. .488, 407. .490, 409. .519, 

611. .673, 614. .649, 615. .674, 616. .675 



15414 
32714 
1 

OJ990617JD6 . 9A27 . C4 1 . ol . tc 
77 

none 

77. .232, 78. .233 

15414 
32714 
1 

OJ990617_06.9A27.C41.ol.ts 
77 

none 



Seq. ID OJ990617_06.9A27.C41 

'Strand + 

End 675 

Method TBLASTX : Cress 

End 233 

Score 204 



Seq. ID OJ990617_06.9A27.C41 

Strand + 

End 67 5 

Method TBLASTX : Soybean 

End 67 5 

Score 185 



77. .226, 78. .272, 407. .490, 409. .525, 616. .675 



15414 
32714 
1 

OJ990617_06 . 9A27 . C4 1 . ol . gp 
78 

7253_3.R1084 
78. .187 

'4581156/gb|AAD24640.1|AC006919_18 2.0e-26 (AC006919) putative 
pyruvate kinase [Arabidopsis thaliana] ' 



Seq. ID OJ990617_06.9A27.C41 

Strand + 

End 675 

Method AAT/GAP 

End 187 

Score 193 



15414 
32714 
1 

OJ990617_06. 9A27 .C41.ol.gs 
78 

none 

78. .233," 410. .487 

15415 
32715 
186 

OJ990617__06.9A27.C42.ol.gs 

186 

none 

186. .324 



Seq. ID OJ990617_06.9A27.C41 

Strand + 

End 67 5 

Method GENSCAN 

End 487 

Score .57 



Seq. ID OJ990617_06.9A27.C42 

Strand + 

End 324 

Method GENSCAN 

End 324 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15415 



Seq. ID OJ990617_06.9A27.C42 



32716 Strand, - 

138 End 932 

OJ990617_06 . 9A27 . C42 . ol . np Method AAT/NAP 
138 End 932 

6069646 Score 177 

138. .354, 873. .932 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi i 6907 112 | dbj | BAA90639 . 1 | (AP001129) 



(AC005315) 
Similar to 



Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 



16061 




putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


15416 


Seq. ID 


OJ990617_06.9A27.C43 


Gene No . 


32717 


Strand 


+ 


Start 


1 


End 


359 


Name 


OJ990617 06.9A27.C43.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


359 


GI 


1648 1.R1084 


Score 


426 


Exons 


1..60, 116. .359 






GI Descrip. 


'451193 1.0e-117 (L28008) wali7 [Triticum aestivum] 




>gi_1090845_prf 2019486B wali7 gene [Triticum aestivum] 1 


Seq. No. 


15416 


Seq. ID 


OJ990617_06 . 9A27 . C43 


Gene No . 


32718 


Strand 


— 


Start 


21 


End 


550 


Name 


OJ990617 06. 9A27 .C43.ol.gs 


Method 


GENSCAN 


Start 


21 


End 


419 


GI 


none 


Score 


. 62 


Exons 


21. .419 






Seq. No. 


15416 


Seq. ID 


OJ990617_06 . 9A27 . C4 3 


Qeiie No . 


32718 


Strand 


— . 


Start 


21 


End 


550 


Name 


OJ990617 06. 9A27 ,C43.ol. tc 


Method 


TBLASTX: Cress 


Start 


115 


End 


360 


GI 


none 


Score 


63 


Exons 


115. .177, 117. .254, 144. .359, 


226. .360 




Seq. No. 


15416 


Seq. ID 


OJ990617_06.9A27 .C43 


Gene No. 


32718 


Strand 


_ — 


Start 


21 


End 


550 


Name 


OJ990617 06.9A27.C43.ol.ts 


Method 


TBLASTX: Soybean 


Start 


115 


End 


381 


GI 


none 


Score 


65 


Exons 


115. .177, 117. .254, 144. .359, 


197. .358 


, 202. .381, 235. .360 


Seq. No. 


15416 


Seq. ID 


OJ990617_06.9A27.C43 


Gene No . 


32718 


Strand 




Start 


21 


End 


550 


Name 


OJ990617 06. 9A27.C43.ol.np 


Method 


AAT/NAP 


Start 


117 


End 


550 


GI 


451193 


Score 


340 


Exons 


117. .550 






GI Descrip. 


(L28008) wali7 [Triticum aestivum] gi | 


1090845 |prf| I2019486B 




wali7 gene [Triticum aestivum] 






Sea No 


15416 


Seq. ID 


OJ990617_06.9A27.C43 


Gene No. 


32718 


Strand 




Start 


21 ' 


End 


550 


Name 


OJ990617 06.9A27.C43.ol.tm 


Method 


TBLASTX: Maize 


Start 


147 


End 


359 


GI 


none 


Score 


58 


Exons 


147. .359, 203. .292, 226. .339 






Seq. No. 


15417 


Seq. ID 


OJ990617_06.9A27.C45 


Gene No. 


32719 


Strand 





16062 



Start 222 

Name OJ990617_06 . 9A27 . C45 . ol . tm 

Start 222 

GI none 

Exons 222.. 317, 227.. 322, 227.. 400 

Seq.' No. 15418 
Gene No. ' 32720 

Start 1 

Name OJ990617JD6 . 9A27 . C50 . ol . gp 

Start 1 

GI none 

Exons 1 . . 615 



End 

Method 

End 

Score 



400 

TBLASTX: Maize 

400 

72 



Seq. ID OJ990617_06.9A27.C50 

Strand + 

End 724 

Method AAT/GAP 

End 615 

Score 1143 



Seq. No. 15418 

Gene No. 32720 

Start 1 

Name OJ990617_06. 9A2 7 . C5 0 . o 1 . np 

Start 1 

GI 3236247 

Exons 1..136, 227.. 724 

GI Descrip. (AC004 684) putative SCARECROW gene regulator [Arabidopsis 
thaliana] 



Seq. ID OJ990617_06.9A27.C50 
Strand + 

724 

AAT/NAP 
724 
294 



End 

Method 

End 

Score 



Seq. No. 15418 

Gene No. 32720 

Start 1 

Name OJ990617_06 . 9A27 . C50 . ol . gs 

Start 56 

GI none 

Exons 56 . .686 



Seq. ID OJ990617_06.9A27.C50 

Strand + 

End 724 

Method GENSCAN 

End 68 6 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15418 
32720 
1 

OJ990617_06. 9A27.C50.ol.tm 

176 

none 



Seq. ID OJ990617_06.9A27.C50 

Strand + 

End 724 

Method TBLASTX: Maize 

End 615 

Score 343 



176. .439, 195. .398/ 196. .615, 230.". 613, 496. .615 



15418 
32720 
1 

OJ990617_06. 9A27.C50.ol.ts 

517 

none 

517. .684, 518. .685 



Seq. ID OJ990617_06.9A27.C50 

Strand + 

End 724 

Method TBLASTX : Soybean 

End 685 

Score 182 



Seq. No. 15419 

Gene No. 32721 

Start 1 

Name OJ990617_06 . 9A27 . C51 . ol . gp 

Start 1 

GI 3411_1.R1084 

Exons 1 . . 83 

GI Descrip. '3236247 4.0e-54 (AC004684) SCARECROW- like protein [Arabidopsis 
thaliana] f 



Seq. ID OJ990617_06.9A27.C51 
Strand 

83 

AAT/GAP 
83 
162 



End 

Method 

End 

Score 



16063 



I'M 



U! 



Seq. No. 


15420 


Seq. ID 


OJ990617J36.9A27 


.C52 


Gene No. 


32722 


Strand 


+ 




Start 


83 


End 


809 




Name 


OJ990617 06. 9A27.C52.ol.tm 


Method 


TBLASTX : Maize 




Start 


82 


End 


804 




GI 


none 


Score 


201 




Exons 


82. .237, 82. .261, 83. .238, 


579. .803, 580. .804 




Seq. No. 


15420 


Seq. ID 


OJ990617 06.9A27 


.C52 


Gene No. 


32722 


Strand 


+ 




Start 


83 


End 


809 




Name 


OJ990617 06.9A27.C52.ol.gs 


Method 


GEN SCAN 




Start 


83 


End 


718 




GI 


none 


Score 


. 95 




Exons 


83. .235, 580. .718 








Seq. No. 


15420 


Seq. ID 


OJ990617JD6.9A27 


.C52 


Gene No. 


32722 


Strand 


+ 




Start 


83 


End 


809 




Name 


OJ990617 06.9A27.C52.ol.ts 


Method 


TBLASTX : Soybean 




Start 


142 


End 


809 




GI 


none 


Score 


149 




Exons 


142. .261, 143. .238, 579. .809, 580. .804 






Seq. No. 


15420 


Seq. ID 


OJ990617_06.9A27 


.C52 


Gene No. 


32722 


Strand 


+ 




Start 


83 


End 


809 




Name 


OJ990617 06.9A27.C52.ol.np 


Method 


AAT/NAP 




Start 


164 


End 


795 




GI 


2507229 


Score 


93 




Exons 


164. .230, 575. .795 








GI Descrip. 


40 KD PEPT IDYL- PROLYL CIS- 1 


TRANS ISOMERASE (PPIASE) (ROTAMASE 




(CYCLOPHILIN-40) (CYP-40) 


(CYCLOPHILIN- 


-RELATED PROTEIN) 






(ESTROGEN RECEPTOR BINDING 


CYCLOPHILIN) 


gi|423247|pir| |, 


A4657' 




estrogen receptor-binding < 


cyclophilin - 


- bovine 






gi| 393300 |dbj IBAA03159I (D14074) cyclophilin [Bostaurus] 


Seq. No. 


15421 


Seq. ID 


OJ990617_06.9A27 


.C53 


Gene No. 


32723 


Strand 


+ 




Start 


26 


End 


295 




Name 


OJ990617 06.9A27.C53.ol.gs 


Method 


GENSCAN 




Start 


26 


End 


295 




GI 


none 


Score 


.55 




Exons 


26. .59, 249. .295 








Seq. No. 


15422 


Seq. ID 


OJ990617_06.9A27 


.C55 


Gene No. 


32724 


Strand 






Start 


199 


End 


471 




Name 


OJ990617 06.9A27.C55.ol.gs 


Method 


GENSCAN 




Start 


199 


End 


471 




GI 


none 


Score 


.44 




Exons 


199. .471 








Seq. No. 


15423 


Seq. ID 


OJ990617_06.9A27 


.C59 


Gene No. 


32725 


Strand 


+. 




Start 


1 


End 


468 





16064 




Name OJ990617_06 . 9A27 . C59 . ol . gp Method AAT/GAP 

Start 1 End 4 68 

GI 45103_1.R1084 Score 884 
Exons 1..4 68 

GI Descrip. '1922938 1.0e-77 (AC000106) Similar to Caenorhabditis 

hypothetical protein C07A9.11 (gb_Z29094). [Arabidopsis 
thaliana] 1 



Seq. No. 


15423 


Seq. ID 


OJ990617_06.9A27 


.C59 


Gene No. 


32725 


Strand 


+ 




Start 


1 


End 


468 




Name 


OJ990617 06.9A27.C59. 


ol.np Method 


AAT/NAP 




Start 


1 


End 


425 




GI 


1922938 


Score 


568 




Exons 


1 . .425 








GI Descrip. 


(AC000106) Similar to 


■ Caenorhabditis hypothetical protein 




C07A9.11 fablZ29094) 


[Arabidopsis thaliana] 




Seq. No. 


15423 


Seq. ID 


OJ990617JD6.9A27 


.C59 


Gene No. 


32726 


Strand 






Start 


62 


End 


662 




Name 


OJ990617 06.9A27.C59. 


ol.ts Method 


TBLASTX : Soybean 




Start 


1 


End 


197 




GI 


none 


Score 


124 




Exons 


1..87, 3. .86, 75. .197 


, 83.. 193, 93.. 197 




Seq. No. 


15423 


Seq. ID 


OJ990617_06.9A27 


.C59 


Gene No. 


32726 


Strand 






Start 


62 


End 


662 




Name 


OJ990617 06.9A27.C59. 


o2.tm Method 


TBLASTX: Maize 




Start 


16 


End 


197 




GI 


none 


Score 


90 




Exons 


16. .87, 74. .118, 75.. 


119, 119. .196, 120 


\. .197 





Seq. No. 


15423 






Seq. ID 


OJ990617_06. 9A27 


.C59 


Gene No. 


; 32726 






Strand 






Start 


62 . 






End 


662 




Name 


OJ990617 


_06.9A27.C59.ol. 


gs ■' 


Method 


GENSCAN 




Start 


62 




End ' 


662 




GI 


none 






Score 


.57 




Exons 


62. .206, 


657. .662 










Seq. No. 


15423 






Seq. ID 


OJ990617_06.9A27 


.C59 


Gene No. 


32726 






Strand 






Start 


62 






End 


662 




Name 


OJ990617 


06.9A27.C59.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


198 






End 


443 




GI 


none 






Score 


244 




Exons 


198. .443, 


198.. 389, 200. 


.430 








Seq. No. 


15424 






Seq. ID 


OJ990617_06. 9A27 


.C61 


Gene No. 


32727 






Strand 






Start 


470 






End 


569 




Name 


OJ990617 


06. 9A27.C61.ol. 


gs 


Method 


GENSCAN 




Start 


470 






End 


569 




GI 


none 






Score 


.85 




Exons 


470. .569 













16065 



Seq. No. 


15425 






Seq. ID 


OJ990617_06.9A27 


.C62 


Gene No. 


32728 






Strand 






Start 


1684 






End 


2117 




Name 


OJ990617 06 9A27 C62 


. ol . 


y s 


Method 


GENSCAN 




Start 


1684 ~ 






End 


2117 




GI 


none 






Score 


. 59 




Exons 


1684 . . 2117 












Seq. No. 


15426 






Seq. ID 


OJ990617_06. 9A27 


.C63 


Gene No. 


32729 






Strand 


+ 




Start 


1 






End 


657 




Name 


OJ990617 06.9A27.C63 


.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


648 




GI 


3860255 






Score 


282 




Exons 


1. . 648 












GI Descrip. 


(AC005824 ) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


15426 






Seq. ID 


OJ990617_06. 9A27 


.C63 


Gene No . 


32729 






St rand 


+ 




Start 


1 






End 


657 




Name 


OJ990617 06.9A27.C63. 


.ol. 


gs 


Method 


GENSCAN 




Start 


70 






End 


657 




GI 


none 






Score 


1 




Exon <=; 


70. .657 












Seq. No. 


15426 






Seq. ID 


OJ990617_06. 9A27 


.C63 


Gene No. 


32730 






Qf rand ' 


+ 




Start 


3520 






End 


3947 




Name 


OJ990617 06.9A27.C63, 


.ol. 


gp 


Method 


AAT/GAP 




Start 


3520 






End 


3947 




GI 


60650 1.R1084 






Score 


828 




Exons 


3520. .3947 












GI DescriD. 


'169459 1.0e-08 (M18538) 


pop3 


peptide 


[Populus balsamifera 




subsp. trichocarpa X 


Populus 


deltoides 


] ' 




Seq. No. 


15426 






Seq. ID 


OJ990617_06. 9A27 


.C63 


Gene no . 


32731 






Strand 






Start 


3799 






End 


3927 




Name 


OJ990617 06.9A27.C63, 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


424 






End 


609 




GI 


none 






Score 


209 




Exons 


424. .609, 438. .554 












Seq. No. 


15426 






Seq. ID 


OJ990617_06. 9A27 


.C63 


Gene No . 


32731 






Strand 






Start 


3799 






End 


3927 




Name 


OJ990617 06.9A27.C63, 


.o2. 


gs 


Method 


GENSCAN 




Start 


3799 






End 


3927 






none 






Score 


.71 




Exons 


3799. .3927 












Seq. No. 


15427 






Seq. ID 


OJ990617_06. 9A27 


.C64 


Gene No. 


32732 






Strand 






Start 


1 






End 


144 




Name 


OJ990617 06.9A27.C64. 


ol. 


gp 


Method 


AAT/GAP 




Start 


1 






End 


144 





16066 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



60650_1.R1084 Score 288 

1. .144 

•169459 1.0e-08 (M18538) pop3 peptide [Populus balsamifera 
subsp. trichocarpa X Populus deltoides] 1 



15428 
32733 
1 

OJ990617_06 . 9A27 . C67 . ol . np 
1 

6862912 
1..161, 700. .719 

(AC018 907) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990617_06.9A27.C67 

Strand + 

End 719 

Method AAT/NAP 

End 719 

Score 101 



15428 
32733 
1 

OJ990617_06. 9A27.C67.ol.gs 
60 

none 

60. .172, 245. .274 



Seq. ID OJ990617__06.9A27.C67 

Strand + 

End 719 

Method GENSCAN 

End 274 

Score .9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15428 
32733 
1 

OJ990617_06. 9A27.C67.ol.gp 
545 

15870_2.R1084 
545. .719 

f 287403/dbj | D10838 | RICSBE1 8.0e-69 Rice gene for starch 
branching enzyme* 



Seq. ID OJ990617_06.9A27.C67 

Strand + 

End 719 

Method AAT/GAP 

End 719 

Score 272 



15429 
32734 
4 98 

OJ990617_06. 9A27 .C68.ol.gs 

498 

none 

498. .572 



Seq. ID OJ990617_06.9A27.C68 

Strand + 

End ■ 572 

Method GENSCAN 

End 572 

Score .77 



Seq. No. 15430 

Gene No. 32735 

Start 275 

Name OJ990617_06 . 9A27 . C69 . ol . gs 

Start 275 

GI none 

Exons 275.. 390, 643.. 736 

Seq. No. 15431 

Gene No. 32736 

Start 909 

Name OJ990617_06 . 9A27 . C70 . ol . gs 

Start 909 

GI • none 

Exons 909.. 1012, 1074.. 1165 



Seq. ID OJ990617_06.9A27.C69 
Strand 

End 736 

Method GENSCAN 

End 736 

Score . 61 



Seq. ID OJ990617_06.9A27.C70 

Strand + 

End 1165 ■ 

Method GENSCAN 

End 1165 

Score .54 



Seq. No. 



15432 



Seq. ID OJ990617 06.9A27.C71 



16067 




Gene No. 


32737 




Strand 


+ 




Start 


259 




End 


438 




Name 


OJ990617 06. 9A27 . C71 .ol 


. as 


Method 


GENSCAN 




Start 


259 ~~ 




End 


438 




GI 


none 




Score 


. 66 




Exons 


259 . . 438 










Seq. No. 


15432 ' 




Seq. ID 


OJ990617 06.9A27 


. C71 


Gene No . 


32738 




Strand 






Start 


2569 




End 


2811 




Name 


OJ990617 06.9A27.C71.ol 


.gp 


Method 


AAT/GAP 




Start 


2569 




End 


2811 




GI 


15870 2.R1084 




Score 


298 




Exons 


2569. .2811 










GI Descrip . 


, 287403/dbj | D10838 IRICSBE1 8. 


Oe-69 Rice gene for starch 






branching enzyme 1 










Seq. No. 


15433 




Seq. ID 


OJ990617_06. 9A27 


.C72 


Gene No. 


32739 




Strand 






Start 


555 




End 


996 




Name 


OJ990617 06.9A27.C72.ol 


.gs 


Method 


GENSCAN 




Start 


555 




End 


996 




GI 


none 




Score 


.64 




Exons 


555.-743, 820. .996 










Seq. No. ■ 


15434 




Seq. ID 


OJ990617_06. 9A27 


. C73 


Gene No. 


32740 




Strand 






Start 


150 




End 


708 




Name 


.. OJ990617 06.9A27.C73.ol 


.np 


Method 


AAT/NAP 




Start 


150 




End 


708 




GI 


4586602 




Score 


401 




Exons 


150. .263, 402. .490, 561 


. .708 








GI Descrip. 


(AB025005) pyruvate kinase [Cicer arietinum] 




Seq. No. 


15434 




Seq. ID 


OJ990617_06. 9A27 


. C73 


Gene No. 


32740 




Strand 






Start 


150 




End 


708 




Name 


OJ990617 06.9A27.C73.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


165 




End 


70.6 




GI 


none 




Score 


113 




Exons 


165. .275, 166. .270, 388 


. .489, 


401. .487, 


402. .491, 403.. 


498, 




559. .693, 571. .699, 599 


. .700, 


615. .701, 


689. .706 




Seq. No. 


15434 




Seq. ID 


OJ990617_06. 9A27 


.C73 


Gene No. 


32740 




Strand 






Start 


150 




End 


708 




Name 


OJ990617 06. 9A27.C73.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


165 




End 


700 




GI 


none 




Score 


120 




p.ynns 

i_i 1 1 o 


165. .275, 166. .270, 182 


. .295, 


388. .489, 


395. .487, 402.. 


491 




403. .498, 559. .693, 571 


. .693, 


599. .700, 


599. .700 




Seq. No. 


15434 




Seq. ID 


OJ990617_06. 9A27 


.C73 


Gene No. ■* 


32740 




Strand 






Start 


150 




End 


708 




Name 


OJ990617 06. 9A27.C73.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


165 




End 


701 





16068 




GI 


none 


Score 


154 


Exons 


165. .275, 166. .264, 173. .265, 


395. .490, 


400. .489, 402. .491, 




403. .513, 559. .693, 562. .699, 


599. .700, 


600. .701 


Seq. No. 


15434 


Seq. ID 


OJ990617_06 . 9A27 . C73 


Gene No. 


32740 


Strand 




Start 


150 


End 


708 


Name 


OJ990617 06. '9A27.C73.ol.gp 


Method 


AAT/GAP 


Start 


166 


End 


708 


GI 


7253 1.R1084 


Score 


553 


Exons 


166. .263, 402. .490, 561. .708 






GI Descrip. 


, 4581156/gb|AAD24640.1|AC006919 18 0.0e+00 (AC006919) putat: 




pyruvate kinase [Arabidopsis 


thaliana] ' 




Seq. No. 


15434 


Seq. ID 


OJ990617 06.9A27.C73 


Gene No. 


32740 


Strand 




Start 


150 


End 


708 


Name 


OJ990617 06. 9A27.C73.ol.gs 


Method 


GENSCAN 


Start 


168 


End 


666 


GI 


none 


Score 


1 


Exons 


168. .263, 402. .490, 561. .666 






Seq. No. 


15435 


Seq. ID 


OJ990617_06.9A27.C74 


Gene No. 


32741 


Strand 


+ 


Start 


82 


End 


1236 


Name 


OJ990617 06. 9A27.C74.ol.gs 


Method 


GENSCAN 


Start 


82 


End 


1236 


GI 


none 


Score 


. 6 


Exons 


82. .353, 479. .1236 






Seq. No. 


15435 


Seq. ID 


OJ990617_06.9A27.C74 


Gene No. 


32742 


Strand 




Start 


1 


End 


1100 


Name 


OJ990617 06. 9A27 .C74 .ol.np 


Method 


AAT/NAP 


Start 


1 


End 


515 


GI 


4581156 


Score 


303 


Exons 


1..31, 170. .325, 411. .515 






GI Descrip. 


(AC006919) putative pyruvate 


kinase [Arabidopsis thaliana] 


Seq. No. 


15435 


Seq. ID 


OJ990617_06.9A27.C74 


Gene No. 


32742 


Strand 




Start 


1 


End 


1100 


Name 


OJ990617 06. 9A27.C74.ol.tc 


Method 


TBLASTX: Cress 


Start 


170 


End 


891 


GI 


none 


Score 


131 


Exons 


170. .325, 171. .326, 406. .531, 


408. .521, 


603. .728, 604. .699, 




819. .890, 822. .890, 823. .891 






Seq. No. 


15435 


Seq. ID 


OJ990617_06.9A27.C74 


Gene No. 


32742 


Strand 




Start 


1 


End 


1100 


Name 


OJ990617 06. 9A27.C74.ol.tm 


Method 


TBLASTX: Maize 


Start 


170 


End 


■891 


GI 


none 


Score 


205 


Exons 


170. .325, 171. .326, 406. .540, 


408. .563, 


410. .562, 475. .693, 




603. .728, 606. .698, 631. .672, 


822. .887, 


822. .890, 838. .891 



16069 



Seq. No. 15435 

Gene No. 32742 

Start 1 

Name OJ990617_06 . 9A27 . C74 . ol . gp 

Start 216 

GI 7253_3.R1084 

Exons 216.. 325, 411.. 508, 602.. 698, 
GI Descrip. 



Seq. ID OJ990617_06.9A27.C74 
Strand 

End 1100 

Method AAT/GAP 

End 1100 

Score 1095 
819. ..1100 



, 4581156/gb|AAD24640.1|AC006919_18 2.0e-26 (AC006919) putative 
pyruvate kinase [Arabidopsis thaliana] ' 



Seq. No. 15435 

Gene No. 32742 

Start 1 

Name OJ990617_06.9A27.C74 . ol 

Start 222 

GI none 

Exons 222.. 326, 224.. 325, 406 
604. .699, 819. .890, 822 



Seq. ID OJ990617_06.9A27.C74 

Strand 

. End 1100 

.ts Method TBLASTX : Soybean 

End 890 

Score 121 
..540, 408. .521, 603. .695, 603. .728, 



Seq. No. 


15436 








Seq. ID 


OJ990617_06.9A27 


.C75 


Gene No. 


32743 








Strand 






Start 


405 








End 


1005 




Name 


OJ990617 


_06.9A27.C75 


.ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


405 








End 


1005 




GI 


none 








Score 


49 




Exons 


405. .467, 


406. .468, 


474. 


. .545, 


484. .546, 


488. .547, 872.. 


925, 




873. .926, 


874 . . 927, 


925. 


. . 1005, 


926. .1003, 927. .1004, 92 


8. .1005 


Seq. No. 


15437 








Seq. ID 


OJ990617_06.9A27 


.C76 


Gene No. 


32744 








Strand 






Start 


228 








End 


1813 




Name 


OJ990617 


06.9A27.C76 


.ol. 


.gs 


Method 


GENSCAN 




Start 


228 








End 


1813 




GI 


none 








Score 


.98 




Exons 


228. .507, 


603. . 1813 













Seq. No. 


15438 








Seq. ID 


OJ990617 


_06. 


9A27 


.C77 


Gene No. 


32745 








Strand 


+ 








Start 


1254 








End 


1738 








Name 


OJ990617 06. 


9A27, 


.C77.01 


.gs 


Method 


GENSCAN 








Start 


1254 








End 


1738 








GI 


none 








Score 


.46 








Exons 


1254. .1370, 


1623. 


. .1738 














Seq. No. 


15438 








Seq. ID 


OJ990617 


_06. 


9A27 


.C77 


Gene No. 


32746 








Strand 










Start 


2414 








End 


3094 








Name 


OJ990617 06. 


9A27. 


.C77.o2 


.gs 


Method 


GENSCAN 








Start 


2414 








End 


3091 








GI 


none 








Score 


.8 








Exons 


2414 . .2749, 


2933. 


. .3091 














Seq. No. 


15438 








Seq. ID 


OJ990617_ 


_06. 


9A27 


.C77 


Gene No. 


32746 








Strand 










Start 


2414 








End 


3094 








Name 


OJ990617 06. 


9A27. 


,C77.ol 


.np 


Method 


AAT/NAP 








Start 


2420 








End 


3091 









16070 




GI 3193332 Score 163 

Exons 2420.. 2557, 2666.. 2778, 2903.. 3091 

GI Descrip. (AF069299) similar to Arabidopsis AT-hook protein 1 
<GB:AJ222585) [Arabidopsis thaliana] 



Seq. No. 


15438 








Seq. ID 


OJ990617 


_06. 


. 9A27 


.C77 


Gene No . 


32746 








Strand 










Start 


2414 








End 


30 §4 








Name- 


OJ990617 06 


. 9A27 . 


C77.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2710 








End 


3094 








GI 


none 








Score 


120 








Exons 


2710. .2781, 


2726. 


.2788, 


2930 


..3043, 2931. .3011, 


2932. .3033, 




3020. .3094, 


3048 . 


. 3092, 


3050 


. .3094 










Seq. No. 


15439 








Seq. ID 


OJ990617 


06. 


, 9A27 


.C78 


Gene No. 


32747 








Strand 










Start 


883 








End 


1232 








Name 


OJ990617 06 


. 9A27. 


C78.ol 


.gp 


Method 


AAT/GAP 








Start 


883 








End 


1232 








GI 


3760161 








Score 


596 








Exons 


883. . 1232 


















Seq-. No. 


15440 








Seq. ID 


OJ990617 


06. 


. 9A27 


. C79 


Gene No . 


32748 








Strand 


+ 








Start 


78 








End 


2548 








Name 


OJ990617 06 


. 9A27. 


C79.ol 


.gp 


Method 


AAT/GAP 








Start 


78 








End 


549 








GI 


4878121 








Score 


854 








Exons 


78. .549 


















Seq. No. 


15440 








Seq. ID 


OJ990617 


06. 


. 9A27 


.C79 


Gene No. 


32748 








Strand 


+ 








Start 


78 








End 


2548 








Name 


OJ990617 06 


. 9A27. 


C79.ol 


.gs 


Method 


GENSCAN 








Start 


183 








End 


2227 








GI 


none 








Score 


.55 








Exons 


183.. 562, 658.. 1073, 1997.. 2227 










Seq . ' No . 


15440 








Seq. ID 


OJ990617 


06. 


, 9A27 


.C79 


Gene No. 


32748 








Strand 


+ 








Start 


78 








End 


2548 








Name 


OJ990617 06 


. 9A27. 


C79.o2 


.gp 


Method 


AAT/GAP 








Start 


687 








End 


2548 








GI 


none 








Score 


1440 








Exons 


687.. 1031, : 


1778. . 


1922, 


1997. 


.2243, 2528.. 2548 








Seq. No. 


15441 








Seq. ID 


OJ990617 


_06. 


, 9A27 


.C80 


Gene No. 


32749 








Strand 


+ 








Start 


1 








End 


1342 








Name 


OJ990617 06 


.9A27. 


C80.ol 


.gp 


Method 


AAT/GAP 








Start 


1 








End 


1342 








GI 


none 








Score 


290 








Exons 


1..79, 1259 


. .1342 














Seq. No. 


15441 








Seq. ID 


OJ990617 


_06. 


9A27 


.C80 


Gene No. 


32750 








Strand 










Start 


1064 








End 


1189 









16071 



Name 

Start 

GI 

Exons 



OJ990617_06 . 9A27 . C80 . ol . gs Method 

1064 End 

none Score 
1064 . . 1189 



GENSCAN 

1189 

.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15442 
32751 
1 

OJ990617_06.9A27.C81.ol . np 
1 

4581156 



Seq. ID OJ990617 06.9A27.C81 



Strand 
End 

Method 

End 

Score 



+ 

1087 
AAT/NAP 
1087 
602 



1..273, 344. .432, 571. .666, 816. .883, 971. .1087 
(AC006919) putative pyruvate kinase [Arabidopsis thaliana] 



15442 
327.51 
1 

OJ990617JD6. 9A27 . C81 . ol . tm 

103 

none 



Seq. ID OJ990617 06.9A27.C81 



Strand 
End 

Method 

End 

Score 



+ 

1087 

TBLASTX: Maize 

1079 

48 



103. .165, 115. .234, 122. .235, 128. .235, 141. .275, 147. .272, 

321. .431, 335. .421, 343. .432, 344. .439, 345. .434, 559.-669, 

569. .661, 570. .668, 808. .882, 809. .916, 816. .884, 968. .1069, 
969. .1070, 975. .1079, 976. .1071 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15442 Seq. ID 

32751 Strand 

1 End 
OJ990617_06. 9A27 ,C81.ol .gp Method 

104 End 

7253_1.R1084 Score 

104. .273, 344. .432, 571. .666, 816. .883, 



OJ990617_06.9A27.C81 
+ 

1087 
AAT/GAP 
1087 
888 
971. .1087 



'4581156/gb|AAD24640.1 |AC006919_18 0.0e+00 (AC006919) putative 
pyruvate kinase [Arabidopsis thaliana] 1 



15442 
32751 
1 

OJ990617_06.9A27.C81.ol.ts 
115 
none 

115. .219, 122. .235, 128. 
336. .431, 343. .432, 345. 
557. .667, 559. .669, 564. 
969. . 1070, 981. . 1079 



Seq. ID OJ990617_06.9A27.C81 
Strand + 
End " 1087 
Method TBLASTX : Soybean 
End 107 9 

Score 118 
235, 141. .275, 147. .263, 308. .421, 
446, 347. .439, 539. .646, 546. .668, 
668, 809. .916, 816. .884, 959. .1069, 



Seq. No. 15442 Seq. ID 

Gene No. 32751 Strand 

Start 1 -End 

Name OJ990 617JD6 . 9A27 . C81 . ol . tc Method 

Start 122 End 

GI none Score 
Exons 



OJ990617_06.9A27.C81 
+ 

1087 

TBLASTX: Cress 

1070 

127 



122. .235, 128. .235, 141. .275, 150. .263, 329. .412, 336... 431, 
343. .432, 559. .669, 564. .668, 809. .898, 816. .884, 959. .1069, 
969. . 1070 



Seq. No. 



15442 



Seq. ID OJ990617_06.9A27.C81 



16072 




Gene No. 


32751 


Strand 


+ 


Start 


1 


End 


1087 


Name 


OJ990617 06. 9A27.C81.ol.gs 


Method 


GENSCAN 


Start 


168 


End 


1070 


GI 


none 


Score 


.93 


Exons 


168. .273, 344. .432, 571. .666, 


816. .883, 


971. .1070 


Seq. No. 


15442 


Seq. ID 


OJ990617 06.9A27.C81 


Gene No. 


32751 


Strand 


+ 


Start 


1 


End 


1087 


Name 


OJ990617 06.9A27.C81.ol.tw 


Method 


TBLASTX: Wheat 


Start 


627 


End 


1079 


GI 


none 


Score 


67 


Exons 


627. .668, 628. .669, 631. .690, 


809. .901, 


816. .884, 968. .1069 




969. .1070, 972. .1079, 973. .1071 




Seq. No. 


15443 


Seq. ID 


OJ990617_06 . 9A27 . C82 


Gene No. 


32752 


Strand 


+ 


Start 


1 


End 


793 


Name 


OJ990617 06.9A27.C82.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


522 


GI 


4581156 


Score 


221 


Exons 


1..77, 373. .522 






GI Descrip. 


(AC006919) putative pyruvate 


kinase [Arabidopsis thaliana] 


Seq. No. 


15443 


Seq. ID 


OJ990617_06.9A27.C82 


Gene No. 


32752 


Strand 


+ 


Start 


1 


End 


793 


Name 


OJ990617 06.9A27.C82.ol.gp 


Method 


AAT/GAP 


Start 


373 


End 


793 


GI 


7253 1.R1084 


Score 


810 


Exons 


373. .793 






GI Descrip. 


'4581156/gb|AAD24640. HAC006919 18 0.0e+00 (AC006919) putat. 




pyruvate kinase [Arabidopsis 


thaliana] 1 




Seq. No. 


15443 


Seq. ID 


OJ990617_06.9A27.C82' 


Gene No. 


32752 


Strand 


+ 


Start 


1 


End 


793 


Name 


OJ990617 06. 9A27.C82.ol.gs 


Method 


GENSCAN 


Start 


373 


End 


525 


GI 


none 


Score 


.96 


Exons 


373. .525 






Seq. No. 


15443 


Seq. ID 


OJ990617_06.9A27.C82 


Gene No. 


32753 


Strand 




Start 


1692 


End 


3200 


Name 


OJ990617 06.9A27.C82.ol.tw 


Method 


TBLASTX: Wheat 


Start 


369 


End 


525 


GI 


none 


Score 


140 


Exons 


369. .521, 372. .524, 373. .525, 


373. .525 




Seq. No. 


15443 


Seq. ID 


OJ990617_06.9A27.C82 


Gene No. 


32753 


Strand 




Start 


1692 


End 


3200 


Name 


OJ990617 06.9A27.C82.ol.tm 


Method 


TBLASTX: Maize 


Start 


371 


End 


783 


GI 


none 


Score 


134 



16073 






Exons 


371. .541, 372. .542, 373. 


. 552, 


619. . 675 


, 622. .672, 623.. 


679, 






630.. 677, 720.. 764, 726. 


.764, 


745. .783 


, 746. .781 






Seq. No. 


15443 




Seq. ID 


OJ990617_06. 9A27 


.C82 




Gene No. 


32753 




Strand 








Start 


1692 




End 


320.0 






Name 


OJ990617 06. 9A27.C82.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


372 




End 


529 






GI 


none 




Score 


229 






Exons 


372. .524, 373. .525, 377. 


.529, 


394. .525 








Seq. No. 


15443 




Seq. ID 


OJ990617_06.9A27 


.C82 




Gene No. 


32753 




Strand 








Start 


1692 




End 


3200 






Name 


OJ990617 06.9A27.C82.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


372 




End 


533 






GI 


none 




Score 


229 






Exons 


372. .533, 373. .528 












Seq. No. 


15443 




Seq. ID 


OJ990617_06.9A27 


.C82 




Gene No. 


32753 




Strand 








Start 


1692 




End 


3200 






Name 


OJ990617 06.9A27.C82.o2. 


qs 


Method 


GENSCAN 




Start 


1692 




End 


3200 






GI 


none 




Score 


.59 




Li 1 


Exons 


1692. .1804, 1906. .2164, 


2404 . 


.2553, 3039.. 3200 




rll 


Seq. No. 


15443 




Seq. ID 


OJ990617_06.9A27 


.C82 




Gene No. 


32753 




Strand 






hi 


Start 


1692 




End 


3200 






Name 


OJ990617 06.9A27.C82.o2. 


QP 


Method 


AAT/GAP 




; U 


Start 


2076 




End 


3082 






GI 


none 




Score 


789 




is 

U 


Exons 


2076. .2241, 2344. .2553, 


3039. 


.3082 






' * : 


Seq. No. 


15443 




Seq. ID 


OJ990617_06.9A27 


.C82 




Gene No. 


32753 




Strand 








Start 


1692 




End 


3200 




'it of 


Name 


OJ990617 06.9A27.C82.o2. 


tm 


Method 


TBLASTX: Maize 




•□ 


Start 


2180 . 




End 


2559 






GI 


none 




Score 


65 






Exons 


2180. .2239, 2180. .2236, 


2332. 


.2418, 2339. .2413, 2380. .2559, 






2406. .2519, 2410. .2553 












Seq. No. 


15444 




Seq. ID 


OJ990617_06.9A27 


.C83 




Gene No. 


32754 




Strand 








Start 


369 




End 


804 






Name 


OJ990617 06.9A27.C83.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


369 




End 


804 






GI 


none 




Score 


78 






Exons 


369. .440, 369. .437, 466. 


.717, 


525. .719, 


, 527. .727, 532.. 


720, 






584. .727, 728. .802, 728. 


.802, 


745. .804 








Seq. No. 


15445 




Seq. ID 


OJ990617_06.9A27 


.C86 




Gene No. 


32755 




Strand 








Start 


48 




End 


491 






Name 


OJ990617 06. 9A27.C86.ol. 


gs 


Method 


GENSCAN 





16074 




Start 


48 








End 


489 




GI 


none 








Score 


.76 




Exons 


48. .489 














Seq. No. 


15445 








Seq. ID 


OJ990617_06.9A27 


.C86 


Gene No. 


32755 








Strand 






Start 


48 








End 


491 




Name 


OJ990617 06 


. 9A27 


.C86.0I 


.tm 


Method 


TBLASTX: Maize 




Start 


309 








End 


491 




GI 


none 








Score 


159 




Exons 


309. .491, 310. .489 










Seq. No. 


15446 








Seq. ID 


OJ990617_06.9A27 


.C88 


Gene No. 


32756 








Strand 






Start 


11 








End 


187 




Name 


OJ990617_06 


. 9A27 


.C88 .ol 


. gs 


Method 


GENSCAN 




Start 


11 








End 


187 




GI 


none 








Score 


. 61 




Exons 


11. .187 














Seq. No. 


15447 








Seq. ID 


OJ990617_06.9A27 


.C92 


Gene No. 


32757 








Strand 


+ 




Start 


4658 








End 


• 6105 




Name 


OJ990617_06 


. 9A27 


.C92.o2 


. as 


Method 


GENSCAN 




Start 


4658. 








End ■ 


5883 




GI 


none 








Score 


. 66 • 




Exons 


4658. .5027, 


5481 


. .5548, 


5698. 


. 5883 






Seq. No. 


15447 








Seq. ID 


OJ990617_J)6.9A27 


.C92 


Gene No. 


32757 








Strand 


+ 




Start 


4658 








End - 


6105 




Name 


OJ990617_06 


. 9A27 


.C92.ol 


.np 


Method 


AAT/NAP 




Start 


4781 








End 


6105 




GI 


6633838 








Score 


159 




Exons 


4781. .5027, 


5481 


. .5548, 


5665. 


.5844, 6031. .6105 




GI Descrip. 


(AC008047) 


F2K11 


.15 [Arabidopsis thaliana] 




Seq. No. 


15447 








Seq. ID 


OJ990617_06. 9A27 


.C92 


Gene No. 


32757 








Strand 


+ 




Start 


4 boo 








End 


6105 




Name 


OJ990617 06 


. 9A27 


,C92.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


5471 








End 


5835 




GI 


none 








Score 


64 




Exons 


5471. .5548, 


5662 


. .5811, 


5664. 


.5834, 5665. .5835 




Seq. No. 


15447 








Seq. ID 


OJ990617_06.9A27 


.C92 


Gene No. 


32757 








Strand 


+ 




Start 


4658 








End 


6105 




Name 


OJ990617 06 


. 9A27 


C92.ol 


tm 


Method 


TBLASTX: Maize 




Start 


• 5516 








End 


5796 




GI 


none 








Score 


58 




Exons 


5516. .5548, 


5518 


.5550, 


5650. 


.5796, 5650. .5796 




Seq. No. 


15448 








Seq. ID 


OJ990617_06. 9A27 


.C95 


Gene No. 


32758 








Strand 






Start 


54 








End 


741 




Name 


OJ990617 06 


. 9A27 


C95.ol. 


gs 


Method 


GENSCAN 





16075 



Start 54 

GI none 

Exons 54.. 89, 145.. 741 

Seq. No. 15449 

Gene No. 32759 

Start 3294 

Name OJ990617_06 . 9A27 . C96 . ol . gp 

Start 3294 

GI 28763_1.R1084 

Exons 3294.. 3704 

GI Descrip. ' 4 176420/dbj | BAA37167 | 2 
[Arabidopsis thaliana] 1 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



741 
.52 



OJ990617_ 
+ 

3704 
AAT/GAP 
3704 
692 



06.9A27.C96 



Oe-11 (AB008097) cytochrome P450 



Seq. No. 15449 

Gene No. 327 60 

Start 933 

Name OJ990 617_06 . 9A27 . C96 . ol . gs 

Start 933 

GI none 

Exons 933.. 1259, 1604.. 1756, 1828. 
3506. .3685 



OJ990617_06.9A27.C96 

4391 
GEN SCAN 
3685 
.96 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1950, 2111. .2295, 2755. .2844, 



OJ990617 06.9A27.C96 



Seq. No. 15449 Seq. ID 

Gene No. 327 60 Strand 

Start 933 End 

Name OJ990617JD6 . 9A27 . C96 . ol . tm Method 

Start 933 End 

GI- none Score 

Exons 933.. 1259, 934.. 1260, 1578.. 1757, 1601.. 1756, 1602.. 1757, 

1823. .1951, 1826. .1942, 1827. .1970, 1828. .1953, 2109. .2297, 
2111. .2296, 2111. .2326, 2158. .2298, 2732. .2845, 2733. .2846, 
3507.. 3689, 3508.. 3687 



4391 

TBLASTX: Maize 

3689 

357 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15449 Seq. ID 

32760 Strand 

933 End 

OJ990617_06 . 9A27 . C96 . ol . ts Method 

94 8 End 

none Score 



OJ990617_06.9A27.C96 
4391 

TBLASTX : Soybean 

1697 

272 



948. .1259, 979. .1260, 1578. .1697, 1601. .1696 



15449 Seq. ID 

32760 Strand 

933 End 
OJ990617_06 . 9A27 . C96 . ol . np Method 

1008 End 

3023751 Score 
1008. .1259, 



OJ990617_06.9A27.C96 

4391 
AAT/NAP 
4391 
237 



1604. .1756, 1828. .1950, 2120. .2342, 4268. .4391 
70 KD PEPTIDYLPROLYL ISOMERASE ( PEPT IDYL PROLYL CIS-TRANS 
ISOMERASE) (CYCLOPHILIN) (PPIASE) gi | 107 6772 | pir || S55383 
peptidylprolyl isomerase (EC 5.2.1.8) - wheat 
gi I 854626 | emb | CAA60505 | (X86903) peptidylprolyl isomerase 
[Triticum aestivum] 



Seq. No. 
Gene No. 



15449 
32760 



Seq. ID 
Strand 



OJ990617 06.9A27.C96 



16076 




Start 


933 








End 


4391 


Name 


OJ990617 06. 


9A27 


.C96.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1712 








End 


2302 


GI 


none 








Score 


69 


Exons 


1712. .1753, 


1712 


.1756, 


1837 


..1953, 1838. .1867, 1888. .1953, 




2099. .2302, 


2099 


.2293, 


2106 


. .2294 




Seq. No. 


15449 








Seq. ID 


OJ990617_06.9A27.C96 


Gene No. 


32760 








Strand 




Start 


933 








End 


4391 


Name 


OJ990617 06. 


9A27 


C96.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2726 








End 


3678 


GI 


none 








Score 


93 


Exons 


2726. .2845, 


2757 


.2843, 


3505 


..3678, 3507. .3677 


Seq. No. 


15449 








Seq. ID 


OJ990617_06. 9A27 .C96 


Gene No. 


32760 








Strand 




Start 


933 








End 


4391 


Name 


OJ990617 06. 


9A27 


C96.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3529 








End 


3699 


GI 


none 








Score 


157 


Exons 


3529. .3699, 


3529 


.3672, 


3534 


. .3698 




Seq. No. 


15450 








Seq. ID 


OJ990617_06.9A27.C97 


Gene No. 


32761 








Strand 


+ 


Start 


14 








End 


151 


Name 


OJ990617 06. 


9A27 


C97.ol 


.gs 


Method 


GEN SCAN 


Start 


14 








End 


151 


GI 


none 








Score 


.48 


Exons 


14 . .151 












Seq. No. 


15450 








Seq. ID 


OJ990617_06 . 9A27 .C97 


Gene No. 


32762 








Strand 




Start 


1 








End 


147 


Name 


OJ990617 06. 


9A27 


C97.ol 


.gp 


Method 


AAT/GAP 


Start 


1 








End 


147 


GI 


28763 1.R1084 






Score 


283 


Exons 


1..147 ' 












GI Descrip. 


*4176420/dbj 


|BAA37167| 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis 


thaliana] ' 








Seq. No. 


15450 








Seq. ID 


OJ990617_06.9A27.C97 


Gene No. 


32763 








Strand 




Start 


1819 








End 


2332 


Name 


OJ990617 06. 


9A27 


C97.o2 


. gs 


Method 


GEN SCAN 


Start 


1819 








End 


2230 


GI 


none 








Score 


.93 


Exons 


1819. .2230 












Seq. No. 


15450 








Seq. ID 


OJ990617_06 . 9A27 .C97 


Gene No. 


32763 








Strand 




Start 


1819 








End 


2332 


Name 


OJ990617 06. 


9A27. 


C97.ol 


.np 


Method 


AAT/NAP 


Start 


1849 








End 


2332 


GI 


6862912 








Score 


285 


Exons 


1849. .2332 













GI Descrip. (AC018907) unknown protein [Arabidopsis thaliana] 

16077 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15450 Seq. ID 

32763 Strand 

1819 End 
OJ990617_06 . 9A27 . C97 . ol . tc Method 

1906 End * 

none Score 

1906. .2025, 1916. .2017, 2023. .2121 

15450 Seq. ID 

32763 Strand 

1819 End 
OJ990617_06 . 9A27 . C97 . ol . ts Method 

1909 End 

none Score 

1909. .2025, 1940. .1990, 2023. .2103, 2176. .2214 



OJ990617_06.9A27 .C97 
2332 

TBLASTX: Cress 
2121 
104 



OJ990617_06.9A27.C97 
2332 

TBLASTX : Soybean 
2214 
84 



Seq. No. 15450 Seq. ID 

Gene No. 32763 Strand 

Start 1819 End 

Name OJ990617_06 . 9A27 . C97 . ol . tm Method 

Start 1984 End 

GI none Score 

Exons 1984.. 2232, 1985.. 2233, 2091.. 2234 



OJ990617_06.9A27.C97 
2332 

TBLASTX: Maize 

2234 

227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15451 Seq. ID 

32764 Strand 

1 End 967 

OJ990617_06 . 9A27 . C98 . ol . np Method AAT/NAP 

1 End 967 

6862912 Score 435 
1..371, 782. .967 

(AC018907) unknown protein [Arabidopsis thaliana] 



OJ990617 06.9A27.C98 



15451 Seq. ID 

32764 Strand 

1 a. End 
OJ990617_06.9A27.C98 .ol.tc Method 

4 7 End 

none Score 

47. .166, 57. .158, 164. .262 



OJ990617_06.9A27.C98 
967 

TBLASTX: Cress 

262 

107 



Seq. No. 


15451 




Seq. ID 


OJ990617_06.9A27 


.C98 


Gene No. 


32764 




Strand 






Start 


1 




End 


967 




Name 


OJ990617 


06.9A27.C98.ol.ts 


Method 


TBLASTX : Soybean 




Start 


50 




End 


355 




GI 


none 




Score 


92 




Exons 


50. .166, 


81. .131, 164. .244, . 


317. .355 






Seq. No. 


15451 




Seq. ID 


OJ990617_06.9A27 


.C98 


Gene No. 


32764 




Strand 






Start 


1 




End 


967 




Name 


OJ990617 


06.9A27.C98.ol.tm 


Method 


TBLASTX : Maize 




Start 


125 




End 


933 




GI 


none 




Score 


227 




Exons 


125. .373, 


126. .374, 132. .374 


, 733. .933, 


782. .925, 784.. 


933 



16078 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990617_06.9A27.C98 
Strand 

967 

AAT/GAP 
903 
414 



End 

Method 

End 

Score 



Seq. ID OJ990617_06.9A27.C98 

Strand 

End 967 

Method TBLASTX : Cress 

End 933 

Score 58 



15451 
32764 
1 

OJ990617_06.9A27.C98.ol.gp 
168 

3090570 

168. .371, 782. .903 

15451 
32764 
1 

OJ990617_06.9A27.C98.o2.tc 
317 
none 

317. .373, 324. .374, 733.-933, 782. .931 

15452 Seq. ID OJ990617_06.9A27.C101 

32765 Strand + 

1 End 3743 

OJ990617_06. 9A27 .C101.ol.np Method AAT/NAP 

1 End 3743 

5441880 Score 1231 

1..20, 231. .560, 1162. .1302, -1411. .1743, 2322. .2620, 2725. .2986, 
3628. .3743 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 

15452 Seq. ID OJ990617_06.9A27.C101 

32765 Strand + 

1 End 3743 

OJ990617_06. 9A27 .C101.ol.gs Method GEN SCAN 

63 End 3699 

none Score .56 

63. .681, 1148. .1264, 1377. .1532, 1658. .1743, 1828. .2050, 

2123. .2241, 2322. .2620, 2725. .2986, 3079. .3186, 3233. .3334, 

3450. .3472,. 3530. .3699 



Seq. No. 15452 

Gene No. 32765 

Start 1 

Name OJ990617JD6 . 9A27 . C101 . ol . gp 

Start 3218 

GI LIB34 33-020-P1-K1-A6 

Exons 3218.. 3665 

GI Descrip. 1 5670155/gb 1 AF161269 . 1 1 AF1612 69 2.0e-35 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence' 



Seq. ID OJ990617_06.9A27.C101 

Strand + 

End 37 4 3 

Method AAT/GAP 

End 3665 

Score 727 



Seq. No. 15453 

Gene No. 32766 

Start 9 

Name OJ990617_06 . 9A27 . C102 . ol . gs 

Start 9 

GI none 
Exons 



Seq. ID OJ990617_06.9A27.C102 

Strand + 

End 701 

Method GENSCAN 

End 701 

Score .48 



9. .74, 154. .260, 262. .475, 561. .701 



16079 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15454 
32767 
151 

OJ990617_06.9A27.C104.ol.gs 

151 

none 

151. .599 



Seq. ID OJ990617_06.9A27.C104 

Strand + 

End 599 

Method GENSCAN 

End 599 

Score .59 



Seq. No. 15455 Seq. ID 

Gene No. 32768 Strand 

Start 227 End 

Name OJ990617_06 . 9A27 . C105 . ol . gs Method 

Start 227 End 

GI none Score 

Exons 227.. 359 



OJ990617_06.9A27.C105 
+ 

359 

GENSCAN 

359 

.77 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



15456 Seq. ID OJ990617_06.9A27.C107 

32769 Strand + 

1 End 787 

OJ990617_06. 9A27.C107 .ol.np Method AAT/NAP 

1 End 787 

6630699 Score 69 

1..20, 704. .787 

(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



=*. 
H.I 

FLI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15456 
32770 
517 

OJ990617_06.9A27.C107.ol.gs 

517 

none 

517. .675 

15457 
32771 
43 

OJ990617_06.9A27.C108.ol.gs 
43 

none 

43. .149, 280. .328 

15457 
32772 
1021 

OJ990617_06. 9A27.C108 . o2 . gs 

1021 

none 

1021. .1227 



Seq. ID OJ990617_06.9A27.C107 

Strand 

End 675 

Method GENSCAN 

End 675 

Score .83 



Seq. ID OJ990617_06.9A27.C108 

Strand + 

End 328 

Method GENSCAN 

End 328 

Score .49 



Seq. ID OJ990617_06.9A27.C108 
Strand 

End 1227 

Method GENSCAN 

End 1227 . 

Score .99 



Seq. No. 15458 Seq. ID 

Gene No. 32773 Strand 

Start 1 End 

Name 0 J9 9 0 6 1 7_0 6 . 9A2 7 . C 1 1 1 . o 1 . np Method 

Start 1 End 

GI 6862912 Score 



OJ990617_06. 9A27 .Clll 
819 

AAT/NAP 

819 

625 



16080 



Exons 1..217, 398.. 819 

GI Descrip. (AC018907) unknown protein [Arabidopsis thaliana] 



Seq. No. 


15458 




Seq. ID 


OJ990617 06.9A27.C111 


Gene No. 


32773 




Strand 




Start 


1 




End 


819 


Name 


OJ990617 06.9A27.C111 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


58 




End 


636 


GI 


none 




Score 


96 


Exons 


58. .219, 59. .223, 398 


. .466, 


400. .468, 


443. .634, 445. .633, 




484 . . 636, 524 . . 634 








Seq. No. 


15458 




Seq. ID 


OJ990617 06.9A27.C111 


Gene No. 


32773 




Strand 




Start 


1 




End 


819 


Name 


OJ990617 06.9A27.C111, 


. ol . tm 


Method 


TBLASTX : Maize 


Start 


58 ~~ 




End 


562 


GI 


none 




Score 


155 


Exons 


58. .216, 59. .217, 397, 


. . 555, 


400. .555, 


401. .562, 401. .556 


Seq. No. 


15458 




Seq. ID 


OJ990617 06.9A27.C111 


Gene No. 


32773 




Strand 




Start 


1 




End 


819 


Name 


OJ990617 06.9A27.C111, 


. o 1 . ap 


Method 


AAT/GAP 


Start 


59 




End 


180 


GI 


3090570 




Score 


150 


Exons 


59. .180 








Seq. No. 


15458 




Seq. ID 


OJ990617 06.9A27.C111 


Gene No. 


32773 




Strand 




Start 


1 




End 


819 


Name 


OJ990617 06. 9A27.C111, 


. ol . as 


Method 


GENSCAN 


Start 


59 




End 


492 


GI 


none 




Score 


.69 


Exons 


59. .217, 398.-492 








Seq. No. 


15458 




Seq. ID 


OJ990617 06.9A27.C111 


Gene No . 


32773 




Strand 




Start 


1 




End 


819 


Name 


OJ990617 06.9A27.C111. 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


406 




End 


756 


GI 


none 




Score 


71 


Exons 


406. .468, 547. .612, 644. .754 


, 646..7S6 




Seq. No. 


15459 




Seq. ID 


OJ990617_06. 9A27 . C112 


Gene No. 


32774 




Strand 




Start 


1 




End 


860 


Name 


OJ990617 06.9A27.C112, 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


860 


GI 


6862912 




Score 


188 


Exons 


1..19, 624. .860 








GI Descrip. 


(AC018907) unknown protein [Arabidopsis thaliana] 


Seq. No. 


15459 




Seq. ID 


OJ990617_06 . 9A27 .C112 


Gene No. 


32774 




Strand 




Start 


1 




End 


860 


Name 


OJ990617 06.9A27.C112. 


, ol . gs 


Method 


GENSCAN 



16081 



Start 200 End 

GI none Score 

Exons 200 . . 224 , 627 . . 808 

Seq. No. 15459 Seq. ID 

Gene No. 32774 Strand 

Start 1 . -'. - . End 

Name O J9 9 0 6 1 7_0 6 . 9A2 7.C112.ol.tc Method 

Start 611 End 

GI none Score 

Exons 611.. 790, 618.. 725 

Seq. No. 15459 Seq. ID 

Gene No. 32774 Strand 

Start 1 End 

Name OJ990617_06 . 9A27 . C112 . ol . tm Method 

Start 621 End 

GI none Score 

Exons 621.. 749, 626.. 751, 761.. 790 

Seq. No. 15459 Seq. ID 

Gene No. 32774 Strand 

Start 1 End 

Name OJ990617_06 . 9A27 . C112 . ol . ts Method 

Start 624 End 

GI none Score 

Exons 624.. 767, 626.. 769 

Seq. No. 15460 Seq. ID 

Gene No. 32775 Strand 

Start 873 End 

Name OJ990617_06 . 9A27 . C113 . ol . tm Method 

Start 873 End 

GI none Score 

Exons 873.. 968, 878.-973, 878.. 1051 

Seq. No. 15461 Seq. ID 

Gene No. 3277 6 Strand 

Start 268 End 

Name OJ990617JD6 . 9A27 . C114 . ol . gs Method 

Start 268 End 

GI none Score 

Exons 268.. 437 



808 
.94 



OJ990617JD6 . 9A27 .C112 
860 

TBLASTX: Cress 

790 

88 



OJ990617_06.9A27.C112 
860 

TBLASTX: Maize 

790 

131 



OJ990617_06.9A27.C112 
860 

TBLASTX : Soybean 

769 

110 



OJ990617_06 . 9A27 . C113 
1051 

TBLASTX: Maize 

1051 

72 



OJ990617_06.9A27.C114 
+ 

437 

GENSCAN 

437 

.65 



Seq. No. 15461 

Gene No. 32777 

Start 1 

Name OJ990617_06 . 9A27 . CI 14 . ol . gp 

Start 1 

GI none 

Exons 1..161, 252.. 315 

Seq. No. 15462 

Gene No. 32778 

Start 1563 

Name OJ990617_06 . 9A27 . C115 . ol . gs 

Start 1563 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990617_06.9A27.C114 
315 

AAT/GAP 

315 

418 



OJ990617_06.9A27.C115 

2256 

GENSCAN 

2256 



16082 



GI 

Exons 



none 

1563.. 1859, 2128.. 2256 



Score 



.59 



Seq. No. 15462 

Gene No. 32779 

Start 2539 

Name OJ990617_06. 9A2 7.C115.ol.np 

Start 2539 

GI 1922938 

Exons 2S39..2687 

GI Descrip. (AC000106) Similar to Caenorhabditis hypothetical protein 
C07A9.11 (gb|Z29094). [Arabidopsis thaliana] 



Seq. ID OJ990617_06.9A27.C115 
Strand 

End 2687 

Method AAT/NAP 

End 2687 

Score 141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990617_06.9A27.C116 
Strand 

End 2472 

Method AAT/GAP 

End 34 3 

Score 634 



15463 
32780 
1 

OJ990617_06. 9A27.C116.ol.gp 
1 

45103JL.R1084 
1. .343 

' 1922938 1.0e-77 (AC000106) Similar to Caenorhabditis 
hypothetical protein C07A9.11 (gb_Z29094). [Arabidopsis 
thaliana] 1 

15463 Seq. ID OJ990617_06 . 9A27 . CI 16 

32780 Strand 

1 End 2472 

OJ990617_06 . 9A27 . C116 . ol . np Method AAT/NAP 

1 End 2472 

1922938 Score 802 

1..363, 1105. .1206, 1672. .2472 

(AC000106) Similar to Caenorhabditis hypothetical protein 
C07A9.11 (gb|Z29094). [Arabidopsis thaliana] 



Seq. No. 15463 

Gene No. 32780 

Start 1 

Name OJ990617_06 . 9A27 . C116 . ol . tm 

Start 11 

GI none 

Exons 11.. 370, 11.. 166, 13.. 369 



Seq. ID OJ990617_06.9A27.C116 
Strand 

End 2472 

Method TBLASTX : Mai ze 

End 37 0 

Score 384 



Seq. No. 15463 

Gene No. 32780 

Start 1 

Name OJ990617_06 . 9A27 . C116 . ol . gs 

Start 364 

GI none 

Exons 364.. 438, 1576.. 2280 



Seq. ID OJ990617_06.9A27.C116 
Strand 

End 2472 

Method GENSCAN 

End 2280 

Score . 68 



Seq. No. 15464 

Gene No. 32781 

Start 1 

Name OJ990 617_06 . 9A27 . CI 18 . ol . np 

Start 1 

GI 6862912 

Exons 1..29, 1087. .1528 



Seq. ID OJ990617_06.9A27.C118 

Strand + 

End 1528 

Method AAT/NAP 

End 1528 

Score 4 64 



16083 




GI Descrip. (AC018907) unknown protein [Arabidopsis thaliana] 







15464 


Seq. ID 


OJ990617_06.9A27.C118 




f^fsn^ No 


32781 


Strand 


+ 




Start 


1 


End 


1528 




Nam© 


OJ990617 06 9A27 C118 ol tm 


Method 


TBLASTX: Maize 




Start 


1090 _ 


End 


1465 




GI 


none 


Score 


131 




Exons 


1090. .1218, 1106. .1228, 1214. 


.1330, 1418.. 1465 




Seq. No. 


154 64 


Seq. ID 


OJ990617_06.9A27.C118 




(^pnp Mo 
UC11C LVKJ • 


3278 1 


Strand 


+ 




j Lai L 


1 

X 


End 


1528 






OJ990617 06 9A27 C118 ol ts 


Method 


TBLASTX : Soybean 




Start 


1090 — 


End 


1465 






none 


Score 


161 




uAUllO 


1090 1242 1097 1240 1274 


.1339, 1418.. 1465 




Seq. No. 


15464 


Seq. ID 


OJ990617_06.9A27.C118 






32781 


Strand 


+ 






\ 


End 


1528 




Name 


0.7990617 06 QA97 PI 1 8 ol fr 


Method 


TBLASTX: Cress 




Start 


1250 ~ 


End 


1468 


=•. 
*f 


GI 


none 


Score 


80 


Si 

a j 


P von c 

LiAUi JO 


i^sn 14 n 2 i?s? i^fi? i?s? 


.1443, 1253. .1441, 1418. .1468, 


fjj 




1420. . 1467 






Li 


Seq . No . 


154 65 


Seq. ID 


OJ990617_06.9A27.C121 








Strand 


+ 


. ! 
V? 


Start 


221 


End 


535 




Name 


OJ990617 06 9A27 P121 ol an 

\y <u y y \j \j a. / u u . y / .^x^x.ux.u ky 


Method 


AAT/GAP 




Start 


227 ~ 


End 


408 


U 


GI 


none 


Score 


300 




Exons 


227. .408 






. i 
n 


Qpn No 


15465 


Seq. ID 


OJ990617_06.9A27.C121 


St 


fipnp No 


32782 


Strand 


+ 


-\ 


Start 


227 


End 


535 


sr 


Name 


O.T99061 7 06 9A27 n?1 ol tm 


Method 


TBLASTX: Maize- 




Start 


227 ~~ 


End 


535 




GI 


none 


Score 


44 




T?vnn q 

DAU11D 


2?7 79^ ??7 S^S "374 








Seq. No. 


15466 


Seq. ID 


OJ990517_04 . 9A01.C1 




Gene No. 


32783 


Strand 


+ 




OL.C11 L 


472 


End 


582 






OJ990517 04. 9A01.Cl.ol.gp 


Method 


AAT/GAP 




Cfa r f 
Oldl L 


472 


End 


582 




GI 


uC-osflcyp088bl2bl 


Score 


147 




Exons 


472. .582 








GI Descrip. 


f 5257255/dbj j AP000364 . 1 1 AP000364 3.0e- 


36 Oryza sativa genomic 






DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


15467 


Seq. ID 


OJ990517_04 . 9A01.C2 




Gene No. 


32784 


Strand 


+ 




Start 


1 


End 


703 




Name 


OJ990517 04.9A01.C2.o2.np 


Method 


AAT/NAP 



16084 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1 End 

6815109 Score 
1..20, 389. .703 

(AP001081) hypothetical protein [Oryza 

15467 Seq. ID 

32785 , Strand 

1 . End 

OJ990517_04 .9A01.C2.ol.np Method 

1 . End 

6539570 Score 
1. .238 

(AP000836) hypothetical protein [Oryza 

15467 Seq. ID 

32785 Strand 
1 End 
OJ990517_04 . 9A01 . C2 . ol . gs Method 
21 End 
none Score 
21. .212 

15468 Seq. ID 

32786 Strand 
33 End 
OJ990517J34 . 9A01.C3.ol.gs Method 
33 End 
none Score 
33.. 230 

15469 Seq. ID 

32787 Strand 
65 End 
OJ990517_04 . 9A01 . C4 . ol . gs Method 
65 End 
none Score 
65. .168 

15470 Seq. ID 

32788 Strand 
51 End 
OJ990517_04 . 9A01 . C9 . ol . gs Method 
51 End 
none Score 
51. .173, 269. .423 

15471 Seq. ID 

32789 Strand 
129 End 
OJ990517_04 . 9A01.Cll.ol.gs Method 
129 End 
none Score 
129. .302 

15472 Seq. ID 

32790 Strand 
1 End 



703 
178 

sativa] 

OJ990517_04 .9A01.C2 
238 

AAT/NAP 

238 

102 

sativa] 

OJ990517_04.9A01.C2 
238 

GENSCAN 

212 

.41 

OJ990517_04 .9A01.C3 
230 

GENSCAN 

230 

.53 

OJ990517_04.9A01.C4 
168 

GENSCAN 

168 

.72 

OJ990517_04 .9A01.C9 
423 

GENSCAN 

423 

.85 



OJ990517_04.9A01.C11 
+ 

302 

GENSCAN 
302 
. 62 



OJ990517_04.9A01.C12 
+ 

496 



16085 



Name 


OJ990517 04.9A01.C12.ol 


,np 


Method 


AAT/NAP 


Start 


1 




End 


496 


GI 


6815109 




Score 


186 


Exons 


1. .496 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


15472 




Seq. ID 


OJ990517 


Gene No. 


32790 




. Strand 




Start 


1 




End 


496 


Name 


OJ990517 04.9A01.C12.ol 


. as 


Method 


GENSCAN 


Start 


158 




End 


381 


GI 


none 




Score 


.47 


Exons 


158. .196, 226. .381 








Seq. No. 


15473 




Seq. ID 


OJ990517 


Gene No. 


32791 




Strand 


+ 


Start 


52 




End 


263 


Name 


OJ990517 04.9A01.C14.ol 


. as 


Method 


GENSCAN 


Start 


52 




End 


263 


GI 


none 




Score 


.52 


Exons 


52. .263 








Seq. No. 


15474 




Seq. ID 


OJ990517 


Gene No. 


32792 




Strand 


+ 


Start 


91 




End 


236 


Name 


OJ990517 04.9A01.C17.ol, 


.gs 


Method 


GENSCAN 


Start 


91 




End 


236 


GI 


none 




Score 


.44 


Exons 


91. .236 








Seq. No. 


15474 




Seq. ID 


OJ990517 


Gene No. 


32793 




Strand 




Start 


1 




End 


280 


Name 


OJ990517 04 .9A01.C17.ol, 


.np 


Method 


AAT/NAP 


Start 


1 




End 


280 


GI 


6539570 




Score 


99 


Exons 


1. .280 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


15474 




Seq. ID 


OJ990517 


Gene No. 


32794 




Strand 




Start 


1296 




End 


1518 


Name 


OJ990517 04 .9A01.C17.o2. 


.gs 


Method 


GENSCAN 


Start 


1296 




End 


1518 


GI 


none 




Score 


. 99 


Exons 


1296. . 1400, 1405. . 1518 








Seq. No. 


15475 




Seq. ID 


OJ990517 


Gene No . 


32795 




Strand 


+ 


Start 


286 




End 


889 


Name 


OJ990517 04 . 9A01 . C23 . ol , 


,gs 


Method 


GENSCAN 


Start 


286 




End 


889 


GI 


none 




Score 


.7 


Exons 


286. .514, 837. .889 








Seq. No. 


15476 




Seq. ID 


OJ990517 


Gene No. 


32796 




Strand 


+ 



16086 




Start 


60 










End 


290 


Name 


OJ990517 


_04 


9A01 


.C24 


.ol . tc 


Method 


TBLASTX: Cress 


Start 


30 










End 


290 


GI 


none 










Score 


203 


Exons 


30. .206, 


41 


.91/ 


222 


. .290 






Seq. No. 


15476 










Seq. ID 


OJ990517_04.9A01 


Gene No. 


32796 










Strand 


+ 


Start 


60 










End 


290 


Name 


OJ990517 


_04 


9A01 


C24 


.ol . ts 


Method 


TBLASTX: Soybean 


Start 


30 










End 


170 


GI 


none 










Score 


179 


Exons 


30. .170, 


41 


.91 











Seq. No. 15476 Seq. ID 

Gene No. 32796 Strand 

Start 60 End 

Name OJ990517_04 . 9A01 . C24 . ol . gs Method 

Start 60 End 

GI none Score 

Exons 60.. 284 



OJ990517_04.9A01.C24 
+ 

290 

GENSCAN 
284 
. 96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15476 Seq. ID OJ990517_04.9A01.C24 

32796 Strand + 

60 End 290 

OJ990517_04 . 9A01 . C24 . ol . gp Method AAT/GAP 

122 End 284 

8513_1.R1084 Score 261 

122. .284 

1 417 64 20/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P4 50 
[Arabidopsis thaliana] ' 



15477 Seq. ID 

32797 Strand 

29 End 
OJ990517_04 . 9A01 . C28 . ol . gs Method 

29 End 

none Score 
29. .278 



OJ990517_04.9A01.C28 
278 

GENSCAN 
278 
. 99 



15478 Seq. ID OJ990517_04.9A01.C32 

32798 Strand + 

1 End 325 

OJ990517_04 . 9A01 . C32 . ol . np Method AAT/NAP 

1 End 325 

5091617 Score 95 

1..208, 286. .325 

(AC007454) Contains similarity to gi I 479356 protein kinase PK1 
from Zea mays, is a member of the PF| 00954 S-locus glycoprotein 
family and contains a PF 100069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



Seq. No. 15478 Seq. ID OJ990517_04.9A01.C32 

Gene No. 32798 Strand + 

Start 1 End 325 

Name OJ990517_04 . 9A01 . C32 . ol . gs Method GENSCAN 

Start 64 End 223 



16087 



GI none Score .61 

Exons 64 . . 223 



Seq. No. 15478 Seq. ID OJ990517_04.9A01.C32 

Gene No. 32799 Strand 

Start 1 End 325 

Name OJ990517_04 . 9A01 . C32 . ol . gp Method AAT/GAP 

Start 1 End 325 

GI 3826_1.R1084 Score 642 

Exons 1. . 325 

GI Descrip. ■ 282882/pir || S27755 6.0e-15 receptor-like protein kinase 
precursor - Arabidopsis thaliana >gi_166848 (M84659) 
receptor-like protein kinase [Arabidopsis thaliana] 1 



Seq. No. 15478 Seq. ID 

Gene No. 32799 Strand 

Start 1 End 

Name OJ990517_04 . 9A01 . C32 . ol . ts Method 

Start 50 End 

GI none Score 

Exons 50.. 223, 58.. 219 



OJ990517_04.9A01.C32 
325 

TBLASTX : Soybean 

223 

208 





Seq. No. 


15479 






Seq. ID 


OJ990517_04.9A01, 


.C35 


: £ 


Gene No. 


32800 






Strand 






, c i 


Start 


646 






End 


853 






Name 


OJ990517 


04.9A01.C35.ol. 


.gs 


Method 


GENSCAN 




Hi 


Start 


646 






End 


853 






GI 


none 






Score 


.98 




i ;I 

ir 


Exons 


646. .729, 


744 . .853 










■ = ! 

s =: 


Seq. No. 


15480 






Seq. ID 


OJ990517_04.9A01, 


.C36 


\'\ : 

! if 


Gene No. 


32801 






Strand 








Start 


195 






End 


557 




: s Si 


Name 


OJ990517 


04. 9A01.C36.ol, 


.gs 


Method 


GENSCAN 




t. I 


Start 


195 






End 


557 




- . 1 
•3 


GI 


none 






Score 


.62 




M< 
. c : 


Exons 


195. .557 














Seq. No. 


15481 






Seq. ID 


OJ990517_04 . 9A01 . 


X38 




Gene No. 


32802 






Strand 








Start 


50 






End 


1301 






Name 


OJ990517 


04. 9A01.C38.ol, 


. tc 


Method 


TBLASTX: Cress 






Start 


44 






End 


1007 






GI 


none 






Score 


37 






Exons 


44 . . 127, 


438. .482, 439.. 


.483, 


586. .693, 


588. .785, 594. .7* 


35, 



945. . 1007 



Seq. No. 15481 Seq. ID OJ990517_04.9A01.C38 

Gene No. .. 32802 * Strand 

Start 50 End 1301 

Name OJ990517_04 . 9A01 . C38 . ol . t s Method TBLASTX : Soybean 

Start 47 End 881 

GI none Score 59 

Exons 47. .130, 99. .137, 408. .482, 580. .774, 580. .837, 588. .881 

Seq. No. 15481 Seq. ID OJ990517_04.9A01.C38 

Gene No. 32802 Strand 



16088 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



50 End 1301 

OJ990517_04 . 9A01 . C38 . ol . np Method AAT/NAP 

50 End 1009 

3169174 Score *345 
50. .130, 438. .483, 589. .821, 945. .1009 

(AC004401) putative serine carboxypeptidase I [Arabidopsis 
thaliana] 



Seq. No. 15481 

Gene No. 32802 

Start 50 

Name OJ990517_04 . 9A01 . C38 . ol . gs 

Start 438 

GI none 

Exons 438.. 483, 589.. 821, 945.. 1022 



Seq. ID OJ990517_04.9A01.C38 
Strand 

End 1301 

Method GENSCAN 

End 1022 

Score .75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15481 
32802 
50 

OJ990517_04 . 9A01 . C38 . ol . tm 

586 

none 



Seq. ID OJ990517_04.9A01.C38 
Strand 

End 1301 

Method TBLASTX : Maize 

End 1301 

Score 212 



S86..822, 586. .858, 588.-869, 590. .868, 945. .1007, 945. .1019, 
949. .1017, 1254. .1301 



Seq. No. 
Gene No. 
Start 
Name 
Start 



3 GI 

*j Exons 

b} GI Descrip. 

:\ 

tj Seq. .No. 

a ' ( Gene No. 

--i Start 

!! Name 

- J Start 

3 GI 
Exons 



15482 
32803 
1 

OJ990517_04 .9A01.C39.ol.np 
1 

3169174 
1..145, 185. .234 

(AC004401) putative serine carboxypeptidase I [Arabidopsis 
thaliana] 



Seq. ID OJ990517_04.9A01.C39 
Strand 

End 252 

Method AAT/NAP 

End 234 

Score 99 



15482 Seq. ID 

32803 Strand 

1 End 
OJ990517_04 . 9A01.C39.ol.gs Method 

71 End 

none Score 
71. .252 



OJ990517_04 . 9A01.C39 
252 

GENSCAN 

252 

.49 



OJ990517 04.9A01.C41 



Seq. No. 15483 Seq. ID 

Gene No. 32804 Strand 

Start 1 End 4 65 

Name OJ990517_04 . 9A01 . C4 1 . ol . np Method AAT/NAP 

Start 1 End 459 

GI 6539553 Score 598 

Exons 1 . .459 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 • (AP000837 ) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 
Gene No. 



15483 
32804 



Seq. ID 
Strand 



OJ990517 04.9A01.C41 



16089 





Start 


1 








End 


465 






Name 


OJ990517 


04 . 


9A01.C41.ol 


. tm 


Mpf hod 


TBLASTX • Ma i 7P 

± \-> i-liisJ J. t\ • L J CI X C 






Start 


22 








End 


330 






GI 


none 








Score 


90 






Exons 


22 . . 180, 


23. 


.193, 26. .193, 


190 279, 


1 90 ^0 191 17? 

■L J \J • • ~J \J f 1 J 1 i • .J t. 






Seq. No. 


15483 








Seq. ID 


OJ990517_04 .9A01. 


C41 




Gene No. 


32804 








Strand 








Start 


1 








End 


4 65 






Name 


OJ990517 


04 . 


9A01 C41 ol 


. tw 


Mp 1~ hoH 


TRT.A^TX • Whp^t 






Start 


83 








End 


4 65 






GI 


none 








Score 


119 






Exons 


83 . . 202, 


84 . 


.203, 164.. 


451, 


190. . 465 








Seq. No. 


15483 








Seq. ID 


OJ990517_04 .9A01. 


C41 




Gene No. 


32804 








Strand 








Start 


1 








End 


4 65 






Name 


OJ990517 


04 . 


9A01 C4 1 ol 


ns 


Mpt hod 


GENSCAN 






Start 


156 








End 


351 






GI 


none 








Score 


. 96 






Exons 


156 351 
















Seq. No. 


15484 








Seq. ID 


OJ990517_04 .9A01. 


C44 


: t 
t. _t 


Gene No. 


32805 








Strand 


■f 






Start 


64 








End 


1090 




i ! r't 
; i t 


Name 


OJ990517 


04 . 


9A01 C44 ol 


ns 


Method 


GEN SCAN 




•3 ■ r 

rii 


Start 


64 








End 


1090 






GI 


none 








Score 


.64 




ill! 


Exons 


64 . . 106, 


179 


..459, 751. 


.801 


, 1024. .1090 






Seq. No. 


15485 








Seq. ID 


OJ990517_04.9A01. 


C45 




Gene No. 


32806 








Strand 








Start 


624 








End 


959 




» 


Name 


OJ990517 


04 . 


9A01 C45 ol 




Method 


GENSCAN 




! E 

■ser 


Start 


624 








End 


959 




' 


GI 


none 








Score 


.81 






Exons 


624 . . 959 














u 


Seq. No. 


15486 








Seq. ID 


OJ990517_04.9A01. 


C47 


i_ -E 


Gene No. 


32807 








Strand 


+ 






Start 


125 








End 


244 






Name 


OJ990517 


04 . 


9A01 C47 ol 


rrs 


Method 


GENSCAN 






Start 


125 








End 


244 






GI 


none 








Score 


.82 






Exons 


125. .244 
















Seq. No. 


15487 








Seq. ID 


OJ990517_04 . 9A01. 


C48 




Gene No. 


32808 








Strand 








Start 


497 








End 


622 






Name 


OJ990517 


04 . 


9A01.C48.ol 


.gs 


Method 


GENSCAN 






Start 


4 97 ~ 








End 


622 






GI 


none 








Score 


.78 






Exons 


497. . 622 
















Seq. No. 


15488 








Seq. ID 


OJ990517_04.9A01. 


C49 




Gene No . 


32809 








Strand 








Start 


14 








End 


746 





16090 




Name 


OJ990517 04.9A01.C49.ol 


■ gp 


Method 


AAT/GAP 




Start 


14 




End 


439 




GI 


43680 1.R1084 




Score 


784 




Exons 


14. .439 










GI Descrip. 


'1272347 6.0e-16 (U51739) ; 


secreted glycoprotein 2 [Ipomoea 




trifida] ' 










Seq. No. 


15488 




Seq. ID 


OJ990517 04.9A01 


.C49 


Gene No. 


32809 




- Strand 


+ 




Start 


14 




End 


746 




Name 


OJ990517 04. 9A01.C49.ol 


.np 


Method 


AAT/NAP 




Start 


21 




End 


746 




GI 


1272347 




Score 


303 




Exons 


21. .474, 502. .746 










GI Descrip. 


(U51739) secreted glycoprotein 2 [Ipomoea trifida] 




Seq. No. 


15488 




Seq. ID 


OJ990517_04 . 9A01 


.C49 


Gene No. 


32809 




Strand 


+ 




Start 


14 




End 


746 




Name 


OJ990517 04.9A01.C49.ol 


.gs 


Method 


GENSCAN 




Start 


42 




End 


650 




GI 


none 




Score 


.72 




Exons 


42. .650 










Seq. No. 


15488 




Seq. ID 


OJ990517_04.9A01 


.C49 


Gene No. 


32809 




Strand 


+ 




Start 


14 




... End 


746 




Name 


OJ990517 04.9A01.C49.ol, 


.ts 


Method 


TBLASTX : Soybean 




Start 


99 




End 


284 




GI 


none 




Score 


187 




Exons 


99. .284, 140. .277 










Seq. No. 


15489 




Seq. ID 


OJ990517JD4. 9A01 


.C52 


Gene No. 


32810 




Strand 






Start 


17 




End 


1029 




Name 


OJ990517 04.9A01.C52.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


1028 




GI 


none 




Score ' 


729 




Exons 


1..630, 3.. 629, 6.. 635, 


14 


..655, 278.. 


658, 628.. 1026, 633.. 1028, 




639. .1028 










Seq. No. 


15489 




Seq. ID 


OJ990517_04. 9A01 


.C52 


Gene No. 


32810 




Strand 






Start 


17 




End 


1029 




Name 


OJ990517 04.9A01.C52.o2, 


.tc 


Method 


TBLASTX: Cress 




Start 


3 




End 


191 




GI 


none 




Score 


151 




Exons 


3. .191, 7. .177, 9. .191 










Seq. No. 


15489 




Seq. ID 


OJ990517_04 . 9A01 


.C52 


Gene No. 


32810 




Strand 






Start 


17 




End 


1029 




Name 


OJ990517 04.9A01.C52.ol, 


.gs 


Method 


GENSCAN 




Start 


17 




End 


946 




GI 


none 




Score 


.75 




Exons 


17. .946 











16091 




Seq. No. 


15489 




Seq. ID 


OJ990517_04.9A01 


.C52 


Gene No. 


32810 




Strand 






Start 


17 




End 


1029 




Name 


OJ990517 04.9A01.C52.ol 


. gp 


Method 


AAT/GAP 




Start 


56 




End 


526 




GI 


none 




Score 


858 




Exons 


56. .526 










Seq. No. 


15489 




Seq. ID 


OJ990517 04.9A01 


.C52 


Gene No. 


32810 




Strand 






Start 


17 




End 


1029 




Name 


OJ990517 04 .9A01.C52.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


148 




End 


576 




GI 


none 




Score 


274 




Exons 


148. .417, 148. .195, 149, 


. .391, 


150. .431 


, 410. .571, 411.. 


569, 




411. .575, 413. .571, 526, 


. .576 








Seq. No. 


15489 




Seq. ID 


OJ990517JD4.9A01 


.C52 


Gene No. 


32810 




Strand 






Start 


17 




End 


1029 




Name 


OJ990517 04.9A01.C52.ol, 


. ts 


Method 


TBLASTX : Soybean 




Start 


420 




End 


758 




GI 


none 




Score 


269 




Exons 


420. .758, 421. .753 










Seq. No. 


15489 




Seq. ID 


OJ990517_04.9A01 


.C52 


Gene No. 


32810 




Strand 






Start 


17 




End 


1029 




Name 


OJ990517 04.9A01.C52.ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


681 




End 


1029 




GI 


none 




Score 


73 




Exons 


681. .788, 682. .780, 741. 


. . 1025 


, 790. .1029 




Seq. No. 


15490 




Seq. ID 


OJ990517 04.9A01 


.C53 


Gene No. 


32811 




Strand 


+ 




Start 


3509 




End 


5575 




Name 


GJ990517 04.9A01.C53.o2. 


• QP 


Method 


AAT/GAP 




Start 


3509 




End 


5575 




GI 


none 




Score 


941 




Exons 


3509.. 3796, 5262.. 5423, 


5527. 


.5575 






Seq. No. 


15490 




Seq. ID 


OJ990517_04.9A01 


.C53 


Gene No. 


32812 




Strand 


+ 




Start 


5974 




End 


7707 




Name 


OJ990517 04 . 9A01 .C53.o3. 


. gs 


Method 


GENSCAN 




Start 


5974 




End 


7707 




GI 


none 




Score 


.8 




Exons 


5974 . . 5998, 6974 . . 7707 










Seq. No. 


15490 




Seq. ID 


*OJ990517_04.9A01 


. C53 


Gene No. 


32812 




Strand 


+ 




Start 


5974 




End 


7707 




Name 


OJ990517 04 . 9A01.C53.o3. 


.gp 


Method 


AAT/GAP 




Start 


7000 




End 


7295 




GI 


3107476 




Score 


501 




Exons 


7000. .7295 











16092 



Seq. No. 15490 

Gene No. 32813 

Start 1 

Name OJ990517_04 . 9A01 . C53 . ol . np 

Start 1 

GI 5123708 

Exons 1. .327, 389. .453 - 

GI Descrip. (AL079347) RNA helicase (RH16) [Arabidopsis thaliana] 



Seq. ID OJ990517_04.9A01.C53 
Strand 

End 641 

Method AAT/NAP 

End 4 53 

Score 141 



Seq. No. 15490 

Gene No. 32813 
Start * 1 

Name OJ990517_04 . 9A01 . C53 . ol . gp 

Start 282 

GI 426660 

Exons 282.. 641 



Seq. ID OJ990517__04.9A01.C53 
Strand 

End 641 

Method AAT/GAP 

End 641 

Score 686 



Seq. No. 15490 

Gene No. 32814 

Start 3384 

Name OJ990517_04 . 9A01 . C53 . ol . tm 

Start 48 

GI none 
Exons 



Seq. ID OJ990517_04.9A01.C53 
Strand 

End 5751 

Method TBLASTX : Mai ze 

End 649 

Score 385 



48. .257, 53. .346, 54. .347, 325. .435, 343. .468, 344. .487, 
345. .473, 480. .647, 485. .649 



Seq. No. 15490 

Gene No. 32814 

Start 3384 

Name ■ OJ990517_04 . 9A01 . C53 . ol . tc . 

Start 59 

GI none 

Exons 59.. 334, 60.. 341 



Seq. ID OJ990517_04.9A01.C53 
Strand 

End 5751 

Method TBLASTX : Cress 

End 341 

Score 206 



Seq. No. 15490 

Gene No. 32814 

Start 3384 

Name ' OJ990517_04 . 9A01 . C53 . o2 . gs 

Start 3384 

GI none 

Exons 3384.. 3987, 5205.. 5251 



Seq. ID OJ990517_04.9A01.C53 
Strand 

End 5751 

Method GENSCAN 

End 5251 

Score .87 



Seq. No. 15490 

Gene No. 32814 

Start 3384 

Name OJ990517_04 . 9A01 . C53 . o2 . tm 

Start 3647 

GI none 
Exons 



Seq. ID OJ990517_04.9A01.C53 
Strand 

End 5751 

Method TBLASTX : Maize 

End 5751 

Score 184 



3647. .3787, 3648. .3785, 5261. .5422, 5305. .5421, 5309. .5422, 
5347. .5427, 5524. .5589, 5525. .5593, 5675. .5728, 5679. .5735, 
5686.. 5751, 5692.. 5742 



Seq. No. 15491 

Gene No. 32815 

Start 108 

Name OJ990517_04 . 9A01 . C54 . ol . np 

Start 108 



Seq. ID OJ990517_04.9A01.C54 

Strand + 

End 1780 

Method AAT/NAP 

End 1780 



16093 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



132677 Score 394 

108. .310, 350. .611, 778. .932, 1686. .1780 

SOS RIBOSOMAL PROTEIN L15, CHLOROPLAST PRECURSOR (CL15) 
gi I 7124 1 1 pir | | R5MUL5 ribosomal protein L15 precursor, 
chloroplast - Arabidopsis thaliana gi | 164 97 | emb I CAA77593 | 
(Z11508) Plastid ribosomal protein CL15 [Arabidopsis thaliana] 



OJ990517_04 . 9A01.C54 
+ 

1780 
AAT/GAP 
594 
825 



15491 Seq. ID 

32815 Strand 
108 End 
OJ990517JD4 . 9A01 . C54 . ol . gp Method 
129 End 
24962_1.R1084 Score 
129. .594 

, 400986/spiP31165|RK15_PEA 2.0e-18 SOS RIBOSOMAL PROTEIN LIS, 

CHLOROPLAST PRECURSOR (CL15) >gi_81947_pir S18001 ribosomal 

protein LIS precursor, chloroplast - garden pea (fragment) 
>gi_20867_emb_CAA77595_ (Z11510) Plastid ribosomal protein CL15 
[Pisum sativum] 1 





Seq. No. 


15491 








Seq. ID 


OJ990517 04.9A01.C54 




Gene No. 


32815 








Strand 


+ 




Start 


108 








End 


1780 




Name 


OJ990517 


04.9A01.C54 


.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


176 








End 


935 




GI 


none 








Score 


96 


rf't 


Exons 


176. .268, 


194 . .259, 


469, 


. .612, 


470. .613, 


773. .931, 776. .799, 


r s i 




811. .'846, 


839. . 931, 


840, 


. . 935, 


849. . 932 




Ui 


Seq. No. 


15491 








Seq. ID 


OJ990517 04.9A01.C54 




Gene No. 


32815 








Strand 


+ 




Start 


108 








End 


1780 


• 3 \ s 

\ h} 


Name 


OJ990517 


04.9A01.C54 


.ol, 


.gs 


Method 


GENSCAN 


M 


Start 


195 








End 


611 


r-\ 


GI 


none 








Score 


.99 


; 

•: ■ : 
'i 


Exons 


195. .310, 


361. . 611 










Hut 

Bi 


Seq. No. 


15491 








Seq. ID 


OJ990517_04 . 9A01.C54 




Gene No. 


32815 








Strand 


+ 


K i 

! ISf 


Start 


108 








End 


1780 


1. _! 


Name 


OJ990517 


04 . 9A01.C54 


.ol. 


.tc 


Method 


TBLASTX: Cress 




Start 


469 








End 


935 




GI 


none 








Score 


224 




Exons 


469. .'612, 


470. . 613, 


836. 


. .928, 


837. .935 






Seq. No. 


15491 








Seq. ID 


OJ990517_04 . 9A01 . C54 




Gene No. 


32815 








Strand 


+ 




Start 


108 








End 


1780 




Name 


OJ990517 


04.9A01.C54 


.ol. 


,tw 


Method 


TBLASTX: Wheat 




Start 


469 








End 


936 




GI 


none 








Score 


245 




Exons 


469. .612, 


470. .613, 


500. 


. .613, 


776. .799, 


777. .800, 811. .846, 






812. .847, 


836. .931, 


839. 


. .925, 


840. .935, 


846. .932, 847. .936 




Seq. No. 


15491 








Seq. ID 


OJ990517_04 . 9A01.C54 




Gene No. 


32815 








Strand 


+ 




Start 


108 








End 


1780 



16094 



Name 

Start 

GI 

Exons 



OJ990517_04 . 9A01 . C54 . ol . ts Method TBLASTX : Soybean 

469 End 935 

none Score 24 4 

469. .612, 470. .613, 506. .625, 777. .800, 833. .931, 846. .935 



Seq. No. 15492 Seq. ID 

Gene .No. 32816 Strand 

Start' 390 End 

Name OJ990517_04 . 9A01 . C55 . ol .gs Method 

Start 390 End 

GI none Score 

Exons 390.. 611 



OJ990517_04.9A01.C55 
+ 

611 

GENSCAN 

611 

.7 



Seq. No. 15492 Seq. ID 

Gene No. 32816 Strand 

Start 390 End 

Name OJ990517_04 . 9A01 . C55 . ol . np Method 

Start 390 End 

GI 400986 Score 

Exons 390.. 608 

GI Descrip. 50S RIBOSOMAL PROTEIN L15, CHLOROPLAST PRECURSOR (CL15) 
gi I 81947 |pir | | S18001 ribosomal protein L15 precursor, 
chloroplast - garden pea (fragment) gi | 208 67 | emb | CAA7 7595 | 
(Z11510) Plastid ribosomal protein CL15 [Pisum sativum] 



OJ990517_04.9A01.C55 
+ 

611 

AAT/NAP 
608 
192 



Seq, No. 


15492 






Seq. ID 


OJ990517_04.9A01, 


.C55 


Gene No. 


32817 






Strand 






Start 


3688 






End 


3921 




Name 


OJ990517 04.9A01.C55 


.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


368 






End 


593 




GI 


none 






Score 


223 




Exons 


368..589, 37S..593 












Seq. No. 


15492 






Seq. ID 


OJ990517_04.9A01, 


.C55 


Gene No. 


32817 






Strand 






Start 


3688 






End 


3921 




Name 


OJ990517 04.9A01.C55 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


368 






End 


657 




GI 


none 






Score 


350 




Exons 


368. .643, 375.-635, 


388 


. .657 








Seq. No. 


15492 






Seq. ID 


OJ990517_04.9A01, 


.C55 


Gene No. 


32817 






Strand 






Start 


3688 






End 


3921 




Name 


OJ990517 04.9A01.C55 


.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


383 






End 


584 




GI 


none 






Score 


202 




Exons 


383. .571, 390. .584 












Seq. No. 


15492 






Seq. ID 


OJ990517_04.9A01, 


.C55 


Gene No. 


32817 






Strand 






Start 


3688 






End 


3921 




Name 


OJ990517 04.9A01.C55 


.o2 


.gs 


Method 


GENSCAN 




Start 


3688 






End 


3921 




GI 


none 






Score 


.96 




Exons 


3688.. 3921 













16095 



Seq. No. 15493 Seq. ID 

Gene No. 32818 Strand 

Start 1804 End 

Name OJ990517_04 . 9A01 . C56 . ol . gp Method 

Start 18.04 End 

GI 3869_1.R1084 Score 

Exons 1804.. 2811 

GI Descrip. ' 5001734 /gb I AAD37122 . 1-1 AF1 2951 1_1 1.0e-108 (AF129511) 

very-long-chain fatty acid condensing enzyme CUT1 [Arabidopsis 
thaliana] 1 



OJ990517_04 . 9A01 . C56 
+ 

2811 
AAT/GAP 
2811 
1912 



Seq. No. 15493 Seq. ID 

Gene No. 32819 Strand 

Start 3121 End 

Name OJ990517_04 . 9A01 . C56 . o2 . np Method 

Start 3121 End 

GI 6630699 Score 

Exons 3121.. 3238, 3788.. 3902, 12098 .. 12164 , 
GI Descrip. 



OJ990517_04.9A01.C56 
+ 

13435 
AAT/NAP 
13435 
70 

13406. . 13435 



(AP000969) hypothetical protein [Oryza sativa] 
gi| 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 





Sea No 


15493 


Seq. ID 


OJ990517_04 . 9A01. 






f^pnp No 


32819 


Strand 


+ 






Start 


3121 


End 


13435 






Name 


OJ990517 04.9A01.C56.o2.gs 


Method 


GEN SCAN 




m 


Start 


5776 


End 


6213 




m 


GI 


none 


Score 


.67 




R 


Exons 


5776.-5859, 6067. .6213 








l s'tT 


Seq. No. 


15493 


Seq. ID 


OJ990517_04.9A01. 


C56 


Q 


Gene No. 


32820 


Strand 


+ 




ft! 


Start 


13563 


End 


16800 




is 


Name 


OJ990517 04.9A01.C56.o4.np 


Method 


AAT/NAP 




: S3 f 


Start 


13563 


End 


16800 




<\ 


GI 


6539570 


Score 


156 




1. J. 


Exons 


13563. .13669, 13803 .. 13897 , 


14048. .14110, 16778. .16800 




1 J 


GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




.2 31 


Seq. No. 


15493 


Seq. ID 


OJ990517_04.9A01. 


C56 




Gene No. 


32821 


Strand 








Start . 


261 


End 


5025 






Name 


OJ990517 04 . 9A01.C56.ol.gs 


Method 


GENSCAN 






Start 


261 


End 


5025 






GI 


none 


Score 


.61 






Exons 


261. .492, 962. .1023, 2089.. 


2847, 2941. 


.3915, 4655.. 4704, 








4881. .5025 










Seq. No. 


15493 


Seq. ID 


OJ990517_04.9A01. 


C56 




Gene No. 


32821 


Strand 








Start 


261 


End 


5025 






Name 


OJ990517 04 .9A01.C56.ol.np 


Method 


AAT/NAP 






Start 


2077 


End 


3651 






GI 


5001734 


Score 


2056 






Exons 


2077. .2847, 2941. .3651 










GI Descrip. 


(AF129511) very-long-chain 


fatty acid 


condensing enzyme 


cut: 



[Arabidopsis thaliana] gi I 6553942 | gb | AAF16606 . 1 | AC011915_9 



16096 



(AC011915) very-long-chain fatty acid condensing enzyme (CUT1) 
[Arabidopsis thaliana] 



Seq. No. 15493 Seq. ID OJ990517_04.9A01.C56 

Gene No. 32821 Strand 

Start 261 End 5025 

Name OJ990517_04 . 9A01 .C56. o2 . gp Method AAT/GAP 

Start 3308 End 3819 

GI 58768_1.R1084 Score 944 

Exons 3308.. 3819 

GI Descrip. 1 5001734 /gb I AAD37122 . 1 | AF129511_1 8.0e-33 (AF129511) 

very-long-chain fatty acid condensing enzyme CUT1 [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15493 

32822 

10913 

OJ990517 

25 

none 



04. 9A01.C56.ol.tw 



Seq. ID OJ990517_04.9A01.C56 
Strand 
End 

Method 
End 
Score 



18275 

TBLASTX: Wheat 

2311 

64 



25. .153, 2092. .2142, 2134.. 2310, 2135. .2311 



15493 
32822 
10913 

OJ990517_04 . 9A01 . C56 . o2 . tc 

2071 

none 

2071.. 2565, 2078.. 2566 



Seq. ID OJ990517_04.9A01.C56 
Strand 

End 18275 

Method TBLASTX : Cress 

End 2566 

Score 539 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15493 
32822 
10913 

OJ990517 04.9A01.C56.ol.ts 



OJ990517 04.9A01.C56 



Seq. ID 
Strand 
End 

_ Method 
2095 End 
none Score 
2095. .2442, 2117. .2443, 2446. .2850, 2471. .2578, 2651. .2842, 
2935. .3198, • 2942. .2998, 3053. .3184, 3239. .3307, 3313. .3492/ 
3379.. 3438, 3544.. 3624, 3548.. 3625 



18275 

TBLASTX : Soybean 

3625 

239 



Seq. No. 15493 
Gene No. 32822 
Start 10913 

Name OJ990517_04 . 9A01 . C56 . ol . tm 

Start 2104 
GI none 

Exons 2104.. 2439, 2120.. 2440, 2243. 

2651.. 2830, 2923.. 3198, 2942. 
3313.. 3489, 331-3.. 3492, 3539. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 04.9A01.C56 



18275 

TBLASTX: Maize 
16018 
287 

,2440, 2446. .2829, 2483. 
.2998, 3053.. 3196, 3230. 



.2557, 
.3307, 



,3625, 3544. .3624, 15896. .16018 



Seq. No. 15493 

Gene No. 32822 

Start 10913 

Name OJ990517_04 . 9A01 . C56 . ol . tc 

Start 2566 

GI none 

Exons 2566.. 2850, 2651.. 2848, 2938, 



OJ990517_04.9A01.C56 
18275 

TBLASTX: Cress 

3633 

120 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3312, 2942. .3307, 3295. .3624, 



16097 




3295.-3633, 3542.. 3631 



Seq. No. 


15493 


Seq. ID 


OJ990517 


_04.9A01.C56 


Gene No. 


32822 


Strand 






Start 


10913 


End 


18275 




Name 


OJ990517 04.9A01.C56.o2.tw 


Method 


TBLASTX: 


Wheat 


Start 


3110, 


End 


3315 




GI 


none 


Score 


145 




Exons 


3110.. 3307, 3110.. 3262, 3112 


. .3315 






Seq. No. 


15493 


Seq. ID 


OJ990517 


04 . 9A01 . C56 


Gene No. 


32822 


Strand 






Start 


10913 


End 


18275 




Name 


OJ990517 04.9A01.C56.o3.np 


Method 


AAT/NAP 




Start 


10913 


End 


14565 




GI 


6815109 


Score 


155 




Exons 


10913. .10945, 13051. .13412, 


14525. .14565 




GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


15493 


Seq. ID 


OJ990517 


_04 . 9A01 .C56 


Gene No. 


32822 


Strand 






Start 


10913 


End 


18275 




Name 


OJ990517 04.9A01.C56.o4.gs 


Method 


GENSCAN 




Start 


12824 


End 


18275 




GI 


none 


Score 


.43 




Exons 


12824 . . 1294 0, 13121 . . 1327 6, 


15360. .15376, 16802 


. .16968, 




17012. . 17204, 18095:, 18275 








Seq. No. 


15494 


Seq. ID 


OJ990517 


_04.9A01.C58 


Gene No. 


32823 


Strand 






Start 


2317 


End 


2808 




Name 


OJ990517 04 . 9A01.C58.ol.gp 


Method 


AAT/GAP 




Start 


2317 


End 


2808 




GI 


none 


Score 


960 




Exons 


2317. .2808 








Seq. No. 


,.15494 


Seq. ID 


OJ990517 


_04.9A01.C58 


Gene No. 


32824 


Strand 






Start 


3271 


End 


3420 




Name 


OJ990517 04.9A01.C58.o2.gs 


Method 


GENSCAN 




Start 


3271 


End 


3420 




GI 


none 


Score 


.6 




Exons 


3271. .3420 








Seq. No. 


15495 


Seq. ID 


OJ990517 


_04. 9A01.C59 


Gene No. 


32825 


Strand 


+ 




Start 


1255 


End 


15507 




Name 


OJ990517 04.9A01.C59.ol.gs 


Method 


GENSCAN 




Start 


1255 


End 


15037 




GI 


none 


Score 


.5 




Exons 


1255.. 1496, 1626.. 1810, 1999 


..2041, 2490. .2624, 


3056. .3204, 




3733. .3912, 6440. .6568, 8210 


..8389, 9192. .9365, 


9726. .9927, 




10410. . 1052 6, 11711. . 12001, 


12627. . 12781, 13271 


. . 13406, 




13509. . 13618, 14 4 90. . 14 668, 


14860. . 15037 




Seq. No. 


15495 


Seq. ID 


OJ990517 


_04.9A01.C59 


Gene No. 


32825 


Strand 


+ 





16098 



Start 


1255 




End 


15507 






Name 


OJ990517 04. 


9A01.C59.ol.gp 


Method 


AAT/GAP 






Start 


3067 




End 


3680 






GI 


none 




Score 


924 






Exons 


3067. .3404, 


3510. .3680 










Seq. No. 


15495 




Seq. ID 


OJ990517_04 


.9A01, 


.C59 


Gene No. 


32825 




Strand 


+ - 






Start 


1255 




End 


15507 






Name 


OJ990517 04. 


9A01.C59.o2.gp 


Method 


AAT/GAP 






Start 


7987 




End 


9782 






GI 


2443163 




Score 


868 






Exons 


7987. .8389, 


9726. . 9782 










Seq. No. 


15495 




Seq. ID 


OJ990517_04 


. 9A01, 


.C59 


Gene No. 


32825 




Strand 


+ 






Start 


1255 




End 


15507 






Name 


OJ990517 04. 


9A01.C59.o3.gp 


Method 


AAT/GAP 






Start 


9903 




End 


10471 






GI 


57218 1.R1084 


Score 


842 






Exons 


9903. .10001, 


10105. .10471 










GI Descrip. 


'3281853/emb|CAA19748| 5 . Oe- 


34 (AL031004) putative 


protein 




[Arabidopsis 


thaliana] ' 










Seq. No. 


15495 




Seq. ID 


OJ990517_04 


. 9A01, 


.C59 


Gene No. 


32825 




Strand 


+ 






Start 


1255 




End 


15507 






Name 


OJ990517 04. 


9A01.C59.o3.np 


Method 


AAT/NAP 






Start 


14736 




End 


15507 






GI 


6721561 




Score 


87 






Exons 


14736. .14822, 15439. .15507 











GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 ( C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 15495 Seq. ID 

Gene No. 32825 Strand 

Start 1255 End 

Name OJ990517_04 . 9A01 . C59 . o4 . gp Method 

Start 15334 End 

GI uC-osflcyp088bl2bl Score 

Exons 15334. .15444 

GI Descrip. * 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 
DNA, chromosome 8, clone : P0026F07 1 



OJ990517_04.9A01.C59 
+ 

15507 
AAT/GAP 
15444 
144 

■36 Oryza sativa genomic 



Seq. No. 15495 Seq. ID 

Gene No. 32826 Strand 

Start 12591 End 15507 

Name OJ990517_04 . 9A01 . C59 . ol . np Method AAT/NAP 

Start 12591 End 15507 

GI 6815109 Score 203 

Exons 12591. .12693, 12732 .. 12911 , 
15361. .15507 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



OJ990517 04.9A01.C59 



12954. .13172, 13227 .. 13737 , 



16099 




Seq. No. 


15495 Seq. ID 


OJ990517 04 9A01 


.C59 


Gene No. 


32826 Strand 






Start 


12591 End 


15507 




Name 


OJ990517 04.9A01.C59.o2.np Method 


AAT/NAP 




Start 


14614 End 


15507 




GI 


4680183 Score 


100 




FiXons 


14 614. .14705, 15421. .15507 






GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Qpn No 


15496 Seq. ID 


OJ990517_04 . 9A01 


. C60 


Gene No. 


32827 Strand 


+ 




Start 


1 End 


1734 




Name 


OJ990517 04.9A01.C60.ol.np Method 


AAT/NAP 




Start 


1 End 


1734 




GI 


6016874 Score 


252 




P, von s 

i_J 1 1 O 


1..38, 429. .619, 1659. .1734 








(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond 


to i 




region of the predicted gene.; Similar 


to putative AC 9 






transposase. (P03010) [Oryza sativa] 






Seq. No. 


15496 Seq. ID 


OJ990517_04.9A01 


.C60 


Gene No. 


32828 Strand 






t ;st Start 


201 End 


1570 




' as * Name 


OJ990517 04.9A01.C60.ol.gs Method 


GEN SCAN 




! =J Start 


201 End 


1570 




• sat, 

Ill GI 


none Score 


.59 




f!i Flxon^ 

* J J_J *k V-/ A 4 


201. .407, 413. .673, 1448. .1570 






• :a - Spa No 

^ ^ V-^ . Li| W « 


15497 Seq. ID 


OJ990517_04.9A01 


. C61 


Gene No. 


32829 Strand 


+ 




«f Start 


216 End 


5135 




1~ L p Name 


OJ990517 04.9A01.C61.ol.gs Method 


GENSCAN 




:B Start 


216 End 


5135 




= =- GI 


none Score 


.77 




Exons 


216. .333, 650. .785, 2221. .2515, 2909.. 


3052, 3175.. 3329, 






3557. .3832, 3918. .4042, 4195. .4312, 4624. .4701, 5118. .5135 


Seq. No. 


15497 Seq. ID 


OJ990517_04 . 9A01 


.C61 


>"-l Gene No. 


32830 Strand 


+ 




j»t Start 


9835 End 


13441 




Name 


OJ990517 04.9A01.C61.ol.np Method 


AAT/NAP 




Start 


9820 End 


10544 




GI 


6815052 Score 


456 




Exons 


9820. .9988, 10070. .1014 4, 10426. .1054 4 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Sea No 


15497 Seq. ID 


OJ990517JD4.9A01 


.C61 


Gene No. 


32830 Strand 


+ 




Start 


9835 End 


13441 




Name 


OJ990517 04.9A01.C61.o3.gs Method 


GENSCAN 




u Lai L 


9835 End 


12856 




GI 


none Score 


.43 




Exons 


9835. .10155, 1134 0. .11524, 12065. .1218 


1, 12349. .12427, 






12456. .12627, 12660. .12856 






Seq. No. 


15497 Seq. ID 


OJ990517JD4 . 9A01 


.C61 


Gene No. 


32830 Strand 


+ 





16100 



Start 9835 End 13441 

Name OJ990517_04 . 9A01 .C61 .o2 .np Method AAT/NAP 

Start 12457 End 13441 

GI 6685161 Score 140 

Exons 12457. .12630, 13419.. 13441 

GI Descrip. (AF219222) homocysteine S-methyltransf erase AtHMT-1 [Arabidopsis 
thaliana] 



Seq. No. 15497 Seq. ID 

Gene No. 32831 Strand 

Start 7448 End 

Name OJ990517_04 . 9A01 . C61 . o2 . gs Method 

Start 7448 End 

GI none Score 

Exons 7448.. 7503, 8335.. 8425 



OJ990517_04.9A01.C61 

8425 
GENSCAN 
8425 
.57 



Seq. No. 


15497 


Seq. ID 


OJ990517_04.9A01.C61 


Gene No. 


32832 


Strand 




Start 


12457 


End 


12632 


Name 


OJ990517 04 .9A01..C61.ol.tm 


Method 


TBLASTX: Maize 


Start 


12457 


End 


12632 


GI 


none 


Score 


241 


Exons 


12457. .12630, 12508 .. 12627 , 


12576.. 12632 


Seq. No. 


15498 


Seq v ID 


OJ990517_04 . 9A01 . C62 


Gene No. 


32833 


Strand 


+ 


Start 


1 


End 


1365 


Name 


OJ990517 04.9A01.C62.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1331 


GI 


6685161 


Score 


794 


Exons 


1..257, 378. .507, 635. .838, 


949. .1020, 


1194. .1331 


GI Descrip. 


(AF219222) homocysteine S-methyltransf erase AtHMT-1 [Arabidopsi 




thaliana] 






Seq. No. 


15498 


Seq. ID 


OJ990517_04.9A01.C62 


Gene No. 


32833 


Strand 


+ 


Start 


1 . ■ 


End 


1365 


Name 


OJ990517 04.9A01.C"62.ol.tc 


Method 


TBLASTX: Cress 


Start 


43 


End 


486 


GI 


none 


Score 


244 


Exons 


43. .255, 51. .257, 375. .485, 


376. .486 




Seq. No. 


15498 


Seq. ID 


OJ990517_04.9A01.C62 


Gene No. 


32833 


Strand 


+ 


Start 


1 


End 


1365 


Name 


OJ990517 04.9A01.C62.ol.ts 


Method 


TBLASTX : Soybean 


Start 


43 


End 


1331 


GI 


none 


Score 


96 


Exons 


43. .177, 51. .146, 198. .254, 


199. .255, 


378.-524, 379. .507, 




631. .702, 632. .694, 710. .820, 769. .819 


, 1172. .1210, 1238. .1300, 




1239. .1331 







Seq. No. 15498 Seq. ID OJ990517_04.9A01.C62 

Gene No. 32833 Strand + 

Start 1 End 1365 

Name OJ990517_04 . 9A01 . C62 . ol . gs Method GENSCAN 

Start 82 End 1358 



16101 



GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



none Score 1 

82. .257, 378. .507, 635. .838, 94 9. .1020, 1194. .1358 



15498 Seq. ID 

32833 Strand 

1 End 

OJ990517_04 . 9A01 . C62 . ol . tm Method 

222 End 

none Score 



OJ990517_04 . 9A01.C62 
+ 

1365 

TBLASTX: Maize 

1340 

60 



222. .257, 223. .255, 352. .507, 375. .566, 376. .507, 631. .837, 
632. .838, 940. .1020, 948. .1019, 1193. .1333, 1194. .1340 



15498 
32833 
1 

OJ990517_04 . 9A01 . C62 . o2 . tc 

632 

none 



Seq. ID OJ990517_04.9A01.C62 



Strand 
End 

Method 

End 

Score 



+ 

1365 

TBLASTX: Cress 

1337 

203 



632. .841, 634. .849, 951. .1028, 952. .1029, 1208. .1306, 1209. .1337 



15498 



Seq. ID OJ990517_04.9A01.C62 



32833 Strand 

1 End 

OJ990517__04 . 9A01 . C62 . ol . tw Method 

64 0 End 

none " Score 

640. .810, 641. .841, 952. .1029 



+ 

1365 

TBLASTX: Wheat 

1029 

193 



04 . 9A01.C62 



15498 Seq. ID OJ990517_ 

32833 Strand + 

1 End 1365 

OJ990517_04 . 9A01 . C62 . ol . gp Method AAT/GAP 
752 End 1365 

426935 Score 603 

752. .838, 949. .1020, 1194. .1365 

6094303/sp| P56707I SMTA_ASTBI 1.0e-22 SELENOCYSTEINE 
METHYLTRANSFERASE (SECYS-METHYLTRANSFERASE) (SECYS-MT) 
>gi_400684 8_emb_CAA10368_ (AJ1314 33) selenocysteine 
methyltransf erase [Astragalus bisulcatus] 



15499 Seq. ID 

32834 Strand 
1 End 
OJ990517_04 . 9A01 . C63 . ol . gp Method 
1 End 
426935 Score 
1..72, 246. .417 

6094 303/ sp | P5 67 07 | SMTA_ASTBI 1.0e-22 SELENOCYSTEINE 
METHYLTRANSFERASE (SECYS-METHYLTRANSFERASE) (SECYS-MT) 
>gi_400684 8_emb_CAA10368_ (AJ1314 33) selenocysteine 
methyltransf erase [Astragalus bisulcatus] 



OJ990517_04 . 9A01 . C63 
+ 

417 

AAT/GAP 
417 
453 



15499 Seq. ID 

32834 Strand 

1 End 

OJ990517__04 . 9A01 . C63 . ol . np Method 

1 End 



OJ990517_04.9A01.C63 

+ 

417 

AAT/NAP 
383 



16102 



GI 6685161 Score 241 

Exons 1..72, 246.. 383 

GI Descrip. (AF219222) homocysteine S-methyltransf erase AtHMT-1 
thaliana] 



[Arabidopsis 



Seq. No. 15499 Seq. ID 

Gene No. 32835 Strand 

Start 988 End' 

Name OJ990517_04 . 9A01 . C63 . o2 . gp Method 

Start 988 End 

GI uC-osf Icyp089b05al Score 

Exons 988.. 1130 

GI Descrip. 1 6094 303/sp I P56707 | SMTA_ASTBI 1.0e-22 SELENOCYSTEINE 

METHYLTRANSFERASE ( SECYS-METHYLTRANSFERASE ) ( SECYS-MT ) 
>gi_4 006848_emb_CAA10368_ (AJ1314 33) selenocysteine 
methyltransf erase [Astragalus bisulcatus] 1 



OJ990517_04.9A01.C63 
+ 

1130 
AAT/GAP 
1130 
232 



Seq. No. 


15499 




Seq. ID 


OJ990517 


_04.9A01.C63 


Gene No. 


32836 




Strand 






Start 


1309 




End 


6362 




Name 


OJ990517 04.9A01.C63.o2, 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1 




End 


392 




GI 


none 




Score 


131 




Exons 


1..72, 3. .71, 245. .385, 


246. . 


392 






Seq. No. 


.15499 




Seq. ID 


OJ990517 


_04.9A01.C63 


Gene No. 


32836 




Strand 






Start 


1309 




End 


6362 




Name 


OJ990517 04.9A01.C63.ol, 


,gs 


Method 


GENSCAN 




Start 


1309 




End 


6362 




GI 


none 




Score 


.91 




Exons 


1309.. 1575, 2398.. 2551, 


3052. 


.3179, 3808. .3930, 


4037. .4085, 




4161. .4284, 4475. .4678, 


4830. 


.5045, 5566.. 5594, 


5921. . 6218, 




6272. .6362 











Seq. No. 


15499 








Seq. ID 


OJ990517_04.9A01 


.C63 


Gene No. 


32836 








Strand 






Start 


1309 








End 


6362 




Name 


OJ990517 04, 


. 9A01, 


.C63.o3 


.gp 


Method 


AAT/GAP 




Start 


1341 








End 


2917 




GI 


none 








Score 


957 




Exons 


1341. . 1575, 


2398. 


. .2551, 


2647. 


.2738, 2835.. 2917 




Seq. No. 


15499 








Seq. ID 


OJ990517_04.9A01 


.C63 


Gene No. 


32836 * 








Strand 






Start 


1309 








End 


6362 




Name 


OJ990517 04, 


. 9A01, 


.C63.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1357 








End 


1530 




GI 


none 








Score 


140 




Exons 


' 1357. . 1530, 


1391. 


. .1528 










Seq. No. 


15499 








Seq. ID 


OJ990517_04.9A01 


.C63 


Gene No. 


32836 








Strand 






Start 


1309 








End 


6362 




Name 


OJ990517 04. 


.9A01, 


.C63.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2491 








End 


2897 




GI 


none 








Score 


56 





16103 




Exons 


2491 . .2556, 


2504 


. .2554, 


2637. 


.2741, 2645.. 2710, 


2646. .2738, 




2835. .2897 














Seq. No. 


15499 








Seq. ID 


OJ990517 


04.9A01.C63 


Gene No. 


32836 








Strand 






Start 


1309 








End 


6362 




Name 


OJ990517 04 


. 9A01 


.C63.ol 


. tm 


Method 


TBLASTX : i 


Maize 


Start 


2503 








End 


2907 




GI 


none . 








Score 


74 




Exons 


2503. .2550, 


2504 


. .2554, 


2647. 


.2739, 2649.-2738, 


2835. .2906, 




2836. .2907 














Seq. No. 


15499 








Seq. ID 


OJ990517 


_04.9A01.C63 


Gene No. 


32836 








Strand 






Start 


1309 








End 


6362 




Name 


OJ990517 04, 


. 9A01 


.C63.o4 


. qp 


Method 


AAT/GAP 




Start 


4 500 








End 


5011 




GI 


none 








Score 


686 




Exons 


4500. .4678, 


4830 


. .5011 










Seq. No. 


15500 








Seq. ID 


OJ990517 


_04 .9A01.C64 


Gene No. 


32837 








Strand 






Start 


7 








End 


248 




Name 


OJ990517 04, 


. 9A01 


.C64 .ol 


. as 


Method 


GENSCAN 




Start 


7 








End 


248 




GI 


none 








Score 


.86 




Exons 


7. .104, 158, 


. .248 












Seq. No. 


15501 








Seq. ID 


OJ990517 


_04.9A01.C65 


Gene No. 


32838 








Strand 


+ 




Start 


213 








End 


479 




Name 


OJ990517 04, 


. 9A01 


.C65.ol 


. as 


Method 


GENSCAN 




Start 


213 








End 


479 




GI 


none 








Score 


.49 




Exons 


213. .479 














Seq. No. 


15502 








Seq. ID 


OJ990517 


_04.9A01.C68 


Gene No. 


32839 








Strand 


+ 




Start 


50 








End 


226 




Name 


OJ990517 04, 


. 9A01 


.C68.0I 


. as 


Method 


GENSCAN 




Start 


50 








End 


226 




GI 


none 








Score 


.59 




Exons 


50. .226 














Seq. No. 


15503 








Seq. ID 


OJ990517 


_04.9A01.C70 


Gene No. 


32840 








Strand 


+ 




Start 


184 








End 


234 




Name 


OJ990517 04. 


. 9A01 


-C70.ol 


. as 


Method 


GENSCAN 




Start 


184 








End 


234 




GI 


none 








Score 


.42 




Exons 


184 . . 234 














Seq. No. 


15504 








Seq. ID 


OJ990517 


_04.9A01.C72 


Gene No. 


32841 








Strand 






Start 


259 








End 


624 




Name 


OJ990517 04. 


.9A01 


.C72.ol 


.gs 


Method 


GENSCAN 




Start 


259 








End 


624 





16104 




GI 


none 








Score 


.42 




Exons 


259. .454, 


494 . . 624 












Seq. No. 


15505 








Seq. ID 


OJ990517_04.9A01 


.C74 


Gene No. 


32842 








Strand 






Start 


169 








End 


767 




Name 


OJ990517 


04 . 9A01 .C74 


.ol 


. OS 


Method 


GENSCAN 




Start 


169 








End 


767 




GI 


none 








Score 


. 77 




Exon s 


169 . . 500, 


590 . .767 












Seq. No. 


15505 








Seq. ID 


OJ990517_04.9A01 


.C74 


Gene No. 


32842 








Strand 






Start 


169 








End 


767 




Name 


OJ990517 


04 9A01 C74 


. ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


202 








End 


762 




GI 


none 








Score 


72 




Exons 


202 . .267, 


256 . . 327, 


316 


. . 423, 


427 . . 501, 


585 .'. 761, 682 . . 


762 


Seq. No. 


15505 








Seq. ID 


OJ990517_04.9A01 


.C74 


Gene No. 


32842 








Strand 






Start 


169 








End 


767 




Name 


OJ990517 


04 9A01 C74 


. ol 


. tm 


Mp1" hod 


TBLASTX • Maize 




Start 


210 ~ 








End 


4 92 




GI 


none 








Score 


101 




Exons 


210 383. 


228 . .416, 


229 


. .420, 


229 423, 


257 433, 433 


492 


Seq. No. 


15505 








Seq. ID 


OJ990517 04 9A01 


.C74 


Gene No. 


32842 








Strand 






Start 


169 








End 


767 




Name 


OJ990517 


04.9A01.C74 


.ol 


. np 


Method 


AAT/NAP 




Start 


214 








End 


767 




GI 


6016718 








Score 


243 




Exons 


214 . . 500, 


590. .767 












GI DescriD. 


(AC009325 


) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


15506 








Seq. ID 


OJ990517_04.9A01 


.C75 


Gene No. 


32843 








Strand 


+ 




Start 


285 








End 


2867 




Name 


OJ990517 


04. 9A01.C75 


.ol 


.gs ^ 


Method 


GENSCAN 




Start 


285 








End 


2867 




GI 


none 








Score 


.58 




Exons 


285 . . 344 , 


1040. .1159 


, 1907. .2082, 2684. 


.2867 




Seq. No. 


15507 








Seq. ID 


OJ990517_04.9A01 


.C76 


Gene No. 


32844 








Strand 


+ 




Start 


364 








End 


946 




Name 


OJ990517 


04. 9A01.C76 


.ol 


.gs 


Method 


GENSCAN 




Start 


364 ~ 








End 


946 




GI 


none 








Score 


.79 








801. .946 












Seq. No. 


15507 








Seq. ID 


OJ990517_04.9A01 


.C76 


Gene No. 


32845 








Strand 






Start 


656 








End 


94 9 




Name 


OJ990517 


_04.9A01.C76 


.ol 


.gp 


Method 


AAT/GAP 




Start 


656 








End 


94 9 





16105 



GI 3061201 Score 545 

Exons 656.. 94 9 



Seq. No. 15508 

Gene No. 3284 6 

Start 347 

Name OJ990517JD4 . 9A01 . C77 . ol . gs 

Start ' 347 

GI none 
Exons 



Seq. ID OJ990517_04.9A01.C77 



Strand 
End 

Method 

End 

Score 



+ 

2716 
GENSCAN 
2716 
.83 



347. .623, 1080. .2336, 2418. .2445, 2554. .2716 



Seq. No. 15508 Seq. ID 

Gene No. 3284 6 Strand 

Start 347 End 

Name OJ990517_04 . 9A01 . C77 . ol . np Method 

Start 1022 End 

GI 4220485 Score 

Exons 1022.. 2341 

GI Descrip. (AC006069) putative beta-1 , 3-glucanase [Arabidopsis thaliana] 



OJ990517_04.9A01.C77 
+ 

2716 
AAT/NAP 
2341 
1648 





O C • ViKJ . 


15508 


Seq. ID 


OJ990517_04.9A01.C77 




Gene No . 


32846 


Strand 


+ 




Start. 


347 


End 


2716 




Name 


OJ990517 04.9A01.C77.o2.gp 


Method 


AAT/GAP 




Start 


1413 


End 


1891 


: »*[ 


CT 

O X 


LIB34 34-027-P1-K1-G10 


Score 


890 • 




ITynn q 


1413. .1891 






rli 


O J. UCjLLl^t 


'4220485 2.0e-51 (AC006069) 


putative beta-1, 3-glucanase 


a 

; .i 




[Arabidopsis thaliana] 1 






; s'lT 
. a \ 

"u 5? 


o c q . in (j . 


15508 


Seq. ID 


OJ990517_04.9A01.C77 


Hi 


Gene No. 


32847 


Strand 


+ 


■ ?r 


Start 


6771 


End 


9495 


IS 


Name 


OJ990517 04. 9A01.C77.o3.gp 


• Method 


AAT/GAP 


! SB i 


Start 


6743 


End 


7168 




GI 


43680 1.R1084 


Score 


784 : - 




Exons 


6743.. 7168 








GI Descrip. 


'1272347 6.0e-16 (U51739) secreted glycoprotein 2 [Ipomoea 


W 


trifida] 1 






Q 


Seq. No. 


15508 


Seq. ID 


OJ990517_04.9A01.C77 




Gene No. 


32847 


Strand 


+ 




Start 


6771 


End 


9495 




Name 


OJ990517 04.9A01.C77.o2.np 


Method 


AAT/NAP 




Start 


6762 


End 


9339 




GI 


3176715 


Score 


1604 




Exons 


6762. .7178, 7206. .9339 








GI Descrip. 


'(AC002392) putative receptor 


-like protein kinase [Arabidops. 






thaliana] 








Seq. No. 


15508 


Seq. ID 


OJ990517_04.9A01.C77 




Gene No. 


32847 


Strand 


+ 




Start 


6771 


End 


9495 




Name 


OJ990517 04 . 9A01.C77.o3.gs 


Method 


GENSCAN 




Start 


6771 


End 


9302 




GI 


none 


Score 


1 




Exons 


6771. .9302 







16106 



Seq. No. 15508 Seq. ID OJ990517_04.9A01.C77 

Gene No. 32847 Strand + 

Start 6771 End 9495 

Name OJ990517_04 . 9A01 . C77 . o4 . gp Method AAT/GAP 

Start 8841 End 9495 

GI 70408_1.R1084 Score 1228 

Exons 8841.. 9495 

GI Descrip. ' 3445397/emb | CAA09029 . 1 | 4.0e-19 (AJ010166) S-domain 
receptor-like protein kinase [Zea mays] 1 



Seq. No. 15508 Seq. ID 

Gene No. 32848 Strand 

Start 1065 End 

Name OJ990517_04 . 9A01 . C77 . ol . gp Method 

Start 1065 " End 

GI 3061201 Score 

Exons 1065.. 1218 



OJ990517_04 . 9A01.C77 

1218 
AAT/GAP 
1218 
244 



Seq. No. 15508 Seq. ID 

Gene No. 3284 9 Strand 

Start 3233 End 

Name OJ990517_04 . 9A01 . C77 . o2 . tw Method 

Start 4l 104 6 End 

GI none Score 

Exons 1046. .1375, 1075. .1374, 1378. .1485 



OJ990517_04.9A01.C77 
6093 

TBLASTX: Wheat 

1485 

243 



Seq. No. 15508 Seq. ID 

Gene No. 3284 9 Strand 

Start 3233 End 

Name OJ990517_04 . 9A01 . C77 . o4 . tm Method 

Start 1075 End 

GI none Score 

Exons 1075.. 1179, 1079.. 1204 



OJ990517_04 . 9A01.C77 
6093 

TBLASTX: Maize 

1204 

209 



Seq. No. 15508 Seq. ID 

Gene No. 3284 9 Strand 

Start 3233 • End 

Name 0 J990517_04 . 9A01 . C77 . ol . ts Method 

Start 1085 End 

GI none Score 

Exons 1085.. 1831, 1087.. 1830, 1838.. 2338, 
2558. .2641 



OJ990517_04 . 9A01.C77 
6093 

TBLASTX : Soybean 
2641 
926 

1888. .2337, 2396.-2443, 



Seq. No. 


15508 








Seq. ID 


OJ990517_04.9A01 


.C77 


Gene No. 


32849 








Strand 






Start 


3233 








End 


6093 




Name 


OJ990517 04 


.9A01 


.C77.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


1087 








End ■ 


1543 




GI 


none 








Score 


400 




Exons 


1087. .1413, 


1088 


. . 1429, 


1445. 


.1543 






Seq. No. 


15508 








Seq. ID 


OJ990517_04 . 9A01 


.C77 


Gene No. 


32849 








Strand 






Start 


3233 








End 


6093 




Name 


OJ990517 04 


. 9A01 


.C77.ol 


.tm 


Method 


TBLASTX : Maize 




Start 


1301 








End 


2296 





16107 




GI 


none 








Score 


1595 




Exons 


1301 . . 2296, 


1303 


. . 2295 










Seq. No. 


15508 








Seq. ID 


OJ990517_04 .9A01 


.C77 


Gene No. 


32849 








Strand 






Start 


3233 








End 


6093 




Name 


OJ990517 04 


. 9A01 


.C77 . o4 


. tc 


Method 


TBLASTX • Cress 




Start 


1550 ~ 








End 


1798 




GI 


none 








Score 


250 




Exons 


1550 . . 1798, 


1570 


. . 1797 










Seq. No. 


15508 








Seq. ID 


OJ990517_04 .9A01 


.C77 


Gene No. 


32849 








Strand 






Start 


3233 








End 


6093 




Name 


OJ990517 04 


. 9A01 


.C77 .o3 


. tc 


Method 


TBLASTX: Cress 




Start 


1798 ~~ 








End 


2338 




GI 


none 








Score 


43 




Exons 


1798 . . 1836, 


1799 


. . 1837, 


1853. 


.2062, 1891.. 1941, 2138.. 2338 


Seq. No. 


15508 








Seq. ID 


OJ990517_04.9A01 


.C77 


Gene No. 


32849 








Strand 






Start 


3233 








End 


6093 




Name 


OJ990517 04 


. 9A01 


. C77 . o5 


. tm 


Method 


TBLASTX: Maize 




Start 


2557 ~~ 








End 


2709 




GI 


none 








Score 


138 




Exons 


2557 . .2709, 


2558 


. .2653 










Seq. No. 


15508 








Seq. ID 


OJ990517_04 .9A01 


C77 


Gene No. 


32849 








Strand 






Start 


3233 








End 


6093 




Name 


OJ990517 04 


. 9A01 


. C77 . o2 




Method 


GENSCAN 




Start 


3233 ~ 








End 


6093 




GI 


none 








Score 


.7 




Exons 


3233 . . 3511, 


4655 


. .4927, 


5628 . 


.5680, 6003.. 6093 




Seq. No. 


15508 








Seq. ID 


OJ990517_04.9A01 


C77 


Gene No. 


32850 








Strand 






Start 


6828 








End 


9284 




Name 


OJ990517 04 


. 9A01 


. C77 . o5 


. ts 


" Method 


TBLASTX : Soybean 




Start 


6828 ~~ 








End 


7013 




GI 


none 








Score 


187 




Exons 


6828 . . 7013, 


6869 


. . 7006 










Seq. No. 


15508 








Seq. ID 


OJ990517_04.9A01 


C77 


Gene No. 


32850 








Strand 






Start 


6828 








End 


9284 




Name 


OJ990517 04 


. 9A01 


. C77 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6844 ~ 








End 


9284 




GI 


none 








Score 


510 




Exon 


6844 6960 


8609 


8932, 


8610 . 


.8954, 8943. .9221, 8970. .9233, 




9058 9234 


9224 


9283 


922 S 

Z? *J • 


.9284 






Seq. No. 


15508 








Seq. ID 


OJ990517_04 . 9A01 


C77 


Gene No. 


32850 








Strand 






Start 


6828 








End 


9284 




Name 


OJ990517 04 


. 9A01 


.C77.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


6866 








End 


9206 





16108 




GI 


none 








Score 


98 


Exons 


6866. . 6913, 


6927. 


. .7058, 


6941. 


.7057, 7245.. 7286, 7329.. 7379, 




7404 . .7502, 


7584 . 


. .7820, 


7878. 


.7970, 8300.. 8368, 8375.. 8572, 




8376. .8561, 


8610. 


. .8930, 


8612. 


.8929, 8 


973. .9206, 9080. .9187 


Seq. No. 


15508 








Seq. ID 


OJ990517_04 . 9A01 . C77 


Gene No. 


32850 








Strand 




Start 


6828 








End 


9284 


Name 


OJ990517 04 


. 9A01 . 


.C77 ,o4 , 


. ts 


Method 


TBLASTX : Soybean 


Start 


7248 ~ 








End 


7781 


GI 


none 








Score 


99 


Exons 


7248. ;7424, 


7416. 


. .7493, 


7605. 


.7781 




Seq. No. 


15508 








Seq. ID 


OJ990517__04.9A01.C77 


Gene No. 


32850 








Strand 




Start 


6828 








End 


9284 


Name 


OJ990517 04 


.9A01. 


.C77.o3. 


. tw 


Method 


TBLASTX: Wheat 


Start 


7644 








End 


8009 


GI 


none 








Score 


163 


Exons 


7644 . .7832, 


7664 . 


. .7831, 


7905. 


.8009, 7916.. 8008 


Seq. No. 


15508 








Seq. ID 


OJ990517_04.9A01.C77 


Gene No. 


32850 








Strand 




Start 


6.828 








End 


9284 


Name 


OJ990517 04 


. 9A01 . 


,C77.o2, 


. ts 


Method 


TBLASTX : Soybean 


Start 


8223 ~ 








End 


8738 


GI 


none 






> 


Score 


373 


Exons 


8223 . .8579, 


8240. 


. . 8563, 


8591 . 


.8728, 8 


610. .8738 


Seq. No. 


15508 








Seq. ID 


OJ990517_04 . 9A01 . C77 


Gene No. 


32850 








Strand 




Start 


6828 








End 


9284 


Name 


OJ990517 04 


. 9A01 . 


.C77.o3, 


. tm 


Method 


TBLASTX: Maize 


Start 


8268 








End 


8582 


GI 


none 








Score 


101 


Exons 


8268 . .8390, 


8300. 


. . 8389, 


8375. 


.8575, 8376.-8582 


Seq. No. 


15503 








Seq. ID 


OJ990517_04.9A01.C77 


Gene No. 


32850 








Strand 




Start 


6828 








End 


9284 


Name 


OJ990517 04 


. 9A01 . 


,077.01. 


. tw 


Method 


TBLASTX: Wheat 


Start 


8436 ~ 








End 


8873 


GI 


none 








Score 


114 


Exons 


8436. .8564, 


8471. 


, .8572, 


8592. 


.8810, 8615.. 8785, 8811.. 8873 


Seq. No. 


15508 








Seq. ID 


OJ990517_04.9A01.C77 


Gene No. 


32850 








Strand 




Start 


6828 








End 


9284 


Name 


OJ990517 04 


. 9 AO 1 . 


.C77.o3, 


. ts 


Method 


TBLASTX: Soybean 


Start 


8745 ~~ 








End 


9188 


GI 


none 








Score 


44 


Exons 


8745. .8780, 


8801. 


. .8929, 


8802. 


.8930, 9045.. 9188 


Seq. No. 


15509 








Seq. ID 


OJ990517_04.9A01.C78 


Gene No. 


32851 








Strand 




Start 


433 








End 


668 


Name 


OJ990517 04 


. 9A01. 


,C78.ol, 


.gs 


Method 


GENSCAN 



16109 



Start 433 

GI none 

Exons 433.. 516, 549.. 668 

Seq. No. 15510 

Gene No. 32852 

Start 69 

Name OJ990517_04 . 9A01 . C79 . ol . gp 

Start 69 

GI none 

Exons 69.. 421 



End 668 
Score .41 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_04.9A01.C79 
421 

AAT/GAP 

421 

620 



Seq. No. 15510 Seq. ID 

Gene No. 32852 Strand 

Start 69 End 

Name OJ990517_04 . 9A01 . C79 . ol . gs Method 

Start 211 End 

GI none Score 

Exons 211.. 309 



OJ990517_04 . 9A01.C79 
421 

GENSCAN 

309 

-.43 



Seq. No. 15511 Seq. ID 

Gene No. 32853 Strand 

Start 3 End 

Name OJ990517_04 . 9A01 . C83 . ol . gs Method 

Start 3 End 

GI none Score 

Exons 3.. 160 



OJ990517__04 . 9A01.C83 
+ 

160 

GENSCAN 

160 

".99 



Seq. No. 15511 

Gene No. 32854 

Start 121 

Name OJ990517_04 . 9A01 . C83 . ol . gp 

Start 121 

GI 11732_1.R1084 

Exons 121.. 310 

GI Descrip. '4101703 1.0e-103 (AF006078) 
berthaultii] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_04.9A01.C83 
310 

AAT/GAP 

310 

360 



glucose acyltransf erase [Solanum 



Seq. No. 15512 Seq. ID 

Gene No. 32855 Strand 

Start 53 End 

Name OJ990517_04 . 9A01 . C84 . ol . gs Method 

Start 53 End 

GI * none Score 

Exons 53.. 127 



OJ990517_04 . 9A01.C84 
+ 

127 

GENSCAN 

127 

.5 



Seq. No. 15513 Seq. ID 

Gene No. 32856 Strand 

Start ' 145 End 

Name OJ990517_04 . 9A01 . C85 . ol . gs Method 

Start 145 End 

GI none Score 

Exons 145.. 320 



OJ990517__04.9A01.C85 
320 

GENSCAN 

320 

.74 



Seq. No. 
Gene No. 
Start 



15514 
32857 
58 



Seq. ID 

Strand 

End 



OJ990517 04.9A01.C86 



292 



16110 




Name 


OJ990517 04.9A01.C86 


.ol. 


gp 


Method 


AAT/GAP 


Start 


58 






End 


292 


GI 


none 






Score 


412 


Exons 


58. .292 










Seq. No. 


15514 






Seq. ID 


OJ990517_04.9A01.C86 


Gene No. 


32858 






Strand 




Start 


255 






End 


278 


Name 


OJ990517 04.9A01.C86 


.ol. 


gs 


Method 


GENSCAN 


Start 


255 






End 


278 


GI 


none 






Score 


.44 


Exons 


255. .278 










Seq. No. 


15515 






Seq. ID 


OJ990517_04.9A01.C88 


Gene No. 


32859 






Strand 


+ 


Start 


1 






End 


1428 


Name 


OJ990517 04.9A01.C88 


.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


1428 


GI 


6685161 






Score 


409 


Exons 


1.-61, 634. .700, 806 


..1011, 1132.. 1428 




GI Descrip. 


(AF219222) homocysteine 


S-methyltransf erase AtHMT-1 [Arabidopsis 




thaliana] 










Seq. No. 


15515 






Seq. ID 


OJ990517_04.9A01.C88 


Gene No. 


32859 






Strand 


+ 


Start 


1 






End 


1428 


Name 


OJ990517 04.9A01.C88 


.ol . 


tc 


Method 


TBLASTX: Cress 


Start 


637 






End 


1240 


GI 


none 






Score 


56 


Exons 


637. .693, 641. .676, 


797. 


.1009, 


805. .1011, 964. .1011, 1129. .1239, 




1130. .1240 










Seq. No. 


15515 






Seq. ID 


OJ990517_04.9A01.C88 


Gene No. 


32859 






Strand 


+ 


Start 


1 






End 


1428 


Name 


OJ990517 04.9AO1.C88 


.ol. 


tm 


Method 


TBLASTX; Maize 


Start 


641 






End 


1320 


GI 


none 






Score 


49 


Exons 


641. .676, 797. .1009, 


805 


>. .1011 


886. .1011, 1129. .1320, 




1130. .1261 










Seq. No. 


15515 






Seq. ID 


OJ990517_04.9A01.C88 


Gene No. 


32859 






Strand 


+ 


Start 


1 






End 


1428 


Name 


OJ990517 04.9A01.C88 


.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


641 






End 


1278 


GI 


none 






Score 


43 


Exons 


641. .676, 797. .931, 


805. 


.900, 


952. .1006 


t, 953. .1009, 1132. .1278, 




1133. . 1261 










Seq. No. 


15515 






Seq. ID 


OJ990517_04.9A01.C88 


Gene No. 


32859 






Strand 


+ 


Start 


1 






End 


1428 


Name 


OJ990517 04.9A01.C88 


.ol. 


gs 


Method 


GENSCAN 


Start 


644 






End 


1261 


GI 


none 






Score 


.82 


Exons 


644. .700, 806. .1011, 


1132. .126 


\1 





16111 




Seq. No. 


15516 






Seq. ID 


OJ990517 


_04. 


9A01 


.C89 


Gene No. 


32860 






Strand 


+ 








Start 


649 






End 


723 








Name 


OJ990517 04 


. 9A01 


C8 9 ol CTD 


Mpf hod 


AAT/GAP 








Start 


649 ~~ 






End 


723 








GI 


none 






Score 


133 








Exons 


649. .723 
















Seq. No. 


15517 






Seq. ID 


OJ990517 


_04. 


9A01 


.C90 


Gene No . 


32861 






Strand 










Start 


4 






End 


180 








Name 


OJ990517 04 


. 9A01 


C90 ol as 


Met hod 


GENSCAN 








Start 


4 ~~ 






End 


180 








GI 


none 






Score 


. 88 








Fvnn ^ 

l—J 1 1 O 


4 . .180 
















Seq. No. 


15518 - 






Seq. ID 


OJ990727 


_06. 


9A18 


.CI 


Gene No . 


32862 






Strand 


+ 








Start 


3465 






End 


3640 








Name 


OJ990727 06 


. 9A18 


CI ol an 


Met hod 


AAT/GAP 








Start 


3465 ~~ 






End 


3640 








GI 


2800454 






Score 


242 








flvnn q 

i-J V#/ 1 1 


3465 3640 
















Seq. No. 


15518 






Seq.' ID 


OJ990727 


_06. 


9A18 


.CI 




32863 






Strand 


+ 








Start 


5109 






End 


9944 








Name 


OJ990727 06 


. 9A18 , 


CI o2 as 


Method 


GEN SCAN 








Start 


5109 _ 






End 


9641 








GI 


none 






Score 


.73 








Exons 


5109 . . 6121, 


6651 , 


6730, 7230 


7670, 9553.. 9641 








Seq. No. 


15518 






Seq. ID 


OJ990727 


_06. 


9A18 


.CI 


Gene No. 


32863 






Strand 


+ 








Start 


5109 






End 


9944 








Name 


OJ990727 06 


. 9A18, 


.CI .o2.np 


Method 


AAT/NAP 








Start 


5509 






End 


"9944 








GI 


5107823 






Score 


169 








Exons 


5509. .5534, 


7247. 


..7615, 9892.. 


9944 










GI Descrip. 


(AF149413) i 


contains similarity to leucine rich 


repeats 


(Pfam 



PF00560, Score=225.3, E=9.2e-64, N=12); may be a pseudogene 
[Arabidopsis thaliana] 



Seq. No. 


15518 








Seq. ID 


OJ990727JD6. 9A1E 


LCI 


Gene No. 


32864 








Strand 






Start 


415 








End 


3433 




Name 


OJ990727 


06.9A18. 


.CI, 


. ol . gs 


Method 


GENSCAN 




Start 


415 








End 


3433 




GI 


none 








Score 


.8 




Exons 


415. .486, 


686. .Si 


39, 


1202. . 


1401, 1864., 


,3433 




Seq. No. 


15518 








Seq. ID 


OJ990727_06. 9A1E 


t.Cl 


Gene No. 


32865 








Strand 






Start 


5640 








End 


15754 




Name 


OJ990727 


06. 9A18. 


.CI, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


2 








End 


343 





16112 




GI 


none 




Score 


83 




Exons 


2. .343, 6. .236, 255. .302 








Seq. No. 


15518 




Seq. ID 


OJ990727 


_06.9A18.C1 


Gene No. 


32865 




Strand 






Start 


5640 




End 


15754 




Name 


OJ990727 06. 


9A18.Cl.ol.tw 


Method 


TBLASTX : 


Wheat 


Start 


5 




End 


472 




GI 


none 




Score 


146 




Exons 


5. .196, 236. 


.472 








Sea No 


15518 




Seq. ID 


OJ990727 


_06.9A18.C1 


Gene No . 


32865 




Strand 






Start 


5640 




End 


15754 




Name 


OJ990727 06. 


9A18.Cl.o3.np 


Method 


AAT/NAP 




Start 


5640 




End 


15754 




GI 


4680184 




Score 


344 




Exons 


5640. .5712, 


8719.. 8919, 12270 


. . 12832, 


12889. .13091, 




13136. .13293 


, 15714. .15754 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Sea No. 


15518 




Seq. ID 


OJ990727 


06.9A18.C1 


Gene No. 


32865 




Strand 






Start 


5640 




End 


15754 




Name 


OJ990727 06. 


9A18.Cl.ol.tc- 


Method 


TBLASTX: 


Cress 


Start 


7229 




End 


7606 




GI 


none 




Score 


49 




Exons 


7229. .7330, 


7235.. 7330, 7247. 


.7330, 7256. .7330, 


7346. .7561, 




7349. .7606, 


7355.. 7531, 7358. 


.7561, 7358. .7492, 


7361. .7507, 




7370. .7564, 


7370.. 7567, 7385. 


.7567, 7385. .7561 




Seq. No. 


15518 




Seq. ID 


OJ990727 


06 . 9A18 . CI 


Gene No. 


32865 




Strand 






Start 


5640 




End 


15754 




Name 


OJ990727 06. 


9A18.Cl.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


7246 




End 


7605 




GI 


none 




Score 


67 




Exons 


7246. .7323, 


7247. .7330, 7301. 


.7330, 7337. .7576, 


.7358. .7561, 




7370. .7552, 


7372. .7605, 7382. 


.7564, .7384. .7-482, 


7531. .7563 


Seq. No. 


15518 




Seq. ID 


OJ990727 


_06.9A18.C1 


Gene No . 


32865 




Strand 






Start 


5640 




End 


15754 




Name 


OJ990727 06. 


9A18.Cl.o2.gp 


Method 


AAT/GAP 




Start 


9081 




End 


9191 




GI 


uC-osflcyp088bl2bl 


Score 


154 




Exons 


9081. . 9191 










GI Descrip. 


' 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza 


sativa genom 




DNA, chromosome" 8, clone : P0026F07 ' 








15518 




Seq. ID 


OJ990727 


_06. 9A18.C1 


Gene No. 


32865 




Strand 






Start 


5640 




End 


15754 




Name 


OJ990727 06. 


9A18.Cl.o3.gp 


Method 


AAT/GAP 




Start 


10303 




End 


10383 




GI 


LIB3434-017- 


P1-K1-F5 


Score 


88 




Exons 


10303. .10383 











16113 




GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 5.0e-20 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 » 



Seq. No. 


15518 


Seq. ID 


OJ990727 


06. 9A18 


.CI 


Gene No . 


32865 


Strand 








Start 


5640 


End 


15754 






Name 


OJ990727 06. 9A18 .CI .o3.gs 


Method 


GENSCAN 






Start 


10623 ~ 


End 


12749 






GI 


none 


Score 


.49 






Exons 


10623. .10784, 10941 . .11518, 


11657. . 11846, 12270 


. . 12471, 






12607. .12749 










Seq. No. 


15518 


Seq. ID 


OJ990727_ 


06 9A18 


. CI 


Gene No. 


32865 


Strand 








Start 


5640 


End 


15754 






Name 


OJ990727 06.9A18.Cl.o4.np 


Method 


AAT/NAP 






Start 


12303 


End 


14630 






GI 


6069653 


Score 


135 






Exons 


12303. .13089, 14591. .14630 










GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 






Seq. No. 


15519 


Seq. ID 


OJ990727_ 


0 6 9A18 


. C2 


Gene No 


32866 


Strand 


+ 






Start 


479 


End 


9741 






Name 


OJ990727 06.9A18.C2.ol.gs 


Method 


GENSCAN 






Start 


479 


End 


2652 






GI 


none 


Score 


.47 






Exons 


479. .811, 1543. .2652 










Seq. No. 


15519 


Seq. ID 


OJ990727_ 


_06.9A18 


,C2 


Gene No . 


32866 


Strand 


-f- 






Start 


479 


End 


9741 






Name 


OJ990727 06.9A18.C2.ol.np 


Method 


AAT/NAP 






Start 


1193 


End 


9692 






GI 


2735017 


Score 


787 






Exons 


1193. .1270, 6775. .6943, 7151 


..7361, 8014. .8251, 


8715. .8? 


365, 




9379. .9692 










GI Descrip. 


(U82481) KI domain interacting kinase 


1 [Zea mays] 




Seq. No. 


15519 


Seq. ID 


OJ990727_ 


JD6.9A18 


. C2 


Gene No . 


32866 


Strand 


+ 






Start 


479 


End 


9741 






Name 


OJ990727 06.9A18.C2.ol.gp 


Method 


AAT/GAP 






Start 


2563 


End 


2764 






GI 


2796366 


Score 


391 






Exons 


2563. .2764 










Seq. No. 


15519 


Seq. ID 


OJ990727_ 


_06.9A18 


C2 


Gene No. 


32866 


Strand 


+ 






Start 


479 


End 


9741 






Name 


OJ990727 06. 9A18 . C2 . o2 . gs 


Method 


GENSCAN 






Start 


4848 


End 


9741 






GI 


none 


Score 


.96 






Exons 


4848.. 5679, 6516.. 6626, 6750 


..6947, 7068. .7099, 


7151. .7361, 




8014.. 8251, 8715.. 8865, 9379 


..9741 ' 








Seq. No. 


15519 


Seq. ID 


OJ990727_ 


_06. 9A18 


C2 



16114 



Gene No. 


32867 




Strand 


+ 


Start 


14082 




End 


14423 


Name 


OJ990727 06. 9A18 .C2 . 


o4 . gs 


Method 


GENSCAN 


Start 


14082 ~ 




End 


14423 


GI 


none 




Score 


. 99 


Exons 


14082 . . 14423 








Sea No 


15519 




Seq. ID 


OJ990727 06 9A18 C2 


Gene No . 


32868 




Strand 


+ ~~ 


Start 


14726 




End 


14831 


Name 


OJ990727 06.9A18.C2. 


o3.gp 


Method 


AAT/GAP 


Start 


14726 




End - 


14831 


GI 


5816518 




Score 


153 


Exons 


14726. . 14831 








GI Descrip. 


4521193/dbj IAB013450 


MIAB013450 3.0e- 


40 Orvza sativa DNA. 




similar sequence to 


P 1 V*\ rrPFlP 






Seq. No. 


15519 




Seq. ID 


OJ990727_06. 9A18.C2 


Gene No. 


32869 




Qf- rand 


+ 


Start 


16215 




End 


16385 


Name 


OJ990727 06. 9A18.C2. 


o5 . gs 


Method 


GENSCAN 

V»J J-J li ^ villi 


Start 


16215 * ~~ 




End 


16385 


GI 


none 




Score 


. 95 


Exons 


16215. . 16385 








Seq. No. 


15519 




Seq. ID 


OJ990727_06.9A18.C2 


Gene No. 


32870 




Strand 




Start 


11634 




End 


12221 


Name 


OJ990727 06 9A18 C2 


o3.gs 


Method 




Start 


11634 ~ 




End 


12221 


GI 


none 




Score 


. 55 


Exons 


11634. .11855, 12075. 


.12221 






Seq. No. 


15519 




Seq. ID 


OJ990727 06 9A18 C2 


Gene No. 


32871 




Strand 




Start 


14489 




End 


■ 14717 


Name 


OJ990727 06.9A18.C2. 


o2.gp 


Method' 


AAT/GAP 


Start 


14 489 




End 


14717 


GI 


3761181 




Score 


335 


Exons 


14489. . 14717 








GI Descrip. 


4521193/dbj IAB013450 


.1IAB013450 l.Oe- 


99 Orvza safiva DNA 




similar sequence to 


Pib gene 






Seq. No. 


15519 




Seq. ID 


OJ990727_06.9A18.C2 


Gene No. 


32872 




Strand 




Start 


16231 




End 


19813 


Name 


OJ990727 06.9A18.C2. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


7145 




End 


8249 


GI 


none 




Score 


325 


Exons 


7145. .7360, 7148. .7360, 7149. 


.7361, 7171. .7362, 8013. .8249, 



8013. .8243 



Seq. No. 
Gene No. 
Start 
Name 
Start 



15519 

32872 

16231 

OJ990727 

7202 



06. 9A18.C2.ol.tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ990727_06.9A18.C2 
19813 

TBLASTX: Cress 
8249 



16115 



• # 



GI 


none 








Score 


207 






Exons 


7202 . .7360, 


7208 


. . 7360, 


8013. 


.8249, 8034. .8228, 


8174. .8248 


Seq. No. 


15519 








Seq. ID 


OJ990727 


_06.9A18 


.C2 


Gene No. 


32872 








Strand 








Start 


16231 








End 


19813 






Name 


OJ990727 06 


9A18 


. C2 . ol . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


7283 ~~ 








End 


8243 


* 




GI 


none 








Score 


121 






Exons 


7283. . 7360, 


7302 


. .7364, 


8001 . 


.8243, 8033.. 8242 






Seq. No. 


15519 








Seq; ID 


OJ990727 


_06.9A18 


.C2 


Gene No. 


32872 








Strand 








Start 


16231 








End 


19813 






Name 


OJ990727 06 


9A18 


.C2.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


7286 ~ 








End 


8817 






GI 


none 








Score 


88 






Exons 


7286 . .7360, 


8013 


. . 8249, 


8034 . 


.8246, 8715. .8780, 


8716. .8817 


Sea No 


15519 








Seq. ID 


OJ990727 


_06.9A18 


,C2 


Gene No. 


32872 








Strand 








Start 


16231 








End 


19813 






Name 


OJ990727 06. 


9A18 


. C2 .o2 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


8715 _ 








End 


9609 






GI 


none 








Score 


227 






Exons 


8715 8780, 


8716 


8865 


8716 . 


.8865, 9358. .9432, 


9454. .9609, 




9459 9554 
















Sea No 


15519 








Seq. ID 


OJ990727 


_06.9A18 


.C2 


Gene No. 


32872 








Strand 








Start 


16231 








End 


19813 






Name 


OJ990727 06. 


9A18 


.C2.o2. 


np 


Method 


AAT/NAP 






Start 


16231 








End 


19813 






GI 


5091513 








Score 


2146 






Exons 


16231. .16543 


i, 17228. .18238, 18894. .19813 






GI Descrip. 


(AB0234 82) Hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


15519 








Seq. ID 


OJ990727 


_06.9A18 


.C2 


Gene No. 


32872 








Strand" 








Start 


16231 








End 


19813 






Name 


OJ990727 06. 


9A18 


.C2.o6. 


gs 


Method 


GENSCAN 






Start 


17074 








End 


19809 






GI 


none 








Score 


.9 






Exons 


17074. .17501, 17556. .18 


207, 1! 


B988. .19809 






Seq. No. 


15520 








Seq. ID 


OJ990727 


_06.9A18 


.C3 


Gene No. 


32873 








Strand 


+ 






Start 


1274 








End 


3430 






Name 


OJ990727 06. 


9A18, 


.C3.o2. 


gs 


Method 


GENSCAN 






Start 


1274 








End 


3430 






GI 


none 








Score 


.82 






Exons 


1274. .1466, 


1603, 


. .1716, 


2696. 


.2862, 3275.. 3430 






Seq. No. 


15520 








Seq. ID 


OJ990727 


_06.9A18 


.C3 


Gene No. 


32874 








Strand 


+ 






Start 


11961 








End 


12506 






Name 


OJ990727 06. 


9A18. 


.C3.o5. 


gs 


Method 


GENSCAN 







16116 





Start 


11961 


End 


12506 








GI 


none 


Score 


.97 








Exons 


11961. .12506 












Seq. No. 


15520 


Seq. ID 


OJ990727 


_06.9A18 


.C3 




Gene No. 


32875 


Strand 


+ 








Start 


34642 


End 


37509 








Name 


OJ990727 06.9A18.C3.o8.gs 


Method 


GENSCAN 








Start 


34642 


End 


37509 








GI 


none 


Score 


.59 








Exons 


34642. .34695, 37198. .37509 












Seq. No. 


15520 


Seq. ID 


OJ990727 


_06. 9A18 


,C3 




Gene No. 


32875 


Strand 


+ 








Start 


34642 


End 


37509 








Name 


OJ990727 06.9A18.C3.o5.gp 


Method 


AAT/GAP 








Start 


36807 


End 


37118 








GI' 


72524 1.R1084 


Score 


420 








Exons 


36807. .37118 












GI Descrip. 


1 50914 96/dbj | AB0234 82 . 2 | AB0234 82 3.0e- 


84 Oryza 


sativa genomic 






DNA, chromosome 6, clone P0680A03, complete sequence 1 






Seq. No. 


15520 


Seq. ID 


OJ990727 


_06.9A18 


.C3 


Oi 


Gene No. 


32876 


Strand 


+ 






a! 


Start 


43306 


End 


48477 






= i 

c: 


Name 


OJ990727 06.9A18.C3.o4.np 


Method 


AAT/NAP 








Start 


42927 


End 


48477 






[! 


GI 


3021270 


Score 


1143 






= i 


Exons 


42927. .43026, 43415 .. 44 130, 


47038. .47222, 47304 


. .47514, 








47602. .47839, 47922 .. 48072, 


48175. .48477 






u 


GI Descrip. 


(AL02234 7) serine/ threonine 


kinase-like protein 


[Arabidopsis 


=F 

y 




thaliana] 












Seq. No. 


15520 


Seq. ID 


OJ990727 


_06.9A18 


.C3 




Gene No. 


32876 


Strand 


+ 






=■ 


Start 


43306 


End 


48477 








Name 


OJ990727 06.9A18.C3.oll.gs 


Method 


GENSCAN 








Start 


43306 


End 


48459 








GI 


none 


Score 


.9 






=| 


Exons 


43306. .44176, 47092 47222, 


47304. .47514, 47602 


. .47839, 








47922. .48072, 48175. .48459 












Seq. No. 


15520 


Seq. ID 


OJ990727 


_06.9A18 


.C3 




Gene No. 


32877 


Strand 


4- 








Start 


48860 


End 


51221 








Name 


OJ990727 06.9A18.C3.o5.np 


Method 


AAT/NAP 








Start 


48860 


End 


51221 








GI 


5922634 


Score 


139 








Exons 


48860. .48959, 51096.. 51221 












GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 










gi |60168 67| db j | BAA852 10 . 1 | 


(AP000570) 


hypothetical protein 






[Oryza sativa] 












Seq. No. 


15520 


Seq. ID 


OJ990727 


_06. 9A18 


.C3 




Gene No. 


32877 


Strand 


+• 








Start 


48860 


End 


51221 








Name 


OJ990727 06. 9A18 . C3 . 06 . np 


Method 


AAT/NAP 







16117 



Start 
GI 

Exons 

GI Descrip. 

.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49197 End 49318 

6815099 Score 71 

49197. .49318 

(AP001081) hypothetical protein [Oryza sativa] 



15520 Seq. ID 

32878 Strand 
53351 End 
OJ990727_06 . 9A18 . C3 . o9 . gp Method 
53351 End 
4878407 Score 
53351. .53776 

6069643/dbj I AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



OJ990727_06.9A18.C3 
+ 

53776 
AAT/GAP 
53776 
679 



Seq. No. 


15520 


Seq. ID 


OJ990727_06.9A18.C3 


Gene No . 


32879 


Strand 




Start 


1 


End 


32765 


Name 


OJ990727 06.9A18.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


32027 


GI 


5091513 


Score 


778 


Exons 


1..530, 18584. .18646, 31951. 


.32027 




GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


15520 


Seq. ID 


OJ990727_06.9A18.C3 


Gene No . 


32879 


Strand 




Start 


1 


End 


32765 


Name 


OJ990727 06.9A18.C3.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


27204 


GI 


5734709 


Score 


259 


Exons 


1..27, 3527. .3576, 1344 9 .. 13635, 13697. 


.13836, 22260. .22777, 




27157. .27204 






GI Descrip. 


(AC008075) Contains PF| 00069 


Eukaryotic protein kinase domain 




[Arabidopsis thaliana] 






Seq. No. 


15520 


Seq. ID 


OJ990727_06.9A18.C3 


Gene No. 


32879 


Strand 




Start 


1 


End 


32765 


Name 


OJ990727 06.9A18.C3.ol.gs 


Method 


GEN SCAN 


Start 


204 


End 


900 


GI 


none 


Score 


.47 


Exons 


204. .579, 877. .900 






Seq. No. 


15520 


Seq. ID 


OJ990727_06.9A18.C3 


Gene No. 


32879 


Strand 




Start 


1 


End 


32765 


Name 


OJ990727 06. 9A18 . C3 . ol . gp 


Method 


AAT/GAP 


Start 


967 


End 


1195 


GI 


3761181 


Score 


335 


Exons 


967. .1195 






GI Descrip. 


4 521193/dbj | AB0134 50 . 1 | AB013 


450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


15520 


Seq. ID 


OJ990727_06.9A18.C3 


Gene No. 


32879 


Strand 




Start 


1 


End 


32765 


Name 


OJ990727 06. 9A18 . C3 . o2 . gp 


Method 


AAT/GAP 



16118 



# 



Start 1203 End 1309 

GI 5816518 . Score 145 

Exons 1203.. 1309 

GI Descrip. 4521193/dbj | AB013450 . 1 1 AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 15520 

Gene No. 32879 

Start 1 

Name OJ990727JD6 . 9A18 . C3 . o3 . gs 

Start 3969 

GI none 

Exons 3969.. 4142, 4722.. 4876, 5536. 

6496.-6628, 7474. .7556 



OJ990727_06.9A18.C3 

32765 
GENSCAN 
7556 
.77 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5864, 5922. .6171, 6264. .6411, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15520 
32879 
1 

OJ990727 
16873 
none 
16873 
18523 
20800 
22892 
24946 
27542 
31657 



06.9A18.C3.o7.gs 



6938, 17478. 

9355, 19437. 

0936, 22171. 

2902, 22955. 

5200, 26289. 

7638, 27985. 

1773, 31779. 



.17516, 
.19898, 
.22287, 
.23047, 
.26503, 
.30093, 
.31836, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990727 06.9A18.C3 



32765 
GENSCAN 
32765 
.68 

17941. .18103, 18270. .18440, 
19977. .20165, 20278 .. 20566, 
22358. .22400, 22821 .. 22863, 
23387..23825, 23928 .. 24 670, 
26565.-27227, 27 4 11 .. 274 98 , 
30183. .31239, 31526 .. 31584 , 
32378. .32489, 32542. .32765 



U 



Seq. No. 15520 Seq. ID 

Gene No. 32879 Strand 

Start 1 End 

Name OJ990727_06 . 9A18 . C3 . o3 . gp Method 

Start 17579 End 

GI LIB3431-001-P1-N1-B5 Score 

Exons • 17579. .17826, 17932.. 18114 
GI Descrip. 1 4 680203/gb | AAD27566 . 1 | AF114 17 1_7 
protein [Sorghum bicolor] ? 



OJ990727_06. 9A18.C3 

32765 
AAT/GAP 
18114 
695 



1.0e-39 (AF114171) TNP2-like 



°j Seq. No. 
=i Gene No. 
5? Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15520 Seq. ID 

32879 Strand 

1 End 

OJ990727_06 . 9A18 . C3 . o4 . gp Method 

27849 End 

5002953 Score 



OJ990727_06. 9A18.C3 

32765 
AAT/GAP 
29275 
1194 



27849. .27996, 28476 .. 28885, 29144. .29275 
4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) 
protein [Sorghum bicolor] 



TNP2-like 



15520 
32879 
1 

OJ990727_06.9A18.C3.o3.np 

27929 

4680203 



Seq. ID OJ990727_06. 9A18.C3 



Strand 
End 

Method 

End 

Score 



32765 
AAT/NAP 
31239 
2044 



27929. .28870, 29147 .. 29377 , 29531 .. 29623, 29666.. 31239 
(AF114171) TNP2-like protein [Sorghum bicolor] 



16119 




Seq. No. 


15520 




Seq. ID 


OJ990727_06. 9A18 


.C3 


Gene No. 


32880 




Strand 






Start 


40329 




End 


40680 




Name 


OJ990727 06.9A18.C3 


. olO . gs 


Method 


GENSCAN 




Start 


40329 




End 


40680 




GI 


none 




Score 


.57 




Exons 


40329. . 40411, 40551 


. .40680 








Seq. No. 


15520 




Seq. ID 


OJ990727_06.9A18 


.C3 


Gene No. 


32881 




Strand 






Start 


42255 




End 


42568 




Name 


OJ990727 06.9A18.C3 


.06. gp 


Method 


AAT/GAP 




Start 


42255 




End 


42568 




GI 


72524 1.R1084 




Score 


431 




Exons 


42255. .42568 










GI Descrip. 


1 50914 96/dbj | AB023482 . 2 | AB0234 82 3.0e- 


84 Oryza sativa genomic 




DNA, chromosome 6, 


clone P0680A03, complete sequence 1 




Seq. No. 


15520 




Seq. ID 


OJ990727JD6.9A18 


.C3 


Gene No. 


32882 




Strand 






Start 


44030 




End 


48425 




Name 


OJ990727 Q6.9A18.C3 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


23752 




End 


24165 




GI 


none 




Score 


150 




Exons 


23752 . . 23826, 23917 


. .24165 








Seq. No. 


15520 




Seq. ID 


OJ990727_06.9A18 


,C3 


Gene No. 


32882 




Strand 






Start 


44030 




End 


48425 




Name 


OJ990727 06.9A18.C3 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


28040 




End 


29260 




GI 


none 




Score 


67 




Exons 


28040. .28132, 28133 


. .28237, 


28161. .28238, 28262 .. 28303, 






28262. .28300, 28307 


. .28354, 


28343. .28534, 28359 .. 284 96, 






28538. .28699, 28542 


. .28682, 


28718. .29260, 28770. .29216 




Seq. No. 


15520 




Seq. ID 


OJ990727_06. 9A18 


.C3 


Gene No. 


32882 




Strand 






Start 


44030 




End 


48425 




Name 


OJ990727 06.9A18.C3 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


28547 




End 


28973 




GI 


none 




Score 


68 




Exons 


28547. .28699, 28560 


. .28682, 


28718. .28969, 28770. .28973 




Seq. No. 


15520 




Seq. ID 


OJ990727_06. 9A18 


.C3 


Gene No. 


32882 




Strand 






Start 


44030 




End 


48425 




Name 


OJ990727 06.9A18.C3 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


28871 




End 


29356 




GI 


none 




Score 


89 




Exons 


28871. .29356, 28878 


. .29027, 


29163. .29339 




Seq. No. 


15520 




Seq. ID 


OJ990727_06.9A18 


.C3 


Gene No. 


32882 




Strand 






Start 


44030 




End 


48425 




Name 


OJ990727 06.9A18.C3 


. o5 . tw 


Method 


TBLASTX: Wheat 





16120 



Start 
GI 

Exons 



29264 

none 

29264. 



.29347, 29265.-29348, 



End 29614 
Score 66 
29384. .29614, 29385.. 29585 



Seq. No. 15520 

Gene No. 32882 

Start 44030 

Name OJ990727_06 . 9A18 . C3 . o4 . tm 

Start 29393 

GI none 

Exons 29393..294S5, 294 62 .. 29608 , 29472.. 29579 



Seq. ID OJ990727JD6.9A18.C3 
Strand 

End 48425 

Method TBLASTX : Mai ze 

End 29608 

Score 93 



Seq. No. 15520 

Gene No. 32882 

Start 44030 

Name OJ990727_06 . 9A18 . C3 . o3 . ts 

Start 29753 

GI none. 

Exons 29753. .29986, 29832.. 29987 



Seq. ID OJ990727_06. 9A18.C3 
Strand 

End 48425 

Method TBLASTX : Soybean 

End 29987 

Score 98 



Q 

Ui 

i i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15520 
32882 
44030 

OJ990727_06. 9A18.C3.o3. tm 
29822 
none 

29822. .30016, 30020 .. 30142, 30109.. 30264 



Seq. ID OJ990727_06.9A18.C3 
Strand 

48425 

TBLASTX : Maize 
30264 
116' 



End 

Method 
End . 
Score 



15520 
32882 
44030 

OJ990727_06. 9A18.C3.o4 .tw 

29856 

none 

29856. .30044, 29861 .. 30016, 
30060. .30143, 30061 .. 30150, 



Seq. ID OJ990727_06.9A18.C3 
Strand 

End 48425 

Method TBLASTX : Wheat 

End 30204 

Score 102 
29985. .3014 3, 3004 7. .30142, 
30163. .30204 



Seq. No. 15520 

Gene No. 32882 

Start 44030 

Name OJ990727_06 . 9A18 . C3 . o3 . tc 

Start 30109 

GI none 

Exons 30109. .30438, 30142 .. 30255, 



Seq. ID OJ990727_06. 9A18.C3 
Strand 

End 48425 

Method TBLASTX: Cress 

End 30439 

Score 67 
30302. .30439 



Seq. No. 15520 

Gene No. 32882 

Start 44030 

Name OJ990727J36 . 9A18 . C3 . o2 . ts 

Start 30187 

GI none 

Exons 30187. .30435, 30191 .. 30436, 



Seq. ID OJ990727_06.9A18.C3 
Strand 

End 48425 

Method TBLASTX : Soybean 

End 30606 

Score 105 
30485. .30604, 30487.. 30606 



Seq. No. 15520 

Gene No. 32882 

Start 44030 

Name OJ990727 06 . 9A18 . C3 . o3 . tw 



Seq. ID OJ990727_06. 9A18.C3 
Strand 

End 48425 

Method TBLASTX : Wheat 



16121 > 



Start 
GI 

Exons 



30205 End 30885 

none Score 64 

30205. .30330, 30334 .. 30438, 30344 .. 30439, 30485 .. 3064 6, 

30487. .30885 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15520 
32882 
44030 

OJ990727_06. 9A18 . C3 . ol . tc 
43426 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
43426. .43578, 43900 .. 43959, 47148 47222, 47301 
47303. .47500, 47329 .. 47508 , 47601 47837, 47657 
47902. .48078, 47928 .. 48029, 48187 48384 , 48261 



OJ990727 06.9A18.C3 



48425 

TBLASTX: Cress 
48416 
96 



,47513, 
,47836, 
,48416 



15520 Seq. ID 

32882 Strand 

44030 End 

OJ990727_06. 9A18 . C3 . o7 . gp Method 

44030 End 

none Score 
44030. .44458 



OJ990727_06.9A18.C3 

48425 
AAT/GAP 
44458 
854 



Seq. No. 15520 - 

Gene No. 32882 
Start 44030 

Name OJ990727_06 . 9A18 . C3 . ol . tm 

Start 47148 
GI none 
Exons 47148. 

47619. 

48178. 



,47222, 47301. 
.47804, 47657. 
.48312, 48207. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990727 06.9A18.C3 



,47513, 47324. 
,47839, 47922, 
,48344 



48425 

TBLASTX: Maize 
48344 
85 

47512, 47619. .47837, 
48029, 47923. .48066, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



15520 Seq. ID 

32882 Strand 

44030 End 

OJ990727_06. 9A18 . C3 . ol . ts Method 

47148 End 

none Score 
47148. 
47601. 
47922. 



OJ990727_06.9A18.C3 
48425 

TBLASTX : Soybean 

48425 

95 



,47222, 47301. 
,47837, 47625. 
,48068, 48139. 



.47513, 47303. .47512, 47383 .. 47514 , 
,47783, 47645. .47836, 47 905 .. 48069, 
,48408, 48172. .4 8309, 48261. .48425 



15520 
32882 
44030 

OJ990727_06. 9A18 . C3 . 06 . tw 

47301 

none 

47301. .47513, 47324.. 47512 

15520 
32882 
44030 

OJ990727_06.9A18.C3.o2.tw 

47663 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_06.9A18.C3 
48425 

TBLASTX: Wheat 

47513 

228 



OJ990727JD6.9A18.C3 
48425 

TBLASTX: Wheat 

48066 

231 



16122 



Exons 



47663. .47836, 47664 .. 47837, 47902 48066, 47922. .48029 





Seq. No. 


15521 


Seq. ID 


OJ990727 




Gene No. 


32883 


Strand 






Start 


1 


End 


909 




Name 


OJ990727 06.9A18.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


909 




GI 


5091513 


Score 


1233 




Exons 


1. .909 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


15522 


Seq. ID 


OJ990727 




Gene No. 


32884 


Strand 






Start 


1 


End 


692 




Name 


OJ990727 06.9A18.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


692 




GI 


5091513 


Score 


955 




Exons 


1. . 692 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


15522 


Seq. ID 


OJ990727 




Gene No. 


32884 


Strand 






Start 


1 


End 


692 




Name 


OJ990727 06. 9A18 . C6 . ol . gs 


Method 


GENSCAN 




Start 


96 


End" 


579 


. *i 


GI 


none 


Score 


.4 


m 

1. 1 I 


Exons 


96. .579 






j'!S 

.1 c*. 


Seq. No. 


15523 


Seq. ID 


OJ990727 




Gene No. 


32885 


Strand 


+ 


U! 


Start 


338 


End 


973 


•; -: 


Name 


OJ990727 06. 9A18 . C7 . ol . np 


Method 


AAT/NAP 


\'\ i 
1 =r 


Start 


338 


End 


973 




GI 


5091513 


Score 


712 


:' B r 


Exons 


338. . 973 






" -i 


GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




"Seq. No. 


15523 


Seq. ID 


OJ990727 




Gene No. 


32885 


Strand 


+ 




Start 


338 


End 


973 


.: =l 


Name 


OJ990727 06.9A18.C7.ol.gs 


Method 


GENSCAN 


u 


Start 


411 


End 


907 




GI 


none 


Score 


.95 




Exons 


411. . 907 








Seq. No. 


15524 


Seq. ID 


OJ990727 




Gene No. 


32886 


Strand 






Start 


123 


End 


281 




Name 


OJ990727 06.9A18.C8.ol.gs 


Method 


GENSCAN 




Start 


123 


End 


281 




GI 


none 


Score 


.47 




Exons 


123. .281 








Seq. No. 


15525 


Seq. ID 


OJ990727 




Gene No. 


32887 


Strand 


+ 




Start 


4062 


End 


6684 




Name 


OJ990727 06. 9A18 . C9 . ol . gs 


Method 


GENSCAN 



16123 




Start 


4062 


End 


6684 








GI 


none 


Score 


.61 










4062 4175 5366 5398 6297 


. .6401, 6544. .6684 








Seq. No. 


15525 


Seq. ID 


OJ990727 


_06. 


. 9A18 


.C9 


Gene No. 


32888 


Strand 


+ 








Start 


7255 ; 


End 


8724 








Name 


OJ990727 06.9A18.C9.o2.np 


Method 


AAT/NAP 








ij L a L L 


6936 


End 


8724 








\J J. 


6907086 


Score 


1393 










6936.. 7708, 7769.. 8003, 8219 


..8275, 8389.. 8567, 


8645. .8724 


W -l_ O J. J_ k-/ • 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


15525 


Seq. ID 


OJ990727 


06 , 


. 9A18 




Gene No. 


32888 


Strand 


+ 








Start 


7255 


End 


8724 








Name 


OJ990727 06.9A18.C9.o2.gs 


Method 










Start 


7255 


End 


7563 








GI 


none 


Score 


. 91 










7255. .7563 














15525 


Seq. ID 


OJ990727 


06 


9A18 


C9 


Gene No. 


32889 


Strand 










Start 


3419 


End 


4 84 4 








Name 


OJ990727 06.9A18.C9.ol.np 


Method 


AAT /NAP 








91-3 rt- 


3419 


End 


484 4 










5852084 


Score 


72 








PvAn o 


3419 3502 4816 4844 














(AL117264) zwh0007.1 [Oryza 


sativa] 










Seq. No. 


15526 


Seq. ID 


OJ990727 


06 . 


. 9A18 


.C10 


Gene No. 


32890 


Strand 










Start 


897 


End 


1076 








Name 


OJ990727 06.9A18.C10.ol.gs 


Method 


GEN SCAN 








Start 


897 


End 


1076 








GI 


none 


Score 


. 47 








K v n n s 


897. .1076 














15526 


Seq. ID 


OJ990727 


_06. 


. 9A18 


.C10 


Gene No. 


32891 


Strand 










Start 


2820 


End 


2947 








Name 


OJ990727 06.9A18.C10.ol.np 


Method 


AAT/NAP 








Start 


2820 


End 


2947 








GI 


224534 


Score 


72 








pvAn q 

l — l z\. K*s 1 1 O 


2820. .2947 












OJ. L/ G O J_ X ^y • 


ORF g [Drosophila sp.] 














15527 


Seq. ID 


OJ990727 


_06. 


.9A18 


.Cll 


Gene No. 


32892 


. Strand 










Start 


1 


End 


1863 








Name 


OJ990727 06.9A18.Cll.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1863 








GI 


3777527 


Score 


1434 








Exons 


1. . 1493, 1578. .1863 












GI Descrip. 


(AF053008) gag-pol polyprotein [Glycine max] 








Seq. No. 


15527 


Seq. ID 


OJ990727_ 


_06. 


, 9A18 


.Cll 



16124 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32892 Strand 
1 End 
OJ990727_06. 9A18 . Cll . o2 . tm Method 
95 End 
none Score 

95.. 286, 97.. 285, 292.. 585, 302.. 400 



1863 

TBLASTX: Maize 

585 

97 



15527 Seq. ID 

32892 Strand 

1 End 
OJ990727_06. 9A18 . Cll . ol . gs Method 

174 End 

none Score 
174 . . 1777 



OJ990727_06.9A18.C11 

1863 
GENSCAN 
1777 
.42 



15527 Seq. ID 

32892 Strand 

1 End 
OJ990727_06. 9A18 .Cll .o2 . tw Method 

175 End 

none Score 

175. .411, 176. .400, 439. .591 

15527 Seq. K) 

32892 Strand 

1 End 
OJ990727_06. 9A18 . Cll . o2 . t s Method 

229 End 

none Score 

229.. 615, 230.. 619 



OJ990727_06. 9A18 . Cll 
1863 

TBLASTX: Wheat 

591 

80 



OJ990727_06.9A18.C11 
1863 

TBLASTX : Soybean 

619 

130 



15527 Seq. ID 

32892 Strand 

1 End 
OJ990727_06. 9A18 .Cll .ol . tm Method 

652 End 

none Score 

652. .1098, '662. .1099 



OJ990727_06. 9A18.C11 
1863 

TBLASTX: Maize 

1099. 

328 



15527 Seq. ID 

32892 Strand 

1 End 
OJ990727_06. 9A18 . Cll . ol . ts Method 

7 61 End 

5509260 Score 

761. .1144, 763. .1290, 1162. .1236, 1163 



OJ990727_06.9A18.C11 
1863 

TBLASTX : Soybean 
1330 
316 
. .1330 



15527 Seq. ID OJ990727_06 . 9A18 . Cll 

32892 Strand 

1 End 1863 

OJ990727_06. 9A18 .Cll .ol .tw Method TBLASTX : Wheat 

778 End 1246 

none Score 142 

778. .1122, 779. .946, 977. .1114, 1162. .1239, 1162. .1245, 

1166. . 1246 



16125 




Seq. No. 


15527 


Seq. ID 


OJ990727_06.9A18 


.Cll 


Gene No. 


32892 


Strand 






Start 


1 


End 


1863 




Name 


OJ990727 06. 9A18 . Cll .ol . tc 


Method 


TBLASTX * Cress 




Start 


880 ~~ 


End 


1146 




GI 


none 


Score 


120 




Exons 


880. . 1146, 881 . . 1141 








Seq. No. 


15527 


Seq. ID 


OJ990727_06.9A18 


.Cll 


Gene No. 


32892 


Strand 






Start 


1 


End 


1863 




Name 


OJ990727 06 9A18 Cll o3 tm 


Method 


TBLASTX: Maize 




Start 


1603 ~~ 


End 


1861 




GI 


none 


Score 


68 




Exons 


1603.. 1755, 1737.. 1838, 1750. 


.I860, 1751. .1861 




Seq. No. 


15528 


Seq. ID 


OJ990517_05.9A15 


.CI 


Gene No. 


32893 


Strand 


— 




Start 


171 


End 


615 




Name 


OJ990517 05 9A15 CI ol.as 


Method 


GENSCAN 




Start 


171 _ 


End 


615 




GI 


none 


Score 


. 64 




Exons 


171 323. 567 615 








Sea No . 


15529 


Seq. ID 


OJ990517JD5.9A15 


. C2 


Gene No. 


32894 


Strand 


— 




Start 


212 


End 


679 




Name 


OJ990517 05 9A15 C2 ol no 


Method 


AAT/NAP 




Start 


212 ~~ 


End 


679 




GI 


2580440 


Score 


95 




Exons 


212 . . 454 , 640 .. 679 








GI Descrip. 


(D87261) PCF2 [Oryza sativa] 








Seq. No. 


15530 


Seq. ID 


OJ990517JD5.9A15 


.C3 


Gene No . 


32895 


Strand 


+ 




Start 


427 


End 


902 




Name 


OJ990517. 05. 9A15.C3.ol.gp 


Method 


AAT/GAP 




Start 


427 


End 


902 




GI 


15865 1.R1084 


Score 


859 




Exons 


427. .902 








GI Descrip. 


M680199/gb|AAD27562.1 |AF114171_3 2 . Oe 


-21 (AF114171) 






hypothetical protein [Sorghum bicolor] 






Seq. No. 


15530 


Seq. ID 


OJ990517_05.9A15 


.C3 


Gene No. 


32896 


Strand 






Start 


313 


End 


885 




Name 


OJ990517 05. 9A15.C3.ol.gs 


Method 


GENSCAN . 




Start 


313 


End 


885 




GI 


none -. 


Score 


.87 




Rxon s 


313. .885 








Seq. No. 


15530 


Seq. ID 


OJ990517JD5.9A15 


.C3 


Gene No. 


32896 


Strand 






Start 


313 


End 


885 




Name 


OJ990517 05. 9A15.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


454 


End 


789 




GI 


none 


Score 


71 





16126 



Exons 



454. .789, 491. .637 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15531 
32897 
1 

OJ990517_05 . 9A15 . C4 . ol . np 



6056374 
1..185, 296. 



Seq. ID 

Strand 

End 

Method 
End 
Score - 



.343 



OJ990517_05.9A15.C4 
343 

AAT/NAP 

343 

147 



(AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 



15531 Seq. ID 

32897 Strand 

1 End 

OJ990517_05 .9A15.C4.ol. gs Method 

21 End 

none Score 
21. .225 



OJ990517_05.9A15.C4 
343 

GENSCAN 

225 

.62 



Seq. No. 15532 Seq. ID 

Gene No. 328 98 Strand 

Start 534 End 

Name OJ990517_05 . 9A15 . C6 . ol . gs Method 

Start 534 -* . End 

GI none Score 

Exons 534 . . 608 



OJ990517__05.9A15.C6 
+ 

608 

GENSCAN 

608 

.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15533 Seq. ID OJ990517_05 . 9A15 . C7 

32899 Strand + 

1 End 714 

OJ990517_05. 9A1 5 . C7 . o 1 . np Method AAT /NAP 

1 End 714 

2833380 Score 91 

1..151, 667. .714 

RIBOSE-PHOSPHATE PYROPHOSPHOKINASE 2 
PYROPHOSPHATE SYNTHETASE 2) (PRS II) 
ribose-phosphate pyrophosphokinase (EC 2.7.6.1) II - Arabidopsis 
thaliana (fragment) gi | 1064885 | emb | CAA63552 . 1 | (X92974) 
phosphoribosyl pyrophosphate synthetase II [Arabidopsis 
thaliana] 



(PHOSPHORIBOSYL 
gi|2146772|pir| IS71262 



15533 Seq. ID OJ990517 

32899 Strand + 

1 End 714 

OJ990517_05 . 9A15 . C7 . ol . gs Method GENSCAN 

19 End 196 

none Score . 66 

19. .23, 94. .196 



05.9A15.C7 



Seq. No. 15534 Seq. ID 

Gene No. 32900 Strand 

Start 222 End 

Name OJ990517_05 . 9A15 . C8 . ol . gs Method 

Start 222 End 

GI none Score 

Exons 222.. 359 



OJ990517_05.9A15.C8 
+ 

359 

GENSCAN 

359 

.65 



16127 






Seq. No. 


15535 


Seq. ID 


OJ990517_05.9A15 


.Cll 




Gene No. 


32901 


Strand 


+ 






Start 


1 


End 


677 






Name 


OJ990517 05.9A15.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


677 






GI 


6056374 


Score 


74 






Exons 


1. .65, 141. .212, 576. .677 










GI Descrip. 


(AC009894) Similar to serine/threonine 


kinases [Arabidopsis 






thaliana] 










Seq. No. 


15536 


Seq. ID 


OJ990517_05.9A15 


.C14 




Gene No. 


32902 


Strand 


+ 






Start 


95 


End 


753 






Name 


OJ990517 05. 9A15.C14.ol.gs 


Method 


GENSCAN 






Start 


95 


End 


753 






GI 


none 


Score 


.54 






Exons 


95.-395, 533.. 753 










Seq. No. 


15537 


Seq. ID 


OJ990517_05.9A15 


.C18 




Gene No. 


32903 


Strand 


+ 






Start 


2408 


End 


13500 






Name 


OJ990517 05.9A15.C18.o2.gs 


Method 


GENSCAN 






Start 


2408 


End 


12722 




I! 


GI 


none 


Score 


.4 




n 


Exons 


2408.. 2561, 2582.. 2666, 2689 


..2929, 3755. .3931, 4062. .4154, 


: i 




6532. .6702, 7478.. 8576, 9197 


..9334, 9410. .10428, 10509. 


.1071 


u 

t 

»r 




10912. .11065, 11373. . 12416, 


12626. .12722 




A 
"if 


Seq. No. 


15537 


Seq. ID 


OJ990517_05. 9A15 


.C18 




Gene No . 


32903 


Strand 


+ 




\\ 


Start 


2408 


End 


13500 




er 


Name 


OJ990517 05.9A15.C18.o2.np 


Method 


AAT/NAP 






Start 


9759 


End 


13500 




=1 


GI 


4206306 


Score 


833 






Exons 


9759.-9852, 1084 6 .. 1124 5, 11442. .13500 






tie 


GI Descrip. 


(AF049110) prpol [Zea mays] 








*i 
=? 

*i 


Seq. No. 


15537 


Seq. ID 


OJ990517_05. 9A15 


-C18 




Gene No. 


32903 


Strand 


+ 






Start 


2408 


End 


13500 






Name 


OJ990517 05.9A15.C18.o2.gp 


Method 


AAT/GAP 






Start 


12250 


End 


12966 






GI 


5455576 


Score 


1111 






Exons 


12250. .12966 










GI Descrip. 


4544372/gb|AAD22283.1|AC006920 7 6.0e-26 (AC006920) putative 






reverse transcriptase [Arabidopsis thaliana] 






Seq. No. 


15537 


Seq. ID 


OJ990517_05. 9A15 


.C18- 




Gene No. 


32904 


Strand 








Start 


1 


End 


1450 






Name 


OJ990517 05.9A15.C18.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1129 






GI 


6554485 


Score 


300 






Exons 


1. .385, 1042. . 1129 










GI Descrip. 


(AC012394) unknown protein [Arabidopsis 


thaliana] 





gi|6573714 | gb | AAF17 634 . 1 | AC009978_10 (AC009978) T23E18.26 



16128 



[Arabidopsis thaliana] 



Seq. No. 


15537 


Seq. ID 


OJ990517JD5. 9A15, 


.C18 


Gene No. 


32904 


Strand 






Start 


1 


End 


1450 




Name 


OJ990517 05.9A15.C18.o2.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


398 




GI 


none 


Score 


272 




Exons 


1..393, 2. .397, 3. .398 








Seq. No. 


15537 


Seq. ID 


OJ990517_05. 9A15, 


.C18 


Gene No. 


32904 


Strand 






Start 


1 


End 


1450 




Name 


OJ990517 05.9A15.C18.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


272 




GI 


none 


Score 


205 




Exons 


2. .271, 3. .272 








Seq. No. 


15537 


Seq. ID 


OJ990517 05.9A15. 


.C18 


Gene No. 


32904 


Strand 






Start 


1 


End 


1450 




Name 


OJ990517 05.9A15.C18.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 


End 


388 




GI 


none 


Score 


359 




Exons 


'2..388, 3. .386 








Seq. No. 


15537 


Seq. ID 


OJ990517 05.9A15. 


.C18 


Gene No . 


32904 


Strand 






Start 


1 


End 


1450 




Name 


OJ990517 05.9A15.C18.ol.gs 


Method 


GENSCAN 




Start 


31 


End 


1450 




GI 


none 


Score 


. 53 




Exons 


31. .396, 1042. .1450 








Seq. No. 


15537 


Seq. ID 


OJ990517_05.9A15, 


,C18 


Gene No. 


32904 


Strand 






Start 


1 


End 


1450 




Name 


OJ990517 05.9A15.C18.ol.gp 


Method 


AAT/GAP 




Start 


326 


End 


418 




GI 


LIB3475-008-P1-K1-H2 


Score 


153 




Exons 


326. .418 








GI Descrip. 


M544372/gb|AAD22283.1|AC006920 7 6.0e 


-26 (AC006920) putative 




reverse transcriptase [Arabidopsis thaliana] 1 




Seq. No. 


15537 


Seq. ID 


OJ990517JD5.9A15, 


,C18 


Gene No. 


32905 


Strand 






Start 


9292 


End 


9588 




Name 


OJ990517 05.9A15.C18.o4.tm 


Method 


TBLASTX: Maize 




Start 


9292 


End ** 


9588 




GI 


none 


Score 


154 




Exons 


9292. .9417, 9309. .9416, 9442. 


.9588, 9447. .9563 




Seq. No. 


15537 


Seq. ID 


OJ990517_05.9A15. 


C18 


Gene No. 


32906 


Strand 






Start 


11624 


End 


12571 




Name 


OJ990517 05.9A15.C18.o3.ts 


Method 


TBLASTX : Soybean 




Start 


11624 


End 


11992 





16129 



(~1 T 
O X 


none 






P von 


11624. 


.11842, 11858. 


. 11992 


Seq. No. 


15537 






Gene No. 


32906 






Start 


11624 






LN0.1LIC 


OJ990.517 05.9A15.C18 


. o 1 . t w 


Cf orf 
JlCli U 


11786 






O X 


none 






P. von ^ 


11786. 


.12193, 11803. 


.12126, 


Seq. No. 


15537 






Gene No. 


32906 






Start 


11624 








OJ990517 05.9A15.C18 


o *3 t" m 

• U J . 1.111 


O Lai L 


11846 






O X 


none 






P von 


11846. 


.12061, 11848. 


. 12060 


Seq. No. 


15537 






Gene No. 


32906 






Start 


11624 








OJ990517 05.9A15.C18 




OLai L 


12062 






O X 


none 






P von q 


12062. 


.12523, 12063. 


. 12314 , 


Seq. No. 


15537 






Gene No. 


32906 






Start 


11624 






Name 


OJ990517 05.9A15.C18 


• o 4 . t s 


Of- -a yf- 


12209 






ox 


none 






p von s 


12209. 


.12490, 12244. 


.12447 


Seq. No. 


15537 






Gene No. 


32906 






Start 


11624 








OJ990517 05.9A15.C18 


O *3 +* W 




12212 






ox 


none 






P. von s 

i_l A V^l I 


12212. 


.12514, 12266. 


12355, 


Cqz-t Ma 
Oc^i IN U . 


15537 






Gene No. 


32907 






Start 


12830 






Name 


OJ990517 05.9A15.C18 


. o2 . t s 


Of- a r f- 
O Lai L 


12830 






ox 


none 






Exons 


12830. 


.12868, 12869. 


■ X £. Z> O I , 




13003. 


.13089, 13004. 




Seq. No. 


15537 






Gene No. 


32907 ' 






Start 


12830 






Name 


OJ990517 05.9A15.C18 


.o2.tw 


Start 


13006 







Score 



150 



Seq. ID OJ990517_05.9A15.C18 
Strand 

End 12571 

Method TBLASTX : Wheat 

End 12193 

Score 603 
12123. .12191 

Seq. ID OJ990517_05.9A15.C18 
Strand 

End 12571 

Method TBLASTX: Maize 

End 12061 

Score • 308 



Seq. ID OJ990517__05.9A15.C18 
Strand 

End 12571 

Method TBLASTX : Mai ze 

End 12523 

Score 604 
12211. . 12522 

Seq. ID OJ990517_05.9A15.C18 
Strand 

End 12571 

Method TBLASTX : Soybean 

End 12490 

Score 212 



Seq. ID OJ990517_05.9A15.C18 
Strand 

End 12571 

Method TBLASTX : Wheat 

End 12571 

Score 187 
12491. . 12571 

Seq. ID OJ990517_05.9A15.C18 
Strand 

End 13381 

Method TBLASTX : Soybean 

End 13246 

Score 4 7 
12870. .12944, 12920 .. 12973, 
13129.. 13242 

Seq. ID OJ990517_05.9A15.C18 
Strand 

End 13381 

Method TBLASTX : Wheat 

End 13381 



16130 






n on 0 


Score 


201 


R von 


13006 13092 13019 13381 

x j w v u . • x \J Z/ c. f x J \J x _7 . ■ x j j o x , 


13144 . .13254 


Seq. No. 


15538 


Seq. ID 


OJ990517_05.9A15.C19 


Gene No. 


32908 


Strand 


+ 


Start 


4 67 


End 


595 


Name 


O.7990S17 OS 9A1 H PI 9 ol rrc; 


Method 


GENSCAN 


Cfarj- 
o l. a x \. 


4 67 _ 


End 


595 


VJ J. 




Score 


.57 


R von q 


467 S9S 






Seq. No. 


15539 


Seq. ID 


OJ990517_05.9A15.C20 


Gene No. 


32909 


Strand 


+ 


O L a x l_ 


303 

J VJ J 


End 


877 




O.T990S17 OS 9A1 S P20 ol n<? 


Method 


GENSCAN 


JLai L 


303 ~~ 
j \j j 


End 


877 


w J. 


none 


Score 


.63 


R von q 


303 32S 664 877 






C q/-t Mo 


1 SS39 


Seq. ID 


OJ990517_05.9A15.C20 




32910 


Strand 




Start 


1 


End 


1418 


Name 


OJ990517 05.9A15.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1418 


\J X 


60^6372 


Score 


169 


P vnnc 
L AUilo 


1 20 103 1 S4 234 288 


408. .473, 583;. 648, 750. .821, 




994 1144 1227 1418 






VJJ X UCOOXXLJ. 


fAf0098941 Vprv cimi lar -j-o 


receptor-like serine/threonine kinase 




rZiT",ao"i Hone i q t*ha 1 i anal 
[nldJJlUU^iQio LiiaJLldlld J 






O C • LNU • 


1 ^40 


Seq. ID 


OJ990517_05.9A15.C21 


p> n Mo 


32911 


Strand 




Start 


463 


End 


533 


Name 


OJ990517 05.9A15.C21.ol.gp 


Method 


AAT/GAP 


Start 


463 


End 


533 


X 


42427 1.R1084 


Score 


127 


R von q 


463. .533 






OX L/ v3, O v L X £j m 


' 6056374 /gb | AAF02838.1 |AC009894_9 9 . Oe 


-23 (AC009894) Similar to 




serine/ threonine kinases [Arabidopsis 


thaliana] ' 




15541 


Seq. ID 


OJ990517_05.9A15.C22 


(^pnp Mo 


32912 


Strand 




Start 


1 


End 


754 


Name 


OJ990517 05.9A15.C22.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


754 


ox 


6056375 


Score 


359 




1..173, 256. .635, 725. .754 








(AC009894) Similar to serine/threonine 


kinases [Arabidopsis 




thaliana] 






Qprr Mo 


15541 


Seq. ID 


OJ990517_05 . 9A15 . C22 


Gene No. 


32912 


Strand 




Start 


1 


End 


754 


Name 


OJ990517 05.9A15.C22.ol.tc 


Method 


TBLASTX: Cress 


Start 


69 


End 


474 


GI 


none 


Score 


77 


Exons 


69. .173, 251. .442, 255. .440, 256. .474, 


260. .445 



16131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15541 
32912 
1 

OJ990517_05.9A15.C22.ol.tm 
69 

none 



Seq. ID OJ990517_05.9A15.C22 

Strand 

End 754 

Method TBLASTX : Maize 

End ' 514 

Score 60 



69.. 176, 69. .173, 70. .192, 255. .425, 256. .513, 266. .514 



Seq. No. 15541 

Gene No. 32912 

Start 1 

Name OJ990517_05 . 9A15 . C22 . ol . gs 

Start 142 

GI none 

Exons 142.. 173, 256.. 451, 536.. 666 

Seq. No. 15541 

Gene No. 32912 

Start 1 

Name OJ990517_05 . 9A15 . C22 . ol . ts 

Start 256 

GI none 

Exons 256.. 579, 266.. 433 



Seq. ID OJ990517_05.9A15.C22 

Strand 

End 754 

Method GENSCAN 

End 666 

Score .57 



Seq. ID OJ990517_05.9A15.C22 

Strand 

End 754 

Method TBLASTX : Soybean 

End 579 

Score 55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15542 
32913 
1 

OJ990517_05. 9A15.C23.ol.np 
1 

6056376 



Seq. ID OJ990517_05.9A15.C23 

Strand + 

End 855 

Method AAT/NAP 

End 855 

Score 254 



1..23, 133. .198, 318. .368, 448. .503, 585. .855 

(AC009894) Similar to serine/threonine kinases [Arabidopsis 

thaliana] 



Seq. No. 15542 

Gene No. 32913 

Start ^ 1 

Name OJ990517_05 . 9A15 . C23 . ol . tm 

Start 436 

GI none 
Exons 



Seq. ID OJ990517_05.9A15.C23 

Strand + 

End 855 

Method TBLASTX : Mai ze 

End 742 

Score 86 



436. .498, 437. .502, 590. .742, 591. .689, 673. .741 



Seq. No. 15542 

Gene No. 32913 

Start 1 

Name OJ990517_05 . 9A15 . C23 . ol . gs 

Start 585 
GI * none 

Exons 585.. 725 



Seq. ID OJ990517_05.9A15.C23 

Strand + 

End 855 

Method GENSCAN 

End 725 

Score .7 



Seq. No. 15543 

Gene No. 32914 

Start 430 

Name OJ990517_05 . 9A15 . C24 . ol . gs 

Start 430 

GI none 



Seq. ID OJ990517_05.9A15.C24 

Strand + 

End 523 

Method GENSCAN 

End 523 

Score .69 



16132 




Exons 


430. .523 










Seq. No. 


15544 


Seq. ID 


OJ990517 


_05.9A15 


.C25 


Gene No. 


32915 


Strand 








Start 


751 


End 


860 






Name 


OJ990517 05. 9A15.C25.ol.gs 


Method 


GEN SCAN 






Start 


751 ~~ 


End 


860 






GI 


none 


Score 


.71 






Exons 


751. .776, 830. .860 










Seq. No. 


15545 


Seq. ID 


OJ990517 


05 9A15 


.C26 


Gene No. 


32916 


Strand 


+ 






Start 


1361 


End 


1828 






Name 


OJ990517 05. 9A15.C26.ol.gp 


Method 


AAT/GAP 






Start 


1361 


End 


1828 






GI 


LIB3432-059-P1-K1-D8 


Score 


737 






Exons 


1361. .1828 










GI Descrip. 


, 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 ' 








Seq. No. 


15545 


Seq. ID 


OJ990517 


_05.9A15 


.C26 


Gene No. 


32917 


Strand 


+ 






Start 


2819 


End 


3062 






Name 


OJ990517 05. 9A15.C26.ol.gs 


Method 


vJJ Hi LN o V_,.TiLN 






Start 


2819 


End 


3062 






GI 


none 


Score 


. 75 






Exons 


2819.. 2899, 2928.. 3062 










Seq. No. 


15545 


Seq. ID 


OJ990517 


_05.9A15 


.C26 


Gene No. 


32918 


Strand 








Start 


4575 


End 


6004 






Name 


OJ990517 05.9A15.C26.o2.gs 


Method 








Start 


4575 


End 


J _7 *J *i 






GI 


none 


Score 


.96 






Exons 


4S75..4652, 5056.. 5095, 5599. 


.5954 








Seq. No. 


15545 


Seq. ID 


OJ990517 


_05. 9A15 


.C26 


Gene No. 


32918 


Strand 








Start 


4575 


End- 


6004 






Name 


OJ990517 05.9A15.C26.ol.np 


Method 


AAT/NAP 






Start 


5594 


End 


6004 






GI 


6056376 


Score 


194 






Exons 


5594. .6004 










GI Descrip. 


(AC009894) Similar to serine/threonine 


kinases 


[Arabidopsis 




thaliana] 










Seq. No. 


15545 


Seq. ID 


OJ990517 


_05. 9A15 


.C26 


Gene No. 


32918 


Strand 








Start 


4575 


End 


6004 . 






Name 


OJ990517 05. 9A15.C26.ol.tw 


Method 


TBLASTX : 1 


Wheat 




Start 


5697 


End 


5945 






GI 


none 


Score 


92 






Exons 


5697. .5942, 5700. .5945, 5701. 


.5943 








Seq. No. 


15545 


Seq. ID 


OJ990517 


_05;9A15 


.C26 


Gene No. 


32918 


Strand 








Start 


4575 


End 


6004 







16133 



Name OJ990517_05 . 9A15 . C26 . ol . tc 

Start 5703 

GI none 

Exons 5703.. 5954, 5736.. 5915 

Seq. No. 15545 

Gene No. 32918 

Start 4575 

Name OJ990517_05 . 9A15 . C26 . ol . tm 

Start 5754 

GI none 

Exons 5754.. 5957 



Method 

End 

Score 



TBLASTX: Cress 

5954 

78 



Seq. ID OJ990517_05.9A15.C26 
Strand 

End 6004 

Method TBLASTX : Mai ze 

End 5957 

Score 229 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



15546 
32919 
1 

OJ990517_05 . 9A15 . C27 . ol . np 
1 

6056374 



Seq. ID OJ990517_05.9A15.C27 
Strand 

End 6646 

Method AAT/NAP 

End 6450 

Score 1613 



1..67, 147. .374, 503. .717, 846. .964, 1055. .1210, 1280. .1478, 
1562. .1941, 2033. .2113, 2203. .2228, 2303. .2368, 2436. .2501, 
2596. .2699, 2806. .2845, 2937. .3035, 3074. .3156, 3415. .3484, 
3568. .3641, 3766. .3837, 4243. .4344, 4402. .4476, 4637. .4708, 
6216. .6450 

(AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 



Seq. No. 15546 

Gene No. 32919 

Start 1 

Name OJ990517_05 . 9A15 . C27 . o2 . tc 

Start 1 

GI none 
Exons 



Seq. ID OJ990517_05.9A15.C27 
Strand 

End 664 6 

Method TBLASTX: Cress 

End 935 

Score 86 



1..63, 164. .391, 170. .358, 198. .362, 508. .717, 569. .718, 
846. . 935 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



15546 
32919 
1 

OJ990517_05.9A15.C27.ol.ts 
1 

none 



Seq. ID OJ990517_05.9A15.C27 
Strand 

End 664 6 

Method TBLASTX : Soybean 

End 935 

Score 69 



1..66, 11. .70, 149. .385, 150. .389, 508. .717, 515. .718, 846. .935 



15546 
32919 
1 

OJ990517_05. 9A15.C27.o2.tm 
1 

none 



Seq. ID OJ990517_05.9A15.C27 
Strand 

End 664 6 

Method TBLASTX : Mai ze 

End. * 657 

Score 50 



1..66, 14. .70, 146. .391, 150. .362, 496. .657, 506. .655 



15546 
32919 
1 

OJ990517_05. 9A15.C27.ol.gs 
147 



Seq. ID OJ990517_05.9A15.C27 
Strand 

End 664 6 

Method GENSCAN 

End 6646 



16134 



GI 

Exons ■ 



none Score . 61 

147. .327, 507. .717, 846. .949, 1052. .1210, 1280. .1478, 

1562. .1941, 2343. .2368, 2436. .2501, 3415. .3486, 3570. .3641, 

3766.-3837, 3886. .3957, 4405. .4476, 4632. .4708, 5084. .5106, 

6160. .6405, 6538. .6646 



Seq. No. 15546 

Gene No. 32919 

Start 1 

Name OJ990517_05 . 9A15 . C27 . ol . tw 

Start 228 

GI none 

Exons 228.. 380, 230.. 382, 505.. 717 



Seq. ID OJ990517_05.9A15.C27 
Strand 

End 6646 

Method TBLASTX : Wheat 

End 717 

Score 80 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15546 
32919 
1 

OJ990517_05 . 9A15 . C27 . ol . gp 
640 

569610 



Seq. ID OJ990517_05.9A15.C27 
Strand 

6646 
AAT/GAP 
1309 
682 



End 

Method 
End 
Score 

640. .717, 846. .964, 1052. .1210, 1280. .1309 

6056375/gb|AAF02839.1|AC009894_10 7.0e-16 (AC009894) Similar to 
serine/threonine kinases [Arabidopsis thaliana] 



Seq. No. . 1554 6 ■ ;v 

Gene No. 32919 

Start 1 

Name OJ990517_05 . 9A15 . C27 . o3 . tm 

Start 658 

GI none 
Exons 



Seq. ID OJ990517_05.9A15.C27 
Strand 

End 6646 

Method TBLASTX : Mai ze 

End 1211 

Score 53 



658. .717, 674. .718, 845. .958, 846. .965, 847. .966, 1072. .1179, 
1119.. 1169, 1165.. 1209, 1167.. 1211 



Seq. No. 15546 

Gene No. 32919 

Start 1 

Name OJ990517_05 . 9A15 . C27 . ol . tc 

Start 1265 

GI none 

Exons 1265. .1480, 1281. .1481, 1281, 
1574. .1759, 1629. .1733 



Seq. ID OJ990517_05.9A15.C27 
Strand 

End 6646 

Method TBLASTX : Cress 

End 1759 

Score 118 

.1487, 1552.. 1605, 1552.. 1602, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15546 
32919 
1 

OJ990517_05. 9A15.C27.o2.ts 

1281 

none 



Seq. ID OJ990517_05.9A15.C27 
Strand 

End 6646 

Method TBLASTX : Soybean 

End 1879 

Score 62 



1281. .1418, 1431. .1487, 1560. .1721, 1572. .1712, 1574. .1879 



Seq. No. 15546 

Gene No. 32919 

Start 1 

Name OJ990517_05 . 9A15 . C27 . ol . tm 

Start 1314 

GI none 
Exons 



Seq. ID OJ990517_05.9A15.C27 
Strand 

End 664 6 

Method TBLASTX: Maize 

End 1819 

Score 93 

1314. .1481, 1314. .1487, 1315. .1506, 1561. .1731, 1563. .1787, 



16135 



1565. .1819, 1574. .1819 



Seq. No. 15547 Seq. ID 

Gene No. 32920 Strand 

Start 266 End 

Name OJ990517_05 . 9A15 . C28 . ol . gs Method 

Start 266 End 

GI none Score 

Exons 266. .460 



OJ990517_05.9A15.C28 
+ 

460 

GENSCAN 

460 

.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



15547 Seq. ID 

32921 Strand 

1119 End 
OJ990517_05. 9A15.C28.o2.gs Method 

1119 End 

none Score 

1119. .1195, 5712. .6000 



OJ990517_05.9A15.C28 
+ 

6000 
GENSCAN 
6000 
.69 



OJ990517 05.9A15.C28 



15547 Seq. ID 

32922 Strand 
81 End 504 

OJ990517_05 . 9A15 . C28 . ol . np Method AAT/NAP 
81 End 504 

6069646 Score 84 

81. .504 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



15548 
32923 
1 

OJ990517_05. 9A15.C29.ol.np 
1 

6056372 

1..133, 228. .378, 460. .691 
1580. .1778, 1869. .2248, 2346 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 05.9A15.C29 



3702 
AAT/NAP 
3702 
1488 

799. .1009, 1141. .1259, 1341. .1499, 
2400, 2487. .2538, 2645. .2710, 



2784. .2849, 2944. .3015, 3133. .3198, 3303. .3374, 3462. .3533, 
3656. .3702 

(AC009894) Very similar to receptor-like serine/threonine kinase 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517 05.9A15.C29 



15548 
32923 
1 

OJ990517_05. 9A15.C29.ol.gp 
59 

LIB34 34-062-P1-K1-D10 
59. .133, 228. .345 

, 6056375/gb|AAF02839.1|AC009894_10 5.0e-09 (AC009894) Similar to 
serine/threonine kinases [Arabidopsis thaliana] 1 



3702 
AAT/GAP 
345 
285 



15548 
32923 
1 



Seq. ID 

Strand 

End 



OJ990517 05.9A15.C29 



3702 



16136 



Name 

Start 

GI 

Exons 



OJ990517_05 . 9A15 . C29 . ol . tc Method TBLASTX : Cress 
222 End 2162 

none Score 81 

222. .377, 283. .381, 459. .689, 463. .672, 800. .1012, 804. .1010, 
824. .1012, 1141. .1227, 1142. .1231, 1587. .1709, 1597. .1722, 
.1869. .2036, 2085. .2162 



Seq. No. 15548 

Gene No. 32923 

Start 1 

Name OJ990517_05 . 9A15 . C29 . ol . gs 

Start 228 

GI none 

Exons 228.. 378, 460.. 640, 799.. 1009, 1141.. 1259, 1341.. 1499, 
1580.. 1778, 1869.. 2248 



Seq. ID OJ990517_05.9A15.C29 
Strand 

3702 
GENSCAN 
2248 
.79 



End 

Method 

End 

Score 



Seq. No. 15548 

Gene No. 32923 

Start 1 

Name OJ990517_05 . 9A15 . C29 . ol . ts 

Start 228 

GI none 
Exons 



Seq. ID OJ990517_05.9A15.C29 
Strand 

End 3702 

Method TBLASTX : Soybean 

End 1734 

Score 98 



228. .404, 283. .381, 459. .680, 462. .671, 463. .672, 753. .1010, 
787. .951, 794. .1012, 797. .1012, 1141. .1227, 1142. .1228, 
1578.. 1715, 1597.. 1734 



Seq. No. 15548 

Gene No. 32923 

Start 1 

Name OJ990517JD5 . 9A15 . C29 . ol . tm 

Start 231 

GI none 
Exons 



Seq. ID OJ990517_05.9A15.C29 
Strand 

End 3702 

Method TBLASTX: Maize 

End 1500 

Score 134 



231. .377, 232. .378, 308. .379, 443. .718, 459.-692, 460. .699, 
462. .737, 797. .1012, 798. .1010, 1136. .1261, 1141. .1260, 
1340. .1444, 1423. .1458, 1454. .1498, 1456. .1500 



Seq. No. 15548 

Gene No. 32923 

Start 1 

Name OJ990517_05 . 9A15 . C29 . ol . tw 

Start 541 

GI none 
Exons 



Seq. ID OJ990517_05.9A15.C29 
Strand 

End 3702 

Method TBLASTX : Wheat 

End 1012 

Score 66 



541. .696, 543. .695, 797. .1012, 798. .1010 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15548 
32923 
1 

OJ990517_05 . 9A15 . C29 . o2 . gp 
'911 

uC-osroM202035h08bl 



Seq. ID OJ990517_05.9A15.C29 
Strand 

End 3702 

Method AAT/GAP 

End 1615 

Score 730 



911. .1009, 1141. .1259, 1341. .1499, 1580. .1615 

'6056375/gb|AAF02839. 1 |AC009894_10 3.0e-29 (AC009894) Similar to 
serine/threonine kinases [Arabidopsis thaliana] ' 



Seq. No. 
Gene No. 
Start 



15548 
32923 
1 



Seq. ID OJ990517_05.9A15.C29 
Strand 

End 3702 



16137 



Name 

Start 

GI 

Exons 



OJ990517_05 . 9A15 . C29 . o2 . tm Method TBLASTX : Maize 
1614 End 2139 

none Score 106 

1614. .1781, 1614. .1778, 1615. .1782, 1857. .2126, 1867. .2127, 
1868. .2128, 1869. .2138, 1870. .2139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15548 
32923 
1 

OJ990517_05. 9A15.C29.o2.ts 

1869 

none 

1869.. 2192, 1879.. 2019 



Seq. ID OJ990517_05.9A15.C29 
Strand 

End 3702 

Method TBLASTX : Soybean 

End 2192 

Score 61 



15549 
32924 
3969 

OJ990517_05. 9A15.C30.ol.gp 
3969 

35458JL.R1084 
3969. .4093 

'3868853/dbj |BAA34247| 1.0e-21 (AB013853) GPI-anchored protein 
[Vigna radiata] 1 



Seq. ID OJ990517_05.9A15.C30 

Strand + 

End 4093 

Method AAT/GAP 

End 4093 

Score 133 



15549 
32925 
4984 

OJ990517_05 . 9A15 . C30 . o2 . gp 
4984 

15865_1.R1084 
4984. .5411, 5498. .5942 

! 4680199/gb|AAD27562.1|AF114171_3 2.0e-21 (AF114171) 
hypothetical protein [Sorghum bicolor] ' 



Seq. ID OJ990517_05.9A15.C30 
Strand * + 
End 5942 
Method AAT/GAP 
End 5942 
Score 1539 



15549 
32926 
1 

OJ990517_05 . 9A15 . C30 . ol . np 
1 

6056374 



Seq. ID OJ990517_05.9A15.C30 
Strand 

End 3488 

Method AAT/NAP 

End 3314 

Score 414 



1..120, 169. .279, 548. .619, 702. .773, 885. .956, 1136. .1225, 

1294. .1380, 1624. .1695, 1945. .2143, 3281. .3314 

(AC009894) Similar to serine/threonine kinases [Arabidopsis 

thaliana] 



Seq. No. 15549 

Gene No. 32926 

Start 1 

Name : OJ990517_05 . 9A15 . C30 . ol . gs 

Start 881 

GI none 

Exons 881.. 956, 1945.. 2134, 3341. 



Seq. ID OJ990517_05.9A15.C30 
Strand 

End 3488 

Method GENSCAN 

End 3488 

Score .72 
,3488 



Seq. No. 15549 

Gene No. 32927 

Start 5620 

Name OJ990517 05 . 9A15 . C30 . ol . tm 



Seq. ID OJ990517_05.9A15.C30 
Strand 

End 5931 

Method TBLASTX : Mai ze 



16138 






Start 


5620 








End 


5931 




GI 


none 








Score 


266 






5620 5931 


5772 . 


. 5918 










Spa No 


15550 








Seq. ID 


OJ990517 05 9A15 C32 




Gene No . 


32928 








Strand 






Start 


1185 








.End 


2356 




Name 


- OJ990517 05 


. 9A15. 


C32.ol. 


np 


' Method 


AAT/NAP 




Start 


1185 








End 


2356 






6056374 








Score 


662 




R von <5 


1185 1544 


1641. 


.1791, 


1878. 


.2356 






Dp^pti o 


(AC009894 ) 


Similar to serine/threonine 


t"i cpc r A t~a o "i Hon i 




















Seq. No. 


15550 








Seq. ID 


OJ990517_05.9A15.C32 




Gene No. 


32928 








Strand 






Start 


1185 








End 


2356 




Name 


OJ990517 05 


. 9A15. 


C32.ol. 


gs 


Method 


VJ ill IN v^iilN 




Start 


1186 ~~ 








End 


2109 




GI 


none 








Score 


. 69 




R von c; 


1186 1544 


1641. 


. 1791, 


1878. 


.2109 






Qpn Mo 


15550 

J. -J \J 








Seq. ID 


O.7QQ0517 05 QA1 5 C^7 




flpnp No 


32928 








Strand 




B £ 

Cf 


Start ■* 


1185 








End 


2356 


?: 


Name 


OJ9905r7 05 


. 9A15. 


C32.ol. 


gp 


Method 


AAT/GAP 


y 


Start 


1247 








End 


1897 




GI 


LIB3433-030 


-Pl-Kl 


-CI 




Score 


1050 




Rvon ^ 


1247. .1544, 


1641. 


.1897 












, 6056376/gb|AAF02 


840.1IAC009894 11 9.0e-41 (AC009894). Simil. 


= F 
: t 




serine /threonine 


kinases 


; [Arabidopsis 


thaliana] 1 


L! 


Seq. No. 


15550 








Seq. ID 


OJ990517_05 . 9A15 . C32 




Gene No. 


32928 








Strand 




!i 


Start 


1185 








End 


2356 




Name 


OJ990517 05 


. 9A15. 


C32.ol. 


tw 


' Method 


TBLASTX: Wheat 




Start 


1312 








End 


1536 


z: 
5 


GI 


none 








Score 


176 


?.* 

s i 
=.- 


Rxon ^ 

i—i *\ \y 1 1 o 


1312. .1536, 


1320. 


. 1535 








:i 


Seq. No. 


15550 








Seq. ID 


OJ990517_05.9A15.C32 




Gene No. 


32928 








Strand 






Start 


1185 








End 


2356 




Name 


OJ990517 05 


.9A15. 


C32.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1344 








End 


1551 




GI 


none 








Score 


150 




Rvon <5 


1344. .1541, 


1345. 


. 1551, 


1348. 


.1545 






Seq. No. 


15550 








Seq. ID 


OJ990517_05.9A15.C32 




Gene No . 


32928 








Strand 






Start 


1185 








End 


2356 




Name 


OJ990517 05 


. 9A15. 


C32.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1377 








End 


2102 




GI 


none 








Score 


41 




Exons 


1377. .1487, 


1438. 


. 1545, 


1641. 


.1775, 1641. .1790, 1645. .1794, 






1877. .2092, 


1881. 


.2102 









16139 



Seq. ID OJ990517_05.9A15.C32 
Strand 

End 2356 

Method TBLASTX : Cress 

End 2089 

Score 143 

1470. .1544, 1641. .1790, 1642. .1794, 1877. .2089, 1881. .2087 



Seq. No. 15550 

Gene No. 32928 

Start 1185 

Name OJ990517_05 . 9A15 .C32 .ol . tc 

Start 1470 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15550 
32928 
1185 

OJ990517_05. 9A15.C32.ol.tm 

1644 

none 



Seq. ID OJ990517_05.9A15.C32 
Strand 

End 2356 

Method TBLASTX : Maize 

End 2140 

Score 119 



1644. .1787, 1644. .1790, 1645. .1791, 1878. .2117, 1880. .2110, 
1891. .2136, 1892. .2140 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



15550 
32928 
1185 

OJ990517_05 . 9A15 . C32 . o2 . tw 

1692 

none 



Seq. ID OJ990517_05.9A15.C32 
Strand 

End 2356 

Method TBLASTX : Wheat 

End 2092 

Score 4 8 



1692. .1805, 1696. .1794, 1877. .2092, 1881. .2090 



15551 
32929 
1 

OJ990517_05. 9A15.C33.ol.np 
1 

6056374 



.Seq. ID OJ990517_05.9A15.C33 
Strand 

End 3300 

Method AAT/NAP 

End 3300 

Score 769 



1..163, 240. .438, 522. .901, 991. .1044, 1135. .1187, 1282. .1347, 
1450. .1515, 1609. .1680, 1788. .1859, 1950. .2048, 2104. .2186, 
2963. .3034, 3117. .3300 

(AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 



Seq. No, 15551 

Gene No. 32929 

Start 1 

Name OJ990517_05 . 9A15 . C33 . ol . gs 

Start 38 

GI none 
Exons 



Seqv ID OJ990517_05.9A15.C33 
Strand 

End 3300 

Method GENSCAN 

End 1347 

Score .73 



38. .163, 240. .438, 522. .901, 1282. .1347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990517_05.9A15.C33 
Strand 

End 3300 

Method TBLASTX : Cress 

End 74 0 

Score 37 

141. .167, 142. .168, 241. .474, 245. .361, 268. .423, 517. .708, 
521. .706, 522. .740, 526. .711 



15551 
32929 
1 

OJ990517_05. 9A15.C33.ol.tc 
141 
none 



Seq. No. 
Gene No. 
Start 



15551 
32929 
1 



Seq. ID OJ990517_05.9A15.C33 
Strand 

End 3300 



16140 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990517_05.9A15.C33.ol.ts 

241 

none 



Method TBLASTX : Soybean 
End 839 
Score 53 



241. .378, 302. .427, 522. .839, 532. .672 



15551 
32929 
1 

OJ990517_05. 9A15.C33.ol. tm 

274 

none 



Seq. ID OJ990517_05.9A15.C33 
Strand 

End 3300 

Method TBLASTX : Maize 

End 783 

Score 173 



274. .438, 275. .442, 521. .691, 522. .779, 532. .783 



15552 
32930 
8812 

OJ990517_05.9A15.C34 .o3.gs 

8812 

none 

8812. . 9315, 9863. .10168 

15552 
32931 
1 

OJ990517_05 . 9A15 . C34 . ol . np 
1 

6056374 



Seq. ID OJ990517_05.9A15.C34 

Strand + 

End 10168 

Method GENSCAN 

End 10168 

Score . 63 



Seq. ID OJ990517_05.9A15.C34 
Strand 

End 294 6 

Method AAT/NAP 
End 2946 
Score 501 

1..143, 236. .339, 447. .486, 575. .649, 683. .794, 1072. .1141, 
1224. .1297, 1422. .1493, 1778. .1849, 1918. .2022, 2245. .2316, 
2604. .2788, 2899. .2946 

(AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 



15552 
32932 
6950 . 

OJ990517_05 . 9A15 . C34 . o2 . gs 

6950 

none 



Seq. ID OJ990517_05.9A15.C34 
Strand 

End 8142 

Method GENSCAN 

End 8142 

Score .59 



6950. .7247, 7384. .7418, 7465. .7743, 7879. .8142 



15553 
32933 
1069 

OJ990517JD5. 9A15 . C35 . ol . gs 

1069 

none 



Seq. ID OJ990517_05.9A15.C35 

Strand + 

End 10924 

Method GENSCAN 

End 10924 

Score .4 



1069. .1183, 1559. .1617, 3138. .3223, 5076. .5166, 5251. .5287, 
5400. .5890, 5940. .6070, 6989. .8526, 10590. .10924 



15553 
32933 
1069 

OJ990517_05. 9A15.C35.ol.np 

2659 

4680207 



Seq. ID OJ990517_05.9A15.C35 

Strand + 

End 10924 

Method AAT/NAP 

End 8305 

Score 966 



2659. .2684, 5287. .6070, 6608. .8305 



16141 






O X L/C O Li X L/ • 


I AF1 14171 ^ 

V *± X. X X T X / X / 


disease resistance 


TiT~ni" p i n 


RPMl hntnnl c\cx r^mrrhnm 
rvrui iiL>iiiL^x\_'vJ [ Jul un ixii i 






h i rn 1 nr 1 

U A. W J- \J X J 












Seq. No. 


15553 






Seq. ID 


OJ990517_05.9A15.C35 




Gene No. 


32933 






Strand 


+ 






1069 






End 


10924 




Mama 


OJQQ0S17 05 


QA1 s r^-s r%7 


■ L. O 


Method 


TBLASTX : Soybean 




Of a r f 


5309 ~~ 

J J v/ 






End 


5896 




yj x 


none 






Score 


100 




JjAUUO 


5309 5530 


JJ40 . . JUJ1/ 


S79fi 


5896, 5743.. 5895 




Oprr Mo 


1 5553 






Seq. ID 


OJ990517_05.9A15.C35 




Gene No. 


32933 






Strand 


+ 




Start 


1069 






End 


10924 




Name 


OJ990517 05 


9A1 S P^S nl 


. L. o 


Method 


TBLASTX : Soybean 




C f- - r f- 
OLal l 


U *J ^- 






End 


7253 




\JJ X 


none 






Score 


104 






\J *J * . U U J u ^ 


6525 6641 


6651 


6824, 6690.. 6851, 6936.. 7079, 






7176 7253 












Seq. No. 


15553 






Seq. ID 


OJ990517_05 . 9A15 .C35 




Gene No. 


32933 






Strand 


+ 




Start 


1069 






End 


10924 


c : 


LN CtlLIC 


O.TQQOM 7 OS 


QZVT C. p-3Cj 0 1 
• jnl J • L,J J , Ul 


. nil 


Method 


TBLASTX: Maize 




u Ldi L 


6771 _ 






End 


7262 


Cfi 




n o n o 






Score 


89 


,S Si 


Pynn <5 

£j AUl 1 O 


6771 6887 


fiQ4S 70fi9 

J . . / UO^f 


f ±\j t . . 


7187, 7194. .7262 


: i 

1 if 


Seq. No. 


15553 






Seq. ID 


OJ990517_05.9A15.C35 




Gene No. 


32933 






Strand 


+ 




Start 


1069 






End 


10924 


rii 

i ht 


M a mo 


O.7990 c i17 os 


9A1 S T^S nl 




Method 


TBLASTX: Wheat 


!S 


91-^ rt- 


697? ~ 






End 


7277 


.as; 

U 


GI 


none 






Score 


128 


\i 


Hi AKJL lO 


697? 7079 


6989 7081 

0-70-7. • / U O X , 


7098 


7160, 7176.. 7277 






15554 






Seq. ID 


OJ990517_05.9A15.C36 






32934 






Strand 




r c i 

■is? 


Start 


282 






End 


1522 




Name 


OJ990517 05 


. 9A15.C36.ol 


.np 


Method 


AAT/NAP 


'a sr 


Start 


282 






End 


1522 




GI 


6056376 






Score 


745 




T7 1 von c: 

J_j Avl 1 O 


282. .671, 742. .892, 980 


. .1211, 


1310. . 1522 






(AC009894) 


Similar to serine/threonine 


kinases [Arabidopsis 






thaliana] 












Seq. No. 


15554 






Seq. ID 


OJ990517_05.9A15.C36 




Gene No. 


32934 






Strand 






OL.di.l_ 


282 






End 


1522 




Mo mo 


OJ990517 05 


. 9A15.C36.ol 


.gs 


Method 


GENSCAN 




O taiL 


302 






End 


1499 




GI 


none 






Score 


.63 




Exons 


302. .671, 742. .892, .980 


. .1160, 


1304 . . 1499 




Seq. No. 


15554 






Seq. ID 


OJ990517_05.9A15.C36 




Gene No. 


32934 






Strand 






Start 


282 






End 


1522 



16142 



Name 


OJ990517 05.9A15.C36.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


483 




End 


783 




GI 


none 




Score 


62 




Exons 


483. . 671, 724 . . 783 










Seq. No. 


15554 




Seq. ID 


OJ990517_05.9A15. 


,C36 


Gene No. 


32934 




Strand 






Start 


282 




End 


1522 




Name 


OJ990517 05.9A15.C36.o2. 


tm 


Method 


TBLASTX :'Maize 




Start 


483 




End 


678 




GI 


none 




Score 


71 




Exons 


483. . 668, 517. . 678 










Seq. No. 


15554 




Seq. ID 


OJ990517_05.9A15. 


.C36 


Gene No. 


32934 




Strand 






Start 


282 




End 


1522 




Name 


OJ990517 05.9A15.C36.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


510 




End. 


1521 




GI 


none 




Score 


79 




Exons 


510. . 611, 724 . .891, 794 . 


.883, 


972.. 1151, 980.. 1204, 985, 


. . 1200, 




1311 . . 1520, 1324 . . 1521 










Seq. No. 


15554 




Seq. ID 


OJ990517_05.9A15. 


.C36 


Gene No. 


32934 




Strand 






Start 


282 




End 


1522 




Name 


OJ990517 05.9A15.C36.ol. 


gp 


Method 


AAT/GAP 




Start 


745 




End 


1225 




GI 


LIB34 74-011-P1-K1-B12 




Score 


731 




Exons 


745. .892, 980. .1225 










GI Descrip. 


'6056376/gb|AAF02840.1|AC009894 11 3.0e-48 (AC009894) Similar 




serine/threonine kinases 


i [Arabidopsis 


thaliana] 1 




Seq. No. 


15554 




Seq. ID 


OJ990517_05.9A15, 


.C36 


Gene No. 


32934 




Strand 






Start 


282 




End 


1522 




Name 


OJ990517 05. 9A15.C36.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


748 




End 


1522 




GI 


none 




Score 


78 




Exons 


748. .891, 783. .890, 783. 


.893, 


785. .892 


, 980. .1225, 985.. 


. 1221, 




1311. .1520, 1324. .1521, 


1325. . 


1522 






Seq. No. 


15554 




Seq. ID 


OJ990517_05.9A15, 


.C36 


Gene No. 


32934 




Strand 






Start 


282 




End 


1522 




Name 


OJ990517 05.9A15.C36.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


787 




End 


1521 




GI 


none 




Score 


64 




Exons 


787. .891, 794. .895, 983. 


.1192, 


985. .1194, 1308. .1520, 1327. .15 


Seq. No. 


15554 




Seq. ID 


OJ990517_05. 9A15. 


.C36 


Gene No. 


32934 




Strand 






Start 


282 




End 


1522 




Name 


OJ990517 05.9A15.C36.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1061 




End 


1521 




GI 


none 




Score 


95 




Exons 


1061. .1213, 1063. .1212, 


1300. . 


1521, 1314.. 1520 





16143 






Seq. No. 


15555 


Seq. ID 


OJ990517_05.9A15.C37 




Gene No. 


32935 


Strand 






Start 


1 


End 


1692 




Name 


OJ990517 05.9A15.C37.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1692 




GI 


6056374 


Score 


267 




Exons 


* 1..57, 635. .753, 1000. .1150, 


1254. .1460, 1588. .1692 




GI Descrip. 


(AC009894) Similar to serine/threonine 


kinases [ Arabidopsis 






thai iana 1 








Seq. No. 


15555 


Seq. ID 


OJ990517 05.9A15.C37 




Gene No. 


32935 


Strand 






Start 


1 


End 


1692 




Name 


OJ990517 05 9A15 C37 ol as 


Method 


GENSCAN 




Start 


635 ~~ 


End 


1460 




GI 


none 


Score 


.53 




Exons 


635 817. 1100 1164. 1259 


1460 






Seq. No. 


15555 


Seq. ID 


OJ990517_05.9A15.C37 




Gene No. 


32935 


Strand 






Start 


1 


End 


1692 




Name 


OJ990517 05 9A15 C37 ol tc 


Method 


TBLASTX: Cress 




Start 


1255 ~~ 


End 


1481 


Lb! 

CI 


GI 


none 


Score 


102 


t. : 
s ?f 


Exons 


1255 1368 1263 1481 1264 


. .1374,. 1395. .1463 


fu 


Seq. No. 


15555 


Seq. ID 


OJ990517_05.9A15.C37 




Gene No. 


32935 


Strand 






Start 


1 


End 


1692 


U! 


Name 


OJ990517 05.9A15.C37.ol.tm 


Method 


TBLASTX: Maize 


"ill 


Start 


1296 


End 


1481 


r i i 


GI 


none 


Score 


131 


a 


Exons 


1296.. 1481, 1303.. 1416, 1313 


. .1432, 1314. .1466 


U 


Seq. No. 


15556 


Seq. ID 


OJ990517_05.9A15.C39 




Gene No. 


32936 


Strand 


+ 


U 
i 


Start 


273 


End 


500 




Name 


'-OJ990517 05.9A15.C39.ol.np 


Method 


AAT/NAP 


i. B : 


Start 


273 


End 


500 


i "i 


GI 


1072669 


Score 


407 


'so? 


Exons 


273. .500 








GI Descrip. 


hypothetical protein - phage 


phi-80 gi|461350|emb|CAA53547| 






(X75949) ORF xl71.8 [Bacteriophage phi- 


-80] 




Seq. No. 


15557 


Seq. ID 


OJ990517_05.9A15.C40 




Gene No. 


32937 


Strand 


+ 




Start 


312 


End 


1069 




Name 


OJ990517 05.9A15.C40.ol.np 


Method 


AAT/NAP 




Start 


312 


End 


1069 




GI 


4902849 


Score 


197 




Exon*? 

<LJ £\ \J 1 1 O 


312. .589, 979. .1069 








GI Descrip. 


(AJ006940) phosphoribosyl pyrophosphate synthase [Spinacia 






oleracea] 








Seq. No. 


15557 


Seq. ID 


OJ990517_05.9A15.C40 




Gene No. 


32937 


Strand 


+ 




Start 


312 


End 


1069 



16144 






Name 


OJ990517 05. 9A15.C40.ol 


. as 


Method 


GENSCAN 




Start 


317 "~ 




End 


636 




GI 


none 




Score 


.76 




Exons 


317 . . 472, 535 . . 636 










Seq. No. 


15557 




Seq. ID 


OJ990517_05.9A15.C40 




Gene No. 


32937 




Strand 


+ 




Start 


312 




End 


1069 




Name 


OJ990517 05. 9A15.C4 0.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


370 ~~ 




End 


588 




GI 


none 




Score 


134 




Exons 


370. .501, 383. .511, 501 


. .587, 


502 . . 588 






. Seq. No. 


15557 




Seq. ID 


OJ990517_05.9A15.C40 




Gene No. 


32937 




Strand 


+ 




Start 


312 




End 


1069 




Name 


OJ990517 05. 9A15.C40.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


383 




End 


588 




GI 


none 




Score 


158 




Exons 


383. .511, 388. .510, 486 


. 587, 


502 . . 588 






Seq. No. 


15558 




Seq. ID 


OJ990517 05 . 9A15 .C41 




Gene No. 


32938 




Strand 




a 


Start 


1 




End 


669 




Name 


OJ990517 05. 9A15.C41.ol 


np 


Method 


AAT/NAP 




Start 


1 




End 


669 


1 -J 


GI 


6056372 




Score 


74 


.: si 

U 


Exons 


1..46, 318. .389, 483. .669 








GI Descrip. 


(AC009894) Very similar 


to receptor-like serine/threonine kinase 


. =i 




[Arabidopsis thaliana] 








ry 


Seq. No. 


15559 




Seq. ID 


OJ990517_05.9A15.C43 


fS 


Gene No. 


32939 




Strand 






Start 


113 




End 


494 


':c! 


Name 


OJ990517 05. 9A15.C43.ol 


tm 


Method 


TBLASTX: Maize 


''I 


Start 


113 




End 


494 




GI 


none 




Score 


131 


i=? 


Exons 


113. .244, 115. .252, 116 


.244, 


180.. .251, 


355. .480, 355. .480, 


.:s: 
>:J 




359. .481, 360. .494 








i" °! 


Seq. No. 


15559 




Seq. ID 


OJ990517_05.9A15.C43 




Gene No. 


32939 




Strand 






Start 


113 




End 


494 




Name 


OJ990517 05. 9A15.C43.ol, 


ts 


Method 


TBLASTX : Soybean 




Start 


113 




End 


479 




GI 


none 




Score 


158 




Exons 


113. .232, 115. .252, 116, 


.244, 


360. .479 






Seq. No. 


15559 




Seq. ID 


OJ990517_05.9A15.C43 




Gene No. 


32939 




Strand 






Start 


113 




End 


494 




Name 


OJ990517 05. 9A15.C43.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


115 




End 


479 




GI 


none 




Score 


106 




Exons 


115. .252, 116. .244, 120. 


.251, 


360. .479, 


367. .429 




Seq. No. 


15560 




Seq. ID 


OJ990517_05.9A15.C45 



16145 



Gene No. 32940 Strand 

Start 320 End 

Name OJ990517_05 . 9A15 . C45 . ol . gs Method 

Start 320 End 

GI none Score 

Exons 320.. 373 



+ 

373 

GENSCAN 

373 

.43 



Seq. No. 15560 

Gene No. 32941 

Start 212 

Name OJ990517_05 . 9A15 . C4 5 . ol . gp 

Start 212 

GI none 

Exons 212.. 483 



Seq. ID OJ990517_05.9A15.C45 

Strand 

End 483 

Method AAT/GAP 

End 483 

Score 503 



Seq. No. 15561 
Gene No. 32942 
Start 1 

Name OJ990517_05. 9A15 .C46.ol . np 

Start 1 
GI 6554485 
Exons 1. .74 9 

GI Descrip. (AC012394) unknown protein [Arabidopsis thaliana] 

gi| 6573714 | gb | AAF17 634 . 1 | AC009978_10 (AC009978) T23E18.26 
[Arabidopsis thaliana] 



Seq. ID OJ990517_05.9A15.C46 
Strand 

End 74 9 

Method AAT/NAP 

End 74 9 

Score 515 



Seq. No. 15561 

Gene No. 32942 

Start 1 

Name OJ990517_05 . 9A15 . C4 6 . ol . gp 

Start 107 

GI none 

Exons 107. .220 



Seq. ID OJ990517_05.9A15.C46 
Strand 

End 74 9 

Method AAT/GAP 

End 220 

Score 140 



Seq. No. 15561 

Gene No. 32942 
Start , 1 

Name OJ990517_05 . 9A15 . C4 6 . ol . tm 

Start 108 

GI none 
Exons 



Seq. ID OJ990517_05.9A15.C46 

Strand 

End 74 9 

Method TBLASTX : Mai ze 

End 692 

Score 187 



108. .365, 108. .374, 109. .375, 369. .686, 369. .692, 370. .690 



Seq. No. 15561 

Gene No. 32942 

Start 1 

Name OJ990517_05 . 9A15 . C4 6 . ol . ts 

Start 129 

GI none 

Exons 129.. 692, 130.. 693 



Seq. ID OJ990517_05.9A15.C46 
Strand 

End 74 9 

Method TBLASTX : Soybean 

End 693 

Score 515 



Seq. No. 15561 

Gene No. 32942 

Start 1 

Name OJ990517_05 . 9A15 . C4 6 . ol . tc 

Start 195 

GI none 

Exons 195.. 656, 196.. 657 



Seq. ID OJ990517_05.9A15.C46 
Strand 

End 74 9 

Method TBLASTX : Cress 

End 657 

Score 380 



16146 



Seq. No. 15562 

Gene No. 32943 

Start 106 

Name OJ990517_05 . 9A15 .C48 . ol . gs 

Start 106 

GI none 

Exons 106.. 194, 425.. 515, 600.. 636 



Seq. ID OJ990517_05.9A15.C48 

Strand + 

End 636 

Method GENSCAN 

End 636 

Score .69 



Seq. No. 15563 

Gene No. 32944 

Start 1 

Name OJ990517_05 . 9A15 . C4 9 . ol . np 

Start 1 

GI 6056372 

Exons 1..159, 246.. 473, 597.. 632 

GI Descrip. (AC009894) Very similar to receptor-like serine/threonine kinase 
[Arabidopsis thaliana] 



Seq. ID OJ990517_05.9A15.C49 
Strand 

End 632 

Method AAT/NAP 

End 632 

Score 44 6 



Seq. No. 15563 

Gene No. 32944 

Start 1 

Name OJ990517_05 . 9A15 . C4 9 . ol . gs 

Start 36 

GI none 

Exons 36.. 159, 246.. 519 



Seq. ID OJ990517_05.9A15.C49 
Strand 

End 632 

Method GENSCAN 

End 519 

Score .71 **" ■ 



Seq. No. 15563 

Gene No. 32944 

Start 1 

Name OJ990517_05. 9A15.C49.ol .tm 

Start 39 

GI none 
Exons 



Seq. ID OJ990517_05.9A15.C49 
Strand 

End 632 

Method TBLASTX: Maize 

End 520 

Score 104 



39. .155, 54. .158, 55. .159, 55. .159, 246. .461, 248. .463, 260. .520 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



15563 
32944 
1 

OJ990517_05. 9A15.C4 9.ol .tc 
45 

none 



Seq. ID OJ990517_05.9A15.C49 
Strand 

End 632 

Method TBLASTX : Cress 

End 457 

Score 110 



45. .158, 55. .162, 245. .457, 249. .455 



Seq. No. 15563 

Gene No. 32944 

Start 1 

Name OJ990517_05 . 9A15 . C4 9 . ol . ts 

Start 48 

GI none 
Exons 



Seq. ID OJ990517_05.9A15.C49 

Strand 

End 632 

Method TBLASTX : Soybean 

End 470 

Score 63 



48. .158, 52. .159, 63. .143, 64. .162, 245. .460, 249. .470 



Seq. No. 15563 

Gene No. 32944 

Start 1 

Name OJ990517__05 . 9A15 . C4 9 . ol . tw 

Start 60 

GI none 



Seq. ID OJ990517_05.9A15.C49 

Strand 

End 632 

Method TBLASTX : Wheat 

End 4 60 

Score 54 



16147 




Exons 


60. . 179, 64 


. .162, 245. .460, 


249. . 458 










Seq. No. 


15564 




Seq. ID 


OJ990517 


_05. 


9A15 


.C50 


Gene No. 


32945 




Strand 


+ 








Start 


464 




End 


792 








Name 


OJ990517 05 


. 9A15 . C50 . ol . gp 


Method 


AAT /GAP 








Start 


464 ~~ 




End 


792 








GI 


none 




Score 


462 








Exons 


464 . .792 














Seq. No. 


15564 




Seq. ID 


OJ990517 


05 . 


9A15 , 


. C50 


Gene No. 


32946 




Strand 










Start 


761 




End 


1450 








Name 


OJ990517 05 


.9A15.C50.ol.np 


Method 


AAT /NAP 








Start 


761 




End 


1450 








GI 


6056374 




Score 


269 








Exons 


761 . . 1132, 


1227. . 1450 












GI Descrip. 


(AC009894 ) 


Similar to serine/threonine 


kinases 


[Arabidopsis 




thaliana ] 














Seq. No. 


15564 




Seq. ID 


OJ990517 


_05. 


9A15, 


. C50 


Gene No. 


32946 




Strand 










Start 


761 




End 


1450 








Name 


OJ990517 05 


. 9A15 . C50 . ol . as 


Me*t hod 


GEN SCAN 

LrV Villi 








Start 


776 ~ 




End 


114 9 








GI 


none 




Score 


.43 








Exons 


776. . 1016, 


1065. .1149 












Seq. No. 


15564 




Seq. ID 


OJ990517 


_05. 


9A15. 


, C50 


Gene No. 


32946 




Strand 










Start 


761 




End 


1450 








Name 


OJ990517 05 


. 9A15.C50.ol. tw 


Method 


TBLASTX: 


Wheat 




Start 


868 ~ 




End 


1108 








GI 


none 




Score 


138 








Exons 


868 . .1101, 


874. .1080, 911.. 


1108 










Seq. No. 


15565 




Seq. ID 


OJ990517 


_05. 


9A15. 


.C51 


Gene No. 


32947 




Strand 










Start 


476 




End 


556 








Name 


OJ990517 05 


. 9A15.C51.ol.gs 


Method 


GENSCAN 








Start 


476 ~~ 




End 


556 








GI 


none 




Score 


.56 








Exons 


476. . 556 














Seq. No. 


15566 




Seq. ID 


OJ990517 


__05. 


9A15. 


,C55 


Gene No. 


32948 




Strand 


+ 








Start 


1571 




End 


2881 








Name 


OJ990517 05 


. 9A15.C55.ol.gs 


Method 


GENSCAN 








Start 


1571 _ 




- End 


2635 








GI 


none 




Score 


. 62 








E von ^ 


1571 1670 


1764. .1953, 2559. .2635 










Seq. No. 


15566 




Seq. ID 


OJ990517 


_05. 


9A15, 


,C55 


Gene No. 


32948 




Strand 


+ 








Start 


1571 




End 


2881 








Name 


OJ990517 05 


. 9A15.C55.ol.np 


Method 


AAT /NAP 








Start 


1721 




End 


2881 









16148 





GI 


6056374 


Score 


193 




Exons 


1721. .1953, 2559.. 2630, 2674 


. .2881 






GI Descrip. 


(AC009894) Similar to serine/threonine 


kinases f Arabi rioosis 






thaliana] 




- 




Seq. No. 


15567 


Seq. ID 


OJ990517 05 9A15 C58 




Gene No . 


32949 


Strand 






Start 


1 


End 


422 




* Name 


OJ990517 05.9A15.C58.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


422 




GI 


6056374 


Score 


322 






1..201, 282. .422 










(AC009894) Similar to serine/threonine 


ki nfl^ps TAT^hi Hon 6 ? i 






thaliana] 








Seq. No. 


15567 


Seq. ID 


OJ990517 05 9A15 C58 




Gene No 


32949 


Strand 






Start 


1 


End 


422 




Name 


OJ990517 05.9A15.C58.ol.gp 


Method 


AAT/GAP 




Start 


58 


End 


168 




GI 


LIB3434-062-P1-K1-D10 


Score 


150 




Pvon 
i—i *\ w 1 1 j 


58. .168 








QJ Dp qpri n 

\J J- Ls\^ O Vw^ o_ _1_ k*> . 


, 6056375/gb|AAF02839.1 IAC009894 10 5.0e-09 (AC009894) Similar 






serine/threonine kinases [Arabidopsis 


k-llClJ — LCillCi J 


L 1 1 


Seq. No. 


15567 


Seq. ID 


OJ990517 05 9A15 C58 


?\\ 


Gene No. 


32949 


Strand 




i hi 


Start 


1 


End 


422 


Q 


Name 


OJ990517 05.9A15.C58.ol.tm 


Method 


TBLASTX: Maize 


\ , : 


Start 


58 


End 


409 




GI 


none 


Score 


130 


a? 

i If 


Exons 


58. .201, 60. .200, 281. .409, 


284. .409 






Seq. No. 


15567 


Seq. ID 


OJ990517_05.9A15.C58 


hl\ 


Gene No. 


32949. 


Strand 




* ! 


Start 


1 


End 


422 


lid; 


Name 


OJ990517 05.9A15.C58.ol.tc 


Method 


TBLASTX: Cress 


l.'j 


Start 


60 


End 


■409 




GI 


none 


Score 


81 


i"i 

q 


Exons 


60. .200, 106. .204, 281. .409 








Seq. No. 


15567 


Seq. ID 


OJ990517_05.9A15.C58 




Gene No. 


32949 


Strand 






Start 


1 


End 


422 




Name 


OJ990517 05.9A15.C58.ol.ts 


Method 


TBLASTX : Soybean 




Start 


60 


End 


409 




GI 


none 


Score 


100 




Exon s 


60. .200, 106. .219, 281. .409, 


285. .407, 


302. .409 




Seq. No. 


15567 


Seq. ID 


OJ990517_05.9A15.C58 




Gene No. 


32949 


Strand 






Start 


1 


End 


422 




Name 


OJ990517 05.9A15.C58.ol.tw 


Method 


TBLASTX: Wheat 




Start 


90 


End 


409 




GI 


none 


Score 


83 




Exons 


90. .200, 106. .201, 284. .409, 


361. .387 





16149 




Seq. No. 


15568 




Seq. ID 


OJ990517_05 . 9A15 . C59 


Gene No. 


32950 




Strand 




Start 


86 




End 


215 


Name 


O.TQQ0S1 7 OS 


9A1 S PS Q ol nc; 




O Hi IN O v-'/t.LN 


rt 


86 ~~ 






pi Q 
c. x J 


GI 


none 






62 


Fvon q 

LiAUl 1 0 


86 21 S 








O ~ . IN \J . 


15569 




Seq. ID 


OJ990517_05.9A15.C60 


VJC11C 1NU • 


32951 




Strand 


+ 


Start 


1 




End 


4618 


Name 


OJ990517 05. 


9A15.C60.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


3804 


GI 


6056372 




Score 


1400 


F! von 


1..323, 702. 


.900, 972. .1127, 


1213. .1331, 1473. .1688, 1812. .2038, 




2118. .2268, 


2364.. 2610, 3751 


. .3804 




f^T r>Ci cpri n 


(AC009894) Very similar to receptor-like serine/threonine kinase 




[Arabidopsis 


i thaliana] 






Qprf Mo 

O C ^ * INU • 


15569 




Seq. ID 


OJ990517_05.9A15.C60 


Gphp No 


32951 




Strand 


+ 


Start 


1 




End 


4618 


Name 


OJ990517 05. 


9A15.C60.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


235 


\3 X 


uC-osflm202100b06bl 


Score . . 


449 




1. .235 










, 54 41872/dbj | AP000366 . 1 | AP000366 2 . Oe- 


■21 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig a) 1 


o c ^ . IN (J . 


15569 




Seq. ID 


OJ990517_05.9A15.C60 


Gene No. 


32951 




Strand 


+ 


Start 


1 




End 


4618 


Name 


OJ990517 05. 


9A15.C60.ol.gs 


Method 


GENSCAN 




3 




End 


4617 


GI 


none 




Score 


.77 


P, von s 

J_l AVI 1 1~> 


3. .323, 702. 


.900, 972. .1130, 


1213. .1331, 1473. .1683, 1807. .2038, 




2118. .2268, 


2364.. 2701, 3449 


..3489, 4486. .4617 


JC^i in w • 


15569 




Seq. ID 


OJ990517_05.9A15.C60 


Gene No. 


32951 




Strand 


+ 


Start 


1 




End 


4618 


Name 


OJ990517 05. 


9A15.C60.o2.ts 


Method 


TBLASTX : Soybean 


Start 


6 




End 


899 


GI 


none 




Score 


188 


P* von ^ 


6. .323, 173. 


.328, 173. .313, 


680. .748, 


702. .749, 762. .899, 




779. .850 








jclj. in *j • 


15569 




Seq. ID 


OJ990517_05.9A15.C60 


Gene No. 


32951 




Strand 


+ 


Start 


1 




End 


4618 


Name 


OJ990517 05. 


9A15.C60.o2.tm 


Method 


TBLASTX: Maize 


Start 


62 




End 


866 


GI 


none 




Score 


282 


Exons 


62.. 322, 66. 


.323, 66. .335, 158. .325, 677. .865, 699. .866, 




702. .866 








Seq. No. 


15569 




Seq. ID 


OJ990517_05.9A15.C60 



16150 



Gene No. 32951 

Start 1 

Name OJ990517_05 . 9A15 . C60 . o3 . tc 

Start 152 

GI none 

Exons 152.. 322, 156.. 323, 158.. 325, 
717. .899, 754. .915, 970. .993 



Strand 
End 

Method 

End 

Score 



+ 

4618 

TBLASTX: Cress 

993 

207 



189. .323, 698. .883, 702. .899, 



Seq. No. 15569 
Gene No. 32951 
Start 1 

Name OJ990517_05 . 9A15 . C60 . ol . tm 

Start 971 
GI none 

Exons 971.. 1015, 1003.. 1131, 1200.. 

1465. .1665, 1472. .1678, 1796. 
1829. .2038, 2118. .2213, 2118. 



Seq. ID OJ990517_05.9A15.C60 

Strand + 

End 4618 

Method TBLASTX : Mai ze 

End 2265 

Score 4 9 
1331, 1211. .1330, 1464. .1694, 
.2038, 1797. .2036, 1827. .2039, 
.2264, 2119. .2265 



Seq. No. 15569 

Gene No. 32951 

Start 1 

Name OJ990517_05 . 9A15 . C60 . ol . ts 

Start 1235 

GI none 

Exons 1235.. 1324, 1236.. 1331, 1466. 

1829. .2038, 2119. .2244, 2131. 



Seq. ID OJ990517_05.9A15.C60 

Strand + 

End 4618 

Method TBLASTX : Soybean 

End 2525 

Score 93 

.1513, 1494.. 1706, 1806.. 2039, 
.2178, 2349. .2420, 2421. .2525 



; E 



!! 
a? 



Seq. No. 15569 Seq. ID 

Gene No. 32951 Strand 

Start 1 End 

Name OJ990517_05 . 9A15 . C60 . o2 . tc Method 

Start 1308 End 

GI none Score 

Exons 1308. .1337, 1464. .1694, 1472. .1681 



OJ990517_05.9A15.C60 
+ 

4618 

TBLASTX: Cress 

1694 

45 



Seq. No. 15569 

Gene No. 32951 

Start 1 

Name OJ990517_05 . 9A15 . C60 . ol . tw 

Start 1554 

GI none 

Exons 1554. .1688, 1809. .2021, 1823, 



Seq. ID OJ990517_05.9A15.C60 

Strand + 

End 4618 

Method TBLASTX : Wheat 

End 2166 

Score 103 
.1990, 2119. .2166 



Seq. No. 15569 

Gene No. 32951 

Start 1 

Name OJ990517_05 . 9A15 . C60 . ol . tc 

Start 1827 

GI none L 

Exons 1827.. 2039, 1829.. 2035, 1866. 
2364. .2438 



Seq. ID OJ990517_05.9A15.C60 

Strand + 

End 4618 

Method TBLASTX : Cress 

End 2438 

Score 278 

,2036, 2115. .2165, 2119.. 2268, 



Seq. No. 15569 Seq. ID 

Gene No. 32951 Strand 

Start 1 End 

Name OJ990517_05 . 9A15 . C60 . o2 . gp Method 

Start 1854 End 



OJ990517_05.9A15.C60 
+ 

4618 

AAT/GAP 

2535 



16151 




GI 


LIB3434-038-P1-K1-F11 


Score 


923 


Exons 


1854. .2038, 2118. .2268, 2364. 


.2535 




GI Descrip. 


, 6056372/gb|AAF02836.1|AC009894 7 6.0e 


-60 (AC009894) Very 




similar to receptor-like serine/threonine kinase [Arabidops 




thaliana] 1 






Seq. No. 


15569 


Seq. ID 


OJ990517 05.9A15.C60 


Gene No. 


32951 


Strand 


+ 


Start 


1 


End 


4618 


Name 


OJ990517 05. 9A15.C60.o3.tm 


Method 


TBLASTX: Maize 


Start 


2361 


End 


2564 


GI 


none 


Score 


223 


Exons 


2361. .2564, 2361. .2561 






Seq. No. 


15569 


Seq. ID 


OJ990517 05.9A15.C60 


Gene No. 


32951 


Strand 


+ 


Start 


1 


End 


4618 


Name 


OJ990517 05. 9A15.C60.o2.tw 


Method 


TBLASTX: Wheat 


Start 


2373 


End 


2605 


GI 


none 


Score 


242 


Exons 


2373.-2597, 2468.. 2605 






Seq. No. 


15569 


Seq. ID 


OJ990517 05.9A15.C60 


Gene No. 


32951 


Strand 


+ 


Start 


1 


End 


4618 


Name 


OJ990517 05.9A15.C60.o3.gp 


Method 


AAT/GAP 


Start 


4452 


End 


4618 


GI 


42427 1.R1084 


Score 


279 


Exons 


4452. .4618 






GI Descrip. 


' 6056374 /gb I AAF02838 . 1 | AC009894_9 9 . Oe 


-23 (AC009894) Simila 




serine/threonine kinases [Arabidopsis 


thaliana] 1 


Seq. No. 


15570 


Seq. ID 


OJ990517 05.9A15.C61 


Gene No. 


32952 


Strand 


+ 


Start 


111 


End 


395 


Name 


OJ990517 05.9A15.C61.ol.gs 


Method 


GENSCAN 


Start 


111 


End 


395 


GI 


none 


Score 


.88 


Exons 


111. .200, 387. .395 






Seq. No. 


15570 


Seq. ID 


OJ990517_05.9A15.C61 


Gene No. 


32953 


Strand 


+ 


Start 


1123 


End 


4171 


Name 


OJ990517 05. 9A15.C61.ol.np 


Method 


AAT/NAP 


Start 


1123 


End 


4171 


GI 


6056374 


Score 


388 


Exons 


1123. .1352, 1602. .1673, 2379. 


.2493, 2S75..2636, 3000. .3071, 




3180. .3251, 3332. .3403, 3651. 


.3725, 3769.-3876, 4104. .4171 


GI Descrip. 


(AC009894) Similar to serine/threonine 


kinases [Arabidopsis 




thaliana] 






Seq. No. 


15570 


Seq. ID 


OJ990517_05.9A15.C61 


Gene No. 


32953 


Strand 


+ 


Start 


1123 


End 


4171 


Name 


OJ990517 05. 9A15.C61.ol.gp 


Method 


AAT/GAP 


Start 


1164 


End 


2449 


GI 


42427 1.R1084 


Score 


600 



16152 



Exons 1164.. 1352, 1602.. 1673, 2379.. 2449 

GI Descrip. 1 605 637 4 /gb | AAF02838 . 1 1 AC009894_9 9.0e-23 (AC009894) Similar to 
serine/threonine kinases [Arabidopsis thaliana] 1 



Seq. No. 15570 Seq. ID 

Gene No. 32954 Strand 

Start 1126 End 

Name OJ990517_05 . 9A15 . C61 . o2 . gs ■ Method 

Start 1126 End 

GI none Score 

Exons 1126.. 1410, 2216.. 2227 



OJ990517_05.9A15.C61 
2227 

GENSCAN - 

2227 

.96 



Seq. No. 15571 Seq. ID 

Gene No. 32955 Strand 

Start 1 End 

Name OJ990517_05 . 9A15 . C62 . ol . np Method 

Start 1 End 

GI 6056375 Score 

Exons 1..96, 172. .370, 456. .611, 701. .819, 

1571. .1721, 1827. .2159 
GI Descrip. (AC009894) Similar to serine/threonine kinases [Arabidopsis 

thaliana] 



OJ990517_05.9A15.C62 
+ 

2186 
AAT/NAP 
2159 
1159 

907. .1117, 1257. .1488, 



LI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15571 
32955 
1 

OJ990517_05. 9A15.C62.ol.gs 

208 

none 

208. .304, 456. .614, 701. .819, 
1827. .1917, 1942. .2186 

15571 
32956 
3640 

OJ990517JD5. 9A15 . C62 . o3 . np 

3640 

5734709 

3640. .3803, 4888. .5392 
(AC008075) Contains PF| 00069 
[Arabidopsis thaliana] 



Seq. ID OJ990517_05.9A15.C62 

Strand + 

End 2186 

Method GENSCAN 

End 2186 

Score .77 

964. .1117, 1308. .1488, 1571. .1721, 



Seq. ID OJ990517_05.9A15.C62 

Strand + 

End 5392 

Method AAT/NAP 

End 5392 

Score 156 

Eukaryotic protein kinase domain. 



Seq. No. 


15571 






Seq. ID 


OJ990517_05.9A15 


.C62 


Gene No. 


32957 






Strand 






Start 


1931 






End 


2315 




Name 


OJ990517 05. 


9A15. 


C62.ol.gp 


Method 


AAT/GAP 




Start 


1931 






End 


2315 




GI 


none 






Score 


720 • 




Exons 


1931. .2315 












Seq. No. 


15571 






Seq. ID 


OJ990517_05. 9A15 


.C62 


Gene No. 


32958 






Strand 






Start 


3176 






End 


5231 




Name 


OJ990517 05. 


9A15. 


C62.o2.tc 


Method 


TBLASTX: Cress 




Start 


61 






End 


478 




GI 


none 






Score 


57 




Exons 


61. .96, 172. 


.369, 


249. .368, 


258. .374, 


455. .478 





16153 




Seq. No. 


15571 


Seq. ID 


OJ990517JD5.9A15 


.C62 




32958 


Strand 






>-> L. CI i- >- 


3176 


End 


5231 




Name 


OJ990517 05.9A15.C62.o2. 


tm Method 








61 


End 






GI 


none 


Score 


55 




J-J.A. L/l 1 o 


61. .96, 168. .329, 171. .335, 172. .336 






Cprr No 

C ■ \J ■ 


15571 


Seq. ID 


Ot7990S17 OS QA1 S 




Hfinp No 


32958 


Strand 






Start 


3176 


End 


5231 




Name 


OJ990517 05.9A15.C62.ol. 


tm Method 


TBLASTX: Maize 




Start 


457 


End 


1718 




GI 


none 


Score 


95 




p von ^ 


457. .501, 487. .591, 488. 


.625, 699. .816 


i, 700. .819, 782.. 


823, 




899. .1096, 906. .1097, 906. .1118, 907.. 


,1119, 1256. . 1486, 






1268. .1477, 1272. .1502, 


1357. .1488, 1571. .1717, 1572. .1718, 




1575 1718 








Seq. No. 


15571 


Seq. ID 


OJ990517_05.9A15 


.C62 


fipnp No 


32958 


Strand 






Start 


3176 


End 


5231 




Name 


OJ990517 05 9A15 C62 ' b3 


tw Method 


TBLASTX: Wheat 




Start 


715 _ 


End 


1101 




GI 


none 


Score 


70 




F. von s 


715. .819, 906. .1100, 907 


. .1101 






Seq. No. 


15571 


Seq. ID 


OJ990517_05.9A15 


.C62 


Gene No 


32958 


Strand 






Start 


3176 


End 


5231 




Name 


OJ990517 05 9A15 C62 o3 


tc Method 


TBLASTX: Cress 




Start 


726 ~~ 


End 


1119 




GI 


none 


Score 


93 




F, von s 


726. .821, 730. .822, 906. 


.1118, 907. .1119, 958. .1119 




Seq. No. 


15571 


Seq. ID 


OJ990517_05.9A15 


.C62 


Gene No. 


32958 


Strand 






Start 


3176 


End 


5231 




Name 


OJ990517 05.9A15.C62.ol. 


ts Method 


TBLASTX : Soybean 




Start 


793 


End 


1721 




GI 


none 


Score 


39 




Exons 


793. .819, 907. .1119, 918 


..1118, 1274.. 


1489, 1274. .1477, 






1568. . 1666, 1572. .1721 








Seq. No. 


15571 


Seq. ID 


OJ990517JD5.9A15 


.C62 


ftjci-n p» No 


32958 


Strand 






Start 


3176 


End 


5231 




Name 


OJ990517 05. 9A15.C62.o2. 


tw Method 


TBLASTX: Wheat 






1274 


End 


1682 




GI 


none 


Score 


161 




Exons 


1274. .1486, 1571. .1666, 


1572. .1682 






Seq. No. 


15571 


Seq. ID 


OJ990517_05.9A15 


.C62 


Gene No. 


32958 


Strand 






Start 


3176 


End 


5231 




Name 


OJ990517 05.9A15.C62.ol. 


tc Method 


TBLASTX: Cress 





16154 






Start 


1279 








End 


1721 








GI 


none 








Score 


99 








Exons 


1279. . 1482, 


1280 . 


.1489, 


1316. 


. 1462, 1568. .1720, 


1571. .1675, 






1572 . . 1721 


















Seq. No. 


15571 








Seq. ID. 


OJ990517 


05. 9A15. 


.C62 




Gene No. 


32958 - 








Strand 










Start 


317 6 








End 


5231 








Name 


OJ990517 05. 


9A15 . 


C62 .o3 


. tm 


Method 


TBLASTX: 


Maize 






Start 


1824 ~~ 








End 


2027 








GI 


none 








Score 


204 








Exons 


1824 . . 2015, 


1830. 


.2027, 


1928 . 


.2026 










Seq. No. 


15571 








Seq. ID 


OJ990517 


05. 9A15. 


.C62 




Gene No. 


32958 








Strand 










Start 


3176 








End 


5231 








Name 


OJ990517 05 


9A15 . 


C62 .ol 


. tw 


Method 


TBLASTX : 


Wheat 






Start 


1825 _ 








End 


2093 








GI 


none 








Score 


85 








Exons 


1825 . . 2043, 


1833 . 


.2093, 


1836. 


.2093 










Seq. No. 


15571 








Seq. ID 


OJ990517 


05.9A15, 


.C62 




Gene No. 


32958 








Strand 










Start 


3176 








End 


5231 








Name 


OJ990517 05. 


9A15 . 


C62 . o4 


. tc 


Method' 


TBLASTX : 


Cress 




i* n 


Start 


1827 ~ 








End 


2078 






pi S 
: : j 


GI 


none 








Score 


194 






t =r 
•c sf 


Rvnn <s 


1827 2078, 


1884 . 


. 2012, 


1955 . 


, .2041 








U! 


Seq. No. 


15571 








Seq. ID 


OJ990517 


05. 9A15, 


.C62 


a 


Gene No. 


32958 








Strand 








ri! 


Start 


3176 








End 


5231 








Name 


OJ990517 05. 


9A15. 


C62.o2 


.np 


Method 


AAT/NAP 








Start 


3145 








End 


5231 






■!:; 


GI 


2580440 








Score 


80 






M 


Exons 


3145. .3389, 


5182. 


.5231 












I:-: 

, = i 


GI Descrip. 


(D87261) PCF2 [Oryza sativa] 












Seq. No. 


15571 








Seq. ID 


OJ990517 


05. 9A15, 


.C62 




Gene No. 


32958 








Strand 








□ 


Start 


3176 








End 


5231 








Name 


OJ990517 05. 


9A15. 


C62.o2 


,gs 


Method 


GEN SCAN 








Start 


3176 








End 


4515 








GI 


none 








Score 


.47 








Exons 


3176. .3324, 


3797 . 


.3887, 


4392. 


.4515 










Seq. No. 


15572 








Seq. ID 


OJ990517 


05 . 9A15 , 


.C63 




Gene No. 


32959 








St rand 


+ 








Start 


77 








End 


704 








Name 


OJ990517 05. 


9A15. 


C63.ol 


.gs 


Method 


GENSCAN 








Of a r 4- 


77 








End 


704 








GI 


none 








Score 


.77 








Exons 


77. .178, 271 


. .355 


., 415. 


.704 












Seq. No. 


15572 








Seq. ID 


OJ990517 


_05.9A15, 


.C63 




Gene No. 


32960 








Strand 










Start 


1 








End 


3194 







16155. 



Name OJ990517_05 . 9A15 . C63 . ol . np Method AAT/NAP 

Start 1 End 3194 

GI 5295955 Score 313 

Exons 1..644, 688.. 760, 1441.. 1555, 2099.. 2212, 3129.. 3194 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 


15573 


Seq. ID 


OJ990517 


05 9A15 


. C64 


Gene No. 


32961 


Strand 


+ 






Start 


187 


End 


1053 






Name 


OJ990517 05 . 9A15.C64 .ol .gs 


Method 


GENSCAN 






Start 


187 ~~ 


End 


1053 






GI 


none 


Score 


. 61 






Exons 


187 . . 1053 










Seq. No. 


15573 


Seq. ID 


OJ990517 


05 9A15 


. C64 


Gene No. 


32962 


Strand 








Start 


92 


End 


359 






Name 


OJ990517 05. 9A15.C64 .ol .gp 


Method 


AAT/GAP 






Start 


92 ~~ 


End 


359 






GI 


2442508 


Score 


476 






Exons 


92 . . 359 










Sea. No. 


15574 


Seq. ID 


OJ990517 


05 9A15 


. C66 


Gene No. 


32963 


Strand 


+ 






Start 


67 


End 


211 






Name 


OJ990517 05 . 9A15 ,C66. ol .gs 


Method 


GENSCAN 






Start 


67 ~~ 


End 


211 






GI 


none 


Score 


.75 






Exons 


67. .211 










Seq. No. 


15575 


Seq. ID 


OJ990617 


04 . 9A01 


.CI 


Gene No. 


32964 


Strand 


+ 






Start 


833 


End 


922 






Name 


OJ990617 04.9A01.Cl.ol.gs 


Method 


GENSCAN 






Start 


833 


End . 


922 






GI 


none 


Score 


. 75 






Exons 


833. . 922 










Seq. No. 


15576 


Seq. ID 


OJ990617 


04.9A01 


.C3 


Gene No. 


32965 


Strand 








Start 


172 


End 


24 91 






Name 


OJ990617 04.9A01.C3.ol.np 


Method 


AAT/NAP 






Start 


172 


End 


2491 






GI 


6223650 


Score 


477 






Exons 


172. .213, 1755. .1985, 2031., 


2179, 2296 


. .2491 






GI Descrip. 


(AC011698) NAM-like protein 


(no apical 


meristem) 


[Arabidopsis 




thaliana] 










Seq. No. 


15576 


Seq. ID 


OJ990617_ 


04. 9A01 


.C3 


Gene No. 


32965 


Strand 








Start 


172 


End 


2491 






Name 


OJ990617 04.9A01.C3.ol.gs 


Method 


GENSCAN 






Start 


1185 


End 


2491 






GI 


none 


Score 


.55 







Exons 



1185. .1847, 1917. .2179, 2296. .2491 



16156 



Seq. No. 15576 
Gene No. 32966 
Start 5059 

Name OJ990617_04 . 9A01 . C3 . ol . tm 

Start 1806 
GI none 

Exons 1806.. 1850, 1807.. 1848, 1891, 

2028. .2177, 2029. .2178, 2044, 
2282. .2449, 2291. .2449' 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1959, 1902 
.2178, 2117 



OJ990617 04.9A01.C3 



5311 

TBLASTX: Maize 
2449 
57 

1985, 1906. 
2182, 2121. 



.1986, 
.2180, 



Seq. No. 15576 

Gene No. 32966 

Start 5059 

Name OJ990617JD4 . 9A01 .C3 . ol . tw 

Start 1809 

GI none 

Exons 1809.. 1847, 1900.. 1983, 1902. 



Seq. ID OJ990617_04.9A01.C3 
Strand 

End 5311 

Method TBLASTX : Wheat 

End 2166 

Score 86 

.1982, 2049. .2165, 2056. .2166 



Seq. No. 15576 

Gene No. 32966 

Start 5059 

Name OJ990617JD4 . 9A01 . C3 . ol . tc 

Start 1815 

GI none 

Exons 1815.. 1850, 1819.. 1848, 1897, 
2046. .2180, 2047. .2181, 2282. 



Seq. ID OJ990617_04.9A01.C3 
Strand 

End 5311 

Method TBLASTX: Cress 

End 2441 

Score 45 

.1986, 1902. .2003, 2044. .2187, 
.2440, 2292.. 2438, 2298. .2441 



Seq. No. 15576 

Gene No. 32966 

Start 5059 

Name OJ990617_04 . 9A01 . C3 . ol . ts 

Start 1815 

GI none 

Exons 1815.. 1850, 1900.. 1992, 19.00. 

2044. .2175, 2044. .2178, 2282. 



Seq. ID OJ990617_04.9A01.C3 
Strand 

End 5311 

Method TBLASTX : Soybean 

End 2458 

Score 98 

.1956, 1902. .1991, 2028. .2177, 
.2458, 2298. .2441 



Seq. No. 15576 

Gene No. 32966 

Start 5059 

Name OJ990617_04 . 9A01 . C3 . o2 . gs 

Start 5059 

GI none 

Exons 5059.. 5135, 5194.. 5311 



Seq. ID OJ990617_04.9A01.C3 
Strand 

End 5311 

Method GENSCAN 

End 5311 

Score .54 



Seq. No. 15577 Seq. ID 

Gene No. 32967 Strand 

Start 1789 End 

Name OJ990617_04 . 9A01 . C4 . ol . gs Method 

Start 1789 b .. End 

GI none Score 

Exons 1789.. 1875 



OJ990617_04.9A01.C4 

1875 
GENSCAN 
1875 
.96 



Seq. No. 15578 Seq. ID 

Gene No. 32968 Strand 

Start 454 End 

Name OJ990617_04 . 9A01 .C5.ol.gs Method 

Start 454 End 



OJ990617_04.9A01.C5 

2036 

GENSCAN 

2006 



16157 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
454. .1155, 1421. .1728, 1856. .2006 



96 



OJ990617 04.9A01.C5 



15578 Seq. ID 

32968 Strand 
454 End 2036 

OJ990617_04 . 9A01 .C5.ol.gp Method AAT/GAP 

600 End 1086 

uC-osflM202052a02bl Score 788 

600. .1086 

, 4868375/gb|AAD31285.1|AF139807_l 1.0e-29 (AF139807) nod factor 
binding lectin-nucleotide* phosphohydrolase [Dolichos biflorus] 1 



15578 Seq. ID 

32968 Strand 

454 End 

OJ990617_04 .9A01.C5.ol. np Method 

1089 End 

4325282 Score 

1089. .1155, 1430. .1728, 1856. .2036 



OJ990617_04 .9A01.C5 

2036 
AAT/NAP 
2036 
518 



1430. .1728, 1856. 
(AF123310) NAC domain protein NAM [Arabidopsis thaliana] 
gi |4325286| gb | AAD17314 | (AF123311) NAC domain protein NAM 
[Arabidopsis thaliana] gi | 68 6294 8 | gb | AAF30336 . 1 | AC019018_14 
(AC019018) NAM-like protein [Arabidopsis thaliana] 



Seq. No. 15578 ' 

Gene No. 32969 

Start 3773 

Name 0 J 9 90 6 17_0 4 . 9 AO 1 . C5 . ol . t c 

Start 1114 

GI none 

Exons 1114.. 1158, 1487.. 1741, 1488. 
1857. .2003 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1517, 



OJ990617 04.9A01.C5 



4187 

TBLASTX: Cress 
2004 
49 

1557. .1742, 1852. .2004, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



15578 
32969 
3773 

OJ990617_04 . 9A01 .C5 . ol . tm 

1120 

none 

1120. .1158, 1487. .1585, 1489. 
1857. .2021, 1860. .1997, 1867. 

15578 
32969 
3773 

OJ990617JD4 . 9A01 . C5 . ol . ts 

1487 

none 

1487. .1579, 1488. .1580, 1488. 
1852. .2037, 1857. .1997 

15578 
32969 
3773 

OJ990617_04 . 9A01 .C5.ol.tw 
1487 



Seq. ID OJ990617_04.9A01.C5 
Strand 

End 4187 

Method TBLASTX : Mai ze 

End 2043 

Score 71 

.1566, 1598. .1741, 1605. .1742, 
.2043 

Seq. ID OJ990617_04.9A01.C5 
Strand 

End 4187 

Method TBLASTX : Soybean 

End 2037 

Score 62 

.1580, 1589. .1741, 1599. .1742, 



Seq. ID OJ990617_04.9A01.C5 
Strand 

End 4187 

Method ' TBLASTX: Wheat 

End 1721 



16158 





GI 


none 








Score 


52 




Exons 


1487 . . 1573, 


1491 


. . 1571, 


1495. 


.1572, 1525. .1584, 1567. .1680, 






1595 . . 1720, 


1605 


. . 1721 










Seq. No. 


15578 








Seq. ID 


OJ990617_04.9A01.C5 




Gene No. 


32969 








Strand 






Start 


3773 








End 


4187 




Name 


OJ990617 04 


9A01 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1857* ~ 








End 


4187 




GI 


none 








Score 


132 




Exons 


1857 . . 1997, 


1858 


. . 2031, 


1864 . 


.2037, 1943. .2038, 4113. .4187 




Seq. No. 


15578 








Seq. ID 


OJ990617_04.9A01.C5 




Gene No. 


32969 








Strand 


- 




Start 


3773 








End 


4187 




Name 


OJ990617 04. 


9A01 


.C5 ,o2. 


OS 


Method 


GENSCAN 




Start 


3773 ~~ 








End 


4049 




GI 


none 








Score 


.88 




Exons 


3773 . . 3921, 


4019 


. .4049 










Seq. No. 


15579 








Seq. ID 


OJ990617_04.9A01.C6 




Gene No. 


32970 








Strand 


+ 




Start 


353 








End 


586 


.iCi. 

: 1 


Name 


OJ990617 04 


9A01 


. C6 . ol . 


crs 


Method 


GENSCAN 




Start 


353 ~.- 








End 


586 


cn 


GI 


none 








Score 


.76 


ru 


Exons 


353. .586 














Seq. No. 


15579 








Seq. ID 


OJ990617_04. 9A01.C6 


Ul 


Gene No. 


32971 








Strand 






Start 


1130 








End 


5462 


m 


Name 


OJ990617 04. 


9A01 


.C6.o2. 


gs 


Method 


GENSCAN 




Start 


1130 








End 


5253 




GI 


none 








Score 


.63 


b 


Exons 


1130. .1262, 


2852 


. .2877, 


2926. 


.2979, 4106. .4269, 4734. .4825, 



5074. .5253 



Seq. No. ' 15579 Seq. ID 

Gene No. 32971 Strand 

Start 1130 End 

Name OJ990617_04.9A01.C6.ol.np Method 

Start 4106 End 

GI 6683666 Score 

Exons 4106.. 4319, 4734.. 4825, 5074.. 5462 
GI Descrip. (AB027616) apyrase [Pisum sativum] 



OJ990617_04. 9A01.C6 

5462 
AAT/NAP 
5462 
477 



Seq. No. 15579 

Gene No. 32971 

Start 1130 

Name OJ990617_04 . 9A01 .C6 . ol . tm 

Start 4112 

GI none 

Exons 4112. .4279, 4112. .4279, 4279. 



OJ990617_04. 9A01.C6 
5462 

TBLASTX: Maize 

5373 

127 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4320, 4280. .4351, 4714. .4773, 



4765. .4827, 5054. .5359, 5056. .5358, 5076. .5372, 5089. .5373 



Seq. No. 
Gene No. 



15579 
32971 



Seq. ID 
Strand 



OJ990617 04.9A01.C6 



16159 




Start 


1130 




End 


5462 




Name 


OJ990617 04.9A01.C6.ol.ts 




Method 


TBLASTX : Soybean 




Start 


4115 




End 


5373 




GI 


none 




Score 


66 




Exons 


4115.. 4270, 4729.. 4827, 5071. 


.5313, 5076.. 5228, 5076.. 5372 




5080. .5373 










Seq. No. 


15580 




Seq. ID 


OJ990617 04.9A01 


,C7 


Gene No. 


32972 




Strand 






Start 


136 




End 


1668 




Name 


OJ990617 04.9A01.C7.ol.tm 




Method 


TBLASTX: Maize 




Start 


118 




End 


1433 




GI 


none 




Score 


150 




Exons 


118. .420, 137. .421, 138.. 


434, 


151. .435, 


510. . 572, 510. . 


569 




512. .571, 1349. .1432, 1350. .1433 






Seq. No. 


15580 




Seq. ID 


OJ990617 04.9A01 


.C7 


Gene No. 


32972 




Strand 






Start 


136 




End 


1668 




Name 


OJ990617 04.9A01.C7.ol.ts 




Method 


TBLASTX: Soybean 




Start 


124 




End 


1480 




GI 


none 




Score 


78 




Exons 


124. .375, 138. .290, 138.. 


434, 


142. .435, 


512 . . 571, 1349 . 


. 14 


Seq. No. 


15580 




Seq. ID 


OJ990617 04.9A01 


.C7- 


Gene No. 


32972 




Strand 






Start 


136 "' 




End 


1668 




Name 


OJ990617 04.9A01.C7.ol.gs 




Method 


GEN SCAN 




Start 


136 




End 


571 




GI 


none 




Score 


.69 




Exons 


136. .315, 515. .571 










Seq. No. 


15580 




Seq. ID 


OJ990617_04. 9A01 


,C7 


Gene No. 


32972 




Strand 






Start 


136 




End 


1668 




Name 


OJ990617 04. 9A01.C7.ol.np 




Method 


AAT/NAP 




Start 


136 




End 


1668 




GI 


6683666 




Score 


362 




Exons 


136. .434, 515. .571, 1349. 


.1509, 1644. .1668 




GI Descrip. 


(AB027616) apyrase [Pisum 


sativum] 






Seq. No. 


15581 




Seq. ID 


OJ990617_04.9A01 


.C8 


Gene No. 


32973 




Strand 


+ 




Start 


348 




End 


1516 




Name 


OJ990617 04. 9A01.C8.ol.gs 




Method 


GENSCAN 




Start 


348 




End 


1516 




GI 


none 




Score 


.64 




Exons 


348. .422, 527. .700, 760. . 


905, 


989. .1061 


, 1156.. 1254, 1334. 


Seq. No. 


15581 




Seq. ID 


OJ990617_04.9A01 


.C8 


Gene No. 


32974 




Strand 


+ 




Start 


1607 




End 


1948 




Name 


OJ990617 04. 9A01.C8.ol.np 




Method 


AAT/NAP 




Start 


1607 




End 


1948 




GI 


862343 




Score 


102 




Exons 


1607. .1764, 1863. .1948 











GI Descrip. (L10908) Gcapl gene product [Mus musculus] 



16160 




gi 1 1092097 iprf I I 2022314A granule cell marker protein [Mus 
musculus] gi| 1092098 Iprf | I2022315A granule cell marker protein 
[Mus musculus] 



Seq. No. 15581 Seq. ID 

Gene No. 32974 Strand 

Start *' * 1607 End 

Name OJ990617_04 . 9A01 . C8 . ol . gp Method 

Start 1691 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 1691.. 1764, 1863.. 1901 

GI 'Descrip. ' 24 98586/sp | Q40638 I MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ990617_04 .9A01.C8 
+ 

1948 
AAT/GAP 
1901 
130 





O e q . In O . 






O.TQQOfiT 7 04 QA01 PQ 




Gene No. 


32975 


Strand 






Start 


36 


End 


413 




Name 


O.TQQ061 7 04 QA01 nl n«! 


L *JC U 1 


V-3 Ej IN O V^rtLN 




OLdi L 


If, ~ 


PnH 


*i X .J 






none 




■ .7 .7 






^6 41^ 






'as? 


c 0 n Kin 


1 JJO J 




D,TQQ0fi1 7 04 qaoi ni 


i. J 


(~1 one NT /-> 




O LI d 1 






Start 


42 


End 


824 




Name 


OJ990617 04 .9A01.Cll.ol.gs 


Method 


GENSCAN 


t s i ; 
! Sjf 


Start 


42 


End 


824 


,S C; 


GI 


none 


Score 


.76 




Exons 


42. .212, 696. .824 








Seq. No. 


15584 


Seq. ID 


OJ990617_04.9A01.C12 




Gene No. 


32977 


Strand 






Start 


505 


End 


825 


Q 


Name 


OJ990617 04.9A01.C12.ol.gs 


Method 


GENSCAN 




Start 


505 


End 


825 


M : 


GI 


none 


Score 


. 62 




Exons 


505. .601, 640. .825 






■ i0 i 


Seq. No. 


15585 


Seq. ID 


OJ990617_04.9A01.C13 


□ 


Gene No. 


32978 


Strand 


+ 




Start 


1 


End 


1716 




Name 


OJ990617 04 .9A01.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1716 




GI 


6721562 


Score 


73 




Exons 


1. . 137, 1642. .1716 








GI Descrip. 


(AP001073) Similar to Zea mays 22-kDa 


alpha zein gene cluster; 



hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 

alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 15585 Seq. ID OJ990617_04.9A01.C13 

Gene No. 32979 Strand 

Start 1101 End 1643 

Name OJ990617_04 . 9A01 . C13 . ol . gs Method GENSCAN 

Start 1101 End 1643 



16161 








none 






Q7 






DAU1 lO 


1101 1 ?1 ^ 1449 


. . 164 3 












15586 




Seq. ID 


OJ990617_04.9A01. 


C14 




Gene No. 


32980 




Strand 


+ 






Start 


96 




End 


3452 






LNaillC 


OJ990617 04.9A01 


.C14 .ol.gs 


Method 


GENSCAN 






C +- >-■}- 


96 




End 


3424 






PT 


none 




Score 


.48 








96. .196, 253. .580, 699. .848, 


872.. 1069, 1223.. 2223, 2282.. 2 






2699. .3424 














15586 




Seq. ID 


OJ990617_04 .9A01. 


C14 




UC11C liu • 


32980 




Strand 


+ 






Start 


96 




End 


3452 






Name 


OJ990617 04.9A01 


.C14 .ol.np 


Method 


AAT/NAP 






Start 


776 




End 


3452 






riT 


6498441 




Score 


2994 






P vrin c 


776. .1840, 2171. 


.2635, 2699. 


.3072, 3256.. 3452 






T Hr 1 t*t* i t~\ 
o J. ucoui . 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 






predicted gene.; 


Similar to 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon 


RetroSorl . (AF098806) 


[Oryza sativa] 




.to; 


Seq. No. 


1 jjOD 




Seq. ID 


OJ990617_04.9A01. 


C14 




Gene No. 






Strand 


+ 






Cf a v-t- 

OLdl L 


j 0 




End 


3452 




m 


Name 




.C14 .o2 .tm 


Method 


TBLASTX: Maize 




ftj 


Cf 3 v~+- 






End 


1215 




! i 


Vj-L 


none 




Score 


193 




i t 

i.U 


Ej A. 1 1 0 


931. .1203, 967.. 


1215, 969.. 1214 






i 5 il 


Seq. No. 


15586 




Seq. ID 


OJ990617_04 .9A01. 


C14 


! f J 


Gene No. 


32980 




Strand 


+ 




is 


O LdL L 


96 




End 


3452 




,G = ; 


Mama 


OJ990617 04.9A01 


,C14 .o3.tw 


Method 


TBLASTX: Wheat 




Nj 


OLdi L 


979 




End 


1317 




M> 


V3 J. 


none 




Score 


116 




s i 


t? von q 


979. .1077, 984.. 


1076, 10 s 44.. 


1283, 1060 


. .1317 




; i 
•s at 


JCLJ. LN (J . 


15586 




Seq. ID' 


OJ990617_04 .9A01. 


C14 


i aB i 

; 5 3? 


Gene No. 


32980 




Strand 


+ 






Start 


96 




End 


3452 






Name 


OJ990617 04.9A01 


.C14.o2.tw 


Method 


TBLASTX: Wheat 








2055 




End 


2542 






O J. 


none 




Score 


185 








2055.. 2228, 2056 


..2310, 2250 


..2309, 2308. .2511, 2309. .2542, 






2321. .2515 












Seq. No. 


15586 




Seq. ID 


OJ990617_04 .9A01. 


C14 




Gene No. 


32980 




Strand 


4- 






Start 


96 




End 


3452 






Name 


OJ990617 04.9A01 


.C14 .ol.tw 


Method 


TBLASTX: Wheat 






Start 


2706 




End 


3169 






GI 


none 




Score 


197 






Exons 


2706.. 3149, 2707 


..3162, 2708 


..3169, 2708.. 3163 






Seq. No. 


15586 




Seq. ID 


OJ990617_04 .9A01. 


C14 



16162 



Strand 
End 

Method 
End 
Score 



Gene No. 32980 

Start 96 

Name OJ990617_04 . 9A01 . C14 . ol . ts 

Start 2747 

GI none 

Exons 2747.. 2971, 2978.. 3112 

Seq. No. 15586 

Gene No. 32980 

Start 96 

Name OJ990617_04 . 9A01 . C14 . ol . tm 

Start 2837 

GI none 

Exons 2837.. 3193, 2872.. 3183, 2888.. 3193 



+ 

3452 

TBLASTX : Soybean 

3112 

113 



Seq. ID OJ990617_04.9A01.C14 
Strand 
End 

Method 
End 
Score 



+ 

3452 

TBLASTX: Maize 

3193 

392 



Seq. No. 


15586 








Seq. ID 


OJ990617_04.9A01 


.C14 


Gene No . 


32980 








Strand 


+ 




Start 


96 








End 


3452 




Name 


OJ990617 04. 


9A01 


C14 .o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3170 








End 


3452 




GI 


none 








Score 


218 




Exons 


3170. .3385, 


3178 


.3384, 


3372. 


.3452, 3373. .3450 




Seq. No. 


15586 








Seq. ID 


OJ990617_04.9A01 


.C14 


Gene No. 


32980 








Strand 


+ 




Start 


96 








End 


3452 




Name 


OJ990617 04. 


9A01 


C14 .o3 


tm 


Method 


TBLASTX: Maize 




Start 


3220 








End 


3452 




GI 


none 








Score 


137 




Exons 


3220. .3384, 


3221 


.3385, 


3373. 


.3450, 3381.. 3452 




Seq. No. 


15587 








Seq. ID 


OJ990617_04.9A01 


.C15 


Gene No. 


32981 








Strand 


+ 




Start 


85 








End 


554 




Name 


OJ990617 04. 


9A01 


C15.ol 


gp 


Method 


AAT/GAP 




Start 


85 








End 


554 




GI 


2428323 








Score 


834 




Exons 


85. .554 















GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 15587 Seq. ID 

Gene No. 32982 Strand 

Start 562 End 

Name OJ990617_04 . 9A01 . C15 . ol . gs Method 

Start 562 End 

GI none Score . 

Exons 562.. 759 



OJ990617_04.9A01.C15 
764 

GENSCAN 

759 

.57 



Seq. No. 15587 Seq. ID 

Gene No. 32982 Strand 

Start 562 End 

Name OJ990617_04 . 9A01 . C15 . ol . np Method 

Start 565 End 

GI 5803259 Score 

Exons 565.. 764 

GI Descrip. (AP000399) hypothetical protein [Oryza sativa] 



OJ990617_04.9A01.C15 
764 

AAT/NAP 
764 
301 



16163 




Seq. No. 


15588 


Seq. ID 


OJ990617_04 . 9A01.C16 


Gene No. 


32983 


Strand 




Start 


1 


End 


737 


Name 


OJ990617 04.9A01.C16.ol.np 


Method 


AAT/NAP 


Start ■ 


1 


End 


737 


GI 


5803259 


Score 


960. 


Exons 


1..627, 678. .737 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 


Seq. No. 


15588 


Seq. ID 


OJ990617 04.9A01.C16 


Gene No. 


32983 


Strand 




Start 


1 


End 


737 


Name 


OJ990617 04.9A01.C16.ol.gs 


Method 


GENSCAN 


Start 


46 


End 


375 


GI 


none 


Score 


.43 


Exons 


46. .107, 149. .375 






Seq. No.. 


15589 


Seq. ID 


OJ990617_04.9A01.C17 


Gene No. 


32984 


Strand 


+ 


Start 


649 


End 


775 


Name 


OJ990617 04.9A01.C17.ol.gp 


Method 


AAT/GAP 


Start 


649 


End 


775 


GI 


2492 1.R1084 


Score 


215 


Exons 


649. .775 






GI Descrip. 


! 4204260 6.0e-09 (AC005223) 


25568 [Arabidopsis thaliana] 1 


Seq. No. 


15590 


Seq. ID 


OJ990617_04 . 9A01.C18 


Gene No. 


32985 


Strand 


+ 


Start 


2302 


End 


2538 


Name 


OJ990617 04 . 9A01 .CI 8 ,o3.gp 


Method 


AAT/GAP 


Start 


2302 


End 


2538 


GI 


15675_1.R1084 


Score 


193 


Exons 


2302 . . 2340, 2448 . . 2538 






GI Descrip. 


■4204260 6.0e-09 (AC005223) 


25568 [Arabidopsis thaliana] 1 


Seq. No. 


15590 


Seq. ID 


OJ990617_04 . 9A01.C18 


Gene No. 


32986 


Strand 




Start 


27 


End 


2534 ■ ' 


Name 


OJ990617 04.9A01.C18.ol.np 


Method 


AAT/NAP 


Start 


27 


End 


1572 


GI 


4567284 


Score 


195 


Exons 


27. .259, 360. .489, 573. .637 


, 869.. 1002, 


1426. .1572 


GI Descrip. 


(AC006841) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


15590 


Seq. ID 


OJ990617_04.9A01.C18 


Gene No. 


32986 


Strand 




Start 


27 


End 


2534 


Name 


OJ990617 04.9A01.C18.ol.gp 


Method 


AAT/GAP 


Start 


110 


End 


1134 


GI 


2492 1.R1084 


Score 


903 


Exons 


110. .256, 387. .450, 573. .637, 869. .1134 


GI Descrip. 


•4204260 6.0e-09 (AC005223) 


25568 [Arabidopsis thaliana] ' 


Seq. No. 


15590 


Seq. ID 


OJ990617_04.9A01.C18 


Gene No. 


32986 


Strand 




Start 


27 


End 


2534 



16164 




Name 


OJ990617 04. 9A01.C18.ol. 


gs 


Method 


GENSCAN 


Start 


128 




End 


2534 


GI 


none 




Score 


.57 


Exons 


128. .259, 387. .450, 573. 


. 637, 


869.. 1059, 2291.. 2534 


Seq. No. 


15590 




Seq. ID 


OJ990617_04 . 9A01 .C18 


Gene No. 


32986 




Strand 




Start 


27 




End 


2534 


Name 


OJ990617 04. 9A01.C18.o2. 


gp 


Method 


AAT/GAP 


Start 


865 




End 


1161 


GI 


2276011 




Score 


373 


Exons 


865. . 1022, 1060. . 1161 








Seq. No. 


15591 




Seq. ID 


OJ990617_04.9A01.C19 


Gene No. 


32987 




Strand 


+ 


Start 


655 




End 


2880 


Name 


OJ990617 04.9A01.C19.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


644 




End 


1571 


GI 


none 




Score 


103 


Exons 


644. .763, 648. .761, 665. 


.769, 


876. .929 


, 877. .939, 878. .940, 




1219. . 1326, 1238 . . 1300, 


1411. 


.1569, 1416. .1571 


Seq. No. 


15591 




Seq. ID 


OJ990617_04.9A01.C19 


r"| Gene No. 


32987 




Strand 


+ 


j"| Start 


655 




End 


2880 


.spL Name 


OJ990617 04.9A01.C19.ol. 


gp 


Method 


AAT/GAP 


:!;! Start 


655 




End 


' 1558 


gi 


3061099 




Score 


596 


s. s f Exons 


655. .763, 878. .937, 1235 


I..1297, 1413.. 


1558 


! ;! GI Descrip. 


4204260 6.0e-09 (AC005223) 25568 [Arabidopsis thaliana] 


li" Seq. No. 


15591 




Seq. ID 


OJ990617_04.9A01.C19 


' Gene No . 


32987 




Strand 


+ 


• !; Start 


655 




End 


2880 


Name 


OJ990617 04.9A01.C19.ol. 


tm 


Method 


TBLASTX: Maize 


! 'J Start 


659 




End 


2375 


\2 GI 


none 




Score 


83 


; ^ Exons 


659. .763, 660. .755, 662. 


.769, 


872. .940 


, 876. .932, 877. .939, 




1231. .1326, ' 1238. .1300, 


1408. 


.1557, 1414. .1563, 1416. .1592, 


UP 


1416. . 1562, 1569. . 1610, 


1572. 


.1610, 1573. .1611, 1689. .1748, 


i* *jj 


1689. . 1754, 1690. . 1764, 


1702. 


.1764, 1853. .2002, 1854. .1994, 




1898. .1996, 2021. .2080, 


2022. 


.2075, 2279. .2368, 2282. .2371, 




2283. .2369, 2319. .2375 








Seq. No. 


15591 




Seq. ID 


OJ990617_04 . 9A01 . CI 9 


Gene No. 


32987 




Strand 


+ 


Start 


655 




End 


2880 


Name 


OJ990617 04 . 9A01.C19.ol. 


gs 


Method 


GENSCAN 


Start 


661 




End . 


2880 


GI 


none 




Score 


.89 


Exons 


661. .763, 1235. .1297, 1413. .1610, 1684 


. . 1780, 1861. .2075, 




2845. .2880 








Seq. No. 


15591 




Seq. ID 


OJ990617_04.9A01.C19 


Gene No. 


32987 




Strand 


+ 


Start 


655 




End 


2880 


Name 


OJ990617 04 . 9A01.C19.o2. 


gp 


Method 


AAT/GAP 



16165 



Start 


1923 








End 


2677 


GI 


none 








Score 


730 


Exons 


1923. . 1945, 


1975 


. . 2075, 


2280 . 


.2677 




Seq. No. 


15592 








Seq. ID 


OJ990617_04 . 9A01 .C24 


Gene No. 


32988 








Strand 


+ 


Start 


1 








End 


6.11 


Name 


OJ990617 04, 


. 9A01 


.C24 .ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


611 


GI 


6498441 








Score 


861 



Exons 1 . .611 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 15592 Seq. ID 

Gene No. 32988 Strand 

Start 1 End 

Name OJ990617_04 . 9A01 . C24 . ol . gs Method 

Start 106 End 

GI none Score 

Exons 106.. 576 



OJ990617_04.9A01.C24 
+ 

611 

GENSCAN 

576 

.83 



Seq. No. 15592 Seq. ID 

Gene No. ,,32988 Strand 

Start 1 End 

Name OJ990617_04 . 9A01 . C24 . ol . tm Method 

Start 121 End 

GI none Score 

Exons 121.. 324, 322.. 435 



OJ990617JD4 . 9A01 . C24 
+ 

611 

TBLASTX: Maize 

435 

142 



Seq. No. 15592 

Gene No. 32988 

Start 1 

Name OJ990617_04 . 9A01 . C24 . ol . tw 

Start 124 

GI none 

Exons 124.. 522, 132.. 215, 240.. 383 



Seq. ID OJ990617_04.9A01.C24 

Strand + 

End 611 

Method TBLASTX : Wheat 

End 522 

Score 337 



Seq. No. 15593 

Gene No. 32989 

Start 1 

Name OJ990617_04 . 9A01 . C25 . ol . np 

Start 1 

GI 5042454 

Exons 1..179, 417.. 470 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990617_04.9A01.C25 

Strand + 

End 587 

Method AAT/NAP 

End 470 

Score 253 



Seq. No. 15593 • Seq. ID 

Gene No. 32989 Strand 

Start 1 End 

Name OJ990617_04 . 9A01 . C25 . ol . gs Method 

Start 123 End 

GI none Score 

Exons 123.. 179, 417.. 587 



OJ990617_04 . 9A01 . C25 
+ 

587 

GENSCAN 

587 

.47 



Seq. No. 



15594 



Seq. ID OJ990617_04.9A01.C26 



16166 




Gene No. 


32990 




Strand 


+ 




Start 


196 




FnH 

til 1U 


6S0 




LN ctiutr 




. gs 




nFMQPZiM 
oCjINOO r\LM 




O Lai L 


X -7 O 


FnH 


OJU 




O X 






Score 


.ox 






1 Qfi OQO -570 497 fil ^ 


. • DJU 








Seq. No. 


15595 




Seq. ID 


OJ990617_04.9A01 


.C27 


Gene No. 


32991 




Strand 






Start 


417 




FnH 


•j \j j 






O,7QQ0fi1 7 04 QA01 P97 nl 


. gs 




O Cj IN O 




O L. OX L. 


417 ~~ 




FnH 






O X 






Score 


Q 




F von c 


417 ^n^ 

IX/ . . JU J 










Seq. No. 


15596 




Seq. ID 


OJ990617_04.9A01 


.C29 


Gene No. 


32992 




Strand 


+ 






^40 




FnH 


71 9 

/ X C. 




Name 












OLdl L 


"394 _ 




FnH 


^ 4 n 




ox 


none 




Score 


x 




Cj A (J I 1 0 


"394 R^Q ^9^ ^40 










Corr Mo 


X J J 17 D 






nTQQflfil 1 H4 QA01 


P9Q 


Gene No. ' 


32992 




Strand 


+ _ 




Start 


340 




End 


712 




Name 


OJ990617 04.9A01.C29.ol 


np 


Method 


AAT/NAP 




o Lai L 


340 




End 


712 




ox 


4678924 




Score 


124 




F vnn q 


340. .522, 684 . .712 










CZ T Hp^rri n 

OX L/" O ^ X X^J • 


(AL049711) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


15597 




Seq. ID 


OJ990617_04. 9A01 


.C32 


Gene No. 


32993 




Strand 


+ 




O U dX L. 


1189 




End 


1643 




Mam o 


OJ990617 04. 9A01.C32.ol 


gs 


Method 


GENSCAN 




u Ldl L 


1189 




End 


1532 




O X 


none 




Score 


.55 






1189. .1532 










Seq. No. 


15597 




Seq. ID 


OJ990617_04.9A01 


C32 


Gene No. 


32993 




Strand 


+ 




Start 


1189 




End 


1643 




Lvalue 


OJ990617 04. 9A01.C32.ol 


tm 


Method 


TBLASTX: Maize 




O Ldl L 


1253 




End 


1469 




GI 


none 




Score 


198 






1253. .1468, 1254. .1469 












15597 




Seq. ID 


OJ990617_04.9A01 




Gene No. 


32993 




Strand 


+ 




Start 


1189 




End 


1643 




Name 


OJ990617 04. 9A01.C32.ol. 


np 


Method 


AAT/NAP 




Start 


1269 




End 


1643 




GI 


4678924 




Score 


127 




Exons 


1269. .1447, 1533. .1643 










GI Descrip. 


(AL049711) putative protein 


[Arabidopsis thaliana] 





16167 



Seq. No. 


15598 




Seq. ID 


OJ990617_04.9A01.C33 


Gene No. 


32994 




Strand 


+ 


Start 


136 




End 


714 


Name 


OJ990617 04 


9A01 C33 ol as 


Met* hod 


GENSCAN 


Start 


136 ~~ 




End 


705 


GI 


none 




Score 


. 91 


Exons 


136. . 705 








Sea. No. 


15598 




Sea ID 


OJ990617 04 9A01 C33 


Gene No. 


32994 




Strand 




Start 


136 




End 


714 


Name 


OJ990617 04 


.9A01.C33.ol.np 


Method 


AAT/NAP 


Start 


136 ~ 




End 


714 


GI 


5803259 




Score 


1015 


Exons 


136. .714 








GI Descrip. 


(AP000399) 


hypothetical protein [Oryza 


tJULlVU j 


Seq. No. 


15599 




Seq. ID 


OJ990617_04.9A01.C35 


Gene No. 


32995 




Strand 




Start 


260 




End 


376 


Name 


OJ990617 04 


. 9A01.C35.ol.gs 


Method 


GENSCAN 

VJ ULiiJ Villi 


Start 


260 ~~ 




End 


376 


GI 


none 




Score 


. 93 


Ex on s 


260 . .376 








Seq. No. 


15600 




Seq. ID 


OJ990617 04 9A01 C36 


Gene No. 


32996 




Strand 


+ 


Start 


1 




End 


274 


Name 


OJ990617 04 


.9A01.C36.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


274 


GI 


602 5.R1084 




Score 


531 


Exons 


1 . .274 








GI Descrip . 


' 1172818 /sp 


I P4 62 94 |RS16_ORYSA 


2.0e-25 


4 OS RIBOSOMAL PROTEIN S 




>gi 538428 


(L36313) ribosomal 


protein 


S16 [Oryza sativa] 




>gi~ 1096552 


_prf 2111468A ribosomal protein S16 [Oryza sativa 


Seq. No. 


15601 




Seq. ID 


OJ990617_04 . 9A01 .C37 


Gene No. 


32997 




Strand 


+ 


Start 


1 




End 


10132 


Name 


OJ990617 04 


. 9A01.C37.b2.np 


Method 


AAT/NAP 


Start 


1 




End 


10132 


GI 


6598711 




Score 


241 


Exons 


1 87. 7377 


..7553, 7836. .8007, 


9101.. 9501, 10115.. 10132 


GI Descrip. 


f AC007197 ) 


putative disease resistance 


protein [Arabidopsis 




thaliana ] 








Seq. No. 


15601 




Seq. ID 


OJ990617_04.9A01.C37 


Gene No. 


32997 




Strand 


+ 


Start 


1 




End 


10132 


Name 


OJ990617 04 


.9A01.C37.o2.gs 


Method 


GENSCAN 


Start 


4110 ~~ 




End 


9516 


GI 


none 




Score 


.71 


Exons 


4110. .4320, 


5526. .6038, 6148.. 


8298, 8350.. 8525, 9142.. 9516 


Seq. No. 


15601 




Seq. ID 


OJ990617_04 . 9A01 . C37 


Gene No. 


32997 




Strand 


+ 


Start 


1 




End 


10132 



16168 




Name 


OJ990617 04 


.9A01 


.C37.ol 


.np 


Method 


AAT/NAP 




61 68 ~~ 

U X u 0 








End 


7049 


yj x 


3Q8261 8 








Score 


744 


F von q 


6168 7049 












CZ T Dp^rri n 

VJ X L/COLJ — LU ■ 


(AF056153} 


disease resistance 


gene analog PIC13 fZea mays] 


Seq. No. 


15601 








Seq. ID 


OJ990617_04.9A01.C37 


Gene No. 


32998 








Strand 


- 


Start 


1564 








End 


2962 




O.TQQO 61 7 04 


.9A01 


.C37.ol 


.gs 


Method 


GEN SCAN 


o Lai t_ 


1 S64 ~~ 

X U \J *i 








End 


2962 




n on 0 








Score 


.79 


F. von s 


1564 1887 


2918 


. .2962 








Cpn Mo 


1 S601 








Seq. ID 


OJ990617_04.9A01.C37 


Gene No. 


32999 








Strand 




Start 


6126 








End 


9481 


Name 


OJ990617 04 


.9A01, 


.037. ol 


. tc 


Method 


TBLASTX: Cress 


a rt 


6126 ~~ 

vj X \J 








End 


6872 


(IT 


n on 0 








Score 


92 


F von c: 


6126 6236 


6222 


. .6371, 


6369. 


.6428, 6522. .6584, 6609. .6743, 
















Seq. No. 


15601 








Seq. ID 


OJ990617_04.9A01.C37 


Gene No. 


32999 








Strand 




Start 


6126 








End 


9481 




O.TQQ061 7 04 


Qan 1 

. Z?r\\J x , 


. V^O / . OX . 


. Lin 


Method 


TBLASTX: Maize 


rt- 


6S22 ~~ 








End 


6920 


0 X 


non^ 
nunc 








Score 


50 


F von q 


6S22 6584 


6579, 


. .6920, 


6617. 


.6862 




Seq. No. 


15601 








Seq. ID 


OJ990617_04.9A01.C37 


Gene No. 


32999 








Strand 




Start 


6126 








End 


9481 


Name 


O.799061 7 04 


. 9A01, 


.C37.ol. 


.ts 


Method 


TBLASTX: Soybean 


Start 


6639 ~~ 

U U J J 








End 


7643 


GI 


none 








Score 


287 


Pvonq 


■ 6639 6998 


6641. 


. .6997, 


7314. 


.7466, 7542. .7643 


Seq. No. 


15601 








Seq. ID 


OJ990617_04.9A01.C37 


Gene No. 


32999 








Strand 




Start 


6126 








End 


9481 


Name 


OJ990617 04 


. 9A01. 


.C37.o2. 


.tm 


Method 


TBLASTX: Maize 


Start 


7338 ~ 
/ j j 0 








End 


9481 


GI 


none 








Score 


200 


F von q 


7 338 7^68 


7340, 


. .7537, 


7353. 


.7547, 7356. .7463, 7357. .7584, 




9106 Q2Q7 


9166, 


, . 9300, 


9299. 


.9481 




Seq. No. 


15602 








Seq. ID 


OJ990617_04 . 9A01 . C40 


Gene No. 


33000 








Strand 




Start 


978 








End 


1190 


Name 


OJ990617 04 


. 9A01. 


.C40.O1. 


.np 


Method 


AAT/NAP 


Start 


978 








End 


1190 


GI 


6478920 








Score 


117 



Exons 978.. 1190 

GI Descrip. (AC011436) putative glutathione transferase [Arabidopsis 
thaliana] 



16169 



Seq. No. 15603 

Gene No. 33001 

Start 1 

Name OJ990617_04 . 9A01 . C42 . ol . np 

Start 1 

GI 6598711 

Exons 1..30, 112.. 706 

GI Descrip. (AC007197) putative disease resistance protein [Arabidopsis 
thaliana] 



Seq. ID OJ990617_04.9A01.C42 

Strand + 

End 706 

Method AAT/NAP 

End 706 

Score 213 



Seq. No. 15603 

Gene No. 33001 

Start 1 

Name OJ990617_04 . 9A01 . C42 . ol . gs 

Start 93 

GI none 

Exons 93.. 641 



Seq. ID OJ990617_04.9A01.C42 

Strand + 

End 706 

Method GEN SCAN 

End 641 

Score .69 



Seq. No. 15603 

Gene No. 33001 

Start 1 

Name OJ990617_04 . 9A01 . C42 . ol . ts 

Start 168 

GI none 
Exons 



Seq. ID OJ990617_04.9A01.C42 

Strand + 

End 706 

Method TBLASTX : Soybean 

End 698 

Score 157 



168. ,500, 168. .431, 234. .572, 315. .647, 378. .695, 450. .698 



Seq. No. 15603 

Gene No. 33001 

Start 1 

Name OJ990617_04 . 9A01 . C42 . ol . tw 

Start 168 

GI none 
Exons 



Seq. ID OJ990617_04.9A01.C42 

Strand + 

End 706 

Method TBLASTX : Wheat 

End 7 04 

Score 171 



168. .461, 170. .403, 170. .310, 225. .524, 309. .605, 360. .677, 
441. .704 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15603 
33001 
1 

OJ990617_04 . 9A01.C42.ol.tc 

186 

none 



Seq. ID OJ990617_04.9A01.C42 

Strand + 

End 706 

Method TBLASTX : Cress 

End 698 

Score 192 



186. .524, 315. .581, 345. .668, 393. .482, 402. .698 



15604 
33002 
1 

OJ990617_04 . 9A01.C4 4.ol.np 
1 

6006795 
1..337, 482. .556 

(AF156780) nod factor binding lectin-nucleotide phosphohydrolase 
[Lotus japonicus] 



Seq. ID OJ990617_04.9A01.C44 
Strand 

End 556 

Method AAT/NAP 

End 556 

Score 178 



Seq. No. 
Gene No. 
Start 



15604 
33002 
1 



Seq. ID OJ990617_04.9A01.C44 
Strand 

End 556 



16170 



Name OJ990617_04 . 9A01 .C44 . ol . gp Method AAT/GAP 

Start 36 End 556 

GI 29619_1.R1084 Score 574 

Exons 36.. 337, 482.. 556 

GI Descrip. 1 525727 9/dbj | BAA8 1778 . 1 | 0.0e+00 (AP000364) Similar to 

Transposon MAGGY gag and pol gene homologues. (L35053) [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15604 
33002 
1 

OJ990617_04 . 9A01.C4 4 .ol.tm 

132 

none 



Seq. ID OJ990617_04.9A01.C44 
Strand 

End 556 

Method TBLASTX : Maize 

End 555 

Score 80 



132. .338, 135. .338, 136. .339, 478. .555, 480. .554 



Seq. ID OJ990617_04.9A01.C45 

Strand + 

End 684 

Method AAT/NAP 

End 684 

Score 285 



15605 
33003 
1 

OJ990617_04 . 9A01.C45.ol.np 
1 

6006795 
1..44, 178. .234, 367. .684 

(AF156780) nod factor binding lectin-nucleotide phosphohydrolase 
[Lotus japonicus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15605 
33003 
1 

OJ990617_04 . 9A01.C45. ol.tm 

177 

none 



Seq. ID OJ990617_04.9A01.C45 

Strand + 

End 684 

Method TBLASTX : Mai ze 

End 642 

Score 82 



177. .236, 178. .240, 355.-642, 361. .549, 366. .641 



Seq. ID OJ990617_04.9A01.C45 

Strand + 

End 684 

Method AAT/GAP 

End 480 

Score" 285 



15605- 
33003 
1 

' OJ990617_04 . 9A01.C45.ol.gp 
178 

4715162 
178. .234, 367. .480 

4868375/gb|AAD31285.1|AF139807_l 1.0e-29 (AF139807) nod factor 
binding lectin-nucleotide phosphohydrolase [Dolichos biflorus] 



Seq. No. 15605 

Gene No. 33003 

Start 1 

Name OJ990617_04 . 9A01 . C4 5 . ol . gs 

Start 178 

GI none 

Exons 178.. 234, 367.. 663 

Seq. No. 15605 

Gene No. 33003 

Start 1 

Name OJ990617_04 . 9A01 . C45 . ol . ts 

Start 178 



Seq. ID OJ990617_04.9A01.C45 

Strand + 

End 684 

Method GENSCAN 

End 663 

Score .83 



Seq. ID OJ990617_04.9A01.C45 

Strand + 

End 684 

Method TBLASTX : Soybean 

End 654 



16171 



GI 

Exons 



none Score 
178. .240, 355. .654, 366. .608 



59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15606 
33004 
69 

OJ990617_04 . 9A01 . C47 . ol . gs 
69 

none 



Seq. ID OJ990617_04.9A01.C47 
Strand + 



End 

Method 

End 

Score 



3931 
GENSCAN 
3772 
.71 



69. .227, 982. .1230, 1497. .1625, 1868. .1924, 2057. .2355, 
2634.. 2725, 2870.. 3084, 3296. .3479, 3636.. 3772 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15606 
33004 
69 

OJ990617_04 .9A01.C47.ol.gp 
997 

29619 1.R1084 



Seq. ID OJ990617_04.9A01.C47 
Strand + 
End 3931 
Method AAT/GAP 
End 3266 
_ Score 14 98 

997. .1230, 1497. .1625, 1868. .1924, 2634. .2725, 2870. .3266 
1 525727 9/dbj | BAA8177 8 . 1 | 0.0e+00 (AP000364) Similar to 
Transposon MAGGY gag and pol gene homologues . (L35053) [Oryza 
sativa] ' 



li 



:1 



hi 



Seq. No. 15606 Seq. ID 

Gene^No. - 33004 Strand 
Start' 69 - End 

Name OJ990617_04 . 9A01 . C47 . ol . np Method 

Start 997 End 

GI 1709358 Score 

Exons 997. .1230, 1497. .1625, 1868. .1924, 205 

2870. .3084, 3296. .3479, 3636. .3775 
GI Descrip. NUCLEOSIDE-TRIPHOSPHATASE (NUCLEOSIDE 
PHOSPHOHYDROLASE) (NTPASE) gi| 62 9638 |p 
triphosphatase - garden pea gi 12129890 
triphosphatase precursor, chromatin-as 
gi|563612|emb|CAA83655| (Z32743) nucle 
[Pisum sativum] gi | 4519173 | dbj | BAA7550 
[Pisum sativum] 



OJ990617_04.9A01.C47 
+ 

3931 
AAT/NAP 
3775 
839 

7. .2355, 2634. .2725, 

TRIPHOSPHATE 
ir||S48859 nucleoside 
Ipirl IS65147 nucleoside 
sociated - garden pea 
oside triphosphatase 
6.1| (AB022319) apyrase 



Seq. No. 15606 

Gene No. 33004 

Start 69 

Name OJ990617JD4 . 9A01 . C47 . ol . tw 

Start 1017 

GI none 

Exons 1017.. 1232, 1066.. 1227, 1475, 
1497. .1640, 1867. .1917, 1868. 



Seq. ID OJ990617_04.9A01.C47 

Strand + 

End c 3931 

Method TBLASTX ; Wheat 

End 1918 

Score 186 

.1624, 1495. .1626, 1495. .1626, 
. 1918 



Seq. No. 15606 
Gene No. 33004 
Start 69 

Name OJ990617_04 . 9A01 . C47 . ol . ts 

Start 1119 
GI none 

Exons 1119.. 1169, 1120.. 1230, 1497. 

2045. .2353, 2056.. 2349, 2632. 
3290. .3427, 3428.. 3481, 3635. 



Seq. ID OJ990617_04.9A01.C47 

Strand + 

End 3931 

Method TBLASTX : Soybean 

End 3763 

Score 135 

.1640, 150.2. .1624, 1868. .1930, 
.2730, 2868. .3071, 2869. .3075, 
.3763 



16172 




Seq. No. 


15606 




Seq. ID 


OJ990617 


04 9A01 C4 7 


Gene No . 


33004 




Strand 


+ 




Start 


69 




End 


3931 




Name 


OJ990617 04.9A01.C47.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1537 




End 


3760 




GI 


none 




Score 


95 




Exons 


1537 1584, 1541 1624. 


1542 . 


.1640, 1867. .1926, 


1868 1930 




2045. .2353, 2051. .2239, 


2056. 


.2346, 2070. .2354, 


2236 23SR 




2631. .2675, 2632. .2679, 


2685. 


.2726, 2686. .2727, 


2868 3086 




2869. .3087, 3293. .3421, 


3295 . 


3420, 3403.. 3480, 


3419 3481 




3634 . .37 56, 3635 . .37 60 










Seq. No. 


15606 




Seq. ID 


OJ990617 


_04 .9A01.C4 7 


Gene No. 


33004 




Strand 


+ 




Start 


69 




End 


3931 




Naine 


OJ990617 04.9A01.C47.o2 


.gp 


Method 


AAT/GAP 




Start ' 


3291 




End 


3931 




GI 


4715163 




Score 


896 




Exons 


3291.. 3479, 3636.. 3931 










GI Descrip. 


6002631/gb|AAF00071.1|AF093604 1 1 . Oe- 


23 (AF093604) apyrase 




[Arabidopsis thaliana] 










Seq. No. 


15607 




Seq. ID 




OA QZ\ni Pdft 


Gene No . 


33005 




Strand 






Start 


417 ' 




End 


Zf ~J _7 




Name 


OJ990617 04.9A01.C48.ol 


. gs 


Method 






Start 


417 




End 


959 




GI 


none 




Score 


.61 




Exons 


417. .515, 738. .959 










Seq. No. 


15608 




Seq. ID 


OJ990617 


_04 . 9A01.C4 9 


Gene No. 


33006 




Strand 






Start 


1 




End 


696 




Name 


OJ990617 04.9A01.C49.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


696 




GI 


5042454 




Score 


240 




Exons 


1..49, 106. .212, 546. .696 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


15608 




Seq. ID 


OJ990617 


_04 . 9A01.C49 


Gene No . 


33006 




Strand 






Start 


1 




End 


696 




Name 


OJ990617 04.9A01.C49.ol 


.gs 


Method 


GENSCAN 




Start 


106 




End 


606 




GI 


none 




Score 


. 68 




Exons 


106. .312, 550. .606 










Seq. No. 


15609 




Seq. ID 


OJ990617_ 


_04.. 9A01.C50 


Gene No. 


33007 




Strand 






Start 


134 




End 


170 




Name 


OJ990617 04 . 9A01.C50.ol 


.gs 


Method 


GENSCAN 




Start 


134 




End 


170 




GI 


none 




Score 


.83 




Exons 


134. .170 










Seq. No. 


15610 




Seq. ID 


OJ990617_ 


_04 . 9A01.C53 



16173 




Gene No. 


33008 




Strand 




Start 


20 




End 


2602 


Name 


O.TQQOfil 7 04 QAfll PS^ ol 


. gs> 


Method 


GENSCAN 


C 4- -> >-+- 
Oldil 


9 n ~ 




End 


2602 


C T 
v?X 


none 




Score 


.81 


Exons 


90 79ft 74Q ftQ^ Q^7 


1 S9Q 
> i j^ 3^ 


1700. .1862, 1888. .2059, 




919s 9^06 941^ 9^09 








Seq. No. 


15610 






O.TQ90617 04 QADl PS? 


Gene No. 


33009 




J LI aiiu 




o tair L. 


4 JO / 




End 


5388 


Name 




. LIU 


Method 


TBLASTX: Maize 


o tar l. 


7 9^ _ 




Fnri 


906 


LjX 


none 






J. J c 


Exons 


79^ ftQ^ 79Q PQ^ 74R 


. . 3UO 






Seq. No. 


15610 




OtrLJ . X U 


.O.TQQ0fi1 7 04 QA01 PR? 


Gene No. 


33009 




O 1.1 ClilLl 




Of a -r t" 


4 ^fi7 

T JO ' 




FnH 


J J o o 


Name 


O.TQQ061 7 04 QAm P^ o9 


, gs 


Method 


GENSCAN 




4^67 ~~ 

4 JO / 




End 


5388 


oX 


none 




Score 


.62 


Exons 


4^fi7 4 4 4^ 4Q91 ^nQ7 
4 JO / . . 444 J, 4 X . * JU ^ / f 


J J O J . 


.5388 




oeq . wo . 


X J O X X 




Seq. ID 


OJ990617_04.9A01.C54 . 




J J \J -L O 


- 


Strand 




Start 


2946 




End 


3144 


Name 


OJ990617_04 . 9A01 . C54 . ol . 


• gp 


Method 


AAT/GAP 




9 Q4 




End 


3144 




97A94 1 R1 0P14 




Score 


360 




9 Q4 _ ^ 14 4 










1 4 "30 Q7 "39 /rrn 1 AAHI SR09 1 7 


> U c X u 


(AC006439) hypothetical protein 




[nlaUlUUpolo LildXXdiidJ 








Seq. No. 


15612 




Seq. ID 


OJ990617_04.9A01.C55 


Gene No. 


33011 




Strand 


+ 


uLdlL 


X J 




End 


179 


Name 


PiTQQnfi1 7 04 QA01 PSS ol 


• gs 


Method 


. GENSCAN 


<?t- a -r+- 


1 c. ~~ 
X J 




End 


179 


(IT 
ox 


none 




Score 


.7 


Exons 


1 c 1 7 Q 
X J . . X / 3 








Qort Ma 


1 ^fil 9 

IJOli 




Seq. ID 


OJ990617_04.9A01.C55 


r^ein^ No 


j J \J x c. 




Strand 




Start 


1 




End 


1583 


Name 


OJ990617_04.9A01.C55.ol, 




Method 


AAT/GAP 


Q+- a -r-h 
0 tdiL 


1 

X 




End 


276 


r T 


97 R 9 4 1 R 1 Oft 4 
X.r\XUu4 




Score 


525 


Exons 


1 9 7~£ 








ol UcSCIip. 


1 4 "30Q7 "3 9 /rrH 1 AAH1 RR09 I 7 
4jUj / jZ / go ] JJUZ i / . 


> Uc x u 


(AC006439) hypothetical protein 




[ Arabidops is thaliana] 1 








Seq. No. 


15612 




Seq. ID 


OJ990617_04.9A01.C55 


Gene No. 


33012 




Strand 




Start 


1 




End 


1583 


Name 


OJ990617 04 . 9A01.C55.ol. 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1583 



16174 



GI 



5091602 



Score 



120 





Exons 


1 1 4 R 14ft 

1« . 14 J/ X 1 O 


1. .1583 












T Hd G O T~ 1 T"*k 

OX UCjL.il|jt 




10A19I 


:.6 [Oryza sativa] 








Seq. No. 


15612 








Seq. ID 


OJ990617_04.9A01 


.C55 






JJUi J 








Strand 








D L. ar L. 


9 1 4 R 








End 


9 ^0 r 

Z jUj 






Name 


n 7QQ0 61 7 04 
KJU ¥ y\J D X / U4 


QA01 


C55.o2 


.gs 


Method 










9 1 4 R 
til j 








End 










none 








Score 


ftft 
■ OO 








614 J , , 6jUJ 
















Seq. No. 


15613 








Seq. ID 


OJ990617_04.9A01 


.C56 




Gene No. 


33014 








Strand 


+ 






Otai L 


1 7 67 

X / U f 








End 


6608 






Name 


O.TQQ061 7 04 


.9A01. 


C56.ol 


.np 


Method 


AAT/NAP 






Of a 


17 67 _ 
x / 0 / 








End 


5632 








6Q671 06 








Score 


1260 






IT V" (^l Tl Q 


1 7 67 1 ftOS 

X / V / • * X O VJ «J , 


3245. 


.3899, 


5084 


. .5632 








\jJi UcSClip. 


/ 7\T 1 ^9 Q ^ ^ \ 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


15613 








Seq. ID 


OJ990617J34.9A01 


.C56 






^01 4 








Strand 


+ 




J 




17 67 
X / D / ■ 








End 


6608 




=! 


Name 


n TQ QO 61 7 0 4 


.9A01. 


C56.ol 


.gs 


Method 


GENSCAN 






Cf 3 v- -f- 


1 QOQ _ 
x y u z? 








End 


2364 




; \ 


oX 


none 








Score 


.5 




y 


Exons 


1 QOQ 1 QQ^ 


2084. 


.2141, 


2327 


. .2364 






I; 

A 


Seq. No. 


15613 








Seq. ID 


OJ990617_04...9A01 


.C56 




Can q KT/-\ 


^01 4 

J J U X 4 








Strand 


+ 




J 
( ! 


O f* a y-4- 

jLdIL 


17 67 
x / 0 / 








End 


6608 






Name 


H.TQQO 61 7 04 


. 9A01. 


C56.o2 


.gs 


Method 


GENSCAN 






c +- r f 


9 QR ^ _ 








End 


6608 




-\ 


TT 
OX 


none 








Score 


.68 




^! 


Exons 


9QRS ^ftQQ 


5084. 


.5530, 


6534 


. .6608 






B r 


Seq. No. 


15613 








Seq. ID 


OJ990617_04.9A01 


.C56 




Gene No. 


33014 








Strand 


+ 




s ! 


O L. CL X U 


17 67 

X t \J f 








End 


6608 




"5 


Name 


O.TQQ0 61 7 04 


.9A01. 


C56.o2 


.tm 


Method 


TBLASTX: Maize 






o Lai U 










End 


3371 






\J X 










Score 


129 






Exons 


^O^ft ^19 4 


3039. 


.3164, 


3174 


..3215, 3243.. 3335, 3245.. 3331, 






^^71 
















Seq. No. 


15613 








Seq. ID 


OJ990617_04.9A01 


.C56 






^701 4 

O O U X 4 








Strand 


+ 






Otait 


1 7 67 

X / D / 








End '.. 


6608 






Name 


r\ tq on c 1 n c\ a 


.9A01. 


C56.o3 


. ts 


Method 


TBLASTX: Soybean 






Start 


3356 








End 


3632 






GI 


none 








Score 


96 






Exons 


3356. .3631, 


3360. 


.3437, 


3522 


. .3632 








Seq. No. 


15613 








Seq. ID 


OJ990617_04.9A01 


.C56 




Gene No. 


33014 








Strand 


+ 






Start 


1767 








End 


6608 





16175 




Name 


OJ990617 04 


9A01 . 


C56 . o2 


. tc 


Method 

liC Ul 1 \-J \-A 


TRT.ASTX - frpss 




Start 


3479 ~ 








End 


3761 




GI 


none 








Score 


217 




p, von q 


3479 3703 


3522 . 


. 3722, 


3735. 


. 3761 






Seq , No . 


15613 








Seq. ID 


OJ990617_04.9A01 


C56 


Gene No. 


33014 








Strand 


+ 




Start 


1767 








End 


6608 




Name 


OJ990617 04 


9A01 . 


C56 . ol 


. tm 


Method 


TBLASTX: Maize 




S1~art- 

O Ldl L 


3697 ~~ 
j u ^ / 








End 


5605 






n on *^ 
nunc 








Score 


293 




pvnn cr 

DAUH O 


3697 3903 


3702 


3899 

• JO Z7 Z7 f 


3709 . 


.3900, 5081.. 5605, 5082.. 5369, 




5083 5604 














Seq. No. 


15613 








Seq. ID 


OJ990617 04 9A01 


. C56 


Gene No. 


33014 








Strand 


+ 




Start 


1767 








End 


6608 




Name 


OJ990617 04 


9A01 . 


C56 . ol 


. tw 


Mpi +- hod 


TRT.ASTX • Whpat" 






3837 ~~ 








End 


5469 






none 








Score 


65 






3837 3902 


5099 . 


.5467, 


5134 . 


. 5469 






Seq. No, 


15613 








Seq. ID 


OJ990617 04 9A01 


. C56 


Gene No. 


33014 








S1~ rand 

U Ui. Gil 1 Vw4 


+ 




Start 


1767 








End 


6608 




Name 


O.7990617 04 


9A01 . 


C56 . ol 


. tc 


Mt^t" h od 


x uunu x /\ ■ \^ j. coo 




Start 


384 6 ~~ 








End 


5587 




GI 


none 








Score 


65 




Hi A.U 1 1 O 


3846 3899 


5083 . 


. 5517 , 


5084 . 


.5587 






Seq. No. 


15613 ' 








Seq. ID 


OJ990617_04 .9A01 


. C56 


Gene No. 


33014 








Strand 


+ 




Start 


1767 








End 


6608 




Name 


OJ990617 04 


9A01 . 


C56 . ol 


. t s 


Method 


TBLASTX : Soybean 




Start 


5068 ~~ 








End 


5329 




GI 


none 








Score 


342 




i_l AU 11 J 


5068 5292 


5069 . 


. 5329, 


5165 . 


.5329 






kJ C ■ IvU • 


15613 








Seq. ID 


OJ990617_04 . 9A01 


.C56 


fZpnp Mo 

W d 1 C LX W . 


33014 








Strand 


+ 




Start 


1767 








End 


6608 




Name 


OJ990617 04. 


9A01. 


C56.ol 


.gp 


Method 


AAT/GAP 




Start 


5098 








End 


5529 




GI 


LIB3431-003- 


Pl-Kl 


-G5 




Score 


810 




p von *=; 


5098. .5529 














OX L/ " C? v— ' X X ^/ • 


, 6091757/gb|AAF03467.1|AC009327 6 2 . Oe 


-51 (AC009327) 






hypothetical 


protein [Arabidopsis thaliana] 1 




Seq. No. 


15613 








Seq. ID 


OJ990617_04.9A01 


C56 


Gene No. 


33014 








Strand 


+ 




Start 


1767 








End 


6608 




Name 


OJ990617 04. 


9A01. 


C56.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


5330 








End 


5578 




GI 


none 








Score 


257 • 




Exons 


5330. .5578, 


5330. 


.5533, 


5332. 


.5568 






Seq. No. 


15613 








Seq. ID 


OJ990617_04 . 9A01 


C56 



16176 



Gene No. 


33014 




Strand 


+ 




Start 


1767 




End 


6608 




Name 


OJ990617 04 . 9A01 .C56.o2 




Method 


AAT/GAP 




Start 


5542 ~ 




End 


5946 




GI 


none 




Score 


734 




Exons 


5542 . . 5946 










Seq. No. 


15614 




Seq. ID 


OJ990617_04.9A01. 


C57 


Gene No. 


33015 




Strand 


+ 




Start 


726 




End 


.913 




Name 


OJ990617 04 . 9A01 -C57 . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


643 ~ 




End 


904 




GI 


none 




Score 


71 




Exons 


643. .795, 671. .778, 672 


. .803, 


764 . . 904, 


875. . 904 




Seq. No. 


15614 




Seq. ID 


OJ990617__04 . 9A01. 


C57 


Gene No. 


33015 




Strand 


+ 




Start 


726 




End 


913 




Name 


OJ990617 04 .9A01.C57.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


671 ~ 




End 


913 




GI 


none 




Score 


133 




Exons 


671. .778, 672. .803, 764 


. . 823, 


839. . 913, 


875. . 913 




Seq. No. 


15614 




Seq. ID 


OJ990617_04.9A01. 


C57 


Gene No . . 


33015 




Strand 


+ 




Start 


726 




End 


913 




Name 


OJ990617 04 .9A01.C57.ol 


. OS 


Method 


GENSCAN 




Start 


726 ~~ 




End 


906 




GI 


none 




Score 


. 48 




Exons 


726. . 906 










Seq. No. 


15615 




Seq. ID 


OJ990617_04.9A01. 


C58 


Gene No. 


33016 




Strand 


+ 




Start 


294 




End 


714 




Name 


OJ990617 04 . 9A01 .C58 . ol 


. as 


Method 


GENSCAN 




Start 


294 ~ 




End 


694 




GI 


none 




Score 


. 83 




Exons 


294 . .473, 632 . . 694 










Seq. No. 


15615 




Seq. ID 


OJ990617 04.9A01. 


C58 


Gene No. 


33016 




Strand 


4- ~ 




Start 


294 




End 


714 




Name 


OJ990617 04.9A01.C58.ol 


.gp 


Method 


AAT/GAP 




Start 


435 




End 


714 




GI 


15675 1.R1084 




Score 


237 




Exons 


435.-473, 581. .714 










GI Descrip. 


'4204260 6.0e-09 (AC005223) 25568 [Arabidopsis thaliana] 




Sea No 


15616 




Seq. ID 


OJ990617J)4 . 9A01. 


C61 


Gene No . 


33017 




Strand 






Start 


281 




End 


618 




Name 


OJ990617 04.9A01.C61.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


281 




End 


597 




GI 


none 




Score 


102 




Exons 


281. .367, 288. .368, 303 


. .368, 


453. .512, 


454. .498, 497. .532, 




498. .554, 523. .597, 525 


. .590, 


532. .597 







16177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15616 
33017 
281 

OJ990617_04 . 9A01.C61.ol.ts 

281 

none 

281. .367, 318. .368, 467. .532, 

15617 
33018 
220 

OJ990617_04 . 9A01.C62.ol.gp 
220 

27824_1.R1084 . 
220. .485 

'43097 32 /gb | AAD15502 | 7.0e-10 
[Arabidopsis thaliana] 1 

15618 
33019 
126 

OJ990427_01. 9A14 .C4 .ol.np 
126 

5305335 
126. .718 

(AF071081) proline-rich mucin 
tuberculosis ] 



Seq. ID OJ990617_04.9A01.C61 

Strand 

End 618 

Method TBLASTX : Soybean 

End 618 

Score 63 

468. .554,^.523. . 618 

Seq. ID OJ990617_04.9A01.C62 

Strand 

End 485 

Method AAT/GAP 

End 485 

Score 516 

(AC006439) hypothetical protein 



Seq. ID OJ990427_01.9A14.C4 

Strand + 

End 718 

Method AAT/NAP 

End 718 

Score 187 

homolog [Mycobacterium 



Seq. No. 15618 

Gene No. 33020 

Start 251 

Name OJ9904 27_01 . 9A14 . C4 . ol . gs 

Start 251 

GI none 

Exons 251. .718 



Seq. ID OJ990427_01.9A14.C4 
Strand 

End 718 

Method GENSCAN 

End 718 

Score . 61 



Seq. No. 15619 Seq. ID 

Gene No. 33021- Strand 

Start 152 End 

Name OJ990427_01 . 9A14 .C6. ol . gs Method 

Start 152 End 

GI none Score 

Exons 152. .400 



OJ990427_01.9A14.C6 

+ . * ' 

400 

GENSCAN 

400 

.95 



Seq. No. 15620 Seq. ID 

Gene No. 33022 Strand 

Start 508 End 

Name OJ9904 27_01 . 9A14 . C7 . ol . gs Method 

Start 508 End 

GI none Score 

Exons 508. . 628 



OJ990427_01. 9A14 .C7 
+ 

628 

GENSCAN 
628 
. 95 



Seq. No. 15621 Seq. ID 

Gene No. 33023 Strand 

Start 576 End 

Name OJ9904 27_01 . 9A14 . C8 . ol . gs Method 

Start 576 End 



OJ990427_01. 9A14 .C8 
+ 

655 

GENSCAN 
655 



16178 




\J X 


none 


OLUL C 


7 S 




Exons 










Seq. No. 


15622 


Seq. ID 


OJ990427_01. 9A14 


,C9 


Gene No. 


33024 


Strand 








7ft 


End 


ft S9 




Name 


0.7QQD497 01 QA1 4 PQ nl rrn 


Mot* H^/S 

LlC L11UU 


AAT/f^AP 




Of- -> r 4- 


7ft _ 




ft R9 

O J £. 




U X 


^607 fiDQ 

JDU / O U _7 


Score 


4 Sft 

4 JO 






/ O • . X U -J , w <J -J . . O J £. 








Seq. No. 


15623 


Seq. ID 


OJ990427_01.9A14 


.Cll 


Gene No. 


33025 


Strand 






O Ldl L 




End 


S64 

Jul 




Name 


O.7QQ0497 01 QA1 4 Til n1 rr<s 


Mot" hoH 


\J Cj IN O ^VLN 




Oloi L 






J V 4 




GI 


none 


Score 


. 4 1 




LAUllo 


soi Sfi4 








Seq. No. 


15624 


Seq. ID 


OJ990427_01.9A14 


.C13 


Gene No. 


33026 


Strand 


+ 






4 X X 




694 

O ^ 4 




Name 


O.7QQ0497 0 1 QA1 4 PI? nl rr<; 


Mot - Vi 


Ej LN O V^rtxN 




C+- r +- 

OLai L 


4 11 ~ 

1 X X 


FnH 


694 

D d. 4 




\J X 


none 


JLUlC 


69 




Exons 


4 11 694 

4 X X . .0^4 








OctJ. iNU . 




Oct] . 1U 


O.TQQ0497 01 QA1 4 
<Ju yy\J L iZ.i ux. yr\ x 4 






33027 


Strand 






Start 


1 


End 


672 




Name 


OJ990427 01.9A14.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


672 




\J X 


64 Qft 4 4 1 


Score 


938 






1 67 9 










fAPOOOftlR^ P797ft 6 /R99 c ift \ 


corresponds to a region of 


the 




^ICUILLCU IJCllCt f OXiUXXcLX U(J 


Sorghum bicolor Gypsy-Ty3 type 




i C LIU L IdlliD^UOUl! IXC L 1 UOU1 X . \ 


AF098806) 


[Oryza sativa] 




Seq. No. 


15624 


Seq. ID 


OJ990427_01. 9A14 


.C13 


Gene No. 


33027 


Strand 






J Lai L 


1 


End 


672 






OJ990427 01.9A14 .C13.ol.tw 


Method 


TBLASTX: Wheat 




o Lai u 


59 


End 


428 




(IT 

w X 


none 


Score 


176 






59. .427, 63. .326, 86. .424, 372. .428 






Seq. No. 


15624 


Seq. ID 


OJ990427JD1. 9A14 


.C13 


Gene No. 


33027 


Strand 






OLaL L- 


1 


End 


672 




Name 


OJ990427 01.9A14.C13.ol.tm 


Method 


TBLASTX: Maize 






203 


End 


554 




GI 


none 


Score 


178 




Exons 


203. .250, 242. .466, 255. .467, 471. .554 






Seq. No. 


15625 


Seq. ID 


OJ990427J31. 9A14 


.C14 


Gene No. 


33028 


Strand 


+ 




Start 


1679 


End 


4966 





16179 ' 



Name OJ990427_01 . 9A14 .C14 . ol .np Method AAT/NAP 

Start 1679 End 4966 

GI 6907089 Score 5128 

Exons 1679.. 2940, 3035.. 4966 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 15625 

Gene No. 33029 

Start 130 

Name OJ990427_01 . 9A14 . C14 . ol . gs 

Start 130 

GI none 

Exons 130.. 300, 555.. 611 



Seq. ID OJ990427_01.9A14.C14 

Strand 

End 611 

Method GENSCAN 

End 611 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15625 
33030 
5600 

OJ990427_01.9A14 .C14 . o2 . np 

5600 

6498441 



Seq. ID OJ990427_01.9A14.C14 
Strand 

End 11695 

Method AAT/NAP 

End 11244 

Score 6944 



5600. .5881, 5975. .7372, 7544. .7840, 8033. .8459, 8634. .8768, 
8952. .9325, 9389. .9852, 10183. .11244 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
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3533 






GI 


none 








Score 


61 






Exons 


2357. .2461, 


2376 


. .2444,- 


'2469. 


.2609, 2471.. 2608, 


2630. .2722, 






2637. .2723, 


2738 


. .2887, 


2805. 


.2888, 2864.. 2932, 


2945. .3058, 






3161. .3211, 


3341 


. .3529, 


3375. 


.3533 








Seq. No. 


15627 








Seq. ID 


OJ990427 


_01.9A14.C16 




Gene No. 


33038 








Strand 








Start 


5353 








End 


8787 






Name 


OJ990427 01 


. 9A14 


.CI6.0I 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


2492 








End 


2914 






GI 


none • 








Score 


127 






Exons 


2492. .2740, 


2493 


. .2744, 


2738. 


.2914, 2808. .2891 






Seq. No. 


15627 








Seq. ID 


OJ990427 


_01.9A14.C16 




Gene No. 


33038 








Strand 








Start 


5353 








End 


8787 






Name 


OJ990427 01 


. 9A14 


C16.o2 


. qp 


Method 


AAT/GAP 






Start 


5333 








End 


5782 






GI 


none 








Score 


859 




''zzr 


Exons 


5333. .5782 














cn 


Seq. No. 


15627 








Seq. ID 


OJ990427 


_01.9A14.C16 




Gene No. 


33038 








Strand 






I s 1 


Start 


5353 








End 


8787 






Name 


OJ990427 01 


. 9A14 


C16.o2 


. gs 


Method 


GENSCAN 






Start 


5353 








End 


8787 




^ =1 


GI 


none 








Score 


.88 




ru 


Exons 


5353. .5546, 


5818 


. 6082, 


6162. 


.6272, 6611. .6772, 


8750. .8787 




Seq. No. 


15628 








Seq. ID 


OJ990427 


_01.9A14.C17 




Gene No. 


33039 








Strand 


+ 






Start 


1 








End 


246 






Name 


OJ990427 01 


. 9A14 


C17.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


246 




r "r 

: = sf 


GI 


2191178 








Score 


130 




; s ~i 


Exons 


1...246 














■■==? 


GI Descrip. 


(AF007270) 


contains similarity to MIPP 


proteins 


[Arabidopsis 






thaliana] 
















Seq. No. 


15628 








Seq. ID 


OJ990427 


_01.9A14.C17 




Gene No. 


33040 








Strand 


+ 






Start 


236 








End 


469 






Name 


OJ990427 01 


. 9A14 


C17.ol 


.gs 


Method 


GENSCAN 






Start 


236 








End 


469 






GI 


none 








Score 


.54 






Exons 


236. .469 
















Seq. No. 


15629 








Seq. ID 


OJ990427 


__01.9A14.C18 




Gene No. 


33041 








Strand 


+ 






Start 


430 








End 


1881 






Name 


OJ990427 01 


. 9A14. 


CI8.0I 


np 


Method 


AAT/NAP 






Start 


430 








End 


965 





16187 






GI 


4510378 




Score 


245 






Exons 


430. .965 












GI Descrip. 


(AC007017) 


putative RING zinc 


finger protein [Arabidopsis 






thaliana] 












Seq. No. 


15629 




Seq. ID 


OJ990427 01.9A14. 


.C18 




Gene No. 


33041 




Strand 


+ - ■ — 






Start 


430 




End 


1881 






Name 


OJ990427 01 


-9A14.C18.ol.ts 


Method 


TBLASTX : Soybean 






Start 


497 




End 


947 






GI 


none 




Score 


81 






Exons 


497. .577, 501. .578, 753. .947, 


758. .931 








Seq. No. 


15629 




Seq. ID 


OJ990427_01. 9A14 . 


C18 




Gene No. 


33041 




Strand 


+ 






Start 


430 




End 


1881 






Name 


OJ990427 01 


. 9A14 .C18.o2.np 


Method 


AAT/NAP 






Start 


573 




End 


1881 






GI 


5777617 




Score 


95 






Exons 


573. .605, 1728. .1881 










GI Descrip. 


(AJ245900) 


CAA30375. 1 protein 


[Oryza sativa] 






Seq. No. 


15629 




Seq. ID 


OJ990427_01. 9A14 . 


C18 


H 


Gene No. 


33041 




Strand 


+ 




'a =r 


Start 


430 




End 


1881 




=r 


* Name 


OJ990427 01 


. 9A14 .C18.ol.tm 


Method 


TBLASTX: Maize 




lj\ 


Start 


710 




End 


919 




: H 


GI 


none 




Score 


184 






Exons 


710. .919, 711. .881 










Seq. No. 


15630 




Seq. ID 


OJ990427_01. 9A14 . 


C19 


hl\ 


Gene No. 


33042 




Strand 


+ 






Start 


1088 




End 


1738 




iS 


Name 


OJ990427 01 


.9A14.C19.ol.tm 


Method 


TBLASTX: Maize 






Start 


1079 




End 


1674 




: a sf 
- f 


GI 


none 




Score 


76 




■« 


Exons 


1079. .1189, 


1196.. 1273, 1363., 


.1431, 1382. .1426, 1428. .1565, 


H : 




1447. .1566, 


1597. .1674 








□ 


Seq. No. 


15630 




Seq. ID 


OJ990427_01. 9A14 . 


C19 




Gene No. 


33042 




Strand 


+ 






Start 


1088 




End 


1738 






Name 


OJ990427 01 


.9A14.C19.ol.gs 


Method 


GENSCAN 






Start 


1088 




End 


1726 






GI 


none 




Score 


.93 






Exons 


1088. . 1270, 


1393. . 1726 










Seq. No. 


15630 




Seq. ID 


OJ990427J)1. 9A14 . 


C19 




Gene No. 


33042 




Strand 


+ 






Start 


1088 




End 


1738 






Name 


OJ990427 01 


.9A14.C19.ol.np 


Method 


AAT/NAP 






Start 


1115 




End 


1738 






GI 


542058 




Score 


333 






Exons 


1115. . 1571, 


1608. .1738 










GI Descrip. 


HSR203J protein - common tobacco gi i 4 4 4 002 | emb | CAA54 393 | 








(X77136) HSR203J [Nicotiana tabacum] 







16188 



Seq. No. 15631 

Gene No. 33043 

Start 1 

Name OJ990427_01 . 9A14 . C20 . ol . np 

Start 1 

GI 6092014 

Exons 1. .242 

GI Descrip. (AB026296) hsr203J homolog [Pisum sativum] 



Seq. ID OJ990427_01.9A14.C20 



Strand + 

End 24 5 

Method AAT/NAP 

End 242 

Score 151 



Seq. No. 


15631 






Seq. ID 


OJ990427 


_01 . 


9A14 . 


C20 


Gene No. 


33043 






Strand 


+ 








Start 


1 






End 


245 








Name 


OJ990427 01.9A14. 


C20.ol 


. gs 


Method 


GENSCAN 








Start 


87 






End 


245 








GI 


none 






Score 


.98 








Exons 


87. .245 
















Seq. No. 


15631 






Seq. ID 


OJ990427 


_01. 


9A14 . 


C20 


Gene No. 


33044 






Strand 


+ 








Start 


318 






End 


598 








Name 


OJ990427 01.9A14. 


C20.ol, 


.gp 


Method 


AAT/GAP 








Start 


318 






End 


598 








GI 


none 






Score 


380 








Exons 


318. .598 
















Seq. No. 


15631 






Seq. ID 


"OJ990427_ 


_01. 


9A14 . 


C20 


Gene No. 


33045 






Strand 


+ 








Start 


2013 






End 


2189 








Name 


OJ990427 01.9A14. 


C20.o2 


■ gp 


Method 


AAT/GAP 








Start 


2013 






End 


2189 








GI 


10431 1.R1084 






Score 


307 








Exons 


2013. .2189 
















GI Descrip. 


' 1256198/dbj | D637 1 1 | RICTNR3 4 


. Oe-82 Rice transposon 


. Tnr3 DNA, 




complete sequence' 














Seq. No. 


15631 






Seq. ID 


OJ990427_ 


_01. 


9A14. 


C20 


Gene No. 


33046 






Strand 










Start 


3716 






End 


4491 








Name 


OJ990427 01.9A14. 


C20.o2, 


>gs 


Method 


GENSCAN 








Start 


3716 






End 


4491 








GI 


none 






Score 


.7 








Exons 


3716.. 3819, 3939. 


.3993, 


4019. 


.4153, 4372. .4491 








Seq. No. 


15632 






Seq. ID 


OJ990427_ 


_01. 


9A14. 


C21 


Gene No. 


33047 






Strand 


+ 








Start 


580 






End 


1682 








Name 


OJ990427 01.9A14. 


C21.ol. 




Method 


AAT/GAP 








Start 


580 






End 


880 








GI 


none 






Score 


598 








Exons 


580. .880 
















Seq. No. 


15632 






Seq. ID 


OJ990427_ 


_01. 


9A14 . 


C21 


Gene No. 


33047 






Strand 


+ 








Start 


580 






End 


1682 








Name 


OJ990427 01.9A14. 


C21.ol. 


.np 


Method 


AAT/NAP 








Start 


660 






End 


1682 








GI 


542058 






Score 


683 









16189 




Exons 660.. 1682 

GI Descrip. HSR203J protein - common tobacco gi | 4 44002 | emb | CAA54 393 | 
(X77136) HSR203J [Nicotiana tabacum] 



Seq. No. 15632 Seq. ID 

Gene No. 33048 Strand 

Start 7052 End 

Name OJ990427_01 . 9A14 . C21 . o3 . gs Method 

Start 7052 End 

GI none Score 

Exons 7052.. 8338 



OJ990427_01.9A14.C21 
+ 

8353 
GENSCAN 
8338 
.47 



Seq. No. 


15632 






Seq. ID 


OJ990427_ 


01.9A14 


.C21 


Gene No. 


33048 






Strand 


+ 






Start 


7052 






End 


8353 






Name 


OJ990427 01.9A14.C21 


. o3 . np 


Method 


AAT/NAP 






Start 


7271 






End 


8353 






GI 


4049341 




Score 


1173 






Exons 


7271. . 


,8353 












GI Descrip. 


(AL034567) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


15632 






Seq. ID 


OJ990427_ 


01.9A14 


.C21 


Gene No. 


33049 






Strand 


+ 






Start 


11985 






End 


18202 






Name 


OJ990427 01.9A14.C21 


. o4 . gs 


Method 


GENSCAN 






Start 


11985 






End 


18202 






GI 


none 






Score 


.63 






Exons 


11985. 


,.12401, 12484. 


.12594, 


13204. .13344, 13423. 


.13593, 






13693. 


,.13897, 14019. 


.14191, 


14302. .14332, 14531. 


.14670, 






14903. 


,.14956, 14992. 


.15063, 


15199. .15382, 16352. 


.16744, 






17172. 


,.17279, 17617. 


.17701, 


17913. .18 


133, 18168. 


.18202 




Seq. No. 


15632 






Seq. ID 


OJ990427_ 


01. 9A14 


.C21 


Gene No. 


33049 






Strand 


+ 






Start 


11985 






End 


18202 






Name 


OJ990427 01.9A14.C21 


. o4 . np 


Method 


AAT/NAP 






Start 


11985 






End 


14735 






GI 


2252863 




Score 


787 






Exons 


11985. 


.12419, 12460. 


.12617, 


13191. .13347, 13423. 


.13597, 






13691. 


.13897, 14019. 


.14191, 


14293. .14384, 14531. 


. 14624, 





14679. . 14735 

GI Descrip. (AF013294) similar to nucleolin protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15632 Seq. ID 

33049 Strand 

11985 End 

OJ990427JD1 . 9A14 . C21 . o4 . gp Method 

12201 End 

2280544 Score 



OJ990427_01.9A14.C21 
+ 

18202 
AAT/GAP 
13350 
824 



12201. .12401, 12484. .12594, 13204 .. 13350 

2252863 3.0e-27 (AF013294) similar to nucleolin protein 

[Arabidopsis thaliana] 



Seq. No. 15632 Seq. ID OJ990427_01.9A14.C21 

Gene No. 33049 Strand + 

Start 11985 End 18202 

Name OJ990427_01 . 9A14 . C21 . o5 . gp Method AAT/GAP 



16190 




Start 


13425 


End 


14324 






GI 


20710 1.R1084 


Score 


1022 






Exons 


13425. .13593, 13693. .13897, 


14019. .14191, 14302. 


.14324 




GI Descrip. 


f 2252863 3.0e-27 (AF013294) 


similar to 


nucleolin 


l protein 




[Arabidopsis thaliana] 1 










Seq. No. 


15632 


Seq. ID 


OJ990427_ 


01.9A14 


.C21 


Gene No. 


33049 


Strand 


+ 






Start 


11985 


End 


18202 






Name 


OJ990427 01. 9A14.C21.o5.np 


Method 


AAT/NAP 






Start 


16207 


End 


16671 






GI 


4581120 


Score 


358 






Exons 


16207. .16671 










GI Descrip. 


(AC005825) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


15632 


Seq. ID 


OJ990427_ 


01.9A14 


.C21 


Gene No. 


33049 


Strand 


+ 






Start 


11985 


End 


18202 






Name 


OJ990427 01.9A14.C21.o6.np 


Method 


AAT/NAP 






Start 


17199 


End 


18119 






GI 


6498461 


Score 


801 






Exons 


17199. .17279, 17504 .. 17590, 


17617. .17701, 17796. 


.18119 




GI Descrip. 


(AP000816) hypothetical protein [Oryza 


sativa] 






Seq. No. 


15632 


Seq. ID 


OJ990427_ 


01.9A14 


,C21 


Gene No. 


33050 


Strand 


+ 






Start 


21398 


End 


21915 






Name 


OJ990427 01.9A14.C21.o6.gs 


Method 


GENSCAN 






Start 


21398 


End 


21915 






GI 


none 


Score 


.98 






Exons 


21398. .21915 










Seq. No. 


15632 


Seq. ID 


OJ990427_ 


01.9A14 


.C21 


Gene No. 


33051 


Strand 








Start 


2714 


End 


5920 






Name 


OJ990427 01. 9A14 .C21.o2.gs 


Method 


GENSCAN 






Start 


2714 


End 


5920 






GI 


none 


Score 


.84 






Exons 


2714. .2796, 3678. .3714, 4957 


..5086, 5280. .5476, 


5771. .5920 


Seq. No. 


15632 


Seq. ID 


OJ990427_ 


01. 9A14 


.C21 


Gene No. 


33051 


Strand 








Start 


2714 


End 


5920 






Name 


OJ990427 01.9A14.C21.o2.np 


Method 


AAT/NAP 






Start 


3407 


End 


5076 






GI 


4512415 


Score 


128 






Exons 


3407. .3500, 3611. .3714, 4957 


. .5076 








GI Descrip. 


(AB017508) rplX homologue (identity of 


84% to B. 


subtilis ) 




[Bacillus halodurans] 










Sea No 


15632 


Seq. ID 


OJ990427_ 


01.9A14 


.C21 


Gene No. 


33051 


Strand 








Start 


2714 


End 


5920 






Name 


OJ990427 01. 9A14 .C21.o2.gp 


Method 


AAT/GAP 






Start 


3594 


End 


3716 






GI 


LIB3434-014-P1-K1-D7 


Score 


160 






Exons 


3594 . .3716 











16191 



GI Descrip. ' 3861188/emb | CAA15088 | 7.0e-18 (AJ235272) 50S RIBOSOMAL PROTEIN 
L24 (rplX) [Rickettsia prowazekii] ' 



Seq. No. 


15632 




Seq. ID 


OJ990427_01.9A14.C21 


Gene No. 


33051 




Strand 




Start 


2714 




End 


-5920 


Name 


OJ990427 01.9A14.C21.o3 


.gp 


Method 


AAT/GAP 


Start 


4953 




End 


5325 


GI 


LIB3434-014-P1-K1-D7 




Score 


448 


Exons 

X-J \w/ 1 lkj 


4953.. 5052, 5140.. 5325 








GI Descrip. 


1 3861188/emb ICAA15088 | 


7.0e- 


18 (AJ235272) SOS RIBOSOMAL PRO 


L24 (rplX) [Rickettsia prowazekii] 1 




Sea No 


15632 




Seq. ID 


OJ990427 01.9A14.C21 


Gone No . 


33052 




Strand 




Start 


20586 




End 


20789 


Name 


OJ990427 01.9A14.C21.o5 


.gs 


Method 


GENSCAN 


Start 


20586 




End 


20789 


GI 


none 




Score 


. 64 


Exons 


20586. .20602, 20651.. 20789 






Seq. No. 


15632 




Seq. ID 


OJ990427_01.9A14.C21 




33053 




Strand 




Start 


21380 




End 


21634 


Name 


OJ990427 01.9A14.C21.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


678 




End 


1196 


GI 


none 




Score 


64 


Exons 


678. .734, 737. .826, 738 


. .884 


, 878. .976, 


882. .968, 962. .1180 




978 1196 1020 1181 








Seq. No. 


15632 




Seq. ID 


OJ990427_01.9A14.C21 


f^cinp No 


33053 




Strand 




Start 


21380 




End 


21634 


Name 


OJ990427 01.9A14.C21.o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


678 




End 


1445 


GI 


none 




Score 


71 


Exons 


678.. 734, 737.. 832, 738 


. .833 


, 881. .916, 


882. .968, 990. .1085 




992.. 1084, 1128.. 1202, 


1142. 


.1201, 1236. .1445, 1274 .. 1384 


Sea. No. 


15632 




Seq. ID 


OJ990427_01.9A14.C21 


Gene No . 


33053 




Strand 




Start 


21380 




End 


21634 


Name 


OJ990427 01.9A14.C21.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


1440 




End 


1776 


GI 


none 




Score 


113 


Exons 


1440. .1568, 1548. .1685, 


1569 


..1685, 1741. .1776 


Seq. No. 


15632 




Seq. ID 


OJ990427_01.9A14.C21 


Gene No. 


33053 




Strand 




Start 


21380 




End 


21634 


Name 


OJ990427 01.9A14.C21.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2676 




End 


3715 


GI 


none 




Score 


122 


Exons 


2676. .2795, 2714. .2794, 


2715 


..2798, 3365. .3499, 3366. .3500, 




3368.. 3502, 3598.. 3714, 


3608 


..3715, 3609. .3713, 3610. .3714 


Seq. No. 


15632 




Seq. ID 


OJ990427_01.9A14.C21 



16192 



Gene No. 33053 
Start 21380 

Name OJ990427JD1 . 9A14 .C21 .o5 . ts 

Start 2714 
GI none 

Exons 2714.. 2794, 2721.. 2795, 3300. 

3371.. 3502, 3598.. 3714, 3610. 
5137.. 5208, 5138.. 5203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15632 
33053 
21380 

OJ9904 27_01 . 9A14 .C21 .o4 .tm 

3423 

none 

3423. .3500, 3425. .3502, 3425. 
3608. .3715, 3610. .3714, 4952. 
4956. .5018, 4957. .5055, 5131. 



Strand 

End 21634 

Method TBLASTX : Soybean 

End 5208 

Score 87 

.3320, 3363.. 3500, 3368.. 3499, 
.3714, 4954.. 5052, 4955.. 5005, 



Seq. ID OJ990427_01.9A14.C21 
Strand 

End 21634 
Method TBLASTX : Maize 
End 5200 
Score 119 

.3499, 3427.. 3501, 3598.. 3714, 
.5005, 4952.. 5050, 4954,. 5052, 
.5175, 5137.. 5199, 5138.. 5200 



Seq. No. 15632 

Gene No. 33053 

Start 21380 

Name OJ990427_01 . 9A14 . C21 . ol . tm 

Start 7312 

GI none 

Exons 7312.. 7728, 7316.. 7453, 7517. 

7993. .8190, 8057. .8206 

Seq. No. 15632 

Gene No. 33053 

Start 21380 

Name OJ990427_01 . 9A14 . C21 . o3 . tw 

Start 7312 

GI none 

Exons 7312.. 7452, 7316.. 7453 



Seq. ID OJ9904 27JD1 . 9A14 .C21 
Strand 

End 21634 

Method TBLASTX : Maize 

End 8227 

Score 231 

.7960, 7724.. 7960, 7955.. 8227, 



Seq. ID OJ990427_01.9A14.C21 
Strand 

End 21634 

Method TBLASTX : Wheat 

End 7453 

Score 229 



Seq. No. 15632 

Gene No. 33053 

Start 21380 

Name OJ990427_01 . 9A14 . C21 . ol . tc 

Start 7316 

GI none 

Exons 7316.. 7453, 7325.. 7438, 7333. 



Seq. ID OJ990427_01.9A14.C21 
Strand 

End 21634 

Method TBLASTX : Cress 

End 7759 

Score 214 

.7452, 7517.. 7759, 7540.. 7728 



Seq. No. 15632 

Gene No. 33053 

Start 21380 

Name OJ9904 27_01 . 9A14 . C21 . o3 . ts 

Start 7316 

GI none 

Exons 7316.. 7453, 7319.. 7438, 7333. 



Seq. ID OJ990427_01.9A14.C21 
Strand 

End 21634 

Method TBLASTX : Soybean 

End 7708 

Score 217 

.7452, 7517. .7708, 7528. .7692 



Seq. No. 15632 

Gene No. 33053 

Start 21380 

Name OJ990427_01 . 9A14 . C21 . ol . tw 

Start 7577 



Seq. ID OJ990427_01.9A14.C21 
Strand 

End 21634 

Method TBLASTX : Wheat 

End 7878 



16193 



GI 

Exons 



none Score 399 

7577. .7876, 7579.-7728, 7724. .7876, 7831. .7878, 7834. .7878 



Seq. No. 15632 Seq. ID OJ990427_01.9A14.C21 

Gene No. 33053 Strand 

Start 21380 End 21634 

Name OJ990427_01 . 9A14 . C21 . ol . ts Method ..TBLASTX : Soybean 

Start 7709 End 8227 

GI none Score 339 

Exons 7709.. 7957, 7724.. 7957, 7985.. 8140, 7999.. 8139, 8140.. 8190, 
8141. .8227 



Seq. No. 15632 
Gene No. 33053 
Start 21380 

Name OJ990427_01 . 9A14 . C21 . o2 . tm 

Start 12230 
GI none 
Exons 12230. 

12493. 

13203. 

13435. 

13692. 

14056. 

14298. 



12409, 12234. 

12594, 13198. 

13343, 13421. 

13569, 13437. 

13877, 13970. 

14166, 14077. 

.14381, 14299. 



12404, 
13344, 
13558, 
13580, 
14065, 
14139, 
14382 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12303 

13199 

13422 

13686 

13974 

14154 



OJ990427 01.9A14.C21 



21634 

TBLASTX: Maize 
14382 
194 

12413, 12482. .12595, 
13294, 13203. .13361, 
13568, 13435-. . 13590, 
13898, 13690. . 13917, 
14084, 14052. .14138, 
14201, 14155. . 14202, 



Seq. No. 15632 
Gene No. 33053 
Start 21380 

Name OJ9904 27_01 . 9A14 . C21 . o2 . ts 

Start 12258 
GI none 
Exons 12258. 

13204. 

13671. 

13818. 



12338, 12260. 

13344, 13423. 

13808, 13674. 

13877, 14320. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 01.9A14.C21 



12337, 12351. 

13602, 13440. 

13802, 13690. 
14385 



21634 

TBLASTX : Soybean 
14385 
110 

12404, 13197. .13322, 
13595, 13445. .13603, 
13815, 13783. .13920, 



Seq. No. 15632 

Gene No. 33053 

Start 21380 

Name OJ990427J31 . 9A14 . C21 . o2 . tc 

Start 12508 

GI none 

Exons 12508 
13438 



Seq. ID 

Strand 

End 

Method 

End 

Score 



12594, 13201. .13344, 13204 1334 7 , 13437 
13590, 13687.. 13731 



OJ990427_01.9A14.C21 
21634 

TBLASTX: Cress 

13731 

81 

13568, 



Seq. No. 15632 Seq. ID 

Gene No. 33053 Strand 

Start 21380 End 

Name OJ990427_01 . 9A14 . C21 . 06 . gp Method 

Start 21380 End 

GI 427569 Score 

Exons 21380. .21634 



OJ990427_01.9A14.C21 

21634 
AAT/GAP 
21634 
490 



Seq. No. 
Gene No. 
Start 



15633 
33054 
1 



Seq. ID OJ990427_01.9A14.C22 
Strand + 
End 1164 



16194 



Name 


OJ990427 01.9A14.C22.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


943 


GI 


3461846 




Score 


635 


Exons 


1. .943 








GI Descrip. 


(AC005315) putative SCARECROW 


gene regulator [Arabidopsis 




thaliana] 








Seq. No. 


15633 




Seq. ID 


OJ990427 01 9A14 C22 


Gene No. 


33054 




Strand 


+ _ 


Start 


1 




End 


1164 


Naine 


OJ990427 01.9A14.C22.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2 




End 


646 


GI 


none 




Score 


114 


Exons 


2. .154, 197. .346, 410. .475, 476. .646 




Seq. No. 


15633 




Seq. ID 


OJ990427 01 9A14 C22 


Gene No. 


33054 




Strand 


-1- 


Start 


1 




End 


1164 


Name 


OJ990427 01.9A14.C22.ol. 


gs 


Method 


VJ ill LN k_) \_*.TilN 


Start 


14 




End 


1164 


GI 


none 




Score 


. 64 


Exons 


14. .146, 185. .1164 








Seq. No. 


15633 




Seq. ID 


O t Tgc>04?7 01 9A1 4 C79 


Gene No. 


33054 




Strand 


+ 


Start 


1 




End 


1164 


Name 


OJ990427 01.9A14.C22.ol. 


tm 


Method 


TRT.A^TX • i 7p 


Start 


17 




End 


934 

Zf <J *3 


GI 


none 




Score 


98 


Exons 


17. .145, 146. .349, 152.. 


265, 


157. .324, 


347. .382, 401. .484, 




466. .606, 476. .646, 632. 


.784, 


739. .783 


. 862 933 875 934 


Seq. No. 


15633 




Seq. ID 


OJ990427 01 9A14 C22 


Gene No. 


33054 




Strand 




Start 


1 




End 


1164 


Name 


OJ990427_01.9A14.C22.ol. 


ts 


Method 


TBLASTX • Snvhpan 


Start 


248 




End 


943 


GI 


none 




Score 


104 


Exons 


248. .346, 467. .646, 478. 


. 606, 


737. .784 


739 783 862 930 




875. .943 








Seq. No. 


15634 




Seq. ID 


O.TQ90427 01 QA1 4 C23 


Gene No. 


33055 




Strand 




Start 


2369 




End 


4104 


Name 


OJ990427 01.9A14.C23.ol. 


gs 


Method 


\J I-i Vi O V_*.TiLN 


Start 


2369 




End 


4104 


GI 


none 




Score 


.45 


Exons 


2369. .2461, 2645. .2884, 


3940. 


.4104 




Seq. No. 


15634 




Seq. ID 


OJ990427_01.9A14.C23 


Gene No. 


33055 




Strand 


+ 


Start 


2369 




End 


4104 


Name 


OJ990427 01.9A14.C23.o3. 


gp 


Method 


AAT/GAP 


Start 


2908 




End 


3209 


GI 


uC-osflcypl54c08al 




Score 


395 


Exons 


2908. .3209 








GI Descrip. 


, 5701799/emb|CAB52175. 11 


3.0e 


-29 (AJ245408) putative syntax 



16195 




protein [Arabidopsis thaliana] ' 



Seq. No. 


15634 








Seq. ID 


OJ990427 


_01.9A14 


.C23 


Gene No . 


33056 








Strand 


+ 






Start 


6891 








End 


7659 






Name 


OJ990427 01 


. 9A14 


.C23.ol 


.np 


Method 


AAT/NAP 






Start 


6891 ~ 








End ' 


7659 






GI 


4680183 








Score 


175 






Exons 


6891 . . 6959, 


7570 


. .7659 












GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


15634 








Seq. ID 


OJ990427 


01 . 9A14 


.C23 


Gene No . 


33057 








Strand 


- 






Start 


397 








End 


986 






Name 


OJ990427 01 


.9A14 


.C23.ol 


.gp 


Method 


AAT/GAP 






Start 


397 ~ 








End 


986 






GI 


none 








Score 


1132 






Exons 


397. .986 
















Seq. No. 


15634 








Seq. ID 


OJ990427 


01 . 9A14 


.C23 


Gene No . 


33058 








Strand 








Start 


1247 








End 


2501 






Name 


OJ990427 01 


. 9A14 


.C23.o2 


.gp 


Method 


AAT/GAP 






Start 


1247 ~ 








End 


2501 






GI 


none 








Score 


2421 






Exons 


1247 . .2501 
















Seq. No. 


15634 








Seq. ID 


OJ990427 


_01.9A14 


.C23 


Gene No . 


33059 








Strand 








Start 


4993 








End 


7537 






Name 


OJ990427 01 


. 9A14 


.C23.o2, 


.gs 


Method 


GENSCAN 






Start 


4993 ~~ 








End 


7537 






GI 


none 








Score 


.44 






Exons 


4993. .5316, 


5381 


5632, 


5724 . 


.5809, 6127.. 6603, 


7375. .7537 


Seq. No. 


15634 








Seq. ID 


OJ990427 


_01 . 9A14 


.C23 


Gene No . 


33059 








Strand 








Start 


4993 








End 


7537 






Name 


OJ990427 01 


. 9A14 


.C23.ol. 


,tm 


Method 


TBLASTX : 1 


Maize 




Start 


5104 ~ 








End 


5461 






GI 


none 








Score 


192 






Exons 


5104. .5319, 


5107 


. .5322, 


5426. 


.5461 








Seq. No. 


15635 








Seq. ID 


OJ990427 


JU.9A14 


.C24 


Gene No . 


33060 








Strand 


+ 






Start 


2292 








End 


2615 






Name 


OJ990427 01 


.9A14 


.C24.ol. 


.gs 


Method 


GENSCAN 






Start 


2292 _ 








End 


2615 






GI 


none 








Score... 


.85 






Exons 


2292. .2477, 


2541 


. .2615 












Seq. No. 


15635 








Seq. ID 


OJ990427 


_01. 9A14 


.C24 


Gene No. 


33061 








Strand 








Start 


1 








End 


3173 






Name 


OJ990427 01 


. 9A14 


.C24 .ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


3173 






GI 


4755191 








Score 


66 







16196 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..67, 816. .999, 3145. .3173 

(AC007018) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



15636 
33062 
67 

OJ990427_01 . 9A14 . C25 . ol . gs 
67 

none 

67. .220, 1271. .1325, 1415.. 
4034 . .4176 



Seq. ID OJ990427_01.9A14.C25 



Strand 
End 

Method 
End 
Score 
3357, 3432. 



+ 

4194 

GENSCAN' 1 • 

4176 

.91 

.3590, 3761.. 3932, 



Seq. No. 15636 
Gene No. 33062 
Start 67 

Name OJ990427_01 . 9A14 . C25 . ol . tc 

Start 1265 
GI none 
Exons 1265.. 1330, 1270 

1600.. 2613, 1623 

2667.. 3308, 2680 

3428.. 3616, 3758 

4117.. 4167 



1311, 1428. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1610, 1429 



2291, 1903.. 2316, 2371 
3360, 3426.. 3593, 3426 
3934, 3802.. 3933, 3988 



OJ990427_01.9A14.C25 
+ 

4194 

TBLASTX: Cress 
4167 
54 

1599, 1580.. 2059, 
2583, 2373.. 2615, 
3593, 3427.. 3594, 
4140/ 4002. .4142, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15636 - + 

33062 

67 

OJ990427 

1266 

none 



01. 9A14 .C25.o3. tm 



Seq. ID OJ990427_01.9A14.C25 



Strand 
End 

Method 

End 

Score 



+ 

4194 

TBLASTX: Maize 

1734 

45 



1266. .1304, 1274. .1330, 1294. .1329, 1426. .1524, 1446. .1499, 
1479. .1730, 1489. . 1734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15636 
33062 
67 

OJ990427_01. 9A14 .C25.ol.np 

1271 

2618691 



Seq. ID OJ990427_01.9A14.C25 



Strand 
End 

Method 

End 

Score 



+ 

4194 
AAT/NAP 
4194 
2715 



1271. .1325, 1415. .3357, 3432. .3590, 3761. .3932, 4034. .4194 
(AC002510) putative Ca2+-ATPase [Arabidopsis thaliana] 



15636 Seq. ID 

33062 Strand 

67 End 
OJ9904 27__01. 9A14 .C25.o3. ts Method 

1594 End 

none Score 

1594. .1929, 1596. .1829 



OJ990427_01.9A14.C25 
+ 

4194 

TBLASTX: Soybean 

1929 

301 



Seq. No. 15636 Seq. ID 

Gene No. 33062 Strand 

Start 67 End 

Name OJ990427_01 . 9A14 . C25 . o2 . tm Method 

Start 1881 End 

GI none Score 



OJ990427_01.9A14.C25 
+ 

4194 

TBLASTX: Maize 

2592 

539 



16197 




Exons 


1881 . . 2582, 


1882 


2289, 


2332 . 


2592 






Seq. No. 


15636 








Seq. ID 


OJ990427 


_01.9A14.C25 


Gene No. 


33062 








Strand 


+ 




Start 


67 








End 


4194 




Name 


OJ990427 01 


. 9A14 


.C25.o2 


. ts 


Mpt hod 


TBLASTX * 


Snvhp^n 


Start 


2019 ~~ 








End 


2736 




GI 


none 








Score 


84 




Exons 


2019. . 2732, 


2022 


. .2267, 


2023 . , 


2736 






Seq. No. 


15636 








Seq. ID 


OJ990427 


_01.9A14.C25 


Gene No. 


33062 








Strand 


+ 




Start 


67 








End 


4194 




Name 


OJ990427 01 


. 9A14 


.C25 . ol 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2457 ~~ 








End 


2799 




GI 


none 








Score 


53 




Exons 


2457 . . 2594 , 


2457 


. .2777, 


2458 . , 


2619, 2459.. 2620, 


2680 2799 


Sea No 


15636 








Seq. ID 


OJ990427 


01 9A14 C25 


fipnp No 


33062 








Strand 


+ 




Start 


67 








End 


4194 




Name 


OJ990427 01 


. 9A14 


•C25.ol 


.tm 


Method 


TBLASTX : 


Maize 


Start 


2689 








End 


4167 




GI 


none 








Score 


695 




Ex on s 


2689 3360 


2706 


3305 


3274 


3360, 3426. .3593, 


"349ft 3S9S 




3430 3594 


3758 


3934 , 


3758 


3880, 3759.. 3899, 


3802 3933 




3988 . .4140, 


4017 


. .4142, 


4032 . , 


4142, 4117. .4167 




Sea No 


15636 








Seq. ID 


OJ990427 


01 9A14 C25 




33062 








Strand 


+ 




Start 


67 








End 


4194 




Name 


OJ990427 01 


. 9A14 


.C25.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2740 








End 


4194 




GI 


none 








Score 


671 




Exons 

J—J A Vp^ X 1 O 


2740 3360 


2740 


2982, 


2742 . . 


3308, 3127.. 3360, 


3408 3590 




3426. . 3593, 


3430 


. .3591, 


3431 . . 


3595, 3758.. 3934, 


3758 3877 




3802 3933 


3988 


. .4140, 


4023 . . 


4139, 4117. .4167, 


4 1 S3 4194 


Seq. No. 


15637 








Seq. ID 


OJ990427 


01 9A14 C2 6 


Gene No . 


33063 








Strand 


+ 




Start 


1 








End 


11914 




Name 


OJ990427 01 


. 9A14 


.C26.ol 


np 


Method 


AAT/NAP 




Start 


1 








End 


992 




GI 


6735312 








Score 


661 




Ex on s 


1..412, 687 


. .992 












GI Dp^rrin 

V— 1 J- X-/ O X> K-/ ■ 


(AL137080) Ca2+- 


transporting ATPase-like protein [Arabidops 




thaliana] 














Seq. No. 


15637 








Seq. ID 


OJ990427 


_01.9A14.C26 


Gene No. 


33063 








Strand 


+ 




Start 


1 








End 


11914 




Name 


OJ990427 01 


. 9A14 


.C26.o2 


np 


Method 


AAT/NAP 




Start 


1 








End 


11700 




GI 


1491621 








Score 


116 




Exons 


1..35, 2827 


..3068, 3692, 


.3751, 


8267. .84 


87, 9475 


. .9779, 



11601. . 11700 

GI Descrip. (Z78205) UL36 [Bovine herpesvirus 1] gi | 2653311 | emb | CAA06097 | 



16198 



(AJ004801) very large virion protein (tegument) [Bovine 
herpesvirus type 1.1] 



Seq. No. 15637 

Gene No. 33063 

Start 1 

Name OJ990427_01 . 9A14 . C26 . ol . gp 

Start 114 

GI 10910_1.R1084 

Exons 114.. 412, 687.. 1246 

GI Descrip. 1 1805654/emb | CAA68234 | 2.0e-63 (X99972) calmodulin-stimulated 
calcium-ATPase [Brassica oleracea] ' 



Seq. ID OJ990427_01.9A14.C26 

Strand + 

End 11914 

Method AAT/GAP, 

End 124 6 

Score 1609 





beq. no. 


1 jOj / 


Seq. ID 


OJ990427_01.9A14 


.C26 




Gene No . 


jjUDj 


Strand 


+ 






otaTt 


1 


End 


11914 






Name 


u j yyu^z / u±. yfii 4.uzo.oi.gs 


Method 


GENSCAN 






otart 


11/1 
1 1 fl 


End 


992 








none 


Score 


.75 






Exons 


11/1 >1 1 O CQl QQO 










Seq. No. 


15637 


Seq. ID 


OJ990427_01.9A14 


.C26 




Gene No. 


33063 


Strand 


+ 






o tar l 


1 


End 


11914 




. =i 

! 5S? 


Name 


OJ990427 01.9A14.C26.o4.np 


Method 


AAT/NAP 




\"J\ 


C4- -i -v-4- 

btarti 


5830 


End 


11914 




ri! 




5295955 


Score 


238 








5830. .5864, 8237. .8467, 8509.. 


8805, 10665. .10782, 11527 


. .11595, 






11629. . 11914 








LlI 


GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V01555) 


"e a? 




[Oryza sativa] 








! 1? 


beq . no . 


15637 


Seq. ID 


OJ990427_01.9A14 


.C26 


,8 St 


Gene No . 


33063 


Strand 


+ 




1 1 




1 


End 


11914 




"it 


Name 


OJ990427 01. 9A14 .C26.o3.gp 


Method 


AAT/GAP 






b car l 


8233 


End 


8841 




. *( 

sr 


TT 

vj X 


14262 1.R1084 


Score 


852 




t ;c: 

; t 


Exons 


8233. .8734, 8778. .8841 










GI Descrip. 


, 6056209/gb|AAF02826.1|AC009400 22 7.0e-17 (AC009400) unknown 






protein [Arabidopsis thaliana] 


i 








Seq. No. 


15637 


Seq. ID 


OJ990427J51.9A14 


.C26 




Gene No. 


33064 


Strand 








Start 


1523 


End 


2620 






Name 


OJ990427 01. 9A14 .C26.o2.gs 


Method 


GENSCAN 






Start 


1523 


End 


2620 






GI 


none 


Score 


1 






Exons 


1523. .2620 










Seq. No. 


15637 


Seq. ID 


OJ990427_01.9A14 


C26 




Gene No. 


33065 


Strand 








Start 


6022 


End 


11823 






Name 


OJ990427 01. 9A14 .C26.ol.tc 


Method 


TBLASTX: Cress 






Start 


68 


End 


928 






GI 


none 


Score 


360 






Exons 


68. .415, 97. .285, 119. .415, 67 


8. .926, 


684. .923, 686. . 92£ 


3 



1.6199 




Seq. No. 


15637 




Seq. ID 


OJ990427_01.9A14 


.C26 


Gene No . 


33065 




Strand 






Start 


6022 




End 


11823 




Name 


OJ9904 27 01. 9A14 .C26.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


68 _ 




End 


731 




GI 


none 




Score 


361 




Exons 


68. .415, 110. .412, 684. 


.731 








Seq. No. 


15637 




Seq. ID 


OJ990427_01. 9A14 


.C26 


Gene No . 


33065 




Strand 






Start 


6022 




End- 


11823 




Name 


OJ9904 27 01 9A14 .C26.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


68 ~~ 




End 


1003 




GI 


none 




Score 


423 




Exons 


68 .415, 109 .432, 677 . 


. 886, 


684 . .857, 


905 . . 1 003, 909. . 


983 


Seq. No. 


15637 




Seq. ID 


OJ990427_01. 9A14 


.C26 


Gene No . 


33065 




Strand 






Start 


6022 




End 


11823 




Name 


OJ990427 01 9A14 C26 o4 


. tm 


Mpt hod 


TBLASTX • Maize 




Start 


732 ~ 




End 


1003 




GI 


none 




Score 


102 




P. von s 


732 923. 732 923. 793 


924 , 


927 . . 998, 


941 1003 
^ ~ -i- • • j- \j \j *y 




Seq. No. 


15637 




Seq. ID 


OJ990427JD1. 9A14 


.C26 


Gene No. 


33065 




Strand 






Start 


6022 




End 


11823 




Name 


OJ990427 01.9A14.C26.o2 


• gp 


Method 


AAT/GAP 




Start 


5694 




End 


8199 




GI 


16175 1.R1084 




Score 


1286 




Exons 


5694.. 6126, 6834.. 7009, 


7111. 


.7157, 8170. .8199 




GI Descrip. 


1 6056209/gb| AAF02826. 1 | AC009400 22 1.0e-36 (AC009400) unkno 




protein [Arabidopsis thaliana] 1 






Seq. No. 


15637 




Seq. ID 


OJ990427_01. 9A14 


.C26 


Gene No. 


33065 




Strand 






Start 


6022 




End 


11823 




Name 


OJ990427 01.9A14.C26.o2 


.tm 


Method 


TBLASTX:Maize 




Start 


5924 




End 


7033 




GI 


none 




Score 


148 




Exons 


5924.. 5956, 6022.. 6132, 


6023. 


.6136, 6218. .6235, 6831. .7007, 




6831. .6998, 6833. .7033 










Seq. No. 


15637 




Seq. ID 


OJ990427_01. 9A14 


.C26 


Gene No. 


33065 




Strand 






Start 


6022 




End 


11823 




Name 


OJ990427 01.9A14.C26-.o3 


■ np 


Method 


AAT/NAP 




Start 


6021 




End 


9603 




GI 


6056209 




Score 


687 




Exons 


6021. .6126, 6834. .7009, 


7111. 


.7157, 8170. .8710, 9503. .9603 


GI Descrip. 


(AC0094 00 ) unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


15637 




Seq. ID 


OJ990427__01. 9A14 


.C26 


Gene No. 


33065 




Strand 






Start 


6022 




End 


11823 




Name 


OJ990427 01. 9A14.C26.o2 


. ts 


Method 


TBLASTX: Soybean 





16200 




Start 


6022 








End 


8257 




GI 


none 








Score 


111 




Exons 


6022 . . 6132, 


6026 


. . 6136, 


6218 


. .6235, 6831. .7010, 


6833 . .7012, 




7106. .7159, 


7111 


. .7158, 


8168 


..8257, 8169.. 8255 




Seq. No. 


15637 








Seq. ID 


OJ990427 


01 9A14 C26 


Gene No. 


33065 








Strand 






Start 


6022 








End 


11823 




Naine 


OJ990427 01 


. 9A14 


.C26.o3^i 




Method 


GEN SCAN 




Start 


6022 ~~ 








End 


11823 




GI 


none 








Score 


.59 




1_J *\ \*S 1 1 hw> 


6022 6126. 


6218 


6236, 


6834 


..7009, 7111.. 7157, 


8170 8493. 




8565 . .8906, 


8999 


. . 9120, 


9357 


..9411, 9640. .9818, 


11639 1182' 


Seq. No. 


15637 








Seq. ID 


OJ990427 


_01.9A14.C26 


Gene No. 


33065 








Strand 






Start 


6022 








End 


11823 




Name 


* OJ990427 01 


. 9A14 


.C26.o3. 


, tm 


Method 


TBLASTX: 


Mai ze 


Start 


7082 ~ 








End 


8303 




GI 


none 








Score 


78 




Exons 


7082 . .7159, 


7111 


. .7158, 


8168 


..8302, 8169.. 8303 




Seq. No. 


15637 








Seq. ID 


OJ990427 


_01.9A14.C26 


Gene No. 


33065 








Strand 






Start 


6022 








End 


11823 




Name 


OJ990427 01 


, 9A14 


. C2 6 . o2 . 


. tc 


Method 


TBLASTX: 


Cress 


Start 


8213 ~ 








End 


8374 




GI 


none 








Score 


63 




Exons 


8213 8374, 


8301 


. . 8372 










Seq. No. 


15637 








Seq. ID 


OJ990427 


_01.9A14.C26 


Gene No. 


33065 








Strand 






Start 


6022 








End 


11823 




Name 


OJ990427 01 . 


, 9A14 


C26 o4 




Method 


AAT/GAP 




Start 


8534 ' — 








End 


8807 




GI 


none 








Score 


496 




Exons 


8534 . .8807 














Sea No 


15638 








Seq. ID 


OJ990427 


_01.9A14.C27 


Gene No. 


33066 








Strand 


+ 




Start 


709 








End 


3736 




Name 


OJ990427 01. 


. 9A14 


.C27.ol. 


gs 


Method 


GENSCAN 




Start 


709 






End 


3736 




GI 


none 








Score 


.84 




Exons 


709. .802, 1135..: 


1496, 1796..: 


1893, 2038, 


..2120, 2212. .2328, 




3635. .3736 














Seq. No. 


15638 








Seq. ID 


OJ990427 


_01.9A14.C27 


Gene No. 


33066 








Strand 


+ 




Start 


709 








End 


3736 




Name 


OJ990427 01. 


9A14 


.C27 .ol. 


gp 


Method 


AAT/GAP 




Start 


1229 








End 


2090 




GI 


5607608 








Score 


763 




Exons 


1229. .1496, 


1796 


. .1893, 


2038 


. .2090 






Seq. No. 


15638 








Seq. ID 


OJ990427 


_01.9A14.C27 


Gene No. 


33066 








Strand 


+ 





16201 






Start 


70Q 






FnH 

Hii HJ 


?7 ^fi 






D.TQQ0497 oi QA1 4 


C01 n9 


. gp 


l v lc LlltJU 


nnl / \3r\r 




Qt- 


990ft ~~ 






FnH 






rir 


none 






Score 


fi74 

O / 4 




Exons 














Qorr Mn 


1 Rfi^ft 
1J DjO 






Seq. ID 


OJ990427_01.9A14.C27 






JJUO / 






Strand 


+ 




Cfarf 
OLdi L 


4 99ft 






End 


4586 




Name 


OJ990427 01.9A14 


.C27.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1790 






End 


3069 




O X 


I HJi 1C 






Score 


124 




Exons 


1 7 Q0 1 ft Q4 1 7 Q4 


1 ft QR 
. . X 0 j D , 


909ft 


.2120, 2039. .2110, 2055. .2120, 






9 1 ft S 9TT7 9910 


997 9 


991 1 


.2336, 2218. .2361, 2628. .2690, 






96Q4 9714 9R4 


9Q9T 


9ft 4 7 


.2924, 2865. .2927, 2866. .2928, 






9QftQ T06Q "3006 


"3 0 £ft 


T007 


TO ^ Q 






Seq. No. 


15638 








O.TQQ0497 01 QZ\1 4 P97 




Gene No. 


33067 












Start 


4228 






End 


4586 




Name 


O7QQ0497 01 QZ11 4 


CO 1 r\T 


. gp 


Method 


AAT/GAP 




DLdl L 


4 9 9ft _ 






HI ltj. 


4 Rft 




L3X 


S 607 60 Q 






Score 


"39 9 


;* ~i 

st 




499ft A A A A 4 R T 1 


4 R ft 6 
. . 4 D 0 D 








. s fc 
; s Fi 


Seq. No. 


15639 - 






OcLj . x U 


OTQQ0497 01 Q&14 P9R 


Ue 


Gene No. 


33068 . 






C +- r- a n H 


_!_ 

I 


hi 


o Lai L 


309 






FnH 


ft A R 
O 4 3 


; ?= ; 

W 


Name 


OJ990427 01.9A14, 


.C28.ol 


. gp 


Method 


AAT/GAP 


t # e 


OLdlL 


309 






End 


845 




kjX 


5607609 






Score 


ft 00 


I'll 




309. .392, 490. .845 










Cpn Mn 

O C ^ * LNW • 


15639 






Qorr T H 


OTQQ0497 01 QZ114 P9ft 




Gene No. 


33069 






C 4- >- -a n H 






Start 


972 






Pr*»H 

tfna 


JoU / 


* E 


LN alUC 


OJ990427 01.9A14. 


.C28.ol 


t-m 


Method 


TBLASTX: Maize 


i: c: 
i 


OLdl L 


300 






End 


731 


^ -J 


\j x 


none 






Score 


127 


: : s i 
'•2 et 


LAUIlD 


300.. 392, 301.. 393, 310 


. . o _?J , 


459. .650, 


477. .647, 630. .683, 


': t 
•jsr 




638.. 730, 638.. 685, 640 


. ■ o _? y f 


643. .729, 


681. .731 






15639 






Seq. ID 


OJ990427_01.9A14.C28 




Gene No. 


33069 






Strand 






Start 


972 






End 


3807 




Name 


OJ990427 01.9A14. 


,C28.ol 


.gs 


Method 


GEN SCAN 




OLal L 


972 






End 


3366 




PT 


none 






Score 


.82 




Exons 


972. .1019, 1911.. 


,1940, 2132.. 


2224, 249S 


). .2599, 2700. .2772, 






3016.. 3177, 3335. 


, .3366 










Seq. No. 


15639 






Seq. ID 


OJ990427_01.9A14.C28 




Gene No. 


33069 






Strand 






Start 


972 






End 


3807 




Name 


OJ990427 01.9A14. 


C28.o2, 


.gp 


Method 


AAT/GAP 




Start 


1031 






End 


1939 




GI 


none 






Score 


804 



16202 



Exons 



1031. .1423, 1911. .1939 



Seq. No. 15639 
Gene No. 33069 
Start 972 

Name OJ990427_01 . 9A14 . C28 . o3 . tm 

Start 1346 
GI none 
Exons 1346.. 1390, 1347. 

1389. .1424, 1389. 

1913. .1957, 2132. 

2500. .2607 



1391, 1347. 
1424, 1391. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1409, 
.1426, 



OJ990427 01.9A14.C28 



3807 

TBLASTX: Maize 
2610 
58 

1348.. 1392, 1388. 
1911. .1958, 1913, 



,1423, 
,2005, 



.2218, 2132. .2227, 2133. .2225, 2485. .2610, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15639 Seq. ID OJ990427_01.9A14.C28 

33069 Strand 

972 End 3807 

OJ990427_01 . 9A14.C28.ol. np Method AAT/NAP 

1354 End 3767 

1653775 Score 351 

1354. .1423, 1911. .1957, 2132. .2224, 2499. .2658, 3016. .3177, 
3440. .3554, 3676. .3767 

(D90916) thiol:disulf ide interchange protein DsbD [ Synechocystis 
sp.] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15639 
33069 
972 

OJ9904 27_01 . 9A14 . C28 . o2 . tm 

2706 

none 

2706. .2774, 2706. .2798, 3013. 
3015.. 3179, 3332.. 3367, 3333. 
3468. .3566, 3468. .3533 



Seq. ID OJ990427_01.9A14.C28 
Strand 

End 3807 

Method TBLASTX : Mai ze 

End 3566 

Score 83 

.3177, 3014. .3178, 3014. .3178, 
.3368, 3430. .3534, 3461. .3538, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15639 Seq. ID 

33069 Strand 

972 End 

OJ990427_01. 9A14 .C28.o3.gp Method 

2728 End 

6761 1.R1084 Score 



OJ990427_01.9A14.C28 

3807 
AAT/GAP 
3807 
777 



2728. .2772, 3016. .3177, 3335. .3366, 3469. .3554, 3676. .3807 
1 3184559 4.0e-28 (AF052290') putative c-type cytochrome 
biogenesis protein [Synechococcus PCC7002] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



15639 
33069 
972 

OJ9.90427_01 . 9A14-. C28 . ol . ts 

3013 

none 

3013. .3177, 3017. .3178, 3332. 
3485.. 3562, 3670.. 3786, 3676. 

15640 
33070 
122 

OJ990427_01.9A14.C29.ol.gp 



Seq. ID OJ990427_01.9A14.C28 
Strand 

End 3807 

Method TBLASTX : Soybean 

End 3794 

Score 169 
.3367, 3461. .3544, 3468. .3557, 
.3759, 3678. .3794, 3678. .3767 

Seq. ID OJ990427_01.9A14.C29 

Strand + 

End 11123 

Method AAT/GAP 



16203 




OLdl L 


122 


End 


590 




o 1 


6761 1.R1084 


Score 


478 




Exons 


122. .149, 250. .590 










'3184559 4.0e-28 (AF052290) 


putative c- 


-type cytochrome 






biogenesis protein [Synechococcus PCC7002] 1 






15640 


Seq. ID 


OJ990427_01.9A14 




oene ino . 


33070 


Strand 


+ 




Start 


122 


End 


11123 




Name 


OJ990427 01.9A14.C29.ol.gs 


Method 


GENSCAN 




OLalL 


307 


End 


10925 






none 


Score 


.75 




Exons 


307. .438, 808. .1011, 2135. .2279, 4489.. 


5242, 6901. .7088 


9 




7093. .7256, 7300. .7455, 7643 


..7729, 7858. .7962, 8160. .8 


O c. X , 




9053. .9124, 9701. .9978, 10691. .10925 






Seq. No. 


15640 


Seq. ID 


OJ990427_01.9A14 


.C29 


Gene No. 


33070 


Strand 


+ 




Cf 3V-4- 

OLalL 


122 


End 


11123 




Name 


OJ990427 01.9A14.C29.o2.gp 


Method 


AAT/GAP 






736 


End 


1011 




OX 


none 


Score 


413 






736. . 1011 








Can M /-v 
OcCJ. IN O • 


15640 


Seq. ID 


OJ9904 27_01.9A14 


CO Q 


Gene No. 


33070 


Strand 


+ 




Start 


122 


End 


11123 




Name 


OJ990427 01.9A14.C29.ol.np 


Method 


AAT/NAP 






3452 


End 


4786 




r t 


4678923 


Score 


167 




Exons 


3452. .3522, 4341. .4786 








T Hd o f r* 1 r\ 
oX UcbCiJ.jp. 


(AL049711) putative protein 


[Arabidopsis thaliana] 




OctJ. INO, 


15640 


Seq. ID 


OJ990427_01.9A14 


.C29 


belle LNU * 


33070 


Strand 


+ 




Cf art 


122 


End 


11123 




Name 


OJ990427 01.9A14.C29.o4.gp 


Method 


AAT/GAP 




Start 


7061 


End 


11123 




ci t 
o X 


240 1.R1084 


Score 


2296 




Hi I J. O 


7061. .7299, 7408. .7530, 7643 


..7729, 7858. .7962, 8160. .8320, 




8887. .8928, 9058. .9124, 9701 


..9822, 9927.. 9978, 10691.. 


11123 




? 984756/emb|CAA90866| 1.0e-171 (Z54153) 


chilling-inducible 




protein [Oryza sativa] 1 








oeq . lno . 


15640 


Seq. ID 


OJ990427_01.9A14 


.C29 


OCllC ViKJ . 


33070 


Strand 


+ 




Start 


122 


End 


11123 




Name 


OJ990427 01.9A14 .C29.o2.np 


Method 


AAT/NAP 




C +- o 


7141 


End 


10922 




r* t 

ox 


984756 


Score 


1448 




Exons 


7141. .7299, 7408. .7530, 7643 


..7729, 7858. .7962, 8160. .8 


319, 




8888.. 8928, 9058.. 9124, 9701 


..9819, 9924. .9978, 10691.. 


10922 


GI Descrip. 


(Z54153) chilling-inducible 


protein [Oryza sativa] 




Seq. No. 


15640 


Seq. ID 


OJ990427_01. 9A14 


.C29 


Gene No. 


33071 


Strand 






Start 


4487 


End 


4763 





16204 



Name 

Start 

GI 

Exons 



OJ990427_01 . 9A14 .C29.o2 .tm Method TBLASTX : Maize 
4487 End 4643 

none Score 94 

4487. .4585, 4504. .4638, 4505. .4639, 4506. .4643 



Seq. No. 15640 

Gene No. 33071 

Start 4487 

Name OJ990427_01 . 9A14 . C29 . o3 . gp 

Start 4487 

GI none 

Exons 4487 . .4648 



Seq. ID OJ990427_01.9A14.C29 

Strand - 

End 4763 

Method AAT/GAP 

End 4648 

Score 296 



Seq. No. 15640 Seq. ID 

Gene No. 33071 Strand 

Start 4487 End 

Name OJ990427_01 . 9A14 .C29 . ol . tc Method 

Start 4506 End 

GI none Score 

Exons 4506.. 4763, 4506.. 4763 



OJ990427_01 . 9A14 . C29 
4763 

TBLASTX: Cress 

4763 

258 



Seq. No. 

Gene No. 
3 Start 
sj Name 

Start 

;; GI 

L? Exons 



15640 
33072 
7129 

OJ990427_01 . 9A14 . C29 . ol . tm 
7129 
none 
7129. . 
7407. . 
7855. . 
8159. . 
9052. . 
10689. 



7194, 7138.. 7188, 
7532, 7613.. 7729, 
7968, 7857.. 7976, 
8269, 8268.. 8324, 
9126, 9698.. 9979, 9700. 
.10931, 10788. .10940 



7245. 
7636. 
7857. 
8886. 



Seq. ID OJ990427_01.9A14.C29 
Strand 

End 10940 
- Method TBLASTX: Maize 
End 10940 
Score 73 
..7295, 7405. .7533, 7405. .7530, 
..7731, 7639.. 7731, 7853. .7969, 
.7976, 8158.. 8256, 8159. .8278, 
.8924, 8887. .8928, 9025. .9126, 
.10017, 9701.. 9979, 10688 .. 10924 , 



Seq. No. 15640 

Gene No. 33072 

Start 7129 

Name OJ990427_01 . 9A14 . C29 . ol . ts 

Start 7371 

GI none 
Exons 



Seq. ID OJ990427_01.9A14.C29 
Strand 

End 10940 

Method TBLASTX : Soybean ; 

End 10928 

Score 151 



7371. .7532, 7405.. 7533, 7613.. 7729, 9043.. 9117, 9706. .10017, 
9713. .9979, 10688 .. 10798, 10689 .. 10805, 10821 10928 , 
10869. .10925 



Seq. No. 15640 

Gene No. 33072 

Start 7129 

Name 0 J9 9 0 4 2 7_0 1 . 9A1 4 . C2 9 . o2 . t c 

Start 10688 

GI none 

Exons 10688. .10762, 10689 .. 10805, 
1084 8. .10922, 10869. .10925 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_01.9A14.C29 
10940 

TBLASTX: Cress 

10925 

125 



10690. .10827, 10847. .10924, 



Seq. No. 15641 Seq. ID 

Gene No. 33073 Strand 

Start 1 End 

Name OJ990427_01 . 9A14 . C30 . ol . gp Method 



OJ990427_01.9A14.C30 
+ 

1113 
AAT/GAP 



16205 






Start 


1 


End 


1113 




GI 


6761 1.R1084 


Score 


830 






1. .266, 367. .387, 629. .756, 


878. .963, 


1066. .1113 




V_J X J— ' C V* J- -1- k-/ • 


'3184559 4.0e-28 (AF052290) 


putative c 


-"type cytochrome 






biogenesis protein [Synechococcus PCC7002] 1 




Seq. No - . 


15641 


Seq. ID 


OJ990427_01 . 9A14 .C30 




Gene No. 


33073 


Strand 


+ 




Start 


1 


End 


1113 




Name 


OJ990427 01.9A14.C30.ol.ts 


Method 


TBLASTX : Soybean 




O L. d X u 


638 


End 


1100 






none 


Score 


125 




p von q 


638. .754, 646.-762, 665. .754, 673. .756, 870. .947, 875. .964, 






881. .949, 888. .971, 1065. .1100 






•J ^ ■ IN w ■ 


15641 


Seq. ID 


OJ990427 01 9A1 4 P30 




Gene No. 


33073 


Strand 


+ 




Start 


1 


End 


1113 




Name 


OJ990427 01.9A14.C30.ol.np 


Method 


AAT /NAP 




Start 


665 


End 


1113 




O J. 


3184559 


Score 


101 




R vnn q 

EjAUIIo 


665. .756, 878. .1113 








OX Lj'C O X X^J • 


(AF052290) putative c-type 


cytochrome 


biogenesis protein 


si 




[Synechococcus PCC7002] 






at 
ri 


Seq. No. 


15642 


Seq. ID 


OJ990817_07.9A01.C1 




Gene No. 


33074 


Strand 




j ! 


Start 


509 


End 


635 




Name 


OJ990817 07.9A01.Cl.ol.gs 


Method 


GEN SCAN 


i 

y 




509 


,End 


635 




GI 


none 


Score 


.63 


: : 

! £ 


Pvnn s 

J—J V_/ llu 


509. .635 






or 


*J G VJ . V_/ . 


15643 


Seq. ID 


OJ990817_07.9A01.C3 






33075 


Strand 


+ 




Start 


292 


End 


4388 




Name 


OJ§90817 07.9A01.C3.ol.gs 


Method 


. GENSCAN 




Start 


2 92 


End 


4388 


«! 




none 


Score 


.53 






292. .621, 847. .1068, 1247.. 


1428, 1502. 


.1580, 1594 . .2019, 






2138. .2419, 2492. .2778, 3098. .3216, 3306. .3386, 3606. .3828, 






3854. .4388 










15643 


Seq. ID 


OJ990817 07.9A01.C3 




Gene No. 


33075 


Strand 


+ 




Start 


292 


End 


4388 




Name 


OJ990817 07.9A01.C3.ol.np 


Method 


AAT /NAP 




o u a. x i_ 


1628 


End 


4385 * 




O X 


4206306 


Score 


127 6 






1628. .1668, 2532. .4385 








ox UcSCiip. 


(AF049110) prpol [Zea mays] 








Seq. No. 


15643 


Seq. ID 


OJ990817_07.9A01.C3 




Gene No. 


33076 


Strand 


+ 




Start 


7481 


End 


16474 




Name 


OJ990817 07.9A01.C3.o2.np 


Method 


AAT /NAP 




Start 


7481 


End 


16474 



16206 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4206200 Score 319 

7481. .7554, 10520. .11009, 11227. .11633, 12368. .12473, 

14513. . 14 822, 164 48. . 16474 

(AF071527) hypothetical protein [Arabidopsis thaliana] 



15643 
3307 6 
7481 

OJ990817_07 . 9A01 . C3 . o3 . gs 

10391 

none 



Seq. ID OJ990817_07.9A01.C3 

Strand + 

End 16474 

Method GENSCAN 

End 12685 

Score .75 



10391. .10991, 11086. .11618, 11919. .12017, 12257. .12685 



Seq. ID OJ990817_07.9A01.C3 
Strand 

End 9653 
Method GENSCAN 
End 9653 
Score .75 

5291. .5407, 5714. .5866, 6119. .6274, 6331. .6552, 6636. .6900, 
6966. .7061, 7250. .7386, 7407. .7603, 7691. .8189, 8247. .8561, 
9533. .9585, 9590. .9653 



Seq. No. 15643 

Gene No. 33077 

Start 5291 

Name OJ9908 17_07 . 9A01 . C3 . o2 . gs 

Start 5291 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15643 
33078 
20560 

OJ990817_07 . 9A01 . C3 . o5 . gs 

20560 

none 



Seq. IP OJ990817_07.9A01.C3 
Strand 

End 21887 

Method GENSCAN 

End 21887 

Score .88 



20560. .21075, 2114 6 .. 21640, 21723. .21887 



Seq. No. 15643 

Gene No. 33079 

Start 40403 

Name OJ9908 17_07 . 9A01 . C3 . 06 . tw 

Start 532 

GI none 

Exons 532.. 876, 630.. 806 



Seq. ID OJ990817_07.9A01.C3 
Strand 

End 42248 

Method TBLASTX : Wheat 

End 876 

Score . 187 



Seq. No. 15643 

Gene No. 33079 

Start 40403 

Name OJ9908 1 7_07 . 9A01 . C3 . o7 . tw 

Start 1669 

GI none 
Exons 



Seq. ID OJ990817_07.9A01.C3 
Strand 

End 42248 

Method TBLASTX : Wheat 

End 2028 

Score 62 



1669. .1800, 1806. .2027, 1852. .2028 



Seq. No. 15643 

Gene No. 33079 

Start 40403 

Name OJ9908 17_07 . 9A01 . C3 . o2 . tw 

Start 2222 

GI none 

Exons 2222.. 2548, 2281.. 2550 



Seq. ID OJ990817_07.9A01.C3 
Strand 

End 42248 

Method TBLASTX : Wheat 

End 2550 

Score 273 



Seq. No. 
Gene No. 



15643 
33079 



Seq. ID OJ990817_07.9A01.C3 
Strand 



16207 



Start 
Name 
Start 
GI 

Exons 



40403 End 

OJ990817_07 . 9A01 . C3 . o4 . tm Method 

2296 End 

none Score 
2296.. 2571, 2300.. 2557 



42248 

TBLASTX: Maize 

2571 

241 



Seq. No. 15643 Seq. ID 

Gene No. 33079 Strand 

Start 40403 End 

Name OJ990817_07 . 9A01 . C3 . o4 . tw Method 

Start 2551 End 

GI none Score 

Exons 2551.. 2823, 2552.. 2824 



OJ990817_07.9A01.C3 
42248 

TBLASTX : Wheat 

2824 

215 



Seq. No. 15643 Seq. ID 

Gene No. 33079 Strand 

Start 40403 End 

Name OJ990817_07 . 9A01 . C3 . o5 . tm Method 

Start 3224 End 

GI none Score 

Exons 3224. .3445, 3277. .3444 



OJ990817_07.9A01.C3 
42248 

TBLASTX: Maize 

3445 

203 



Seq. No. 15643 Seq. ID 

Gene No. 33079 Strand 

Start 40403 End 

Name OJ990817_07 . 9A01 . C3 . o3 . tw Method 

Start 3287 End 

GI none Score 

Exons 3287 . . 3676 



OJ990817_07.9A01.C3 
42248 

TBLASTX: Wheat 

3676 

232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15643 
33079 
40403 

OJ990817_07 . 9A01 . C3 . o3 . tm 
3446 
none 

3446. .3814, 3538. .3807, 3701. .3808 



Seq. ID OJ990817_07.9A01.C3 
Strand 

End 42248 

Method TBLASTX : Maize 

End 3814 

Score 337 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15643 
33079 
40403 

OJ990817_07. 
10522 
none 
10522. 
10598. 
10726. 



9A01.C3.o6.tm 



10587, 
10654, 
10815 



10527. 
10719. 



10619, 
10781, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817 07.9A01.C3 



42248 

TBLASTX : Mai ze 
10816 
81 

10529. . 10588, 10592 .. 10660 , 
10724 .. 10816, 10724. .10810, 



Seq. No. 15643 Seq. ID 

Gene No. 33079 Strand 

Start 40403 • End 

Name OJ990817_07 . 9A01 . C3 . o4 . np Method 

Start 40403 End 

GI 6539558 Score 

Exons 40403. .41816, 42225.. 42248 

GI Descrip. (AP000836) Similar to putative polyprotein 
sativa] 



OJ990817 07.9A01.C3 



42248 
AAT/NAP 
42248 
771 



(AC006248) [Oryza 



16208 




Seq. No. 


15643 






Seq. ID 


OJ990817_07.9A01 


.C3 


Gene No. 


33079 






Strand 






Start 


40403 






End 


42248 




KI ri tti o 
IN alllC 


OJ990817 07.9A01.C3. 


o3 . np 


Method 


AAT /NAP 




O Lai L 


40411 






End 


42248 




u J. 


4416302 




Score 


1317 




DAUIIO 


40411. 


.41841, 42211. 


.42248 










(AF105716) copia-type pol polyprotein 


f 7. P mpwcl 
[oca may 3 j 




Seq. No. 


15643 






Seq. ID 


OJ990817_07.9A01 


.C3 


Gene No. 


33079 






Strand 






OLdi L 


40403 






End 


42248 




INdlLlG 


OJ990817 07.9A01.C3. 


ol . tm 


Method 


TBLASTX: Maize 




OLdi L 


40448 






End 


41075 




O J. 


none 






Score 


111 




F von 


40448. 


.40654, 40475. 


.40759, 


40533. .40760, 40754 .. 40873, 






40761. 


,.40874, 40881. 


.41075, 


40885. .41067 




Seq. No. 


15643 






Seq. ID 


OJ990817_07.9A01, 


.C3 




33079 






Strand 






Cfarf 

o Lai l. 


40403 






End 


42248 




IN CUUC 


OJ990817 07.9A01.C3. 


o3 . ts 


Method 


TBLASTX : Soybean 




9t ^ rr 


40478 






End 


40870 






none 






Score 


131 




T? von c; 


40478. 


,.40663, 40757. 


.40870 








Seq. No. 


15643 






Seq. ID 


OJ990817_07.9A01, 


.C3 


f^pno Mo 


33079 






Strand 








40403 






End 


42248 




LN OUIC 


OJ990817 07.9A01.C3. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


40820 






End 


41252 




GI 


none 






Score 


94 




F von q 


40820. 


,.40876, 40872. 


.41078, 


41103. .41252 




Seq. No. 


15643 






Seq. ID 


OJ990817_07.9A01, 


.C3 


(tpnp No 


33079 






Strand 






Start 


40403 






End 


42248 




Name 


OJ990817 07.9A01.C3. 


o2.ts 


Method 


TBLASTX: Soybean 






40872 






End 


41291 




O J. 


none 






Score 


63 




r,vnn«; 


40872. 


.41291, 40891. 


.41067, 


41131. .41274 




Seq. No. 


15643 






Seq. ID 


OJ990817_07.9A01, 


.C3 


UC11C LN *J • 


33079 






Strand 








40403 






End 


42248 




Name 


OJ990E 


il7_07.9A01.C3. 


o2 . tm 


Method 


TBLASTX: Maize 




c r ^ rr 

u Lai L 


41328 






End 


41784 






none 






Score 


297 




Exons 


41328. 


.41369, 41409. 


.41783, 


41410. .41784 




Seq. No. 


15643 






Seq. ID 


OJ990817_07.9A01. 




Gene No. 


33079 






Strand 






Start 


40403 






End 


42248 




Name 


OJ990E 


il7_07.9A01.C3. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


41446 






End 


41820 




GI 


5509260 




Score 


254 





16209 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



41446. .41820, 41451. .41816 



15643 
33079 
40403 

OJ9908 17_07 .9A01.C3.ol. tw 

41460 

none 



Seq. ID OJ990817_07.9A01.C3 
Strand 

End 42248 

Method TBLASTX : Wheat 

End 41807 

Score 116 



41460. .41807, 41470. .41628, 41615 .. 41632, 41662. .41799 



15643 


Seq. ID 


OJ990817 


H07 9 


JLI CIHU. 




40403 


End 


42248 


0.7990817 01 QAfll Pi ol fr 


Mo i~ Ho/H 

L iC L. 1 1 


TRT.A^TX • 


4 1 SfiS ~~ 

1 X ~J \J yj 


£ji l\JL 


4 1 R1 7 

*i X O X l 


none 


Score 


85 


41565. .41816, 41566. .41817 






15644 


Seq. ID 


OJ990817 

\SKJ Zf Zf \J O X / 


33080 


Strand 




365 


End 


471 


OJ990817 07. 9A01.C4 .ol.gs 


Method 


GFNSCAN 

vj i_j in ^ni.'i 


365 


End 


473 


none 


Score 


9 

. Z? 


365. .473 






15645 


Seq. ID 


OJ990817 


33081 


Strand 




1 


End 


34 42 


OJ990817 07.9A01.C5.ol.np 


Method 


AAT /NAP 


1 


End 


3442 


6539588 


Score 


205 


1..56, 2508. .2700, 3421. .3442 






(AP000837) hypothetical protein [Oryza 


sativa] 


15645 


Seq. ID 


OJ990817 

\J KJ Zs Zs \J vJ J- 1 


33082 


Strand 




6491 


End 


6685 


OJ990817 07. 9A01.C5.o2.gs 


Method 


O Ej IN O 


6491 


End 


6685 


none 


Score 


. 97 


6491. .6685 






15646 


Seq. ID 


OJ990817 


33083 


Strand 




1087 


End 


1754 


OJ990817 07. 9A01.C6. ol.gs 


Method 


GENSCAN 


1087 


End 


1754 


none 


Score 


. 62 


1087. . 1205, 1584 . . 1754 






15647 


Seq. ID 


OJ990817 


33084 


Strand 


+ 


63 


End 


135 


OJ990817 07. 9A01.C9. ol.gs 


Method 


GENSCAN 


63 


End 


135 



16210 



GI none Score .75 

Exons 63. . 135 



Secr No 


15648 






Seq. ID 


OJ990817_07.9A01 


.C10 




33085 






Strand 


+ 




Start 


1 






End 


72 




Name 


OJ990817 


0 7 9 AO 1 C10 


. ol . np 


Method 


AAT/NAP 




Start 


1 _ 






End 


72 




GI 


2443320 






Score 


126 




R vnn <=; 

i_J *\ W I X o 


1 . . 72 












GI Descrip. 


(D85597) 


polyprotein 


[Oryza 


australiensis] 




Seo No 


15649 






Seq. ID 


OJ990817J37. 9A01 


.Cll 


dpnp No 


33086 

tw/ \J \J \J 






Strand 


+ 




Start 


1 






End 


3239 




Name 


OJ990817 


07 9A01 Cll 


. ol np 


Method 


AAT/NAP 




Start 


1 






End 


1212 




GI ' 


2443320 






Score 


1720 




Exons 


1. . 1212 












GI Descrip. 


(D85597) 


polyprotein 


[Oryza 


australiensis] 




O C \^ . IN . 


1564 9 






Seq. ID 


OJ990817_07. 9A01 


. Cll 


, Hpnp No 

j 5 - ; VJCliC 


33086 






Strand 


+ 




Start 


1 






End 


3239 




"'~ 7 Name 


OJ990817 


07 9A01 Cll 


. o l * CJS 


Method 


GENSCAN 




l-fi ^tart" 


526 ~ 






End 


3239 






none 






Score 


.47 




• 1= = Exons 

'=5? 


526. .825, 


838. .1080, 


2406. . 


2541, 2825. 


.3055, 3082.. 3239 




! ii 

' 3T ' Sea No 


15649 






Seq. ID 


OJ990817_07.9A01 


.Cll 




33087 






Strand 


+ 




: sr i_ ci J- L- 


11663 






End 


17086 




Name 


OJ990817 


07 9A01 Cll 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


612 




'' J - GI 


none 






Score 


78 




. ' l Exons 


1..177, 1 


..177, 2. .11 


34, 3.. 


185, 183. .302, 190. .390, 311 


. .472, 


H s 


331. .474, 


341. .472, : 


342. .473, 343. .474 


, 448. .612, 450.. 


611 


Q Seq. No. 


15649 






Seq. ID 


OJ990817_07.9A01 


.Cll 


r*£ Gene No . 


33087 






Strand 


+ 




Start 


11663 






End 


17086 




Name 


OJ990817 


07.9A01.C11 


,o2.tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


2940 




GI 


none 






Score 


156 





Exons 2. .91, 12. .176, 187. .345, 335. .400, 2869. .2940 



Seq. No. 15649 

Gene No. 33087 

Start 11663 

Name OJ990817_07 . 9A01 . Cll . ol . tm 

Start 574 

GI none 

Exons 574. .948, 967. .1161, 1256.. 



Seq. ID OJ990817_07. 9A01.C11 



Strand 
End 

Method 
End 
Score 
1339 



+ 

17086 

TBLASTX: Maize 

1339 

171 



Seq. No. 
Gene No. 
Start 



15649 
33087 
11663 



Seq. ID OJ990817_07. 9A01.C11 
Strand + 
End 17086 



16211 




Name 


OJ990817 07.9A01.Cll.ol.ts 


Method 


TBLASTX • 


twJ V-/ y »*j ail 


Start 


583 


End 


1077 




\J X 


none 


Score 


202 




Fyrvn <; 
DAUl lO 


583. .945, 777. .932, 973. .1077 






Seq. No., 


15649 


Seq. ID 


OJ990817 


_07.9A01. 


Gene No. 


'33087 


Strand 


+ 




Start 


11663 


End 


17086 




Name 


OJ990817 07.9A01.Cll.ol.tw 


Method 


TBLASTX • 


Wheat 




685 


End 


1173 




\3 X 


none 


Score 


527 




F von q 


685. .1173, 686. .1018, 690.. 


1172 






O C v£ . 1 N \J • 


15649 


Seq. ID 


OJ990817 


07 . 9A01 . 


Gene No. 


33087 


Strand 


+ 




Start 


. 11663 


End 


17086 




Name 


OJ990817 07.9A01.Cll.o3.gs 


Method 


GENSCAN 




Start 


11663 


End 


17086 




w X 


none 


Score 


.52 




DAUH o 


11663. .11908, 12088. .12266, 


12543. . 12687, 14564 


. 14 627 , 




16935. .17086 








k_) C • llU . 


15649 


Seq. ID 


OJ990817 


07 . 9A01 . 


Gene No. 


33087 


Strand 


+ 




Start 


11663 


End 


17086 




Name 


OJ990817 07.9A01.Cll.o2.np 


Method 


AAT/NAP 




O Lai L 


11706 


End 


12268 




CI 

\D X 


6907092 


Score 


470 






11706. .11973, 12008. .12068, 


12132. . 12268 






(AP001129) hypothetical protein [Oryza 


sativa] 




Qprr No 


15650 


Seq. ID 


OJ990817 


07 . 9A01 . 


Gene No. 


33088 


Strand 






Start 


1 


End 


416 




Name 


OJ990817 07.9A01.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


416 




\J X 


2443320 


Score 


486 




F* von q 

Hi AU1 to 


1. .416 










(D85597) polyprotein [Oryza 


australiensis] 




Seq. No. 


15650 


Seq. ID 


OJ990817 


_07. 9A01. 


Gene No. 


33088 


Strand 






Start 


1 


End 


416 




Name 


OJ990817 07.9A01.C13.ol.tw 


Method 


TBLASTX: 


Wheat 


O L. d X L. 


139 


End 


398 




GI 


none 


Score 


80 






139. .369, 144. .398 










15651 


Seq. ID 


OJ990817 


07 . 9A01 . 


Gene No . 


33089 


Strand 






Start 


1 


End 


774 




Name 


OJ990817 07.9A01.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


774 




GI 


3645899 


Score 


311 




Exons 


1. .774 








GI Descrip. 


(U68408) 5 1 end not determined experimentally [Zea mays] 



16212 






Seq. No. 


15651 




Seq. ID 


OJ990817_07.9A01.C14 




Gene No. 


33089 




Strand 






Start 


1 




End 


774 




Name 


OJ990817 07 9A01 C14.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


38 ~~ 




End 


348 




GI 


none 




Score 


163 




Exons 


38 . . 103, 79. . 348 










Seq. No. 


15651 




Seq. ID 


OJ990817_07.9A0i.C14 




Gene No. 


33089 




Strand 






Start 


1 




End 


774 




Name 


OJ990817 07 9A01 C14 ol 


■ qs 


Mpt hod 


GENSCAN 




Start 


163 ~ 




End 


714 




GI 


none 




Score 


. 97 




Exons 


163 . .714 










Seq. No. 


15652 




Seq. ID 


OJ990817 07 . 9A01 .C16 




Gene No . 


33090 




Strand 


+ ~ 




Start 


214 




End 


581 




Name 


OJ990817 07.9A01.C16.ol 


. np 


Method 


AAT/NAP 




Start 


214 




End 


581 




GI 


4378066 




Score 


320 




pvnn ^ 

1—1 AUl 1 O 


214 . .581 












fAF098806) oolvDrotein- 


[Sorghum bicolor] 


, 'i 




ai 1 4 680208 1 ab 1 AAD27571 


1|AF114171_12 


fAFI 141711 nnl vnrnf pin 






TSorahum bicolorl 








r li 


Seq. No. 


15652 




Seq. ID 


OJ990817_07 . 9A01 .C16 




Gene No. 


33091 




Strand 






Start 


128 




End 


508 


" ■■ 


Name 


OJ990817 07 9A01 C16 o2 


.tw 


Method 


TBLASTX: Wheat 


i'il 


Start 


11 _ 




End 


202 


i ST 


GI 


none 




Score 


176 


is 

! S= | 


Exons 


11 . . 202, 13 . .201 








;. t 

i\ 


Seq. No. 


15652 




Seq. ID 


OJ990817_07.9A01.C16 


H: 


Gene No. 


33091 




Strand 






Start 


128 




End 


508 


HJ 


Name 


OJ990817 07 . 9A01 . CI 6 . ol 


.tm 


Method 


TBLASTX: Maize 




Start 


19 ~~ 




End. 


228 


Q 


GI 


none 




Score 


218 




Exons 


19. .228, 20. .217, 154 . . 


225 








Seq. No. 


15652 




Seq. ID 


OJ990817_07.9A01.C16 




Gene No. 


33091 




Strand 






Start 


128 




End 


508 




Name 


OJ990817 07 9A01 C16 ol 


. gs 


Method 


GENSCAN 




Start 


128 _ 




End 


508 




GI 


none 




Score 


. 6 




J—J A HO 


12 8 508 










Seq. No. 


15652 




Seq. ID 


OJ990817_07.9A01.C16 




Gene No. 


33091 




Strand 






Start 


128 




End 


508 




Name 


OJ990817 07. 9A01.C16.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


205 




End 


493 




GI 


none 




Score 


215 



16213 




Exons 


205. .492, 221. .493 








Seq. No. 


15653 


Seq. ID 


OJ990817_02.9A01 


.CI 


Gene No. 


33092 


Strand 






Start 


1 


End 


719 




Name 


OJ990817 02 9A01 Cl.ol.tm 


Method 


TBLASTX: Maize' 




Start 


1 ~~ 


End 


719 




GI 


none 


Score 


131 




Exons 


1..228, 3. .233, 255. .719, 259 


..453, 490. .717 




Seq. No. 


15653 


Seq. ID 


OJ990817_02.9A01 


.CI 


Gene No. 


33092 


Strand 






Start 


1 


End 


719 




Name 


OJ990817 02.9A01.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


84 


End 


425 




GI 


none 


Score 


76 




Exons 


84. .239, 85. .219, 255,. 425, 259. .420 






Seq. No. 


15653 


Seq. ID 


OJ990817_02.9A01 


.CI 


Gene No. 


33092 


Strand 






Start 


1 


End 


719 




Name 


OJ990817 02.9A01.Cl.o3.tw 


Method 


TBLASTX: Wheat 




Start 


444 


End 


671 




GI 


none 


Score 


105 




Exons 


444. .620, 450. .671 








Seq. No. 


15653 


Seq. ID 


OJ990817_02.9A01, 


.CI 


Gene No. 


33093 


Strand 






Start 


1022 


End 


1261 




Name 


OJ990817 02. 9A01.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1022 


End 


1261 




GI 


none 


Score 


63 




Exons 


1022. .1261, 1023. .1124 








Sea No 


15654 


Seq. ID 


OJ990817_02.9A01, 


. C2 


Gene No . 


33094 


Strand 


+ 




Start 


652 


End 


1038 




Name 


OJ990817 02.9A01.C2.ol.gp 


Method 


AAT/GAP 




Start 


652 


End 


1038 




GI 


uC-osflcyp033a04bl 


Score 


532 




Exons 


652. . 1038 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 






Seq. No. 


15654 


Seq. ID 


OJ990817_02.9A01. 


.C2 


Gene No. 


33095 


Strand 


+ 




Start 


4223 


End 


5852 




Name 


OJ990817 02.9A01.C2.o2.gs 


Method 


GENSCAN 




Start 


4223 


End 


5852 




GI 


none 


Score 


.57 




Hi AUIlO 


4223.. 4412, 5071.. 5206, 5795. 


.5852 






Seq. No. 


15654 


Seq. ID 


OJ990817_02.9A01. 


,C2 


Gene No. 


33096 


Strand 






Start 


7578 


End 


8834 




Name 


OJ990817 02. 9A01.C2.o4 ,gs 


Method 


GENSCAN 




Start 


7578 


End 


8834 





16214 






\J X 


none 


Score 


. 96 




P von q 


7578 8503 8609 8834 








Ccarr No 
jc^i v* \J • 


15654 




OJ990817 02 9A01 C2 




Clar\c* No 


33097- 


Strand 






Start 


3070 


End 


375.2 




Name 


OJ990817 02.9A01.C2.o2.gp 


Method 


AAT/GAP 




Start 


3070 


End 


3752 






4714679 


Score 


1126 






3070. .3752 








(T! T 0,OQf' , Y"1 o 
OX Uc jLJ tr * 


5852170/emb|AL117265.1|OST17804 2.0e-10 Oryza sativa 






indica (GLA4 ) genomic DNA, 


chromosome 4 


RAC rlonp't17R04 




Seq. No. 


15654 


Seq. ID 


OJ990817_02.9A01.C2 




Gene No. 


33098 


Strand 






Start 


6899 


End 


74 32 




Name 


OJ990817 02.9A01.C2.o3.gs 


Method 






Start 


6899 


End 


74 32 




\J X 


none 


Score 


. 78 




Hi .A. i 1 O 


6899. .7432 








Cpn Ma 


15654 


Seq. ID 


OJ990817_02.9A01.C2 




ripnp No 


33099 


Strand 






Start 


7605 


End 


7907 




Name 


OJ990817 02.9A01.C2.o3.gp 


Method 


AAT/GAP 




rt 


7605 


End 


7907 


| s j : 


X 


uC-osflcypl35b09al 


Score 


602 


.S3; 


P von q 


7605. .7907 






L 


VJX L^Cov^X X • 


' 5852170/embl AL117265. 1 IOST17804 2 . Oe- 


10 Oryza sativa 


Lis 

si ■ 




indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone:tl7804 ' 


e: ; s 


Seq. No. 


15654 


Seq. ID 


OJ990817 02 9A01 C2 


! ^| 


Gene No. 


33100 


Strand 




tH 


Start 


11097 


End 


11675 


iii 


Name 


OJ990817 02. 9A01.C2.o3.tm 


Method 


TBLASTX -Mai 7P 




9t s rt 
o u ax i_ 


3221 


End 


3511 


jtct 


VJ X 


none 


Score 


114 




pvnn q 


3221. .3319, 3315. .3503, 3323. .3511 




a 


Seq. No. 


15654 


Seq. ID 


n.TQQORI 7 09 QA01 CO 


u 


Gene No. 


33100 


Strand 






Start 


11097 


End 


11675 




Name 


OJ990817 02.9A01.C2.o5.tm 


Method 


TBLASTX: Maize 




Start 


3554 


End 


3758 




\J X 


none 


Score 


67 




P v on q 


3554. .3757, 3561. .3758 








Seq. No. 


15654 


Seq. ID 


OJ990817_02.9A01.C2 




Gene No. 


33100 


Strand 






Start 


11097 


End 


11675 




Name 


OJ990817 02.9A01.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3588 


End 


3841 




GI 


none 


Score 


141 




Exons 


3588. .3821, 3590. .3841 








Seq. No. 


15654 


Seq. ID 


OJ990817_02.9A01.C2 




Gene No. 


33100 


Strand 





16215 




Start 


11097 








End 


11675 




Marno 


OJ990817 02 


9A01 




tm 


Method 


TBLASTX: 


Ma i ze 


Of- o rt" 
OLdl L 


4 9i n ~~ 








End 


8823 




PT 


1 Hw> i 1 " 








Score 


299 




Exons 


4910 soos 


S08S 


SI 99 


861 S 

O O X J 


..8809, 8616. .8804, 


8671 8823 

O O / X • . (J o ^. _> 




8727 8810 

KJ 1 C 1 ■ • UU1U 
















1 S6S4 








Seq. ID 


OJ990817 


09 9A01 P9 




^i on 








Strand 






Start 


11097 








End 


11675 




Name 


OJ990817 02 


. 9A01. 


C2.ol. 


tm 


Method 


TBLASTX: 


Maize 




694 8 








End 


7687 




PT 
ux 


none 








Score 


35 




EjXUIIo 


6948 6998 


6989 


6999 

• O .7 .7 _7 , 


7091 

/ U jl. X 


..7050, 7021. .7050, 


7141 7161 

(lilt • / X U X 




714 9 7169 


71 S8 

' 1 JO . 


790S 


7174 


..7209, 7175. .7210, 


7298 7^87 




7^14 76RS 


7?9^ 


7S1 1 

• * J X x , 


7487 


..7570, 7643. .7687 




Seq. No. 


15654 








Cparr T D 

OCLJ • X U 


O.T9908 1 7 

UU ZJ ZJ \J o X / 


_02.9A01.C2 


Gene No. 


33100 








Strand 






cf a r t* 


1 1 097 

X I u y / 








End ' 


11675 




Name 


D.T9908 1 7 09 


9aoi 


P9 n1 


L o 


Method 


TBLASTX: 


ouyucdii 


O Ldl L, 


7 S94 ~~ 








End 


7841 




ox 


none 








Score 


52 




HiALM io 


7S94 7^80 

/ J *i * . / JO U / 


7 64^ 
/ U4 J . 


7840 

. f 04U/ 


7 64 4 

/ vj *i 1 


. .7841 






Seq. No. 


15654 








c pn TD 

OC^ • XL/ 


O.T9908 1 7 

VU Z? Zf \J O X / 


_02 . 9A01.C2 


Gene No. 


33100 








Strand 








1 1 097 

X X w .7 / 








End 


11675 




Name 


O.TQ908 1 7 09 


QA01 


P9 n9 


L L» 


Method 


TBLASTX: 


L^X COO 




771^ _ 

/ / X J 








End 


7903 




PT 
*ax 


i ivji 1C 








Score 


206 




TT v Tl Q 


771^ 789S 


77 1 S 

/ / X yj ■ 


7903 










Seq. No. 


15654 








Seq. ID 


OJ990817 


_02.9A01.C2 


Gene No. 


33100 








Strand 






Cf -a r f- 


1 1 097 

X X U J / 








End 


11675 




Name 


O.T990817 09 


9A0 1 


P9 n4 


f-rn 
LIU 


Method 


TBLASTX: 


udx c* c 


Of av-f- 
O Ldl L 


898 S _ 








End 


8504 




PT 
\j x 


none 








Score 


194 




IT vnn c 


898S 8335 


828 6 . 


. 8504 , 


8440 


. .8499 






Seq. No. 


15654 








Seq. ID 


OJ990817 


_02.9A01.C2 


Gene No. 


33100 








Strand 






u Lai l 


1 1097 

X X V .7 J 








End 


11675 




Name 


fl.TQQOS 1 7 09 


QA01 


P9 n1 


L L, 


Method 


TBLASTX: 


Ores s 


Cf 3 r-f- 


8 9 99 ~~ 








End 


8831 




PT 
ox 


1 1LH It? 








Score 


126 




Exons 


8999 8S04 


8 606 


88^0 
. O O 3 u , 


8 607 

O U U f 


. .8831 






Can Ma 
O C Lj . LN (J • 


15654 








Seq. ID 


OJ990817 


09 9A01 P9 




33100 








Strand 






Start 


11097 








End 


11675 




Name 


OJ990817 02 


. 9A01. 


C2.ol. 


np 


Method 


AAT/NAP 




Start 


10099 








End 


11675 




GI 


6907086 








Score 


1015 




Exons 


10099. .10180, 10274. .10491, 


10660. .11021, 11080 


. .11675 


GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 





16216 




Seq. No. 


15654 


Seq. ID 


OJ990817 


_02, 


. 9A01 


.C2 


fipnp No 


33100 


Strand 










^ta rt* 


11097 


End 


11675 










OJ990817 02 9A01 C2 06 as 


Mp> t* hod 










Cf arf 
O L a -L (- 


11097 _ 

X X \) ^ f 


End 


11580 








O J. 


none 


Score 


. 7 








P 1 von q 


1 1 097 1 1 S80 












Seq. No. 


15655 


Seq. ID 


OJ990817 


_02, 


.9A01- 


.C3 


f^fanp Mo. 

UC11C IVL' • 


33101 


Strand 


+ 










217 


End 


2356 








Mamo 


OJ990817 02 9A01 C3 ol as 




REN SCAN 








Start 


217 — 


End 


2069 








\J X 


none 


Score 


. 99 










217 355 1996 2069 












O VJ . iiy • 


15655 


Seq. ID 


OJ990817 


_02. 


. 9A01 


.C3 


Gene No. 


33101 


Strand 


+ 








Start 


217 


End 


2356 








Name 


OJ990817 02.9A01.C3.ol.gp 


Method 


AAT/GAP 








u Lai L. 


1859 


End 


2356 










38782 1.R1084 


Score 


749 








T7 1 yon q 


1859. .2356 












ri T Hfa a c T "i "Pi 


* 6069643/dbj IAP000616.1 IAP000616 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 










Seq. No. 


15655 


Seq. ID 


OJ990817 


__02. 


. 9A01 


.C3 


Gene No. 


33102 


Strand 


+ 








Start 


2650 


End 


10123 








Name 


OJ990817 02.9A01.C3.o2.np 


Method 


AAT/NAP 








9tfl rt 


2650 


End 


3408 








o X 


6002794 


Score 


1102 








R von s 


2650. .3408 












Ul L/G O O X X . 


(AF149813) unknown [Oryza sativa] 










lJ> ~ \Jk • LNU > 


15655 


Seq. ID 


OJ990817 


_02. 


, 9A01 


.C3 


Gene No. 


33102 


Strand 


+ 








Start 


2650 


End 


10123 








Name 


OJ990817 02. 9A01.C3.o3.np 


Method 


AAT/NAP 








Start 


2798 


End 


10123 








GI 


5852180 


Score 


607 








F. v o n s 


2798. .2863, 6146. .6208, 7199. 


.7317, 7369.. 7780, 


8480. .8561, 




10061. .10123 












OX IvCO^J — L £J • 


(AL117265) zhb00010.1 [Oryza 


sativa] 










Sea No 


15655 


Seq. ID 


OJ990817 


_02. 


. 9A01 


.03 


Gene No. 


33102 


Strand 


+ 








Start 


2650 


End., 


10123 








Name 


OJ990817 02.9A01.C3.o4.np 


Method 


AAT/NAP 








Start 


8543 


End 


10123 








GI 


5257279 


Score 


331 








Exons 


8543. .9051, 9094. .9437, 10068 


. .10123 










GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and 


pol 


gene 






homologues . (L35053) [Oryza sativa] 










Seq. No. 


15655 


Seq. ID 


OJ990817 


_02. 


,9A01 


.C3 



16217 






Gene No. 


33103 


Strand 








Start 


123 


End 


1548 






Name 


OJ990817 02. 9A01.C3.ol.np 


Method 


AAT /NAP 

/Art! / INrtt 








123 


End 


X -J H O 








6907088 


Score 








F von c 


123. .588, 1065. .1235, 1411.. 


1548 










(AP001129) hypothetical protein [Oryza 


Q 3 +* 1 \T ^ 1 

odLl vaj 






Seq. No. 


15655 


Seq. ID 


OJ990817_02.9A01 


.C3 




Gene No. 


33104 


Strand 










5078 


End 


64 41 






Name 


OJ990817 02. 9A01.C3.o3.gs 


Method 


\3 Cj LN O ^xiLN 






C4- -a y-+- 


5078 


End 


OJJD 








none 


Score 


S7 
• -j t 






T7" v (^i T~» 


5078. .5227, 6271. .6336 












15655 


Seq. ID 


O.TQQOfil 7 OP QA01 

\J U 1/ .J \J (J ±. 1 \J <L . Z) /i \J _I_ 






flpno Mo 


33104 


Strand 








Start 


5078 


End 


6441 






Name 


OJ990817 02. 9A01.C3.o2.gp 


Method 


AAT /GAP 






q+- =| r +- 


6057 


End 


6441 








uC-osflcyp033a04bl 


Score 


678 






Exons 


6057. .6441 










*jX Ucbulip . 


1 601684 5/dbj | AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza sativa genor 


= ? 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


15655 


Seq. ID 






LI 


Gene No. 


33105 . 


Strand 






.i 


O LdJ. L 


7287 


End 


7898 






Name 


OJ990817 02.9A01.C3.o4.gs 


Method 


GENSCAN 




w 


O Lai. U 


7287 


End 


7898 




:i 




none 


Score 


.88 




LI 


ill A. i 1 O 


7287. .7898 








:i 


Seq. No. 


15655 


Seq. ID 


OJ990817_02.9A01 


C3 


*! 


Gene No. 


33106 


Strand 








OLdi L 


8669 


End 


10017 








OJ990817 02.9A01.C3.o2.tw 


Method 


TBLASTX: Wheat 




:l 




5133 


End 


5338 




s i 
=\ 




none 


Score 


189 




J 


T? von q 


5133.. 5195, 5165.. 5338, 5263 


. .5334 








Seq. No. 


15655 


Seq. ID 


OJ990817_02.9A01 


C3 




Gene No. 


33106 


Strand 








O Lai L 


8669 


End 


10017 






Name 


OJ990817 02. 9A01.C3.ol.tw 


Method 


TBLASTX: Wheat 






oldll 


8559 


End 


8862 






r* t 
oX 


none 


Score 


201 






U 1 v ^> o 


8559.. 8609, 8563.. 8862, 8670 


. .8759 










15655 


Seq. ID 


OJ990817_02.9A01 


C3 




Gene No. ' 


33106 


Strand 








Start 


8669 


End 


10017 






Name 


OJ990817 02. 9A01.C3.ol. tm 


Method 


TBLASTX: Maize 






Start 


8563 


End 


9029 






GI 


none 


Score 


221 






Exons 


8563. .8892, 8991. .9029 









16218 




Seq. No. 


15655 




Seq. ID 


OJ990817 


_02. 


9A01. 


C3 




jjIUD 




OLlanu 










o tare 






tina 


i n.n i 7 
x uu x / 








Name 




gs 


Method 


LjlNoUAN 








o tar u 








i n n i 7 
X UU X / 








c t 
LjX 


none 




Score 


. Do 








Exons 


ft££Q QCQO Q/i c;o qoo 

ooby . . o d y z , y 4 oz . . y ozz , 


y y / 4 . 


i nm 7 
. XUU x / 










Seq. No. 


15655 




Seq. ID 


OJ990817 


_02. 


9A01. 


C3 


Gene No . 


jjIUD 




Strand 










o u.ar l. 


O D 0 y 




End 


10017 








Name 


vJjyyUOX/ UZ • "nUl . LO . Oj . 


LW 


Method 


TBLASTX: 


Wheat 




Q -1 , v- "h 

OldiL 


yuo o 




End 


9423 










none 




Score 


56 








Exons 


QAQp QIAl QT 1 / Q1 ^7 


Q0 ^ Q 

y £. u y . 


.9423, 9259.. 9411, 


9273. . 9422 


Seq. No. 


15656 




Seq. ID 


OJ990817 


_02. 


9A01. 


C4 


Liene wo . 


jjIU / 




Strand 


+ 








C H , >~ f- 


jU J 




End 


3955 








Name 


ujyyuox/ uz.yAux.u^.oi. 


gs 


Method 


GEN SCAN 








C H * v- f- 

btart 


jUj 




End 


3955 








C T 


none 




Score 


.83 








Exons 


"3ri'3 QCO /in CLTO 

jUj. . JDi f fl X / . . 3 JZ , /Uj 


1 £0 1 
. . 1 DZ 1 


, 2087. .2833, 2891 


. .3955 




Seq. No. 


15656 




Seq. ID 


OJ990817 


_02. 


9A01. 


C4 


Gene No. 


33107 




Strand 


+ 










JUJ 




End 


3955 








Name 


ujyyuoi / uz . y>\u x . . ox . 


np 


Method 


AAT/NAP 








otart 


7 0 0 _ 
/ Z Z 




End 


3952 








(jX 


d y u / uo y 




Score 


4248 








Exons 


700 1 QQ^ 90Q7 "3 QG, 0 

/zz. . x y o j , zuo/. . j y oz 














kji uescrip . 


vAiruunzyj nypotne ticax 


protein [Oryza 


sativa] 








Seq. No. 


15656 




Seq. ID 


OJ990817 


_02. 


9A01. 


C4 


Gene No. 


33108 




Strand 


+ 










DUUO 




End 


11500 








Name 


ujyyuox/ uz . y/\ux . uh . oj . 


np 


Method 


AAT/NAP 








otar u 


Cflflp 

DUUo 




End 


11500 








P T 


/I fro ni 7 Q 

fi Do u x / y 




Score 


3744 








Exons 


cfinfi (^nfi^ P07R 1 1 son 

DUUO. . DUOJ/ oz / o . . xxouu 














\j± uescrxp. 


in / U3) poxyprorem 


[Oryza 


sativa subsp. indica] 






Seq. No. 


15656 




Seq. ID 


OJ990817 


_02. 


9A01. 


C4 


uclie LNO . 


J JXUo 




Strand 


+ 








Of vf 

otart 


DUUo 




End 


11500 








Name 


ujyyuyx/ uz . yAU x . u4i . o j . 


gs 


Method 


GENSCAN 








Of n v-f 

btart 


7 0 A a 
/ O 4 D 




End 


11432 










none 




Score 


.49 








Exons 


"70/i/~- Tonn oioo oono 

/o4d. . /oyy, oizo..ozyb / 


8462. 


.10446, 10466. .105 


80, 


10710 


. .11432 


Seq. No. 


15656 




Seq. ID 


OJ990817 


J)2. 


9A01. 


C4 


Gene No. 


33109 




Strand 










Start 


4574 




End 


11456 








Name 


OJ990817 02.9A01.C4.o2. 


gs 


Method 


GENSCAN 








Start 


4574 




End 


7311 








GI 


none 




Score 


.48 









16219 



Exons 



4574. .4690, 4781. .6662, 6845. .7311 



Seq. No. 15656 Seq. ID 

Gene No. 33109 Strand 

Start 4574 End 

Name OJ990817_02 . 9A01 . C4 . 08 . tm Method 

Start 4574 End 

GI n6ne Score 

Exons 4574. .4717, 4578. .4712 



OJ990817_02.9A01.C4 
11456 

TBLASTX: Maize 

4717 

127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15656 Seq. ID 

33109 Strand 

4574 End 

OJ990817_02 .9A01.C4.o2. np Method 

4577 End 

6498441 Score 
4577. .4858, 4952. .6353, 6528. .6662, 
(AP000815) EST C72786(E2258 



OJ990817 02.9A01.C4 



11456 
AAT/NAP 
9204 
2745 
6845. .7165, 



9184 . . 9204 



corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



15656 
33109 
4574 

OJ990817_02 .9A01.C4.ol. tw 
5114 
none 

5114. .5272, 10497. .11123, 10553. .11110 



Seq. ID OJ990817_02.9A01.C4 



Strand 
End 

Method 

End 

Score 



11456 

TBLASTX: Wheat 

11123 

647 



Seq. No. 15656 Seq. ID 

Gene No. 33109 ' Strand 

Start 4574 End 

Name OJ9908 17_02 . 9A01 . C4 . o4 . tm Method 

Start 5375 End 

GI none Score 

Exons 5375.. 5587, 5384.. 5707, 5397.. 5678 



OJ990817_02.9A01.C4 
11456 

TBLASTX: Maize 

5707 

83 



Seq. No. 15656 Seq. ID 

Gene No. 33109 Strand 

Start 4574 End 

Name OJ990817_02 . 9A01 . C4 . o4 . tw Method 

Start 5388 End 

GI none Score 

Exons 5388.. 5420, 5438.. 5554, 9983.. 10393, 
10394 . .10486, 10395. .10490 



OJ990817_02. 9A01.C4 
11456 

TBLASTX: Wheat 

10490 

376 

10135. .10392, 10227. .10394, 



Seq. No. 15656 Seq. ID 

Gene No. 33109 Strand 

Start 4574 . End 

Name OJ990817_02 . 9A01 . C4 . 08 . tw Method 

Start 5900 End 

GI none Score 

Exons 5900.. 6199, 6011.. 6199 



OJ990817_02.9A01.C4 
11456 

TBLASTX: Wheat 

6199 

64 



Seq. No. 
Gene No. 
Start 



15656 
33109 
4574 



Seq. ID 

Strand 

End 



OJ990817 02.9A01.C4 



11456 



16220 




Name 


n TQQHQ 17 H9 


yAUX . 


Ufi . OD . 


L.IU 


ne inoa 


TRT QCTY • 


Ma i ze 




Of -i v-f 
OLdlL 


£91 ft 










y j o u 






C T 


none 








Score 


97 Q 

z / y 








£91 o £c fro 
X O . . OJ OZ , 


Q9 "3"} 
7Z JJ . 


. y jo u , 


Q9 fiR 


. 54 JJ 








Seq. No. 


15656 








Seq. ID 


OJ990817 


_02.9A01 


.C4 


Gene No. 


33109 








Strand 








C4- -a r~4- 


fi J 1 H 








End 


11456 






Name 


Pi TQQHQ 1 "7 no 


yAUX . 


HA r\ R 
Ufl . O J . 


+- X.J 


Method 


TBLASTX : 


wneat. 




Cf-i v- 4- 

otart 


£9 01 
D£ Z 1 








End 


9466 








none 








Score 


294 






Exons 


£99i ££^n 


£94 £ 
OZ fi O . 


£ £4 1 
. D Oft 1 / 


Q1 £1 
y x d i . 


.9466, 9166.. 9414 






beq. NO. 


IODjO 








Seq. ID 


OJ990817 


_02.9A01 


.C4 


Gene No. 


33109 








Strand 








Start 


4574 








End 


11456 






Name 


n TQQHft 1 7 0 9 

uj yyuoi / uz 




CA r~\ 1 
Ufi . O J. . 


L S 


Method 


TBLASTX : 


Soybean 




04- -a 










End 


9472 






T 


none 








Score 


56 






Exons 


£9QQ ££7fl 
DZ y y . . Do / U f 


Q1 CiA 


Q1 ^£ 

. y i jd , 


y x u h . 


.9136, 9121.. 9216, 


9140. . 9472, 




Q14H QA AQ 

y x 3 u . . y 3 ^ o , 


yz do . 


CkA 7 1 












Seq. No. 


15656 








Seq. ID 


OJ990817 


_02.9A01 


.C4 


Gene No. 


33109 








Strand 








C-H a v-i- 

oiarL 


A^l A 

H J f H 








End 


11456 






Name 


uj y y uts x / uz 


an n i 
yAux . 


U4 • O j • 


4- m 

tm 


Method 


TBLASTX : 


Maize 




O 4- ■*»+- 

btart 


DJol 








End 


9217 








none 








Score 


374 






Exons 


£ Rft 1 £7 7 9 
DJOi . .0 / / Z , 


£7 £Q 

d / oy . 


. d y y j / 


ft 7 RH 
0 / jU . 


.9217, 8E 


122. .8998 






beq. no. 


1 R £ R £ 
1 jDjD 








Seq. ID 


OJ990817 


_02.9A01 


.C4 


Gene No. 


33109 








Strand 








Start 


4574 








End 


11456 






Name 


C\ TQQOR 1 7 09 
UJ j jUO x / 


Qnn 1 
y nU x . 


Ufi . O j . 


LW 


Method 


TBLASTX: 


Wheat 




otari 


£7 R 
D / J J 








End 


9031 






C T 


none 








Score 


103 






Exons 


£7 R'} £QQR 

o / jj . . D?yj / 


£7 c; o 


. / 1 J / , 


£7 R A 
0 / Oh . 


.7161, 6757.. 7158, 


6761.'. 7198, 




o p i o ano 1 
















Seq. No. 


15656 








Seq. ID 


OJ990817 


_02. 9A01 


.C4 


Gene No. 


33109 








Strand 








C 4- n v-t- 


A^l A 
H D t h 








End 


11456 






Name 


n TQQOft 17 0 9 
Uu y y UO X i UZ 


Qan 1 
yAu i . 


OA r\ A 


4- c 


Method 


TBLASTX: 


Soybean 




buar c 


DoU J 








End 


8992 








none 








Score 


101 






Exons 


DC) uo . . D y j y t 


£QZ1 £ 

d y h d . 


7 1 £1 
. f X O 1 , 


ft ft R ft 
O O J 0 . 


.8992 








Seq. No. 


15656 








Seq. ID 


OJ990817 


_02.9A01 


.C4 


.Gene No. 


33109 








Strand 








Of -| vf 

b car z 


h 0 / 4 








End 


11456 






Name 


niQQnQn no 

uj yy Uo i / uz 


q n n i 
yAUl . 


r* A n 7 
U4 . O / . 


4- T T 

tw 


Method 


TBLASTX: 


Wheat 




Start 


8317 








End 


8728 






GI 


none 








Score 


154 






Exons 


• 8317. .8496, 


8318. 


.8503, 


8591. 


.8728, 8602. .8721 






Seq. No. 


15656 








Seq. ID 


OJ990817 


_02. 9A01 


.C4 


Gene No. 


33109 








Strand 









16221 



O Lai L 


4574 






Name 


OJ990817 02. 


Qafll P A r\1 f m 
VrWJ 1 . .Of. till 


Of a y~ f 


8552 






P T 

K3 1 


none 






Exons 


8552. . 


.8749, 


8SR7 A74fl 
0 j 0 / . .0/40 


Seq. No. 


15656 






Gene No. 


33109 






C f -* yf 
O Lei XT L 


4574 






Name 


OJ990817 02. 


Q7\ni HA r\0 f u 


btart 


9514 






p t 


none 






Exons 


9514. . 


.9939, 




Seq. No. 


15656 






Gene No. 


33109 






0 tdiL 


4574 






Name 


OJ990817 02. 


QZi n 1 CA r\~* +- 0 
yr\KJ -L.L/fl.Oj.tS 


Of-, — f 


9521 






P T 


none 






Exons 


9521. . 


.9766, 


QSRO Q7fi^ 

J J JU • • 3 / O -J 


Seq. No. 


15656 






Gene No. 


33109 






Q+- a v- h 
OLdlL 


4574 






Name 


OJ990E 


il7_02. 


Qnfll P/l /-s O f m 


0 tart 


9584 






p t 


none 








9584. . 


.9937, 


QQ4D Q^P 


Seq. No. 


15656 






Gene No. 


33109 






Of a y f 


4574 






Name 


OJ990817 02. 


i?R.U 1.0*4. 01. tc 


Cf ayf 


10214 






P T 
Vj 1 


none 






TT \r /*\ y\ 0 


10214, 


, . 10387 




Seq. No. 


. 15656 






Gene No. 


33109 






Of a r-f 

0 1 art 


4574 






Name 


OJ990817 02. 


y/iU 1 . o*i . oz . t s 


O f v-f 

otart 


10301 






P T 


none 






Exons 


10301. 


, .10387 


, iu ou / . . iujyj f 


Seq. No. 


15656 






Gene No. 


33109 






Of 2 v-f 


4574 






Name 


OJ990817 02. 


Q7Vf|1 P/l /-^Q fm 

y/\u 1 . . 00 . tm 


Start 


10355 






GI 


none 






Exons 


10355. 


.10387 


, 10395. .10628, 


Seq. No. 


15656 






Gene No. 


33109 






Start 


4574 







End 

Method 

End 

Score 



11456 

TBLASTX: Maize 

8749 

207 



Seq. ID OJ990817_02.9A01.C4 
Strand 

End 11456 

Method TBLASTX : Wheat 

End 9940 

Score ■ 588 



Seq. ID OJ990817_02. 9A01.C4 
Strand 

End 11456 

Method TBLASTX : Soybean 

End 9766 

Score 211 



Seq. ID OJ990817_02.9A01.C4 
Strand 

End 11456 

Method TBLASTX : Maize 

End 9945 

Score 456 



Seq. ID OJ990817_02.9A01.C4 
Strand 

End 11456 

Method TBLASTX : Cress 

End 10514 

Score 99 



Seq. ID OJ990817_02.9A01.C4 
Strand 

End 11456 

Method TBLASTX : Soybean 

End 10538 

Score 95 



Seq. ID OJ990817_02.9A01.C4 
Strand 

End 11456 

Method TBLASTX : Maize 

End 10628 

Score 51 



Seq. ID OJ990817_02.9A01.C4 
Strand 

End 11456 



16222 






OJ990817 02.9A01.C4.ol.tm 


Method 


TBLASTX: Maize 






J.UD / / 




End 


11273 






none 




Score 


215 




Exons 


10677 


..10829, 10680. .10838, 


10685. . 10831, 10834. .10893, 






10835 


..11263, 10836.. 11273 








Seq. No. 


15656 




Seq. ID 


OJ990817_02.9A01 


.C4 


Gene No. 


33109 




Strand 






OL.di.L- 


4574 




End 


11456 




Name 


OJ990817 02.9A01.C4.o6.tw 


Method 


TBLASTX: Wheat 




uLdl L 


11123 




End 


11456 




PT 


none 




Score 


368 




LiAUIl o 


11123 


..11323, 11124. .11456, 


11163. .11435 




Seq. No. 


15656 




Seq. ID 


OJ990817_02. 9A01 


.C4 


Gene No. 


33109 




Strand 


- 




Start 


4574 




End 


11456 




Name 


OJ990817 02.9A01.C4.o9.tm 


Mpt" VinH 


TBTjA^TX • Mai ze 




D Let IT c 


11280 




End 


11441 




r"T 


none 




Score 


182 






11280 


..11435, 11283. .11441 








Seq. No. 


-15657 




Seq. ID 


OJ990817_02.9A01 


.C5 


Gene No. 


33110 




Strand 


- 




Cf art- 

O Lai L. 


494 




End 


991 




Name 


OJ990817 02. 9A01.C5.oi.tw 


Mp t~ hoH 

L 1C L11U \JL 


TRLASTX -Whpat 




OLdl L 


80 . 




End 


406 






none 




Score 


73 




IT v o n Q 


80. .181, 188. .406 








Seq. No. 


15657 




Seq. ID 


OJ990817_02.9A01 


.C5 


Gene No. 


33110 




Strand 


- 




OL.Ci.LL. 


494 




End 


991 




Name 


OJ990817 02. 9A01.C5.ol.gs 


Method 


GEN SCAN 






494 




Hi i ILL 


991 






none 




Score 


.42 






494. . 


991 








Seq. No. 


15658 




Seq. ID 


OJ990817_02. 9A01 


.C6 


Gene No. 


33111 




Strand 


+ 




Start 


848 




End 


1679 




Name 


OJ990817 02. 9A01.C6.ol.gs 


Method 


GENSCAN 




O Lai L 


848 




End 


1679 




PT 

O -L 


none 




Score 


.55 




Hi A LI i lO 


848. . 


973, 1536. .1679 








o c q . IN O • 


15658 




Seq. ID 


OJ990817_02.9A01 


.C6 


Gene No. 


33112 




Strand 


+ 




Start 


3780 




End 


7117 




Name 


OJ990 


817_02. 9A01.C6.o2.gs 


Method 


GENSCAN 




C •(- -a 
jLalL 


3780 




End 


6815 




GI 


none 




Score 


.89 




Exons 


3780. 


.3879, 4112. .4253, 4526 


..4757, 4E 


07. .4924, 5512. .5556, 




6318. 


.6365, 6742. .6815 








Seq. No. 


15658 




Seq. ID 


OJ990817_02.9A01 


.C6 


Gene No. 


33112 




Strand 


+ 





16223 



Start 3780 End 7117 

Name OJ990817_02 . 9A01 .C6.o2.gp Method AAT/GAP 

Start 6610 End 7117 

GI 38782_1.R1084 Score 831 

Exons 6610.. 7117 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 15658 

Gene No. 33113 

Start 8178 

Name OJ9908 17_02 . 9A01 . C6 . o3 . gs 

Start 8178 

GI none 
Exons 



Seq. ID OJ990817_02. 9A01.C6 



Strand 
End 

Method 

End 

Score 



+ 

9530 
GENSCAN 
9530 
.66 



8178. .8556, 8773. .8811, 8904. .8937, 9497. .9530 



o e q . in o . 


15658 


Seq. ID 


OJ990817_02. 


9A01 


.C6 


bene ino . 


33114 


Strand 








Qf 2 +- 
OLdlL 


3517 


End 


5207 






Name 


OJ990817 02.9A01.C6.ol.np 


Method 


AAT/NAP 






Start 


3517 


End 


5207 






C T 
bl 


6907086 


Score 


1295 






Exons 


3517. .4024, 4243. .4364, 4423. .5207 








uescr xp . 


(AP001129) hypothetical protein [Oryza 


sativa] 






oeq . vio . 


15658 


Seq. ID 


OJ990817_02. 


9A01 


.C6 


bene no . 


33115 


Strand 








Q+- a r-f- 
oLai L 


5291 


End 


5482 






Name 


OJ990817 02.9A01.C6.ol.gp 


Method 


AAT/GAP 






Start 


5291 


End 


5482 






bl 


5667165 


Score 


348 






Exons 


5291. .5482 










bi uescr xp . 


5670155/gblAFl 61269. 1 | AF161269 4.0e-8 6 


Oryza sativa 


subsp. 




japonica BAC clone 34K24, 


complete sequence 






Seq. No. 


15658 


Seq. ID 


OJ990817JD2. 


9A01 


.C6 


Gene No. 


33116 


Strand 








Start 


6149 


End 


6884 






Name 


OJ990817 02. 9A01.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


632 


End 


1001 






GI 


none 


Score 


79 






Exons 


632. .703, 770. .1000, 810.. 


1001, 864. .1001 






Seq. No. 


15658 


Seq. ID 


OJ990817_02. 


9A01 


.C6 


Gene No. 


33116 


Strand 








Start 


6149 


End 


6884 






Name 


OJ990817 02. 9A01.C6.o2.np 


Method 


AAT/NAP 






Start 


6149 


End 


6884 






GI 


4680186 


Score 


162 






Exons 


6149. .6329, 6801. .6884 










GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


indica] 






Seq. No. 


15659 


Seq. ID 


OJ990817_02. 


9A01 


.C7 


Gene No. 


33117 


Strand 








Start 


1 


End 


470 






Name 


OJ990817 02.9A01.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


470 







16224 








6721502 


Score 


324 




Exons 


1..19, 246. .470 








oi uescrip. 


(AP001072) Similar to chromaffin granule ATPase II homolog 






(U75321) [Oryza sativa] 








Seq. No. 


1 R £ C Q 


beq. lu 


ujyyuoi/ uz.yAui.b/ 




Gene No. ■■ 


JjliO 


otrana 






Qf -1 y~ 4- 


"5 Q Q 


hna 


A "7 O 




Name 




Method 


i oiiAb i a : boyoean 




o tare 


o a n 
U 


tr v-. 


A "7 O 




C T 


none 


Score 


143 




Exons 


240. .407, 243. .404, 245. .415, 


396. . 446, 


410. .469, 416. .472 




Seq. No. 




beq. iu 


ATQQnQi i no Q7\m en 

ujyyuoi/ uz.yAui.b/ 




Gene No. 


T51 1 Q 


btrana 








■DQQ 


T7 ,-J 

bna 


/I ^ o 




Name 


r\TQQfiQi"7 no Qam en r\i *-m 
ujyyuoi / u<£ . i?Aui . b / . oi . cm 


Method 


TDT ACTV • M -I r7 a 

i DixHo i a . tyia i z e 




btarr, 




tna 


A 7 O 




bl 


none 


Score 


55 




U 1 V C 

Lxons 


243. .404, 245. .394, 245. .415, 


409. .471, 


410. .472, 417. .470 




Seq. No. 




beq. iu 


vjjyyuoi/ uz.yAui.b/ 




Gene No. 


oollo 


Strand 




Q 




JOO 


bna 


-4 / Z 


i z l 


Name 


ATQQH01 1 no Q7\ni /-> *7 —i _ 

ujyyuoi/ uz . yAu i . b / . oi . gs 


Method 


bbNbbAN 


is? 

ij\ 


btart 


■DQQ 
JOO 


bna 


a i n 




C T 
bl 


none 


Score 


Q O 

. yz 


PL! 

r i 


Exons 


388. .470 






i i i 
: ! : 
*a «r 


beq . lmo . 


15660 


Seq. ID 


OJ990817_02. 9A01.C8 


: 9 \ 


Gene No. 


33119 


Strand 




"zzt 

ni 


Start 


1 


End 


1366 


! 97 


Name 


OJ990817 02.9A01.C8.ol.np 


Method 


AAT/NAP 




Of 5 yf 

Otdit 


1 


End 


1366 


.3 31 


bl 


6721547 ' 


Score 


94 




Exons 


1..94, 1275. .1366 








bi uescrip . 


(AP001073) Similar to Oryza sativa gene for Pib. (AB013448 


Bl 

"t cf 


Seq. No. 


15661 


Seq. ID 


OJ990817_02.9A01.C9 


i" "i 


Gene No. 


33120 


Strand 


+ 




C +- r*4- 
OlaiL 


1432 


End 


1629 




Name 


OJ990817 02. 9A01.C9.ol.gs 


Method 


GENSCAN 




b tar u 


1432 


End 


1629 




bl 


none 


Score 


.91 






1432. .1629 








Seq. No. 


15661 


Seq. ID 


OJ990817_02. 9A01.C9 




Gene No. 


33121 


Strand 






Q -(- -3 -v~+- 

olail 


1984 


End 


2248 




Name 


OJ990817 02.9A01.C9.o2.gs 


Method 


GENSCAN 




Start 


1984 


End 


2248 




GI 


none 


Score 


.76 




Exons 


1984. .2104, 2181. .2248 








Seq. No. . 


15662 


Seq. ID 


OJ990817_02. 9A01.C1 




Gene No. 


33122 


Strand 


+ 




Start 


4320 


End 


10259 



16225 



Name 

Start 

GI 

Exons 



OJ990817_02. 9A01.C10.o2.gs Method GENSCAN 
4320 End 9542 

none Score .57 

4320. .4501, 6929. .7330, 7418. .7544, 8164. .9005, 9458. .9542 



Seq. No. 15662 Seq. ID 

Gene No. 33122 Strand 

Start 4320 End 

Name OJ990817_02 . 9A01 . C10 . ol . np Method 

Start 4353 End 

GI 4539396 Score 

Exons 4353.. 4468, 7300.. 7330, 7418 

GI Descrip. (AL035526) myb-like protein [Arabidopsis thaliana] 

gi | 5823339 | gb | AAD53108 . 1 | AF17 6003_1 (AF17 6003) putative 
transcription factor [Arabidopsis thaliana] 



OJ990817_02 . 9A01 .C10 
+ 

10259 
AAT/NAP 
10259 
293 



.7544, 8164. .8340, 10197. .10259 



ri 

y 



-a 



o e q . in o . 


1 ^669 
1 jDD^ 




Seq. ID 


OJ990817_ 


n9 Qam 


pi n 

. ^ X u 


bene ino . 


^^1 99 




Strand 


+ 








A 79fi 




End 


10259 






Name 




.ol .gp 


Method 


AAT/GAP 






o uar z. 






End 


7179 






p t 






Score 


519 






Exons 


£ft Q9 7 1 "7 Q 












Seq. No. 


15662 




Seq. ID 


OJ990817_ 


02.9A01. 


.C10 


Gene No. 


33123 




Strand 


+ 






O Lai L 


9 1 ft 91 




End 


26487 






Name 




.06. gs 


Method 


GENSCAN 






o cari. 


9 1 ft 9 1 _ 




End 


26487 






P T 


none 




Score 


.7 






Exons 


91ft91 91R9Q 99490 

Z. ± O Z. -L . . ^lOi?/ Z. Z. 4 Z. U . 


.22602, 


22795. .22951, 22982. 


.23197, 






9^9^9 9?41^ 91 c i^£ 


.23625, 


23683. .23812, 23913. 


.24019, 






24112. .24171, 24265. 


.24338, 


24437. .24487, 24658. 


.24707, 






24810. .24870, 24933. 


.24998, 


25688. .25783, 25868. 


.25957, 






26479. .26487 












Seq. No. 


15662 




Seq. ID 


OJ990817_ 


02.9A01. 


.C10 


Gene No. 


33123 




Strand 


+ 






Start 


21821 




End 


26487 






Name 


OJ990817 02.9A01.C10 


. o4 . np 


Method 


AAT/NAP 






Start 


22688 




End 


26079 






GI 


3582344 




Score 


796 






Exons 


22688. .22980, 23148. 


.23173, 


23252. .23475, 23556. 


.23630, 






23706. .23812, 23910. 


.24019, 


24112. .24171, 24265. 


.24338, 






24437. .24487, 24658. 


.24707, 


24810. .248 


87, 25349. 


.25438, 






25524. .25578, 25680. 


.25783, 


25868. .26079 






GI Descrip. 


(AC005496) putative ' 


CDC6 protein [Arabidopsis thaliana] 




Seq. No. 


15662 




Seq. ID 


OJ990817_ 


02: 9A01. 


.C10 


Gene No. 


33124 




Strand 


+ 






Start 


31554 




End 


31754 






Name 


OJ990817 02.9A01.C10 


. 08 . gs 


Method 


GENSCAN 






Start 


31554 




End 


31754 






GI 


none 




Score 


. 62 






Exons 


31554 . .31754 












Seq. No. 


15662 




Seq. ID 


OJ990817_ 


02.9A01, 


,C10 



16226 




Gene No. 


33125 




Strand 


+ 






Start 


35509 




End 


36474 






Name 


OJ990817 02 9A01 CIO 


. ol 0 . gs 


Mpt hod 








Start 


35509 ~~ 




End 


36474 






GI 


none 




Score 


. 98 








35509 35563 36161 


. 36474 










Seq. No. 


15662 




Seq. ID 


OJ990817 


_02 


9A01.C10 


Gene No. 


33126 




Strand 








Start 


305 




End 


1195 






Name 


O.T990R17 09 9A01 P10 


. ol . gs 


Method 


i_i iii kj viiiM 






OLCtl t 


305 ~~ 

O \J J 




End 


1195 






yJ X 


none 




Score 


. 64 






F von cr 


305 459 562 657 


1087. .1195 








Seq . No . 


15662 




Seq. ID 


OJ990817 


02 


9A01 C10 


Gene No . 


33127 




Strand 








Start 


12953 




End 


14490 






Name 


OJ990817 02.9A01.C10 


,o2.gp 


Method 


AAT/GAP 






Start 


12626 




End 


13535 






GI 


18475 1.R1084 




Score 


1764 






Py on 


12626. .13535 














•2088653 7.0e-42 (AF002109) 


Hslpro-1 related protein isolog 




[Arabidopsis thaliana] 1 










Seq. No. 


15662 




Seq. ID 


OJ990817_ 


_02 


9A01.C10 


Gene No. 


33127 




Strand 








Start 


12953 




End 


14490 






Name 


OJ990817 02.9A01.C10 


. o4 . gs 


Method 


GEN SCAN 






Start 


12953 




End 


14377 






GI 


none 




Score 


1 






F 1 von ^ 


12953. . 14377 












Sea No 


15662 




Seq. ID 


OJ990817_ 


_02. 


9A01.C10 


Gene No . 


33127 




Strand 








Start 


12953 




End 


14490 






Name 


OJ990817 02.9A01.C10 


.o2 .np 


Method 


AAT/NAP 






Start 


12992 




End 


14404 






GI 


2088653 




Score 


913 






F.xon 


12992. .13894, 13947. 


.14404 












(AF002109) putative 


nematode 


-resistance protein 


[Arabidopsi 




thaliana] 












Seq. No. 


15662 




Seq. ID 


OJ990817_ 


JD2. 


9A01.C10 


Gene No. 


33127 




Strand 








Start 


12953 




End 


14490 






Name 


OJ990817 02.9A01.C10 


,o3.gp 


Method 


AAT/GAP 








13950 




End 


14490 






o J. 


none- 




Score 


. 1010 






TT von S 


13950. . 14490 












Seq. No. 


15662 




Seq. ID 


OJ990817_ 


_02. 


9A01.C10 


Gene No. 


33128 




Strand 








Start 


27557 




End 


30285 






Name 


OJ990817 02.9A01.C10 


. o7 . gs 


Method 


GENSCAN 






Start 


27557 




End 


30285 






GI 


none 




Score 


.43 







16227 




Exon 


27557 


..27631, 29855.. 


29911, 


30277. .30285 




Seq. No. 


15662 






Seq. ID 


OJ990817_02.9A01 


.C10 


Gene No. 


33129 






Strand 


- 




Start 


33672 






End 


34010 




Name 


OJ990817 02.9A01.C10. 


o 9 . g s 


Method 


GENSCAN 




Start 


33672 






End 


34010 




GI 


none 






Score 


.96 




F! von s 


33672 


. .34010 










Seq. No. 


15662 






Seq. ID 


OJ990817_02.9A01 


.C10 


Gene No. 


33130 






Strand 


- 




Start 


37474 






End 


37742 




Name 


OJ990817 02.9A01.C10. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


216 






End 


13283 




GI 


none 






Score 


244 




Exons 


216. .269, 12989. .13279, 12992 .. 13282 , 


13002. .13283 




Spa No 


15662 






Seq. ID 


OJ990817_02.9A01 






33130 






Strand 






Start 


37474 






End 


37742 




Name 


OJ990817 02.9A01.C10. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12933 






End 


13703 




GI 


none 






Score 


477 




R von <z 


12933 


..13427, 12998.. 


13426, 


13360. . 13404, 13377 .. 13448 , 






13400 


..13690, 13502.. 


13645, 


13527. .13703, 13564 .. 13665, 






13569 


. . 13691 










Sea No 


15662 






Seq. ID 


OJ990817_02.9A01 


n n 


Gene No. 


33130 






Strand 






Start 


37474 






End 


37742 




Name 


OJ990817 02.9A01.C10. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


13004 






End 


13546 




GI 


none 






Score 


58 




Exons 


13004 


..13093, 13005.. 


13070, 


13127. . 13237, 13128 .. 13202 , 






13265 


..13399, 13269.. 


13400, 


13406. .13546 




Seq. No. * 


15662 






Seq. ID 


• OJ990817_02.9A01 


n n 


Gpnp No 


33130 






Strand 






Start 


37474 






End 


37742 




Name 


OJ990817 02.9A01.C10. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


13004 






End 


14248 




GI 


none 






Score 


52 




Rxon s 

J—t <V V-/ 1 1 o 


13004 , 


. .13189, 13017. . 


13094, 


13104. .13214, 13112. .13237, 






13244 . 


..13663, 13269.. 


13418, 


13661. .138 94, 13716. .138 95, 






14030. 


..14236, 14087.. 


14248 








Sea No 


15662 






Seq. ID 


OJ990817_02.9A01, 


n n 


Gene No . 


■33130 




'i 


Strand 






Start 


37474 






End 


37742 




Name 


OJ990817 02.9A01.C10. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


13919 






End 


14529 




GI 


none 






Score 


102 




Exons 


13919. 


, .14020, 13920. . 


14000, 


14 039. .14236, 14 087. .14281, 






14103. 


, . 14282, 14318 . . 


14383, 


14321. .14 377, 14 325 .. 14 384 , 





14479. .14529 

16228 



Seq. No. 


15662 




Gene No. 


33130 




Start 


37474 




IMQ.HIC 


O,TQQ0ft17 0? Qnm PI 0 


. UJ . LIU 




11 uu 




\j x 


n on<a 

1 1UI 1C 




p von c; 


21406 21585 21407 


21559 


Coo Mo 


1 5669 




ConQ Mo 


^^1 "30 

•J ~J ± -J \J 




Start 


37474 




Name 


OJ990817 02.9A01.C10 


.o2 . tm 


Start 


23064 






none 






9^064 9^171 9^077 


9^179 




9^950 9^4^fi 9^951 


9 ^4 ^6 

t J4 JOf 




23542 23607 23553 


23633, 


Cpn Mo 


1 5669 

1 JUUZ, 






^i ^n 




Start 


37474 




Name 


OJ990817 02.9A01.C10 


o4 . tm 




23904 




PT 

OX 


n on o 




Exons 


9^Q04 94090 9^Q07 


9 4 090 




94110 94175 94111 


9 4 17 6 

641 / D f 




949 67 94^14 * * 

t,4Z.O / . . 64 J14 




Seq. No. 


15662 




Gene No. 


33130 




Start 


37474 




INdlLlC 


O.TQQ0817 09 QA01 PI 0 


oil • gs 


O L a JL L 


^7474 ~ 




PT 


none 




F 1 von ^ 


^7474 "37668 ?7674 


^774 9 


Seq. No. 


15663 




Gene No. 


33131 




Start 


309 




iNdiut; 


O.TQQ0R17 09 QA01 PI 1 


- 

o l • qs 


O Lai. I_ 


^0Q ~~ 
J \J _7 


pt 


none 




R von q 


309. .476, 566. .722 




o 6 q . IN o • 


15664 




Gene No. 


33132 




Start 


128 




Name 


OJ990827 08.9A18.Cl.pl.gs 


Start 


128 




GI 


none 




Exons 


128. .502 





Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817_02 . 9A01 .C10 
37742 

TBLASTX: Maize 

21775 

114 



OJ990817 02.9A01.C10 



37742 

TBLASTX: Maize 
23634 
138 

23086. .23172, 23228 .. 23425, 
23251. .23448, 2354 1 .. 23633, 
23554 . .23634 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817 02.9A01.C10 



37742 

TBLASTX: Maize 
24314 
123 

23908. .24021, 24 102 .. 24 182, 
24121. .24207, 24266 24313, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_02. 9A01.C10 

37742 
GEN SCAN 
37742 
. 4 



OJ990817_02.9A01.C11 
722 

GENSCAN 

722 

.49 



OJ990827_08.9A18.C1 
518 

GENSCAN 

502 

.62 



Seq. No. 15664 Seq. ID 

Gene No. 33132 Strand 

Start 128 End 

Name OJ990827__08 . 9A18 . CI . ol . np Method 

Start 275 End 



OJ990827_08.9A18.C1 
518 

AAT/NAP 
518 



16229 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1755066 Score 104 

275. .518 

(U63012) lectin precursor [Sophora japonica] 



15665 Seq. ID 

33133 - Strand 

242 End 

OJ990827_08 . 9A18 . C2 . ol . qs Method 

242 End 

none Score 
242. .459 



OJ990827_08.9A18.C2 
+ 

459 

GENSCAN 

459 

.64 



Seq. No. 15666 Seq. ID 

Gene No. 33134 Strand 

Start 470 End 

Name OJ990827_08 . 9A18 . C3 . ol . gs Method 

Start 470 End 

GI none Score 

Exons 470.. 606 



OJ990827_08.9A18.C3 
606 

GENSCAN 

606 

.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15667 Seq. ID 

33135 Strand 

1 End 

OJ990827JD8 . 9A18 . C4 . ol . np Method 

1 End 

6729489 Score 
1..596, 691. .1393 

(AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 



OJ990827_08.9A18.C4 
+ 

1393 
AAT/NAP 
1393 
595 



15667 Seq. ID OJ990827 

33135 Strand + 

1 End 1393 

OJ990827_08 . 9A18 . C4 . ol . gs Method GENSCAN 

326 End 1360 

none Score .85 

326. .596, 691. .1360 



08.9A18.C4 



Seq. No. 15667 
Gene No. 33136 
Start 11157 

Name OJ990827_08 . 9A18 . C4 . o3 . gs 

Start 11157 
GI none 

Exons 11157. .12514, 12 616 .. 13066, 

17459. .17610, 18354. .18402, 
19609. .19625 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_ 
+ 

19625 
GENSCAN 
19625 
.62 



08.9A18.C4 



13120. .13259, 15549. 
18649. .18752, 18827. 



,15628, 
,19019, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15667 
33136 
11157 

OJ990827_08. 9A18.C4 .o2.np 

11178 

1418331 



Seq. ID OJ990827_08.9A18.C4 

Strand + 

End 19625 

Method AAT/NAP 

End 13192 

Score 735 



11178. .12072, 12130. .12514, 12616. .13192 

(X95909) receptor like protein kinase [Arabidopsis thaliana] 



16230 




O t2 q . IN U . 


1 R667 




Seq. ID 


OJ990827 


Oft Qfl 1 ft CA 


Gene No. 


33137 




Strand 


+ 




Start 


21907 




End 


23560 




Name 


O.TQQ0R97 OR QAlfi P4 


. uj i y j 


Method 


GENSCAN 






91 Q07 _ 




End 


23560 




PT 


none 




Score 


.63 * 






91 Q07 990R0 00011 


994 00 

. . Z Z 4 U U , 


22424 . .22465, 22607 


99 67 9 
. .zzu/z, 




9^1R7 9^976 9^99^ 


9^S60 








Seq. No. 


15667 




OClj • XL/ 


O.TQQOft 97 


_08.9A18.C4 


Gene No. 


33138 




Strand 


+ 




OLal L 


9 4 ft 69 




End 


25182 




Naiue 


nTQQ0R97 Oft QZM ft CA 


. o b • gs 


Method 


GENSCAN 




Of a Y-f- 
OLalC 


9 4 ft 69 _ 




End 


25182 






none 




Score 


.95 




Exons 


94 ft 69 9 S 1 ft 9 










jc^i LN U . 


1 S667 

X J O O / 




Seq. ID 


OJ990827 


Oft QA1 ft CA 


Gene No. 


33139 




Strand 


+ 




Start 


27257 




End 


36284 




IN emit: 


O.TQQ0R97 OR QA1 R CA 


. Oo * CfS 


Method 


GENSCAN 




Cf a r-f- 


979^7 ~ 




End 


36284 






none 




Score 


.49 






979R7. 97RRR 9 Q 9 1 <^ 


9 Q^61 


31368. .32801, 33047 


-3 T O C A 

. . jjjDI / 




^^496 ^^790 "3 R 9 Q 6 


o c /i n7 


35777. .36009, 36237 


^ 69 ft A 


UClji IN vj . 


1 S667 

1JDO / 




Seq. ID 


OJ990827 


Oft Qfll R C A 


Gene No. 


33139 




Strand 


+ 




Start 


27257 




End 


36284 




Name 


OJ990827 08.9A18.C4 


. o 4 . np 


Method 


AAT/NAP 




OLdl L 


30638 




End 


33602 






5545339 




Score 


716 




P von Q 


30638. .30825, 31581 


. .32385, 


32446. .32801, 32900 


609 


OX UcbLI iJJ . 


(AB030083) lectin-like protein kinase 


[Populus : 


nigra ] 




15667 




Seq. ID 


OJ990827 


Oft QZ\1 ft CA 




33140 




Strand 


+ 




Start 


45337 




End 


49798 




Name 


OJ990827 08.9A18.C4 


. o5.np 


Method 


AAT/NAP 




C-f- o r f 


45337 




End 


49798 




ox 


5734729 




Score 


373 




Exons 


45337. .45422, 48003 


. .48322, 


48420. .48987, 49715 


. .49798 




(AC007259) Very similar to 


receptor protein kinases [Arabidopsis 




thaliana] 










OCLJ . INU • 


15667 




Seq. ID 


OJ990827 


_08.9A18.C4 


Gene No . 


33141 




Strand 


+ - 




Start 


50943 




End 


52331 




Name ■ 


OJ990827 08.9A18.C4 


. o 6 . np 


Method 


AAT/NAP 




Start 


50943 




End 


52331 




GI 


6539553 




Score 


2319 




Exons 


50943. .52331 










GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 { D85597 ) 
[Oryza sativa] 



16231 



Seq. No. 15667 Seq. ID 

Gene No. 33142 Strand 

Start 8192 End 

Name OJ990827_08 . 9A18 . C4 . o2 . gs* Method 

Start 8192 End 

GI none Score 

Exons 8192.. 8394, 9292.. 9321, 9662.. 9692 



OJ990827_08. 9A18. C4 

9692 
GEN SCAN 
9692 
.82 



Seq. No. 15667 Seq. ID 

Gene No. 33143 Strand 

Start 20097 End 

Name OJ990827__08 . 9A18 . C4 . o4 . gs Method 

Start 20097 End 

GI none Score 

Exons 20097. .20345 



OJ990827_08.9A18.C4 

20345 
GENSCAN 
20345 
.96 



Seq. No. 15667 Seq. ID 

Gene No. 33144 Strand 

Start 24500 End 

Name OJ990827_08 . 9A18 . C4 . o3 . np Method 

Start 24500 End 

GI 4325357 Score 

Exons 24500. .24531, 257 65 .. 26153, 
GI Descrip. 



OJ990827_08.9A18.C4 

27769 
AAT/NAP 
27769 
390 



26774. .26933, 27137. .27769 
(AF128395) contains similarity to Arabidopsis thaliana 
retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Seq. No. 15667 

Gene No. 33144 

Start 24500 

Name OJ990827_08 . 9A18 . C4 . o7 . gs 

Start 25409 

GI none 

Exons 25409. .25628, 2568 9.-25926, 
26494..26793, 26830. .27064 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_08.9A18.C4 

27769 
GENSCAN 
27064 
.65 



26030. .26244, 2 6361 .. 26454 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15667 
33145 
37017 
OJ99082 
324 
none 
324 . .36 
12178. . 
12381. . 
32616. . 
47982 
48177 



7 08.9A18.C4.o6.tm 



8, 325. .357, 403. .501, 
12279, 12191. .12286, 12321 
12419, 32461. .32574, 32478 
32705, 39095. .39193, 39103 
48095, 47999. .48094, 48129 
48227 



Seq. ID 
Strand 
End 

Method 
End 
Score 
411. .500, 



OJ990827 08.9A18.C4 



48969 

TBLASTX : Maize 
48227 
50 

12174. .12287, 
12419, 12329. . 12418, 
32573, 32608. .32706, 
39192, 47970. . 48074, 
48227, 48137. .48226, 



Seq. No. 15667 

Gene No. 33145 

Start 37017 

Name OJ990827_08 . 9A18 . C4 . ol . tc 

Start 325 

GI none 
Exons 



Seq. ID OJ990827_08. 9A18.C4 
Strand 
End 

Method 
End 
Score 



48969 

TBLASTX: Cress 

48945 

64 



325. .405, 400. .564, 686. .853, 689. .868, 868. .999, 872. .1009, 
1031. .1240, 11850. .11945, 12138 .. 12323, 12324 .. 12482, 



16232 




12611. .12766, 
12797. .12925, 
32897. .33055, 
33219. .33404, 
39384. .39575, 
47475. .47525, 
48417. .48524, 
48745. .48945, 



12614. .12775, 
12941. .13141, 
32898. .33089, 
33240. .33449, 
39563. .39694, 
47553. .47753, 
48418. .48579, 
48762. .48923 



12628. . 12771, 
32425. .32628, 
33077. .33208, 
39098. .39256, 
39567. .39704, 
47946. .48131, 
48597. .48728, 




12793. .12924, 
32611. .32769, 
33081. .33218, 
39383. .39541, 
39726. .39926, 
48132. .48290, 
48601. .48729, 



Seq. No. 15667 

Gene No. 33145 

Start 37017 

Name OJ990827_08 . 9A18 . C4 . 

Start 334 

GI none 

Exons 334.. 390, 400.. 597, 

12324. .12545, 12611. 

32611. .32805, 32894. 

33081. .33137, 39098. 

39567. .39656, 39567. 

48415. .48579, 48601. 



Seq. ID OJ990827_08. 9A18.C4 
Strand 

End 48969 
ol.ts Method TBLASTX : Soybean 

End 48690 

Score 51 
659. .850, 686. .850, 872. .961, 12252 .. 12308 , 
.12775, 12797. .12886, 32539 .. 32595, 
.33055, 32895. .33059, 3308 1 .. 33170, 
.39304, 39380. .39571, 3938 1 39545, 
.39623, 48060. .48116, 48 132 .. 4 8335, 
.48690 



Seq. No. 15667 
Gene No. 33145 
Start 37017 

Name OJ990827_08 . 9A18 . C4 . ol . tm 

Start 508 
GI none 

Exons 508.. 600, 689.. 850, 769.. 849 

1037.. 1222, 1039.. 1257, 1242 
12631. .12777, 127 97 .. 12925, 
32897. .33058, 328 98 .. 33059, 
33246. .33479, 391 94 39289, 
39567. .39722, 39732 .. 39944 , 
48397. .48579, 4 84 17 .. 4 8584 , 
48766. .48969, 48768. .48920 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990827 08.9A18.C4 



48969 

TBLASTX: Maize 
48969 
91 

872. .1000, 883. .999, 1037. 
0. .12545, 12614. .12775, 
12962. . 13177, 32707 32802, 
32937. .33059, 3308 1 .. 33236, 
39383. .39550, 39384 .. 3954 5, 
39734. .39886, 4 8228.-4 8332, 
48600. .48740, 4 8 601 .. 4 8729, 



1270, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15667 
33145 
37017 
OJ99082 
689 
none 
689. .84 
12796. . 
33080. . 
39566. . 
48612. . 



7 08.9A18.C4.o3.tw 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1, 755. .832, 883. .999, 884 
12924, 12797. .12928, 32897 
33208, 33081. .33212, 39383 
39694, 39567. .39698, 48418 
48728 



OJ990827 08.9A18.C4 



48969 

TBLASTX: Wheat 
48732 
138 

1003, 12614 .. 12763, 
33037, 32898. .33047, 
39523, 39384. .39533, 
48570, 48601. .48732, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15667 
33145 
37017 

OJ990827_08. 9A18 .C4 .o5.tm 

11358 

none 



Seq. ID OJ990827__08.9A18.C4 
Strand 
End 

Method 
End 
Score 



48969 

TBLASTX: Maize 

47417 

101 



11358. . 11462, 11366. . 11461, 11471 .. 11611, 114 72 .. 11612, 
31530. .31796, 31594 .. 31842, 31612 .. 31842, 47175 .. 4 74 17 , 



16233 




47181. .47417 



Seq. No. 


15667 




Seq. ID 


OJ990827 


08. 9A18 


. C4 


Gene No. 


33145 




Strand 








Start 


37017 




End 


48969 






Name 


OJ990827 08.9A18.C4 


.o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


11364 




End 


47714 






GI 


hone 




Score 


102 






Exons 


11364 . . 11480, 11475 


. .11579, 


11586. .11660, 11673 


. . 11720, 






11835. .11915, 31348 


. .31503, 


31515. .31556, 31588 


. . 31743, 






31605. .31742, 31834 


. .31890, 


31842. .31931, 31903 


. . 31950, 






32071 . . 32151, 47166 


. .47318, 


47201. .47317, 47391 


. . 47465, 






47405. .47500, 47478 


. .47519, 


47637. .47714 






Seq. No. 


15667 




Seq. ID 


OJ990827 


08 . 9A18 


.C4 


Gene No . 


33145 




Strand 








Start 


37017 




End 


48969 






Name 


OJ990827 08.9A18.C4 


. o4 . tw 


Method 


TBLASTX : 


Wheat 




Start 


25940 




End 


26320 






GI 


none 




Score 


62 






Exons 


25940. .26095, 25941 


. .26096, 


26177. .26320 






Seq. No. 


15667 




Seq. ID 


OJ990827 


08 . 9A18 


C4 


Gene No . 


33145 




Strand 


— 






Start 


37017 




End 


48969 






Name 


OJ990827 08.9A18.C4 


. o3 . ts 


Method 


TBLASTX : 


Soybean 




Start 


27146 ~ 




End 


27556 






GI 


none 




Score 


70 






Exons 


27146. .27421, 27452 


. .27556 










Seq. No. 


15667 




Seq. ID 


OJ990827 


08. 9A18 


C4 


Gene No. 


33145 




Strand 








Start 


37017 




End 


48969 






Name 


OJ990827 08.9A18.C4 


. o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


27209 




End 


27556 






GI 


none 




Score 


105 






Exons 


27209. .27421, 27440 


. .27556 










Seq. No. 


15667 




Seq. ID 


OJ990827 


08 . 9A18 


C4 


Gene No . 


33145 




Strand 








Start 


37017 




End 


48969 






Name 


OJ990827 08.9A18.C4 


o9 . gs 


Method 


GENSCAN 






Start 


37017 




End 


37223 






GI 


none 




Score 


.5 






Exons 


37017 . . 37223 












Seq. No. 


15667 




Seq. ID 


OJ990827 


08 . 9A18 . 


C4 


Gene No. 


33145 




Strand 








Start 


37017 




End 


48969 






Name 


OJ990827 08.9A18.C4 


o4 . tm 


Method 


TBLASTX : 


Maize 




Start 


42305 




End 


43261 






GI 


none 




Score 


50 






Exons 


42305. .42397, 42314 


.42403, 


42362. .42430, 42435 


. .42560, 






42440. .42577, 42447, 


.42554, 


42464. .42550, 42469 


. .42558, 






42472. .42573, 42473. 


.42553, 


42474. .42617, 42476 


. .42553, 






42477. .42584, 42587. 


.42685, 


42587. .42685, 42594 


. .42749, 






42594. .42707, 42606. 


.42707, 


42609. .42713, 42615 


. .42698, 








16234 










42616. 


. 42672, 


42616. 


. 42672, 


42738 . 


. 42860, 


42748 . 


. 42870, 


42749. 


. 42877, 


42750 . 


.42908, 


42755 . 


. 42904 , 


42757 . 


. 42870, 


42758 . 


. 42898, 


42758 . 


.42889, 


42758 . 


.42922, 


42762 . 


. 42938, 


42764 . 


.42916, 


42764 . 


. 42913, 


42784 . 


.42822, 


42834 . 


. 42944, 


42851. 


.42943, 


42905. 


.42997, 


42905. 


.42997, 


42932. 


.43009, 


42934. 


.43098, 


42935. 


.43078, 


42938. 


.43084, 


42939. 


.43085, 


42941. 


.43087, 


42944 . 


.43099, 


42946. 


.43107, 


42946. 


.43092, 


42949. 


.43089, 


42978. 


.43088, 


42982. 


.43089, 


42988. 


.43107, 


42994. 


.43254, 


43026. 


.43064, 


43140. 


.43241, 


43141. 


.43242, 


43141. 


.43254, 


43147. 


.43233, 


43160. 


.43261, 


43161. 


.43244 





O v_- • IX \J ■ 


15667 


Seq. ID 


OJ990827_08.9A18.C4 




fZcs n Mo 


3314 6 


Strand 






Start 


50937 


End 


51385 




Name 


OJ990827 08 9A18 C4 ol tw 


Method 


TBLASTX: Wheat 




Start 


50937 _ 


End 


51324 




GI 


none 


Score 


350 




Exons 


50937. .51323, 50948 ., 51319, 


51067. .51324 




Seq. No. 


15667 


Seq. ID 


OJ990827_08.9A18.C4 




ripnp* No 


3314 6 


Strand 






Start 


50937 


End 


51385 




Name 


0 J9 9 0827 08 9 Al 8 C 4 o3 tm 


Method 


TBLASTX: Maize 




Start 


51072 ~~ 


End 


51385 


■3 cr 


GI 


none 


Score 


340 


i;n 


Exons 


51072.. 51383, 51078.. 51380, 


51104. .51385 


:: t : 


Seq-. No. 


15667 


Seq. ID 


OJ990827_08 . 9A18 .C4 


!„ 


Gene No. 


33147 . 


Strand 




; i 


Start 


51840 


End 


52204 


Ui 

; "i 


Name 


OJ990827 08. 9A18.C4 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


51840 


End 


52204 


n j 


GI 


none 


Score 


259 


:3 


F! von ^ 


51840. .52202, 51883 .. 52137 , 


51890. .52204, 51910. .52203 


Hi 


Sea No 


15668 


Seq. ID 


OJ990827_08.9A18.C5 




Gene No. 


33148 


Strand 


+ , 




Start 


1 


End 


1468 


: P i 
'ft sr 


Name 


OJ990827 08. 9A18 . C5 . ol . np 


Method . 


AAT/NAP : - 


:" c : 


o Lai L 


1 


End 


1468 • 


Q 


GI 


6539553 


Score 


2415 




Exons 


1. .1468 








GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 






(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 






Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 






[Oryza sativa] 








Seq. No. 


15668 


Seq. ID 


OJ990827_08.9A18.C5 




Gene No. 


33148 


Strand 


+ 




Start 


1 


End 


1468 




Name 


OJ990827 08. 9A18 . C5 . o3 . tw 


Method 


TBLASTX: Wheat 




Start 


21 


End 


215 




GI 


none 


Score 


259 




Exons 


21. .215, 24. .215 








Seq. No. 


15668 


Seq. ID 


OJ990827_08.9A18.C5 




Gene No. 


33148 


Strand 


+ 



16235 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ990827_08 . 9A18 .C5 . o2 . tm 
72 

none 

72. .380, 161. .346, 399. .566 

15668 
33148 
1 

OJ990827_08.9A18.C5.o2.ts 

168 

none 

168. .392, 176. .346, 183. .377, 



End 

Method 

End 

Score 



1468 

TBLASTX: Maize 

566 

225 



Seq. ID OJ990827_08.9A18.C5 

Strand + 

End 1468 

Method TBLASTX : Soybean 

End 566 

Score 192 

393. .566, 401. .439 



15668 
33148 
1 

OJ990827_08. 9A18 . C5 . o2 . tc 

201 

none 

201. .383, 396. .590 

15668 
33148 
1 

OJ990827_08.9A18.C5.ol.tw 

216 

none 

216. .971, 224. .703, 723. .971 

15668 
33148 
1 

OJ990827_08. 9A18 . C5 . ol . ts 
891 

5509260 

891. .1355, 1109. .1210, 1292.. 



Seq. ID OJ990827_08 . 9A18 . C5 

Strand + 

End 1468 

Method TBLASTX : Cress 

End 590 

Score 107 



Seq. ID OJ990827_08 . 9A18 . C5 

Strand + 

End 1468 

Method TBLASTX : Wheat 

End 971 

Score 912 



Seq. ID OJ990827_08. 9A18 .C5 

Strand + 

End 14 68 

Method TBLASTX : Soybean 

End 1355 

Score 346 
1336 



15668 Seq. ID 

33148 Strand 

1 End 

OJ990827_08. 9A18.C5.ol. tc Method 

984 End 

none Score 

984. .1244, 986. .1063 



OJ990827_08.9A18.C5 
+ 

1468 

TBLASTX: Cress 

1244 

269 



15668 Seq. ID 

33148 Strand 

1 End 

OJ990827J38. 9A18 .C5.ol.tm Method 

1026 End 

none Score 

1026. .1457, 1161. .1316, 1304. .1387 



OJ990827_08.9A18.C5 
+ 

1468 

TBLASTX: Maize 

1457 

314 



15668 
33148 



Seq. ID OJ990827_08.9A18.C5 
Strand + 



16236 






jLdl I 


i 

X 




1 4 fift 

llOO 




Name 


0.7QQnfi?7 Oft QA1 8 PS n9 hu 


Mof - h oo* 


TRT A^TY • Whf^a i- 

1 D XatvO 1A • vVllCd L 






i n?fi — 

X W o 


FnH 


1 4 fifi 
14uD 




ox 


none 




^ O 




Exon s 


lu6Ut • X J / U , X J D ^1 . • 








kZ> C • V* \J • 


15669 


Seq. ID 


Oi7990ft?7 flfl 9A1 ft C6 




Cpnp Mo 
UCHC IN(J • 


33149 


Strand 


+ _ 




JLfll I 


1 


End 


16017 




Nam© 


OJ990827 08.9A18.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3770 




GI 


6539553 


Score 


1329 




IT 1 von q 


1..565, 3454. .3770 








OX UcbLX ip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon Ri; 






(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837 






Similar to Oryza australiensis retrotransposon RIRE1 (D85597 






[Oryza sativa] 








Corf M/-v 


15669 


Seq. ID 


OJ990827_08.9A18.C6 




Cono Klo 


33149 


Strand 


+ 




Start 


1 


End 


16017 




Name 


OJ990827 08.9A18.C6.ol.gs 


Method 


GENSCAN 




OLdi L 


100 


End 


16017 


; :s; 
!. -j 


O X 


none 


Score 


.66 




LjAOIio 


100. .287, 1118. .1328, 1349.. 


1530, 1584 


. .1686, 1958. .2027, 






3911.. 4152, 6545.. 6698, 7137 


..7209, 7677. .9044, 9217. .9449, 


nj 




9504. .9810, 9816. .9887, 11567 .. 1 17 62, 


14086. .14280, 15568. .1 




Co/-* KT<-% 
O g . Ln C > 


15669 


Seq. ID 


OJ990827_08.9A18.C6 


t . : 


Gene No. 


33149 


Strand 


+ 




Start 


1 


End 


16017 


CIS 


inch ue 


OJ990827 08.9A18.C6.o2.np 


Method 


AAT/NAP 




O Lai L 


7723 


End 


9793 




O X 


1418331 


Score 


721 




rvAn c 


7723..8632, 8666.. 9030, 9200 


. .9793 




'i i 
*i 


ox ucoui ip • 


(X95909) receptor like protein kinase 


[Arabidopsis thaliana] 


j s = ! t 

S j 


Seq. No. 


15669 


Seq. ID 


OJ990827_08.9A18.C6 




Gene No. 


33150 


Strand 




□ 


Cf art 


11514 


End 


13284 




Name 


OJ990827 08. 9A18 . C6 . o5 . ts 


Method 


TBLASTX : Soybean 




Cf a >-+- 
OLdi L 


- 4 


End 


261 




ox 


none 


Score 


197 




V von <5 


4. .261 








Seq. No. 


15669 


Seq. ID 


OJ990827_08.9A18.C6 




Gene No. 


33150 


Strand 






O U O X L. 


11514 


End 


13284 




Mamci 


OJ990827 08.9A18.C6.o2.tm 


Method 


TBLASTX: Maize 




OLdl L 


81 


End 


419 




GI 


none 


Score 


123 




Exons 


81. .269, 82. .252, 143. .265, 


269. .418, 


270. .419 




Seq. No. 


15669 


Seq. ID 


OJ990827_08.9A18.C6 




Gene No. 


33150 


Strand 






Start 


11514 


End 


13284 




Name 


OJ990827 08.9A18.C6.ol.tw 


Method 


TBLASTX: Wheat 



16237 



Start 
GI 

Exons 



275 End 3639 

none Score 101 

275. .346, 276. .350, 276. .356, 365. .559, 365. .565, 366. .566, 
366. .566, 370. .567, 3446. .3601, 3450. .3638, 3451. .3639, 
3452. .3604, 3499. .3639 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15669 
33150 
11514 

OJ990827_08. 9A18 .C6.o4.ts 
282 
none 

282. .395, 308. .388, 414. .560, 419. .562 



Seq. ID OJ990827_08.9A18.C6 
Strand 

End 13284 

Method TBLASTX : Soybean 

End 562 

Score 87 



Seq. No. 15669 Seq. ID 

Gene No. 33150 Strand 

Start 11514 End 

Name OJ990827_08 . 9A18 . C6 . o2 . ts Method 

Start 7741 End 

GI none Score 
Exons 



OJ990827_08.9A18.C6 
13284 

TBLASTX : Soybean 

8451 

172 



7741. .8064, 7782. .8063, 8131. .8208, 8148. .8204, 8206. .8268, 
8305. .8451 



Seq. No. 15669 Seq. ID 

Gene No. 33150 Strand 

Start 11514- End 

Name OJ990827_08 . 9A18 . C6 . o3 . tm Method 

Start 7899 End 

GI none Score 

Exons 7899.. 8150, 7921.. 8151 



OJ990827_08.9A18.C6 
13284 

TBLASTX: Maize 

8151 

194 



Seq. No. 15669 

Gene No. 33150 

Start 11514 

Name OJ990827_08 . 9A18 . C6 . ol . tc 

Start 8395 

GI none 

Exons 8395. .8496, 8668. .8853, 8854. 

. 9394. .9525, 9398. .9526, 9542. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990827 08. 9A18. C6 



13284 

TBLASTX; Cress 
9766 
81 

9012, 9200.. 9394, 9212.. 9376, 
9766 



Seq. No. 15669 

Gene No. 33150 

Start 11514 

Name OJ990827_08 . 9A18 . C6 . o4 . tm 

Start 8704 

GI none 

Exons 8704. .8805, 8724. .8816, 8851, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_08. 9A18. C6 
13284 

TBLASTX: Maize 

8949 

98 



.8949, 8859. .8948 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15669 Seq. ID 

33150 Strand 

11514 End 

OJ990827_08. 9A18 .C6.o3.ts Method 

8734 End 

none Score 

8734. .8859, 8854. .9009 



OJ990827_08.9A18.C6 
13284 

TBLASTX : Soybean 

9009 

105 



Seq. No. 



15669 



Seq. ID OJ990827 08.9A18.C6 



16238 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



33150 Strand 

11514 End 

OJ990827_08 . 9A18 . C6 . ol . tm Method 

8950 End 

none Score 



13284 

TBLASTX: Maize 

9796 

90 



8950.. 9045, 9200.. 9379, 9256. .9378, 9398.. 9526, 9409.. 9537, 
9563.. 9796, 9563.. 9748 



Seq. No. 15669 

Gene No. 33150 

Start 11514 

Name OJ990827_08 . 9A18 . C6 . o2 . tw 

Start 9215 

GI none 

Exons 9215.. 9367, 9409.. 9525, 9410. .9529 



Seq. ID OJ990827_08.9A18.C6 
Strand 

End 13284 

Method TBLASTX : Wheat 

End 9529 

Score 143 



,1 SI 

y i 
m 



r I i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15669 Seq. ID 

33150 Strand 

11514 End 

OJ990827_08.9A18.C6.ol.ts Method 

9220 End 

none Score 

9220. .9381, 9224. .9391, 9409. .9519, 9410. .9520, 9536. .9637, 
9563. .9640 



OJ990827_08.9A18.C6 
13284 

TBLASTX : Soybean 

9640 

187 



15669 Seq. ID OJ990827_08 . 9A18 . C6 

33150" ' Strand 

11514 End 13284 

OJ990827_08 . 9A18 . C6 . o3 . np Method AAT/NAP 

11514 End 13284 

5922620 Score 160 

11514. .11695, 13264. .13284 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj|BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
; 33 i Gene No. 
|»; Start 
' St ' J Name 

Start 

GI 

Exons 

GI Descrip. 



15670 Seq. ID 

33151 Strand 
4 30 End 
OJ990827_08 . 9A18 . C7 . ol . np Method 
430 End 
6063554 Score 
430. . 601 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990827_08.9A18.C7 
+ 

601 

AAT/NAP 

601 

96 



Seq. No. 15670 Seq. ID 

Gene No. 33152 Strand 

Start 1786 End 

Name OJ990827_08 . 9A18 . C7 . ol . gs Method 

Start 1786 End 

GI none Score 

Exons 1786.. 2583 



OJ990827_08.9A18.C7 
+ 

2583 
GENSCAN 
2583 
.95 



16239 




Seq. No. 


15670 Seq. ID 


OJ990827_08.9A18 


,C7 


Gene No. 


33152 Strand 


+ 




btart 


1 / o b hna 






Name 


OJ990827 08. 9A18 . C7 . o2 . np Method 


AAT/NAP 




Start 


1786 End 


2580 




GI 


4512231 Score 


1302 




Exons 


1786. .2580 






GI Descrip. 


(AB014741) ORF0 protein [Oryza sativ.a]. 






Seq. No. 


15670 Seq. ID 


OJ990827_08.9A18 


.C7 


Gene No. 


33153 Strand 


+ 




otart 


2525 End 


12295 




Name 


OJ990827 08.9A18.C7.o3.np Method 


AAT/NAP 




Start 


2525 End 


7265 




GI 


4680179 Score 


5626 




Exons 


2525. .2570, 2847. .3836, 3864. .7265 






GI Descrip. 


(AF111709) po^yprotein [Oryza sativa subsp. indica] 




Seq. No. 


15670 Seq. ID 


OJ990827_08. 9A18 


.C7 


Gene No . 


33153 Strand 


+ 




Start 


2525 End 


12295 




Name 


OJ990827 08.9A18.C7.o2.gs Method 


GENSCAN 




Start 


2847 End 


7268 




GI 


none Score 


.55 




Exons 


2847. .3776, 3843. .3942, 3991. .7268 






Seq. No. 


15670 Seq. ID 


OJ990827_08.9A18 


.C7 


Gene No. 


33153 Strand 


+ 




Start 


2525 End 


12295 




Name 


OJ990827 08.9A18.C7.o4.np Method 


AAT/NAP 




Of r f 

btart 


4330 End 


9596 




GI 


6063554 Score 


142 




Exons 


4330. .4370, 8027. .8229, 8314. .8359, 9425. .9596 




GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C71850 {E04 64 ) , C9861 1 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


15670 Seq. ID 


OJ990827_08.9A18 


.CI 


Gene No. 


33153 Strand 


+ 




Start 


2525 End 


12295 




Name 


OJ990827 08.9A18.C7.o5.np Method 


AAT/NAP 




Start 


7225 - End 


12295 




GI 


5295955 Score 


274 




Exons 


7225. .7313, 10521 .. 10589, 11129 11242, 


11928. .12295 




GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V0155 




[Oryza sativa] 






Seq. No. 


15670 Seq. ID 


OJ990827_08.9A18 


CI 


Gene No. 


33153 Strand 


+ 




Start 


2525 End 


12295 




Name 


OJ990827 08.9A18.C7.o4.gs Method 


GENSCAN 




Start 


9755 End 


11749 




GI 


none Score 


.55 




Exons 


9755. .9789, 10501 .. 10657 , 11065 -11183 , 


11668. . 11749 




Seq. No. 


15670 Seq. ID 


OJ990827_08.9A18 


CI 


Gene No. 


33153 Strand 


+ 





16240 



Start 
Name 
Start 
GI 

Exons 



2525 End 

OJ990827_08 . 9A18 . C7 . o5 . gs Method 

12099 End 

none Score 
12099. .12251 



12295 
GENSCAN 
12251 
.56 



Seq. No. 15670 Seq. ID 

Gene No. 33154 ... Strand 

Start 7826 End 

Name OJ990827_08 . 9A18 . C7 . o9 . tw Method 

Start 3008 End 

GI none Score 

Exons 3008.. 3205, 3018.. 3206, 3024.. 3206 



OJ990827_08.9A18.C7 
8398 

TBLASTX: Wheat 

3206 

189 



Seq. No. 15670 Seq. ID 

Gene No. 33154 Strand 

Start 7826 End 

Name OJ990827_08 . 9A18 . C7 . 06 . tm Method 

Start 3258 End 

GI none Score 

Exons 3258. .3563 



OJ990827_08. 9A18 ,C7 
8398 

TBLASTX: Maize 

3563 

237 



Seq. No. 15670 Seq. ID 

Gene No. 33154 Strand 

Start . 7826 End 

Name OJ990827_08 . 9A18 . C7 . o7 . tw Method 

Start 3258 End 

GI none Score 

Exons 3258. .3608 



OJ990827_08.9A18.C7 
8398 

TBLASTX: Wheat 

3608 

312 



Seq. No. 15670 

Gene No. 33154 

Start 7826 

Name OJ990827_08 . 9A18 . C7 . 08 . tw 

Start 3942 

GI none 

Exons 3942.. 4295, 4032.. 4226 



Seq. ID OJ990827_08.9A18.C7 
Strand 

End 8398 

Method TBLASTX : Wheat 

End 4295 

Score . 253 



} Seq. No. 
I Gene No. 
I Start 
- Name 

Start 

GI 

Exons 



15670 
33154 
7826 

OJ990827JD8. 9A18.C7 .o7. tm 

4299 

none 

4299. .4490, 4337. .4492 



Seq. ID OJ990827_08.9A18.C7 

Strand - 

End 8398 

Method TBLASTX : Maize 

End 4 4 92 

Score 188 



Seq. No. 15670 

Gene No. 33154 

Start 7826 

Name OJ990827_08 . 9A18 . C7 . o4 . tw 

Start 4427 

GI none 

Exons 4427. .4867, 4428. .4910, 4464. 



Seq. ID OJ990827_08.9A18.C7 
Strand 

End 8398 

Method TBLASTX : Wheat 

End 4911 

Score 535 

4907, 4537. .4911 



Seq. No. 
Gene No. 
Start 



15670 
33154 
7826 



Seq. ID OJ990827_08. 9A18 .C7 
Strand 

End 8398 



16241 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ990827_08. 

4464 

none 

4464 . .4778 

15670 
33154 
7826 

OJ990827_08. 

4493 

none 

4493. .4735, 

15670 
33154 
7826 

OJ990827_08. 

4851 

none 

4851. .4883, 
5003. .5236 

15670 
33154 
7826 

OJ990827_08. 

4995 

none 

4995. .5327, 

15670 
33154 
7826 

OJ990827_08. 

4998 

none 

4998. .5261, 

15670 
33154 
7826 

OJ990827_08. 

5262 

none 

5262. .5687, 

15670 
33154 
782 6 . 

OJ990827_08. 

5268 

none 

5268. .5516 

15670 
33154 
7826 



9A18.C7.o4 . ts 



9A18.C7.o4.tm 



4497. .4940 



9A18.C7.ol.ts 



Method TBLASTX : Soybean 
End 4778 
Score 198 



Seq. ID OJ990827_08. 9A18 .C7 

Strand ' - 

End 8398 

Method TBLASTX: Maize 

End 4 94 0 

Score 373 



Seq. ID OJ990827_08.9A18.C7 
Strand 

End 8398 

Method TBLASTX : Soybean 

End 524 6 

Score 57 



4851. .4883, 4887. .4940, 4889. .4930, 4995. .5246, 



9A18.C7.o5.tm 
5048. .5326 

9A18.C7.o5.tw 
5000.. 5260, 5010. 

9A18.C7.o3.tw 
5264.. 5680, 5337. 

9A18.C7.o3.ts 



Seq. ID OJ990827JD8. 9A18.C7 
Strand 

End 839'8 

Method TBLASTX : Maize 

End 5327 

Score 303 



Seq. ID OJ990827_08.9A18.C7 
Strand 

8398 

TBLASTX: Wheat 
5261 
367 



End 

Method 
End 
Score 
.5261 



Seq. ID OJ990827_08. 9A18.C7 
Strand 

8398 

TBLASTX: Wheat 
5687 
598 



End 

Method 
End 
Score 
.5687 



Seq. ID OJ990827_08. 9A18.C7 
Strand 

End 8398 

Method TBLASTX : Soybean 

End 5516 

Score 207 



Seq. ID OJ990827__08. 9A18.C7 
Strand 

End 8398 



16242 






Name 


OJ990827 08 


. 9A18 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5334 








End 


5687 




GI 


none 








Score 


463 




Exons 


5334. .5687, 


5339 


. .5680 










Seq. No. 


15670 








Seq. ID 


OJ990827_08.9A18 




Gene No. 


33154 








Strand 






Start 


- Z&26 ■ . , 








End 


8398 




Name 


OJ990827 08 


.9A18 


C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5715 








End 


6254 




GI 


none 








Score 


617 




Exons 


5715. .6254, 


5897 


.6232 










Seq. No. 


15670 








Seq. ID 


OJ990827_08.9A18 




Gene No . 










Strand 






Start 


7826 








End 


8398 




Name 


OJ990827 08 


. 9A18 


C7.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


6042 








End 


6302 




GI 


none 








Score 


286 




Exons 


6042. . 6302, 


6053 


. 6301 










Seq. No. 


15670 








Seq. ID 


OJ990827__08.9A18 




Gene No. 










Strand 






Start 


7826 








End 


8398 




Name 


OJ990827 08 


9A18 


C7.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6101 








End 


6392 


iiri 


GI 


none 








Score 


396 


i S:? 


Exons 


6101. .6388, 


6102 


.6392, 


6234 . 


.6389 






Seq. No. 


15670 








Seq. ID 


OJ990827_08.9A18 


i i i 


Gene No . 


33154 








Strand 




h'A 


Start 


7826 








End 


8398 


rii 


Name 


OJ990827 08 


9A18. 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6267 








End 


6887 


'!_. 


GI 


none 








Score 


703 


r**i 

1 


Exons 


6267. . 6887, 


6317. 


.6766, 


6827. 


.6886 






Seq. No. 


15670 








Seq. ID 


OJ990827_08.9A18 




Gene No. 


33154 








Strand 






Start 


foZb 








End 


8398 




Name 


OJ990827 08. 


9A18. 


C7 .ol . 


tm 


Method 


TBLASTX: Maize 


'ill 


Start 


6440 








End 


7025 




GI 


none 








Score 


225 




Exons 


6440. . 6595, 


6441. 


. 6602, 


6599. 


.6763, 6600.. 7025, 6720.. 7 






6827. .7024 














Seq. No. 


15670 








Seq. ID 


OJ990827_08.9A18 




Gene No. 


33154 








Strand 






Start 


7826 








End 


8398 




Name 


OJ990827 08. 


9A18 . 


C7.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


6887 








End 


7220 




GI 


none 








Score 


313 




Exons 


6887. .7168, 


6888. 


.7220, 


7038. 


.7169 






Seq. No. 


15670 








Seq. ID 


OJ990827J)8.9A18 




Gene No. 


33154 








Strand 






Start 


7826 








End 


8398 



16243 



Name 


OJ990827 08. 9A18 . C7 . o3 . gs 


Method 


GENSCAN 


Start - 


7826 


End 


8398 


GI 


none 


Score 


.72 


Exons 


7826. .8398 






Seq. No. 


15671 


Seq. ID 


OJ990827_08.9A18.C8 


Gene No. 


33155 


Strand 


+ 


Start 


5748 


End 


5947 


Name 


OJ990827 .08. 9A18.C8.oi:np 


Method 


AAT/NAP 


Start 


4590 


End 


5040 


GI 


4150908 


Score 


177 


Exons 


4590. .5040 






GI Descrip. 


(Y18166) calmodulin [Suberites domuncula] 


Seq. No. 


15671 


Seq. ID 


OJ990827_08.9A18.C8 


Gene No . 


33155 


Strand 


+ 


Start 


5748 


End 


5947 


Name 


OJ990827 08.9A18.C8.o2.gs 


Method 


GENSCAN 


Start 


5748 


End 


5947 


GI 


none 


Score 


. 91 


Exons 


5748. .5947 






Seq. No. 


15672 


Seq. ID 


OJ990917_09. 9A29.C1 


^ Gene No. 


33156 


Strand 


+ 


[ ==f Start 


1 


End 


833 


Name 


OJ990917 09. 9A29.Cl.ol.np 


Method 


AAT/NAP 


jjff Start 


1 


End 


833 


*-i - C T 

i U 


3142301 


Score 


165 


Exons 


1. .73, 167. .292, 404. .833 






! es ; GI Descrip. 


(AC002411) Contains similarity to neural cell adhesion molecule 


Ui 


2, large isoform precursor 


gb|M76710 from Xenopus laevis, and 




beta transducin from S. cerevisiae gb|Q05946. ESTs gb|N65081 


rii 


gb|Z30910, gb|Z34190, gb|Z34611, gb|R30101, gb|H3630... 


% t Seq. No. 


15672 


Seq. ID 


OJ990917_09. 9A29.C1 


J 3 : Gene No. 


33156 


Strand 


+ 


Start 


1 


End 


833 


M> Name 


OJ990917 09. 9A29.Cl.ol.tc 


Method 


TBLASTX: Cress 


Cj Start 


31 


End 


486 


GI 


none 


Score 


68 


!I=. Exons 


31. .75, 32. .76, 164. .292, 166. .291, 400. .486, 401. .484 


Seq. No. 


15672 


Seq. ID 


OJ990917_09. 9A29.C1 


Gene No. 


33156 


Strand 


+ 


Start 


1 


End 


833 


Name 


OJ990917 09. 9A29.Cl.ol.ts 


Method 


TBLASTX: Soybean 


Start 


32 


End 


492 


GI 


none 


«v Score 


68 


Exons 


32. .76, 164. .295, 169. .297, 


172. .294, 


402... 488, 403. .492, 




412. .492 




Seq. No. 


15672 


Seq. ID 


OJ990917_09. 9A29.C1 


Gene No. 


33156 


Strand 


+ 


Start 


1 


End 


833 


Name 


OJ990917 09.9A29.Cl.ol.gs 


Method 


GENSCAN 


Start 


167 


End 


832 


GI 


none 


Score 


.82 



16244 



Exons 



167. .292, 404. .832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15672 Seq. ID 

^ 33156 Strand 

1 End 

OJ990917_09 . 9A29 . CI . ol . tm Method 

250 End 

none Score 



OJ990917_09. 9A29.C1 
+ 

833 

TBLASTX: Maize ' 

602 

71 



250. .294, 254. .295, 401. .601, 403. .600, 510. .602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990917_09.9A29.C2 

Strand + 

End 677 

Method AAT/GAP 

End 67 7 

Score 90 



15673 
33157 
615 

OJ990917_09 . 9A29 . C2 . ol . qp 
615 

16490_1.R1084 
615. .677 

' 4584525/emb|CAB40756.1| 7.0e-38 (AL049607) protein phosphatase 
2C-like protein [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 
=. : Name 
jj Start 

;! GI 

H Exons 

y 

»l GI Descrip. 

ZT 



15673 
33158 
1 

OJ990917_09 . 9A29 . C2 . ol . np 
1 

3790102 



Seq. ID OJ990917JD9. 9A29.C2 
Strand 

End 1239 

Method AAT/NAP 

End 1239 

Score 456 



1..41, 256. .370, 466. .582, 731. .835, 922. .978, 1062. .1106, 
1188. .1239 

(AF095521) pyrophosphate-dependent phosphof ructokinase alpha 
subunit [Citrus X paradisi] 



*\ Seq. No. 

LI Gene No. 

Start 

=e Name 

s i Start 

* [ GI 

* s Exons 



15673 
33158 
1 

OJ990917_09 . 9A2 9 . C2 . ol . tm 

181 

none 



Seq. ID OJ990917_09. 9A29.C2 
Strand 

End 1239 

Method TBLASTX : Mai ze 

End 1239 

Score 87 



181. .366, 261. .368, 267. .371, 269. .370, 451. .579, 467. .580, 
467. .580, 710. .835, 732. .836, 919. .981, 925. .98-1, 1059. .1097, 
1063. .1107, 1176. .1238, 1177. .1239 



Seq. No. 15673 

Gene No. 33158 

Start 1 

Name OJ990917_09 . 9A29 . C2 . ol . gs 

Start 263 

GI none 

Exons 263.. 370, 731.. 835, 922.. 936 



Seq. ID OJ990917_09. 9A29.C2 
Strand 

End 1239 

Method GENSCAN ' 

End 936 

Score . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15673 
33158 
1 

OJ990917_09. 9A2 9.C2.ol.ts 
269 
none * 



Seq. ID OJ990917_09.9A29.C2 
Strand 

1239 

TBLASTX: Soybean 
1238 
76 



End 

Method 
End 
Score 

269. .370, 273. .368, 465. .581, 469. .582, 473. .583, 728. .835, 
729. .836, 730. .840, 753. .836, 922. .981, 1059. .1097, 1176. .123^ 



16245 




Seq. No. 


15674 




Seq. ID 


OJ990917_09. 9A29 


.C3 


Gene No. 


33159 




Strand 






Start 


62 




End 


417 




Name 


OJ990917 


09.9A29.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


62 




End 


417 




GI 


none 




Score 


57 




Exons 


62. .148, 


67. .291, 81. .263, 290. .322, 292. .417 




Seq. No. 


15675 




Seq. ID 


OJ990917_09. 9A29 


.C4 


Gene No. 


33160 




Strand 






Start 


251 




End 


666 




Name 


OJ990917 


09. 9A29.C4 .ol.gp 


Method 


AAT/GAP 




Start 


251 




End 


666 




GI 


3759837 




Score 


731 




Exons 


251. . 666 










Seq. No. 


15676 




Seq. ID 


OJ990917_09. 9A29 


.C5 


Gene No. 


33161 




Strand 


+ 




Start 


1 




End 


1169 




Name 


OJ990917 


09. 9A29.C5.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1169 




GI 


2460251 




Score 


324 




Exons 


1..77, 309. .463, 698. .798, 1145. .1169 






GI Descrip. 


(AF020791 


) f errochelatase [Hordeum vulgare] 




Seq. No. 


15676 




Seq. ID 


OJ990917_09. 9A29 


.C5 


Gene No. 


33161 




Strand 


+ 




Start 


1 




End 


1169 




Name 


OJ990917 


09. 9A29.C5.ol.tc 


Method 


TBLASTX : Cress 




Start 


308 




End 


819 




GI 


none 




Score 


206 




Exons 


308. .463, 


311. .463, 689. .793, 


692. .796, 


697. .819 




Seq. No. 


15676 




Seq. ID 


OJ990917_09. 9A29 


. C5 


Gene No. 


33161 




Strand 


+ 




Start 


1 




End 


1169 




Name 


OJ990917 


_09.9A29.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


308 




End 


819 




GI 


none 




Score 


219 




Exons 


308. .463, 


311. .463, 692. .796, 


695. .796, 


696. .797, 697. .1 


319 


Seq. No. 


15676 




Seq. ID 


OJ990917_09. 9A29 


.C5 


Gene No. 


33161 




Strand 


+ 




Start 


1 




End 


1169 




Name 


OJ990917 


09. 9A29.C5.ol.tm 


Method 


TBLASTX : Maize 




Start 


308 




End 


819 




GI 


none 




Score 


254 




Exons 


308. .463, 


311. .463, -,668. .796, 


695. .796, 


696. .803, 697. A 


316, 




697. .819 










Seq. No. 


15676 




Seq. ID 


OJ990917 09.9A29, 


,C5 


Gene No. 


33161 




Strand 


+ 




Start 


1 




End 


1169 




Name 


OJ990917 


09. 9A29.C5.ol.gs 


Method 


GENSCAN 




Start 


311 




End 


798 




GI 


none 




Score 


.84 





16246 



Exons 



311. .463, 698. .798 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



I" LI Seq. No. 
:= Gene No. 
pi Start 
Name 
Start 
H; GI 
^Ij Exons 
r[ GI Descrip. 



n 



15676 
33161 
1 

OJ990917_09.9A29.C5.ol.gp 
334 

61190_1.R1084 
334. .463, 698. .798 

1 1170242/sp|P42045|HEMZ_HORVU 4 . Oe-54 FERROCHELATASE PRECURSOR 
(PROTOHEME FERRO-LYASE) (HEME SYNTHETASE) 

>gi_4 74 966_dbj_BAA05101_ (D26105) f errochelatase [Hordeum 
vulgare] f 



Seq. ID OJ990917_09.9A29.C5 

Strand + 

End 1169 

Method AAT/GAP 

End 7 98 

Score 425 



15677 
33162 
94 

OJ990917_09.9A29.C6.ol.gs 
94 

none 



Seq. ID OJ990917__09. 9A29.C6 
Strand 

End 1487 

Method GENSCAN 

End 1440 

Score .81 



94. .264, 576. .686, 781. .906, 1317. .1440 



15677 
33162 
94 

OJ990917_09. 9A29.C6.ol.gp 
238 

13023 1.R1084 



Seq. ID OJ990917_09.9A29.C6 
Strand 

End 1487 

Method AAT/GAP 

End 1456 

_ Score 1340 

238. .686, 781. .906, 1317. .1456 

'4510363/gbl AAD214 51 . 1 1 6.0e-67 (AC007017) putative DNA-binding 
protein [Arabidopsis thaliana] 1 



15677 
33162 
94 

OJ990917_09. 9A29.C6.ol.np 
-549 
4510363 



Seq. ID OJ990917_09.9A29.C6 
Strand 

End 1487 

Method AAT/NAP 

End 1487 

Score 603 • 



549. .686, 781. .906, 1317. .1487 

(AC007017) putative ubiquitin-conj ugating enzyme [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



15677 
33163 
2746 

OJ990917_09. 9A29.C6.ol. tm 

522 

none 



Seq. ID OJ990917_09. 9A29.C6 
Strand 

End 2931 

Method TBLASTX : Mai ze 

End 1458 

Score 181 



522. .686, 522. .686, 532. .699, 547. .696, 776. .907, 778. .906, 
1295. .1456, 1317. .1457, 1317. .1457, 1324. .1458 



15677 
33163 
2746 

OJ990917_09. 9A2 9.C6.ol. tw 

537 
none 



Seq. ID OJ990917_09. 9A29.C6 
Strand 

End 2931 

Method TBLASTX : Wheat 

End 1423 

Score 167 



16247 



Exons 



537. .686, 537. .686, 547. .687, 547. .687, 776. .907, 778. .906, 
781. .909, 1317. .1418, 1328. .1411, 1328. .1423 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990917_09.9A29.C6 
Strand 

End 2931 

Method TBLASTX : Cress 

End 909 

Score 140 



Seq. ID OJ990917_09.9A29.C6 
Strand 

End 2931 

Method TBLASTX : Soybean 

End 1489 

Score 151 



Seq. ID OJ990917_09.9A29.C6 
Strand 

End 2931 

Method TBLASTX : Cress 

End 1489 

Score 158 



Seq. ID OJ990917_09.9A29.C6 
Strand 

End 2931 

Method AAT/GAP 

End 2931 

Score 368 



Seq. ID OJ990917_09.9A29.C7 
Strand 

End 2222 
Method AAT/NAP 
End 2222 
Score 2017 

398. .623, 680. .707, 1006. .1345, 1423. .1522, 1604. .1949, 
1993. .2222 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 


15677 




Gene No. 


33163 




Start 


2746 




Name 


OJ990917 09.9A29.C6 


.ol. tc 


Start 


546 




GI 


none 




Exons 


546. .686, 547. .687, 


772. .909, 


Seq. No. 


15677 




Gene No. 


33163 




Start 


2746 




Name 


OJ990917 09.9A29.C6 


ol. ts 


Start 


546 




GI 


none 




Exons 


546. .686, 547. .687, 


599. .691, 




1317. .1457 




Seq. No. 


15677 




Gene No. 


. 33163 




Start 


2746 




Name 


OJ990917 09.9A29.C6 


o2. tc 


Start 


1311 - 




GI 


none 




Exons 


1311. .1457, 1312. .1458, 1314. 




1325. .1462 




Seq. No. 


15677 




Gene No. 


33163 




Start 


2746 




Name 


OJ990917 09.9A29.C6 


o2.gp 


Start 


2746 




GI 


none 




Exons 


2746. .2931 




Seq. No. 


15678 




Gene .No . 


33164 




Start 


398 




Name 


OJ990917 09.9A29.C7. 


ol . np 


Start 


398 


GI 


6815062 





15678 
33164 
398 

OJ990917__09. 9A29.C7.ol. tm 

1262 

none 



Seq. ID OJ990917JD9. 9A29.C7 
Strand 

End 2222 

Method TBLASTX: Maize 

End 2198 

Score 67 



1262. .1360, 1604. .1900, 1992. .2018, 2025. .2192, 2025. .2198 



16248 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15678 
33164 
398 

OJ990917J39. 9A29.C7 . o2 . gs 

1367 

none 



Seq. ID OJ990917_09.9A29.C7 
Strand 

End 2222 

Method GENSCAN 

End 2189 

Score . 62 



1367. .1377, 1423. \1522, 1604. .1949, 1993. .2189 



15679 
33165 
1 

OJ990917_09 .9A29.C8.ol. np 
1 

6815062 

1..396, 491. .761, 1930. .2073 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. ID OJ990917_09. 9A29.C8 
Strand 

End 3566 

Method AAT/NAP 

End 2073 

Score 1161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15679 
33165 
1 

OJ990917_09 . 9A2 9 . C8 . ol . tm 

2 

none 



Seq. ID OJ990917_09. 9A29.C8 
Strand 

End 3566 

Method TBLASTX : Mai ze 

End 557 

Score 208 



2. .307, 12. .305, 306... 365, 330. .404, 335. .403, 468. .557 



15679 
33165 
1 

OJ990917_09 .9A29.C8.ol. gs 

112 

none 



Seq. ID OJ990917_09. 9A29.C8 
Strand 

End 3566 

Method GENSCAN 

End 3566 

Score .82 



112. .396, 491. .761, 793. .2369, 2905. .3015, 3094. .3249, 
3560. .3566 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



15679 
33165 
1 

OJ990917_09 . 9A2 9 . C8 . o2 . tm 

790 

none 

790. .861, 880. .1035, 914.. 



Seq. ID -OJ990917_09.9A29.C8 
Strand 

End ■ 3566 

Method TBLASTX : Maize 

End 1039 

Score 86 



1039 



15680 
33166 
3311 

OJ990917_09 . 9A29 . C9 . ol . gp 
3246 

LIB3477-003-P1-K1-F9 
3246. .3583 

1 100347/pir M S25015 4 . Oe-24 monosaccharide transport protein 
MST1 - common tobacco >gi_19885_emb_CAA4 7324_ (X66856) 
monosaccharid transporter [Nicotiana tabacum] ' 



Seq. ID OJ990917_09. 9A29.C9 

Strand + 

End 4882 

Method AAT/GAP 

End 3583 

Score 656 



15680 
33166 



Seq. ID OJ990917_09. 9A29.C9 
Strand + 



16249 






3311 








End 


4882 


Name 


OJ990917 09 


.9A29 


.C9.ol. 


.np 


Method 


AAT/NAP 


Start 


3311 








End 


4873 


GI 


1935021 








Score 


1555 


Exons 


3311. .4873 












GI Descrip. 


(Z93775) monosaccharid 


transport protein [Vicia faba] 


Seq. No. 


15680 








Seq. ID 


OJ990917_09.9A29.C9 


Gene No . 


33166 








Strand 


+ 


Start 


3311 








End 


4882 


Name 


OJ990917 09 


. 9A29, 


.C9.o2. 


gs 


Method 


GENSCAN 


Start 


3311 








End 


4882 


GI 


none 








Score 


. 99 


Exons 


3311 . . 4882 












Seq. No. 


15680 








Seq. ID 


OJ990917_09.9A29.C9 


Gene No. 


33167 








Strand 




Start 


6887 








End. ■ 


13912 


Name 


OJ990917 09 


. 9A2 9. 


■C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3358 








End 


4825 


GI 


none 








Score 


217 


Exons 


3358 . . 3507, 


3359. 


. . 3517, 


3541. 


.4011, 3542. .3688, 3773. .4069, 




4079. .4462, 


4124 . 


, .4327, 


4186. 


.4461, 4535. .4654, 4537. .4800, 




4706. . 4825 












Seq. No. 


15680 








Seq. ID 


OJ990917_09. 9A29.C9 


Gene No . 


33167 








Strand 




Start 


6887 








End 


13912 


Name 


OJ990917 09. 


. 9A2 9 . 


C9.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


3359 








End 


3729 


GI ■ 


none 








Score 


216 


Exons 


3359. . 3508, 


3364 . 


. 3507, 


3541. 


.3729, 3542.. 3688 


Seq. No. 


15680 








Seq. ID 


OJ990917_09.9A29.C9 


Gene No. 


33167 








Strand 




Start 


6887 








End 


13912 


Name 


OJ990917 09. 


9A2 9 . 


C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3362 








End 


4825 


GI 


none 








Score 


203 


Exons 


3362. . 3550, 


3364. 


.3513, 


3541. 


.4011, 3542. .3688, 3773. .4069, 




4079. .4465, 


4103. 


.4339, 


4186. 


.4464, 4534. .4812, 4535. .4654, 




4706. . 4825 












Seq. No. 


15680 








Seq. ID 


OJ990917_09. 9A29.C9 


Gene No . 


33167 








Strand 




Start 


6887 








End 


13912 


Name 


OJ990917 09. 


9A2 9. 


C9.o5. 


tm 


Method 


TBLASTX : Maize 


Start 


3773 








End 


3934 


GI 


none 








Score 


251 


Exons 


3773. .3934, 


3773. 


.3898, 


3775. 


.3933 




Seq. No. 


15680 








Seq. ID 


OJ990917_09. 9A29.C9 


Gene No. 


33167 








Strand 




Start 


6887 








End 


13912 


Name 


OJ990917 09. 


9A29. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3805 








End 


4450 


GI 


none 








Score 


58 



16250 



Exons 



3805. .3891, 4139. .4324, 4145. .4450, 4183. .4440 



Seq. No. 15680 

Gene No. 33167 

Start 6887 

Name OJ990917_09 . 9A29 . C9 . ol . tm 

Start 4130 

GI none 
Exons 



Seq. ID OJ990917_09. 9A29.C9 
Strand 

End 13912 

Method TBLASTX : Mai ze 

End 4825 

Score 363 



4130. .4462, 4130.". 4387, 4189. .4461, 4535. .4825, 4537. .4812, 
4754. .4825 



Seq. No. 15680 

Gene No. 33167 

Start 6887 

Name OJ990917J39 . 9A29 . C9 . ol . tw 

Start 4534 

GI none 
Exons 



Seq. ID OJ990917_09.9A29.C9 
Strand 
End 

Method 
End 
Score 



13912 

TBLASTX: Wheat 

4822 

290 



4534. .4815, 4535. .4816, 4754. .4822 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15680 Seq. ID 

33167 Strand 
6887 End 
OJ990917_09 . 9A29 . C9 . o2 . gp Method 
6564 End 
22470_1.R1084 Score 
6564. .6963, 7047. .7176, 7348. .7416 

•'1778147 1.0e-46 (U66403) phosphate/phosphoenolpyruvate 
translocator precursor [Zea mays] ' 



OJ990917_09.9A29.C9 

13912 
AAT/GAP 
7416 
1164 



Seq. No. 15680 

Gene No. 33167 

Start 6887 

Name 0 J 9 9 0 9 1 7_0 9 . 9 A2 9 . C 9 . o 2 . t m 

Start 6770 

GI none 

.Exons 6770.. 6970, 6770.. 6964, 7031. 

7334 . .7399, 7346. .7396 



Seq. ID OJ990917_09. 9A29.C9 
Strand 

End 13912 

Method TBLASTX : Maize 

End 7399 

Score 320 

.7177, 7043. .7171, 7045. .7203, 



Seq. No. 15680 

Gene No. 33167 

Start 6887 

Name OJ990917_09 . 9A29 . C9 . o2 . tc 

Start 6869 

GI none 
Exons 



OJ990917_09.9A29.C9 
13912 

TBLASTX: Cress 
9609 
86 

6869. .6964, 6891. .6965, 7043. .7177, 7045. .7179, 7045. .7200, 
7331. .7417, 7333. .7449, 7502. .7633, 7503. .7622, 7909. .8004, 
7911. .7994, 7922. .7999, 8099. .8245, 8113 .. 8241,- 8314 .. 84 66, 
8317. .8454, 8318. .8473, 8351. .8473, 8548. .8688, 8567. .8689, 
9526. .9609 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 15680 

Gene No. 33167 

Start 6887 

Name OJ990917_09 . 9A29 . C9 . o3 . ts 

Start 6878 

GI none 
Exons 



Seq. ID OJ990917_09. 9A29.C9 
Strand 
End 

Method 
End 
Score 



13912 

TBLASTX: Soybean 

7615 

73 



6878. .6964, 6885. .6965, 6962. .6988, 7043. .7177, 7045. .7179, 



16251 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



7045. .7200, 7333. .7449, 7502. .7615, 7503. .7613 



15680 
33167 
6887 

OJ990917_09. 9A29.C9.o3.gs 

6887 

none 



Seq. ID OJ990917_09.9A29.C9 
Strand 

End 13912 

Method GENSCAN 

End 13861 

Score . 5 



6887. .6963, 7047. .7176, 7 911 . . 7995 r . 8 120 . . 8205 , 8317. .8469, 
8563. .8685, 9529. .9843, 10084 .. 104 34 , 1 124 1 .. 1 1347 , 
11626. . 11747, 13398. . 13583, 13674. .13861 



15680 
33167 
6887 

OJ990917_09 . 9A29 . C9 . o2 . np 
6890 
1778149 

6890.. 6963, 7047 
8120.. 8205, 8317 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990917 09.9A29.C9 



13912 
AAT/NAP 
9912 
1355 

7621, 7911. .7995, 
9732, 9763.. 9912 
(U66404) phosphate/phosphoenolpyruvate translocator precursor 
[Zea mays] 



7176, 7348. .7416, 7502. 
8469, 8563.. 8685, 9529. 



15680 
33167 
6887 

OJ990917 09.9A29.C9.o3. tm 



Seq. ID 
. Strand 
End 

_ Method 
7501 End 
none Score 
7501. .7623, 7502. .7564, 7502. .7633, 
7 909. .7 995, 7 911. .7994, 7 922. .8002, 
8314. .84 54, 8315. .8524, 854 8. .8688, 



OJ990917_09.9A29.C9 
13912 

TBLASTX: Maize 
9609 
73 

7503. .7622, 7573. .7623, 
8099. .8245, 8113. .8241, 
8549. .8689, 9517. . 9609 



OJ990917 09.9A29.C9 



15680 Seq. ID 

33167 Strand 
6887 End 13912 

OJ990917_09 . 9A29 . C9 . o3 . gp Method AAT/GAP 

7882 End 9616 

69303_1 .R1084 Score 914 

7882. .7995, 8120. .8205, 8317. .8469, 8563. .8685, 9529.-. 9616 
1 1778149 5.0e-80 (U66404) phosphate/phosphoenolpyruvate 
translocator precursor [Zea mays] ' 



15680 Seq. ID 

33167 Strand 

6887 End 

OJ990917_09. 9A2 9.C9.o2.ts Method 

7905 End 

none Score 

7905. .7991, 7906. .7992, 8099. .8245, 

8318. .8470, 8327. .8473 

15680 Seq. ID 

33167 Strand 

6887 End 

OJ990917_09. 9A29.C9.o4 .gp Method 

9627 End 



OJ990917_09. 9A29.C9 
13912 

TBLASTX: Soybean 
8473 
72 

113. .8241, 8314. .8454, 



OJ990917_09. 9A29.C9 

13912 

AAT/GAP 

9963 



16252 




GI 


none 




Score 


670 




Exons 


9627. .9963 










Seq. No. 


15680 




Seq. ID 


OJ990917_09 


. 9A29.C9 


Gene No. 


331^67 




Strand 






Start 


6887 




End 


13912 




Name 


OJ990917 09. 9A29.C9.o5. 




Method 


AAT/GAP 




Start 


13430 




End 


13888 




GI 


none 




Score 


910 




Exons 


13430. . 13888 










Seq. No. 


15680 




Seq. ID 


OJ990917 09 


. 9A29 . C9 


Gene No. 


33167 




Strand 






Start 


6887 




End 


13912 




Name 


OJ990917 09. 9A29.C9.o3. 


np 


Method 


AAT/NAP 




Start 


13597 




End 


13912 




GI 


2318003 




Score 


88 




Exons 


13597. .13912 










GI Descrip. 


(U97553) unknown [murine herpesvirus I 


58] 




Seq. No. 


15681 




Seq. ID 


OJ990917 09 , 


9A2 9 C10 


Gene No. 


33168 




Strand 


+ — 




Start 


780 




End 


883 




Name 


OJ990917 09. 9A29.C10.ol 


• gp 


Method 


AAT/GAP 




Start 


780 




End 


883 




GI 


LIB34 77-003-P1-K1-E9 




Score 


144 




Exons 


780. .883 










GI Descrip. 


, 24 9858 6/sp|Q40638 IMP01 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 










Seq. No. 


15681 




Seq. ID 


OJ990917__09. 


, 9A29.C10 


Gene No. 


33169 




Strand 


+ 




Start 


5007 




End 


9048 




Name 


OJ990917 09.9A29.C10.o3 


.gs 


Method 


GENSCAN 




Start 


5007 




End 


9048 




GI 


none 




Score 


.42 




Exons 


5007. .5171, 5245. .5351, 


6894 


..6993, 7076. .7169, 8198. .8412, 




8983. . 9048 










Seq. No. 


15681 




Seq. ID 


OJ990917_09. 


9A29.C10 


Gene No. 


33170 




Strand 






Start 


1788 




End 


2478 




Name 


OJ990917 09.9A29.C10.ol 


.gs 


Method 


GENSCAN 




Start 


1788 




End 


2385 




GI 


none 




Score 


.99 




Exons 


1788. .2230, 2304. .2385 










Seq. No. 


15681 




Seq. ID 


OJ990917_09. 


9A29.CL0 


Gene No. 


33170 




Strand 




Start 


1788 




End 


2478 




Name 


OJ990917 09.9A29.C10.ol 


.np 


Method 


AAT/NAP 




Start 


1794 




End 


2391 




GI 


3868853 




Score 


319 





Exons 1794.. 2199, 2273.. 2391 

GI Descrip. (AB'013853) GPI-anchored protein [Vigna radiata] 



16253 




Seq. No. 


15681 




Seq. ID 


OJ990917 09.9A29 


.C10 


Gene No. 


33170 




Strand 






Start 


1788 




End 


2478 




Name 


ojyyuyi / uy.9Azy.cio.o2 


• gp 


Method 


AAT/GAP 




Start 


1934 




End 


2478 




GI 


uC-osflcypl4 4h08bl 




Score 


- 881 




Exons 


1934. .2230, 2304. .2478 










GI Descrip. 


, 3868853/dbj |BAA34247| 


l.Oe- 


20 (AB013853) GPI-anchored 


prot 




[Vigna radiata] ' 








Seq. No. 


15681 




Seq. ID 


. OJ990917_09. 9A29 


.C10 


Gene No. 


33171 




Strand 






Start 


3418 




End 


4035 




Name 


OJ990917 09.9A29.C10.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1881 




End 


2187 




GI 


none 




Score 


232 




Exons 


1881. .2180, 1903. .2187 










Seq. No. 


15681 




Seq. ID 


OJ990917_09. 9A29 


.C10 


Gene No. 


33171 




Strand 






Start 


3418 




End 


4035 




Name 


OJ990917 09. 9A29.C10.ol 


. tc 


Method 


TBLASTX : Cress 




Start 


1912 




End 


2181 




GI 


none 




Score 


263 




Exons 


1912. .2181, 1914. .2180 










Seq. No. 


15681 




Seq. ID 


OJ990917_09. 9A29 


.C10 


Gene No. 


33171 




Strand 






Start 


3418 




End 


4035 




Name 


OJ990917 09. 9A29.C10.ol 


. tm 


Method 


TBLASTX :Maize 




Start 


1936 




End 


2187 




GI 


none 




Score 


259 




Exons 


1936. .2130, 1951. .2187, 


1956 


. .2180 






Seq. No. 


15681 




Seq. ID 


OJ990917_09. 9A29 


.C10 


Gene No. 


33171 




Strand 






Start 


3418 




End 


4035 




Name 


OJ990917 09. 9A29.C10-.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1989 




End 


2184 




GI 


none 




Score 


193 




Exons 


1989. .2180, 1990. .2184 










Seq. No. 


15681 




Seq. ID 


OJ990917_09. 9A29 


.C10 


Gene No. 


33171 




Strand 






Start 


3418 




End 


4035 




Name 


OJ990917 09. 9A29.C10.o2 


. gs 


Method 


GENSCAN 




Start 


3418 




End 


4035 




GI 


none 




Score 


1 




Exons 


3418. .4035 










Seq. No. 


15682 




Seq. ID 


OJ990917_09. 9A29 


■ Cll 


Gene No. 


33172 




Strand 


+ 




Start 


272 




End 


583 




Name 


OJ990917 09. 9A29.Cll.ol 


np 


Method 


AAT/NAP 




Start 


272 




End 


583 




GI 


3790102 




Score 


161 




Exons 


272. .361, 524. .583 











16254 



GI Descrip. (AF095521) pyrophosphate-dependent phosphof ructokinase alpha 
subunit [Citrus X paradisi] 



Seq. No. 


15682 




Seq. ID 


OJ990917J39.9A29. 


Cll 


Gene No. 


33173 




Strand 


- 




Start 


18 




End 


403 




Name 


OJ990917 09.9A29.Cll.ol 


.gs 


Method 


GENSCAN ■ 




Start" 


18 




End 


403 




GI 


none 




Score 


.56 




Exons 


18. .162, 307. .403 










Seq. No. 


15683 




Seq. ID 


OJ990917_09. 9A29. 


C12 


Gene No. 


33174 




Strand 


+ 




Start 


1 




End 


653 




Name 


OJ990917 09. 9A29.C12.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


653 




GI 


6907089 




Score 


152 




Exons 


1..463, 541. .653 










GI Descrip. 


(APOOll^y) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


15683 




Seq. ID 


OJ990917_09.9A29. 


C12 


Gene No. 


33174 




Strand 


+ 




Start 


1 




End 


653 




Name 


OJ990917 09.9A29.C12.ol 


.gs 


Method 


GENSCAN 




Start 


151 




End 


546 




GI 


none 




Score 


.42 




Exons 


151 . . D 4 O 










Seq. No. 


15684 




Seq. ID 


OJ990917_09.9A29. 


C13 


Gene No. 


33175 




Strand 


+ 




Start 


897 




End 


6989 




Name 


OJ990917 09.9A29.C13.ol 


.gs 


Method 


GENSCAN 




Start 


897 




End 


5458 




GI 


none 




Score 


.94 




Exons 


897. .1032, 1495. .1640, 


2788. 


.2880, 410C 


. .5458 




Seq. No. 


15684 




Seq. ID 


OJ990917_09. 9A29. 


C13 


Gene No. 


33175 




Strand 


+ 




Start 


897 




End 


6989 




Name 


OJ990917 09. 9A29.C13.ol 


.np 


Method 


AAT/NAP 




Start 


4100 




End 


6989 




GI 


3928084 




Score 


230 




Exons 


4100. .4967, 6924. .6989 










GI Descrip. 


(AC005770) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 










Seq. No. 


15684 




Seq. ID 


OJ990917_09. 9A29. 


C13 


Gene No. 


33176 




Strand 






Start 


6214 




End 


7761 




Name 


OJ990917 09. 9A29.C13.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


967 




End 


4306 




GI 


none 




Score 


86 




Exons 


967. .1062, 2818. .2880, 


2825. 


.2887, 2825 


..2878, 4086. .417 


8, 




4099. .4134, 4138. .4269, 


4139 


..4270, 4265. .4306, 4271. .4306 


Seq. No. 


15684 




Seq. ID 


OJ990917_09.9A29. 


C13 


Gene No. 


33176 




Strand 







16255 




Start 


6214 






End 


7761 




Name 


OJ990917 09 


. 9A29.C13.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4633 






End 


5140 




GI 


none 






Score 


411 




Exons 


4633. .4980, 


4636. .4986, 


4646. 


.4987, 4954. .5124, 


4985. .5140, 




4991. .5140 












Seq. No. 


15684 






Seq. ID 


OJ990917 


_09.9A29.C13 


Gene No. 


33176 






Strand 






Start 


6214 






End 


7761 




Name 


OJ990917 09 


. 9A29.C13.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5141 






End 


5687 




GI 


none 






Score 


105 




Exons 


5141. .5377, 


5148. .5324, 


5192. 


.5344, 5345. .5380, 


5348. .5380, 




5360. .5467, 


5369. .5467, 


5400. 


.5492, 5548. .5598, 


5658. .5687 


Seq. No. 


15684 






Seq. ID 


OJ990917 


_09.9A29.C13 


Gene No. 


33176 






Strand 






Start 


6214 






End 


7761 




Name 


OJ990917 09 


. 9A29.C13.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


5345 






End 


5646 




GI 


none 






Score 


167 




Exons 


5345. .5458, 


5348. .5458, 


5394. 


.5495, 5400. .5504, 


5503. . 5553, 




5505. .5549, 


5613. .5645, 


5619. 


.5645, 5620. .5646 




Seq. No. 


15684 






Seq. ID 


OJ990917 


_09.9A29.C13 


Gene No. 


33176 






Strand 






Start 


6214 






End 


7761 




Name 


OJ990917 09 


. 9A29.C13.ol 


• gp 


Method 


AAT/GAP 




Start 


6214 






End 


7056 




GI 


uC-osf Icyp066dl2al 




Score 


944 




Exons 


6214 . . 6497, 


6751. . 6883, 


6976. 


.7056 






GI Descrip. 


1 5701 965/emb|CAB52 157.1 


I 2.0e 


-09 (AL109736) WD 


repeat prote 




[Schizosaccharomyces pombe] 1 








Seq. No. 


15684 






Seq. ID 


OJ990917 


_09.9A29.C13 


Gene No . 


33176 






Strand 






Start. 


6214 






End 


7761 




Name 


OJ990917 09 


. 9A29.C13.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


6461 






End 


7051 




GI 


none 






Score 


62 




Exons 


6461. . 6502, 


6770. . 6895, 


6771. 


.6896, 6985. .7050, 


6992. .7051 


Seq. No. 


15684 






Seq. ID 


OJ990917 


_09.9A29.C13 


Gene No. 


33176 






Strand 






Start 


6214 






End 


7761 




Name 


OJ990917 09 


9A29.C13.o2 


gs • 


Method 


GENSCAN 




Start 


6463 






.End 


7425 




GI 


none 






Score 


.89 




Exons 


6463. .6497, 


6751. . 6883, 


6976. 


.7054, 7373. .7425 




Seq. No. 


15684 






Seq. ID 


OJ990917 


_09.9A29.C13 


Gene No. 


33176 






Strand 






Start 


6214 






End 


7761 




Name 


OJ990917 09. 


9A29.C13.o3 


np 


Method 


AAT/NAP 




Start 


6743 






End 


7761 




GI 


5701965 






Score 


143 





16256 






Exons 


6743..6883, 6976.. 7050, 7282. 


.7381, 7736. .7761 




GI Descrip. 


(AL109736) WD repeat protein 


[Schizosaccharomyces pombe] 




Seq. No. 


15685 


Seq. ID 


OJ990917_09 . 9A29 . C14 




Gene No. 


33177 


Strand 






Start 


446 


End 


1341 




Name 


OJ990917 09. 9A29.C14 .ol.gp 


Method 


AAT/GAP 




Start 


432 


End 


515 




GI 


uC-osf Icyp034g01bl 


Score 


116 




Exons 


432 . . 515 








GI Descrip. 


1 5701 965/emb|CAB52 157 . 1 | 1 ,0e 


-18 (AL109736) WD repeat protein 






[ Schizosaccharomyces pombe] 1 








Seq. No. 


15685 


Seq. ID 


OJ990917_09.9A29.C14 




Gene No. 


33177 


Strand 






Start 


446 


End 


1341 




Name 


OJ990917 09. 9A29.C14 .ol.gs 


Method 


GENSCAN 




Start 


446 


End 


1341 




GI 


none 


Score 


.73 




Exons 


446. .561, 649. .706, 1103. .1220, 1325.. 


1341 




Seq. No. 


15686 


Seq. ID 


OJ990917_09. 9A2 9.C15 




Gene No. 


33178 


Strand 


+ 


: : 


Start 


8974 


End 


10346 


•:st 

31 


Name 


OJ990917 09. 9A29.C15.o2.gs 


Method 


GENSCAN 




Start 


8974 


End 


10346 


cn 


GI 


none 


Score 


.62 


ru 

?i 
: * : 


Exons 


8974. .9104, 9511. .9608, 9744. 


.9790, 9843. .10019, 10227. .10346 


2! 


Seq. No. 


15686 


Seq. ID 


OJ990917_09.9A29.C15 




Gene No. 


33179 


Strand 






Start 


248 


End 


7950 




Name 


OJ990917 09. 9A29.C15. ol.gs 


Method 


GENSCAN 


i 


Start 


248 


End 


7950 




GI 


none 


Score 


.46 


""4 


Exons 


248.. 377, 1647.. 1769, 2704.. 2780, 3089 


. .3232, 3360. . 3434, 


: si 




4894.. 5126, 5303.. 5624, 6297. 


.7054, 7755. .7884, 7890. .7950 


•.!! 


Seq. No. 


15686 


Seq. ID 


OJ990917_09.9A29.C15 


.J 


Gene No . 


33179 


Strand 






Start 


248 


End 


7950 




Name 


OJ990917 09. 9A29.C15.ol.np 


Method 


AAT/NAP 




Start 


248 


End 


3046 




GI 


112947 


Score 


101 




Exons 


248. .382, 852. .993, 1647. .1671, 3016.. 


3046 




GI Descrip. 


AAC-RICH MRNA CLONE AAC3 PROTEIN gi | 84 121 | pir | | S05357 






hypothetical protein (clone AAC3) -slime mold ( Dictyostelium 






discoideum) (fragment) gi | 7176 i emb ! CAA34 531 | (X16524) coding 






region (AA l. } - 437) [Dictyostelium discoideum] 




Seq. No. 


15686 


Seq. ID 


OJ990917_09.9A29.C15 




Gene No. 


33179 


Strand 






Start 


248 


End 


7950 




Name 


OJ990917 09. 9A29.C15. ol.gp 


Method 


AAT/GAP 




Start 


2644 


End 


2925 




GI 


31877 1.R1084 


Score 


•213 




Exons 


2644 . .2721, 2856. .2925 







16257 



GI Descrip. f 4 521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15686 
33180 
8826 

OJ990917_09 . 9A29 . C15 . o2 . np 

8826 

3434971 



Seq. ID OJ990917_09.9A29.C15 
Strand 

End 10611 

Method AAT/NAP 

End 10611 

Score 231 



8826. .8879, 9770. .10293, 10551. .10611 

(AB008105) ethylene responsive element binding factor 3 
[Arabidopsis thaliana] 



Seq. No. 15686 

Gene No. 33181 

Start 14527 

Name OJ990917_09 . 9A29 . C15 . ol . tm 

Start 246 

GI none 
Exons 



Seq. ID OJ990917_09.9A29.C15 
Strand 

End 15898 

Method TBLASTX : Mai ze 

End 1710 

Score 168 



246. .374, 246. .377, 247. .378, 307. .384, 889. .993, 899. .994, 
1644. .1709, 1645. .1710 



Seq. No. 15686 

Gene No. 33181 

Start 14527 

Name OJ990917_09 . 9A29 . C15 . o2 . tc 

Start 246 

GI none 
Exons 



Seq. ID OJ990917_09.9A29.C15 
Strand 

End 15898 

Method TBLASTX : Cress. 

End 994 

Score 118 



246. .377, 247. .375, 898. .993, 902. .994 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15686 
33181 
14527 

OJ990917J39. 9A29 . C15 . o2 . ts 

255 

none 



Seq. ID OJ990917_09.9A29.C15 
Strand 

End 15898 

Method • TBLASTX: Soybean 

End 1688 

Score 110 



255. .380, 255. .374, 256. .381, 898. .993, 902. .994, 1644. .1688 



Seq. No. 15686 

Gene No. 33181 

Start 14527 

Name OJ990917_09 . 9A29 . CI 5 . ol . tc 

Start 9773 

GI none 
Exons 



Seq. ID OJ990917_09.9A29.C15 
Strand 

End 15898 

Method TBLASTX : Cress 

End 10280 

Score 67 

9773. .9901, 9777. .9890, 9950. .9991, 10083 .. 101 12 , 10169 .. 1027 6, 
10200.. 10280 



Seq. No. 15686 

Gene No. 33181 

Start 14527 

Name OJ990917_09 . 9A29 . C15 . ol . ts 

Start 9779 

GI none 

Exons 9779.. 9895, 9950.. 9991, 1008 9 .. 10112 , 10091 .. 10108, 
10169. . 10279, 10194. . 10286, 10197. .10280 



Seq. ID OJ990917_09.9A29.C15 
Strand 

End • 15898 

Method TBLASTX : Soybean 
End 10286 
Score 45 



Seq. No. 



15686 



Seq. ID OJ990917_09.9A29.C15 



16258 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33181 Strand 
14527 End 15898 

OJ990917JD9. 9A29.C15 .o3.np Method AAT/NAP 
14527 End 15898 

6907086 Score 325 

14527. .14609, 14723 15051 , 15124 .. 15373, 15434 
(AP001129) hypothetical protein [Oryza sativa] 



,15898 



15687 Seq. ID 

33182 Strand 

482 End 
OJ990917_09. 9A29.C16.ol.gs Method 

4 82 End 

none Score 
482. .589 



OJ990917_09.9A29.C16 
+ 

589 

GEN SCAN 

589 

.56 



Seq. No. 15687 

Gene No. 33183 

Start 1343 

Name OJ990917_09 . 9A29 . CI 6 . o2 . gs 

Start 1343 

GI none 

Exons 1343.. 1364, 2059.. 2086, 2689. 

7410. .7655, 7892.-7977, 8278. 



Seq. ID OJ990917_09.9A29.C16 

Strand + 

End 10944 

Method GENSCAN 

End 10563 

Score .83 
.2856, 4330. .4612, 4706. .4889, 
.8574, 9058. .9327, 9418. .9597, 



9777. .9880, 9981. .10092, 10272. .10370, 10444. .10563 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



15687 
33183 
1343 

OJ990917_09. 9A29.C16.o2.np 



Seq. ID 
Strand 
End 

_ _ Method 

4330 " End 

6815107 Score 
4330. .5158, 7218. .7276 

(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



OJ990917_09.9A29.C16 
+ 

10944 
AAT/NAP 
7276 
432 



BAC 



15687 
33183 
1343. 

OJ990917_0 9. 9A29.C16.o3.np 
7405 
1707940 
7405. .7655, 



Seq. ID OJ990917_09. 9A2 9.C16 

Strand + 

End % ' 10944 

Method AAT/NAP 

End 10944 

Score 1744 



8278.-857 4, 9058. .9327, 9418. .9597, 



9777. . 9880, 

9981. .10092, 10272. .10370, 10444 .. 1057 4, 108 99. .1094 4 
GLUCOSE-1-PHOSPHATE ADENYLYLTRANSFERASE SMALL SUBUNIT PRECURSOR 
(ADP-GLUCOSE SYNTHASE) (ADP-GLUCOSE PYROPHOSPHORYLASE) (AG PAS E 
B) (ALPHA-D-GLUCOSE-1-PHOSPHATE ADENYL TRANSFERASE) 
gi I 2130036 Ipir 1 | S61479 glucose-l-phosphate adenylyltransf erase 
(EC 2.7.7.27) small chain B - barley gi ! 1143502 | emb | CAA8 8 4 50 | 
(Z48563) ADP-glucose pyrophosphorylase small subunit [Hordeum v 



15687 Seq. ID 

33183 Strand 

1343 End 

OJ990917_09 . 9A2 9 . CI 6 . ol . gp Method 

8349 End 

LIB347 7-006-P1-K1-A5 Score 



OJ990917_09.9A29.C16 
+ 

10944 
AAT/GAP 
8499 
281 



16259 




Exons 8349..8499 

GI Descrip. ' 5917789/gb | AAD5604 1 . 1 | AF184597_1 9.0e-19 (AF184597) ADP-glucose 
pyrophosphorylase small subunit [Citrus unshiu] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_09.9A29.C16 
+ 

10944 
AAT/GAP 
10563 
1383 



9777. .9880, 9981.. 10092, 10272 .. 10370, 



Seq. No. 15687 
Gene No. 33183 
Start 1343 

Name OJ990917_09 . 9A29 . CI 6 . o2 . gp 

Start 9171 
GI 5480_1.R1084 
Exons 9171.. 9327, 9418. .9597, 

10444. .10563 

GI Descrip. ' 232172/sp | P30523 | GLGS_WHEAT 1.0e-147 GLUCOSE-1-PHOSPHATE 
ADENYLYLTRANSFERASE SMALL SUBUNIT PRECURSOR (ADP-GLUCOSE 
SYNTHASE) (ADP-GLUCOSE PYROPHOSPHORYLASE) (AG PAS E B) 

(ALPHA-D-GLUCOSE-1-PHOSPHATE ADENYL TRANSFERASE) 

>gi_4 81816_pir S3 9504 glucose- 1 -phosphate adenylyltransf erase 

(EC 2.7.7.27) - wheat >gi_21687_emb_CAA4 687 9_ (X66080) 
ADP-glucose pyrophosphorylase [Triticum aestivum] 1 





Seq. No. 


15687 






Seq. ID 


OJ990917 


_09.9A29.C16 




Gene No. 


33184 






Strand 








Start 


1185 






End 


2064 




.0 CI 

i t 


Name 


OJ990917 09 


. 9A29. 


C16.ol.np 


Method 


AAT/NAP 






Start 


1185 






End 


2064 






GI 


4680186 






Score 


185 




'a * 


Exons 


1185. .1311, 


1912. 


.2064 








I'll 

.; a: 


GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


15687 






Seq. ID 


OJ990917 


_09.9A29.C16 




Gene No. 


33185 






Strand 






i. "i 


Start 


4339 






End 


4708 




r li 


Name 


OJ990917 09 


. 9A29. 


C16.o2. tm 


Method 


TBLASTX: 


Maize 




Start 


4339 






End 


4708 




i 3 -I 


GI 


none 






Score 


171 






Exons 


4339. .4521, 


4340. 


.4531, 4340. 


.4531, 45< 


13. .4656, 


4544. .4708 


i 


Seq. No. 


15687 






Seq. ID 


OJ990917 


_09.9A29.C16 


c ? 


Gene No. 


33186 






Strand 






! i 


Start 


7580 






End 


10579 




r! 


Name 


OJ990917 09 


. 9A29. 


C16.ol. ts 


Method 


TBLASTX: 


Soybean 


•! ST 


Start 


7580 






End 


9247 






GI 


none 






Score 


100 






Exons 


7580. .7678, 


7581. 


.7652, 8278. 


.8574, 8278. .8574, 


8378. .8575, 






9050. .9235, 


9051. 


.9245, 9055. 


.9246, 9056. .9247, 


9057. .9245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15687 

33186 

7580 

OJ9909 

7581 

none 

7581. . 

9050. . 

9399. . 

9777 . . 

10269. 



17 09. 9A29.C16.ol. tc 



7655, 8277, 

9232, 9051, 

9599, 9400. 

9878, 9978. 



Seq. ID OJ990917_09.9A29.C16 
Strand 

End 10579 
Method TBLASTX : Cress 
End 10572 
Score 98 
,8483, 8278. .8574, 8278. .8574, 8366. .8575, 
,9329, 9055.. 9330, 9055.. 9312, 9057.. 9329, 
,9603, 9415. .9600, 9416. .9670, 9776. .9880, 
,10091, 9979. .10092, 10259 10324 , 



.10370, 10272. .10394, 104 35 .. 10572 , 10443. .10562 



16260 



Seq. No. 15687 
Gene No. 33186 
Start 7580 

Name OJ990917_09 . 9A29 . CI 6 . ol . tm 

Start 8320 
GI none 
Exons 8320. 

8375, 

9370, 



8349, 8322.. 8348, 8374, 
8590, 9032.. 9235, 9048, 
.9600, 9412.. 9603, 9431. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990917 09.9A29.C16 



10579 

TBLASTX : Maize 
10023 
40 

8574, 8374. .8574, 8375. .8581, 
9338, 9051.. 9326, 9055.. 9348, 
9661, 9776.. 9880, 9777.. 9878, 



9778.. 9897, 9978.. 10022, 9979.. 10023 



Seq. No. 15687 

Gene No. 33186 

Start 7580 

Name OJ990917_09 . 9A29 . CI 6 . ol . tw 

Start 9141 

GI none 

Exons 9141.. 9329, 9141.. 9329, 9151. 
9418. .9600 



Seq. ID OJ990917_09.9A29.C16 
Strand 

End 10579 

Method TBLASTX : Wheat 

End 9603 

Score 189 

.9330, 9399..9S99, 9412. .9603, 



Seq. No. 15687 

Gene No. 33186 

Start 7580 

Name OJ990917_09 . 9A29 . C16 . o2 . ts 

Start 9264 

GI none 

Exons 9264.. 9329, 9265 
9776. .9880, 9777 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990917 09.9A29.C16 



10579 

TBLASTX : Soybean 
10572 
93 

9330, 9412. .9603, 9413. .9598, 9417. .9599, 
9878, 9975. .10085, 9978. .10091, 9979. .10092, 



10269. .10370, 10272. .10394, 104 35 .. 10572 , 10442 10561, 
10443. .10562 



Seq. No. 15687 Seq. ID 

Gene No. 33186 Strand 

Start 7580 End 

Name OJ990917_09 . 9A29 . CI 6 . o3 . tm Method 

Start ■ 10302 End 

GI none Score 

Exons 10302. .10394, 10302 .. 10382 , 10303 

■10435. .10572, 104 43 .. 10559, 10478 



OJ990917 09.9A29.C16 



10579 

TBLASTX : Maize 
10579 
126 

10398, 10413. .10559, 
10579 



Seq. No. 15688 Seq. ID 

Gene No. 33187 Strand 

Start 6685 End 

Name OJ990917_09 . 9A29 . C18 . ol . gp Method 

Start 6685 End 

GI none Score 

Exons 6685.. 6953, 7921.. 8096 

Seq. No. 15688 

Gene No. 33187 Strand 

Start 6685 End 

Name OJ990917_09 . 9A29 . CI 8 . o2 . tm Method 

Start 7915 End 

GI none Score 
Exons 



OJ990917_09.9A29.C18 

10848 
AAT/GAP 
8096 
862 



Seq. ID OJ990917_09.9A29.C18 



10848 

TBLASTX :Maize 

8442 

148 



7915. .8052, 7917. .8024, 7918. .8031, 7919. .8122, 8033. .8242, 
8034. .8240, 8035. .8241, 8046. .8324, 8250. .8417, 8325. .8399, 



16261 




8327. .8401, 8397. .8441, 8397. .8441, 8398..8442 



Seq. No. 


15688 




Seq. ID 


OJ990917_09.9A29.C18 


Gene No. 


33187 




Strand 




Start 


6685 




End 


10848 


Name 


OJ990917 09.9A29.C18.o2. 


np 


Method 


AAT/NAP 


Start 


7943 




End 


10848 


GI 


5823575 . 




Score 


653 


Exons 


7943. .8035, 8303. .8841, 


9052 


..9371, 9846. .10409, 10448. .1084 


GI Descrip. 


(AL049730) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


15688 




Seq. ID 


OJ990917_09.9A29.C18 


Gene No. 


33187 




Strand 




Start 


6685 




End 


10848 


Name 


OJ990917_09. 9A29.C18 . o2 . 


gp 


Method 


AAT/GAP 


Start 


8771 




End 


9238 


GI 


uC-osf lcyp04 6dllbl 




Score 


868 


Exons 


8771 . . 9238 








GI Descrip. 


1 58 2 3 57 5 /emb| CABS 37 57.1 | 


5.0e-10 (AL049730) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


15688 




Seq. ID 


OJ990917_09. 9A29.C18 


Gene No. 


33187 




Strand 




Start 


6685 




End 


10848 


Name 


OJ990917_09. 9A2 9.C18 . ol . 


tm 


Method 


TBLASTX: Maize 


Start • 


8969 




End 


9933 


GI 


none 




Score 


419 


Exons 


8 969. . 9091, 904 8. . 9371, 


9050 


..9385, 9050.. 9370, 9838.. 9930, 




9845. . 9931, 9846. . 9929, 


9847 


. .9933 




Seq. No. 


15688 




Seq. ID 


OJ990917JD9. 9A2 9.C18 


Gene No. 


33187 




Strand 




Start 


6685 




End 


10848 


Name 


OJ990917J39. 9A29.C18 .ol . 


tc 


Method 


TBLASTX: Cress 


Start 


9089 




End 


9922 


GI 


none 




Score 


273 


Exons 


9089. . 9370, 9090. . 9371, 


9100 


..9372, 98 


45. .9922, 9861. .9920 


Seq. No.- 


15688 




Seq. ID 


OJ990917_09.9A29.C18 


Gene No. 


33187 




^ Strand 




Start 


6685 




End 


10848 


Name 


OJ990917 09.9A29.C18.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


9143 




End 


9938 


GI 


none 




Score 


244 


Exons 


9143. .9370, 9147. .9371, 


9151 


..9381, 98 


45. .9937, 9858. .9938 


Seq. No. 


15688 




Seq. ID 


OJ990917_09.9A29.C18 


Gene No. 


33187 




Strand 




Start 


6685 




End 


10848 


Name 


OJ990917 09. 9A29.C18 . o3 . 


gp 


Method 


AAT/GAP 


Start 


10160 




End 


10485 


GI 


2312064 




Score 


623 


Exons 


10160. . 10485 








Seq. No. 


15688 




Seq. ID 


OJ990917_09. 9A2 9.C18 


Gene No. 


33187 




Strand 




Start 


6685 




End 


10848 



16262 




Name 


OJ990917 09.9A29.C18 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10562 




End 


10847 




GI 


none 




Score 


69 




Exons 


10562. .10636, 10562. 


.10636, 10635. . 10847, 10637.. 10846 




Seq. No. 


15689 




Seq. ID 


OJ990917_09. 9A29, 


.C20 


Gene No. 


33188 




Strand 


~~ 




Start 


912 




End 


1488 




Name 


OJ990917 09.9A29.C20 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


910 




End 


1118 




GI 


none 




Score 


89 




Exons 


910. . 969, 914 . . 970, 


915. . 968, 


1038. . Ill 


8, 1041. .1118 




Seq. No. 


15689 




Seq. ID 


OJ990917_09. 9A29. 


. C20 


Gene No. 


33188 




Strand 






Start 


912 




End 


1488 




Name 


OJ990917 09.9A29.C20 


.ol.gp 


Method 


AAT/GAP 




Start 


912 




End 


1117 




GI 


13862 1.R1084 




Score 


202 




Exons 


912. .967, 1041. .1117 










GI Descrip. 


'4835766/gb|AAD30233 


. 1 1 AC007202_15 1 . Oe 


-40 (AC007202) Contains 



similarity to gb_AB017693 transfactor (WERBP-1) from Nicotiana 
tabacum. ESTs gb__H39299, gb_T41875, gb_H38232 and gb_N38325 
come from this gene. [Arabidopsis thaliana] 1 



Seq. No. 


15689 


Seq. ID 


OJ990917_09.9A29.C20 


Gene No. 


33188 


Strand 




Start 


912 


End 


1488 


Name 


OJ990917 09. 9A29.C20.ol.gs 


Method 


GENSCAN 


Start 


913 


End 


1488 


GI 


none 


Score 


.8 


Exons 


913. .967, 1041. .1117, 1377.. 


1488 




Seq. No. 


15690 


Seq. ID 


OJ990917_09.9A29.C21 


Gene No. 


33189 


Strand 


+ 


Start 


1437 


End 


1919 


Name 


OJ990917 09. 9A29.C21.ol.gs 


Method 


GENSCAN 


Start 


1437 


End 


1919 


GI ' 


none 


Score 


.77 


Exons 


1437. .1919 






Seq. No. 


15690 


Seq. ID 


OJ990917_09.9A29.C21 


Gene No. 


33190 


Strand 




Start 


1647 


End 


2070 


Name 


OJ990917 09. 9A29.C21. ol.gp 


Method 


AAT/GAP 


Start 


1647 


End 


2070 


GI 


13862 1.R1084 


Score 


825 


Exons 


1647. .2070 






GI Descrip. 


1 4835766/gb| AAD30233. 1 1 AC007202_15 l.< 


Oe-40 (AC007202) Contains 




similarity to gb AB017693 transfactor 


(WERBP-1) from Nicotiana 




tabacum. ESTs gb H39299, gb 


T41875, < 


gb H38232 and gb N38325 




come from this gene. [Arabidopsis thaliana] 1 


Seq. No. 


15690 


Seq. ID 


OJ990917_09.9A29.C21 


Gene No. 


33190 


Strand 




Start 


1647 


End 


2070 


Name 


OJ990917 09. 9A29.C21.ol.np 


Method 


AAT/NAP 



16263 



Start 1647 End 1874 

GI 4835766 Score 104 

Exons 1647.. 1755, 1809.. 1874 

GI Descrip. (AC007202) Contains similarity to gb|AB017693 transfactor 

(WERBP-1) from Nicotiana tabacum. ESTs gb|H39299, gb|T41875, 
gb|H38232 and gb|N38325 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 15690 

Gene No. 33190 

Start 1647 

Name OJ990917_09 . 9A29 . C21 . ol . tm 

Start 1655 

GI none 
Exons 



Seq. ID OJ990917_09.9A29.C21 
Strand 

End 2070 

Method TBLASTX : Mai ze 

End 1842 

Score 129 



1655. .1747, 1657. .1749, 1783. .1842, 1793. .1828 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15691 Seq. ID 

33191 Strand 

823 End 
OJ990917_09 . 9A2 9 . C22 . ol . gs Method 

823 End 

none Score 

823. .1020, 1088. .1201, 1637. .1853 



OJ990917_09.9A29.C22 
+ 

1853 
GEN SCAN 
1853 
. 57 



OJ990917_09.9A29.C23 
+ 



15692 Seq. ID 

33192 Strand 
1 End 4 4 64 

OJ990917_09. 9A29.C23.o2.np Method AAT/NAP 
1 End 4464 

5295955 Score 625 

1..21, 1891. .1978, 2521. .2635, 3255. .3282, 3331. .3640, 
3777. .4464 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 15692 Seq. ID 

Gene No. 33192 Strand 

Start 1 End 

Name OJ990917_09 . 9A2 9 . C23 . ol . gs Method 

Start 357 End 

GI none Score 

Exons 357. . 593 



OJ990917_09.9A29.C23 
+ 

4464 
GENSCAN 
593 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15692 Seq. ID 

33193 Strand 

7058 End 
OJ990917_09. 9A2 9.C23.o4 . gs Method 

7058 End 

none Score 

7058.. 7089, 7265.. 7350, 7753.-7835 



OJ990917_09.9A29.C23 
+ 

7835 
GENSCAN 
7835 
;52 



Seq. No. 15692 Seq. ID 

Gene No. 33194 Strand 

Start 1 End 

Name OJ990917JD9 . 9A29 . C23 . ol . np Method 

Start 1 End 

GI 5080776 Score 



OJ990917_09.9A29.C23 

4340 
AAT/NAP 
1732 
92 



16264 



Exons 


1..37, 1457. .1732 








GI Descrip. 


(AC007576) Similar to protein 


kinases 


[Arabidopsis thaliana 


Seq. No. 


15692 




Seq. ID 


OJ990917_09.9A29.C23 


Gene No. 


33194 




Strand 




■Start 


1 




End 


4340 


Name 


OJ990917_09 . 9A29 . C23 . o2 


.gs 


Method 


GENSCAN 


Start 


1477 




End 


4340 


GI 


none 




Score 


. 67 


Exons 


1477.. 1754, 2884.. 3039, 


3256. 


.3403, 3642.-3722, 3815.. 3927, 




4331. .4340 








Seq. No. 


15692 




Seq. ID 


OJ990917_09.9A29.C23 


Gene No. 


33195 




Strand 




Start 


4721 




End 


5438 


Name 


OJ990917 09 . 9A29 . C23 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1457 




End 


1699 


GI 


none 




Score 


60 


Exons 


1457. .1516, 1457. .1516, 


1501. 


.1653, 1505. .1699, 1513. .1620 


Seq. No. 


15692 




Seq. ID 


OJ990917_09. 9A29.C23 


Gene No. 


33195 




Strand 


— 


Start 


4721 




End 


5438 


Name 


OJ990917_09 . 9A2 9 . C23 . o3 


.gs 


Method 


. GENSCAN 


Start 


4721 




End 


5438 


GI 


none 




Score 


. 86 


Exons 


4721. .4805, 5344. .5438 








Seq. No. 


15693 




Seq. ID 


OJ990917 09.9A29.C24 


Gene No. 


33196 




Strand 


+ 


Start 


572 




End 


909 


Name 


OJ990917 09. 9A2 9.C24 .ol 


. tm 


Method 


TBLASTX : Maize 


Start 


561 




End 


828 


GI 


none 




Score 


277 


Exons 


561. .713, S79..827, 580 


. .828, 


628. .828 




Seq. No.. 


15693 




Seq. ID 


OJ990917_09.9A29.C24 


Gene No. 


33196 




Strand 


+ 


Start 


572 




End 


909 


Name 


OJ990917 09 . 9A29 . C24 . ol 


gs 


Method 


GENSCAN 


Start 


572 




End 


843 


GI 


none 




Score 


.67 


Exons 


572 . . 636, 645 . .843 








Seq. No. 


15693 




Seq. ID 


OJ990917_09.9A29.C24 


Gene No. 


33196 




Strand 


+ 


b tart 


572 




End 


909 


Name 


OJ990917 09. 9A29.C24 .ol. 


np 


Method 


AAT/NAP 


Start 


583 




End 


909 


GI 


5823574 




Score 


217 


Exons 


583. . 909 








GI Descrip. 


(AL049730) putative protein [Arabiciopsis thaliana] 


Seq. No. 


15694 




Seq. ID 


OJ990917_09.9A29.C25 


Gene No. 


33197 




Strand 




Start 


1 




End 


356 


Name 


OJ990917 09.9A29.C25.ol. 


gp 


Method 


AAT/GAP 



16265 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



End 
Score 



356 
600 



5480_1.R1084 
1. .356 

'232172/spl P30523|GLGS_WHEAT 1.0e-147 GLUCOSE-1-PHOSPHATE 
ADENYLYLTRANS FERASE SMALL SUBUNIT PRECURSOR (ADP-GLUCOSE 
SYNTHASE) (ADP-GLUCOSE PYROPHOSPHORYLASE) (AG PAS E B) 
(ALPHA-D-GLUCOSE-1-PHOSPHATE ADENYL TRANSFERASE) 

>gi_4 81816_pir S3 9504 glucose- 1-phosphate adenylyltransf erase 

(EC 2.7.7.27) - wheat >gi_21687_emb_CAA4 687 9_ (X66080) 
ADP-glucose pyrophosphorylase [Triticum aestivum] ' 



15694 Seq. ID 

33197 Strand 

1 End 
OJ990917_09. 9A29.C25.ol.tm Method 

24 End 

none Score 

24. .338, 25. .339, 26. .340 



OJ990917_09.9A29.C25 
356 

TBLASTX: Maize 

340 

419 



Seq. No. 15695 Seq. ID 

Gene No. 33198 Strand 

Start 122 End 

Name OJ990917_09 . 9A29 . C28 . ol . gs Method 

Start 122 End 

GI none Score 

Exons 122.. 151, 533.. 985 



OJ990917_09.9A29.C28 
985 

GENSCAN 

985 

.5 



Seq. No. 15696 Seq. ID OJ990917 

Gene No. 33199 Strand + 

Start 1 End 1192 

Name OJ990917JD9 . 9A29 . C29 . ol . gp Method AAT/GAP 

Start 1 End 299 

GI none Score 587 

Exons 1 . .299 



09. 9A29.C29 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15696 
33199 
1 

OJ990917_09. 9A29.C2 9.ol.np 
1 

3142301 
1..533, 822 



Seq. ID OJ990917_09.9A29.C29 
Strand + 
End 1192 
Method AAT/NAP — 
End 1192 
Score 364 

1192 

(AC002411) Contains similarity to neural cell adhesion molecule 
2, large isoform precursor gb|M76710 from Xenopus laevis, and 
beta transducin from S. cerevisiae gbiQ05946. ESTs gb|N65081 
gb|Z30910, gb|Z34190, gb|Z34611, gb|R30101, gb|H3630... 



.1028, 1132. 



15696 



Seq. ID OJ990917_09.9A29.C29 



33199 . Strand 

1 End 

OJ990917_09 . 9A29 . C29 . ol . tm Method 

23 End 

none Score 



+ 

1192 * 
TBLASTX: Maize 
545 
54 



23. .82, 73. .186, 73. .177, 188. .262, 193. .270, 229. .408, 
309. .407, 394. .531, 407. .532, 414. .545, 417. .533 



Seq. No. 



15696 



Seq. ID OJ990917_09.9A29.C29 



16266 



Gene No. 33199 Strand + 

Start 1 End 1192 

Name OJ990917_09'. 9A29 . C29 . ol . gs Method GENSCAN 

Start 83 End 1028 

GI none Score .4 

Exons 83..S33, 822.. 1028 



Seq. No. 15696 

Gene No. 33199 

Start 1 

Name OJ990917_09 . 9A29 . C29 . ol . 

Start 406 

GI none 

Exons 4 06. .531, 4 20. .545, 817. 
1133. .1192 



Seq. ID OJ990917_09.9A29.C29 

Strand + 

End 1192 

ts Method TBLASTX : Soybean 

End 1192 

Score 149 
.897, 828. .896, 931. .1032, 1114. .1188, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15696 
33199 
1 

OJ990917_09. 9A29.C29.ol. tc 

816 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

816. .890, 817. .897, 817. .891, 828. .896, 940. .1032, 983. .1015, 
1132. .1188, 1133. .1192 



OJ990917_09.9A29.C29 
+ 

1192 

TBLASTX: Cress 

1192 

80 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



15697 
33200 
1 

OJ990917 
1 

3142301 
1..40, 457. 



_09. 9A29.C30.ol.np 



570, 644. .704, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1777. .1826, 



OJ990 917^09. 9A2 9.C30 
+ 

3168 
AAT/NAP 
1995 
166 

1913. .1995 



(AC002411) Contains similarity to neural cell adhesion molecule 
2, large isoform precursor gb|M76710 from Xenopus laevis, and 
beta transducin from S. cerevisiae gb|Q05946. ESTs gb|N65081 
gb|Z30910, gb|Z34190, gb|Z34611, gb|R30101, gb|H3630... 



15697 
33200* 
1 

OJ990917J39. 9A29 . C30 . ol . gs 
457 
none 

457. .570, 1424. .1509, 2348. .2505, 3041. .31* 



Seq. ID OJ990917 09.9A29.C30 



Strand 
End 

Method 

End 

Score 



+ 

3168 
GENSCAN 
3168 
.41 



Seq. No. 15697 Seq. ID 

Gene No. 33200 Strand 

Start 1 End 

Name OJ990917_09. 9A29 . C30 . ol . gp Method 

Start 1338 End *' 

GI none Score 

Exons 1338 . . 1754 



OJ990917_09.9A29.C30 
+ 

3168 
AAT/GAP 
1754 
806 



Seq. No. 15697 Seq. ID 

Gene No. 33201 Strand 

Start 3763 End 

Name OJ990917_09. 9A29 . C30 . o2 . gp Method 



OJ990917_09.9A29.C30 
+ 

5943 
AAT/GAP 



16267 



Start 3763 End 5943 

GI 26789_1.R1084 Score 731 

Exons 3763.. 3882, 3995.. 4089, 5770.. 5943 

GI Descrip. ' 1170242/sp | P4204 5 I HEMZ_HORVU 6.0e-21 FERROCHELATASE PRECURSOR 
(PROTOHEME FERRO-LYASE) (HEME SYNTHETASE) 

>gi_4 7 4 966_dbj_BAA05101_ (D26105). f errochelatase [Hordeum 
vulgare] 1 



Seq. No. 15697 

Gene No. 33201 

Start 3763 

Name OJ990917_09 . 9A29 . C30 . o2 . np 

Start 4007 

GI 2460251 

Exons 4007.. 4086, 5770.. 5943 

GI Descrip. (AF020791) f errochelatase [Hordeum vulgare] 



Seq. ID OJ990917_09.9A29.C30 

Strand + 

End 5943 

Method AAT/NAP 

End 5943 

Score 130 



Seq. No. 15697 

Gene No. 33202 

Start 3769 

Name OJ990917_09 . 9A29 . C30 . ol . tc 

Start 439 

GI none 
Exons 



Seq. ID OJ990917__09.9A29.C30 
Strand 

End 5805 

Method TBLASTX : Cress 

End 572 

Score 188 



439. .570, 457. .570, 462. .572, 465. .572 



Seq. No. 15697 

Gene No. 33202 

Start 3769 

Name OJ990917_09 . 9A29 . C30 . ol . tm 

Start 454 

GI none 
Exons 



Seq. ID OJ990917_09.9A29.C30 
Strand 

End 5805 

Method TBLASTX: Maize 

End 686 

Score 186 



454. .570, 455. .571, 456. .572, 457. .570, 638. .682, 642. .686 



Seq. No. 15697 

Gene No. 33202 

Start 3769 

Name OJ990917_09 . 9A29 . C30 . o2 . gs 

Start 3769 

GI none 
Exons 



Seq. ID OJ990917_09.9A29.C30 
Strand 

End 5805 

Method GENSCAN 

End 5805 

Score .87 



3769.. 4063, 4090.. 4205, 5650.. 5805 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15698 
33203 
1 

OJ990917_09. 9A29.C31.ol.np 
1 

2460251 



Seq. ID OJ990917_09.9A29.C31 

Strand + 

End 1377 

Method AAT/NAP 

End 1377 

Score 646 



1..237, 391. .492, 796. .899, 1049. .1175, 1357. .1377 
(AF020791) ferrochelatase [Hordeum vulgare] 



Seq. No. 15698 

Gene No. 33203 

Start 1 

Name OJ990917JD9 . 9A29 . C31 . o2 . tm 

Start 80 

GI none 
Exons 



Seq. ID OJ990917_09.9A29.C31 

Strand + 

End 1377 

Method TBLASTX : Mai ze 

End 480 

Score 138 



80. .238, 86..238, 90. .242, 93. .242, 142. .246, 387. .479, 



16268 








388. .477, 439. .480 














Seq. No. 


15698 


Seq. ID 


OJ990917 


_09 


.9A29 


.C31 




Gene No. 


33203 


Strand 


+ 










Start 


1 


End 


1377 










. Name 


OJ990917 09.9A29.C31.ol.gs 


Method 


GENSCAN 










Start 


94 


End 


903 










GI 


none 


Score 


. 83 










Exons 


94. .237, 391. .492, 796. .903 














Seq. No. 


15698 


Seq. ID 


OJ990917 


_09 


. 9A29 


.C31 




Gene No. 


33203 


Strand 


+ 










Start 


1 


End 


1377 










Name 


OJ990917 09.9A29.C31.ol.tm 


Method 


TBLASTX : 


Maize 






Start 


1046 


End 


1178 










GI 


none 


Score 


218 










Exons 


1046. .1177, 1047. .1178 














Seq. No. 


15699 


Seq. ID 


OJ990917 


09, 


. 9A29 


.C32 




Gene No. 


33204 


Strand 












Start 


16 


End 


152 










Name 


OJ990917 09. 9A29.C32.ol.gs 


Method 


GENSCAN 










Start 


16 ~ 


End 


152 








=: 
si 


GI 


none 


Score 


. 55 








s 'i 
J 


Exons 


16. .152 












n 

t i 


Seq. No. 


15700 


Seq. ID 


OJ990627 


42 . 


, 9B05 , 


.CI 


Vf 


Gene No. 


33205 


Strand 










si 
J 


Start 


106 


End 


196 








<i 


Name 


OJ990627 42.9B05.Cl.ol.gs 


Method 


GENSCAN 

\-) J^J li Villi 










Start 


106 


End 


196 








= f 


GI 


none 


Score 


. 67 








! i 


Exons 


106. .196 












n 

cf 


Seq. No. 


15701 


Seq. ID 


OJ990627 


42 . 


. 9B05 . 


,C2 


. t 


. Gene No. 


33206 


Strand 


+ 








T ? 


Start 


194 


End 


889 








a: 


Name 


OJ990627 42.9B05.C2.ol.gs 


Method 


GENSCAN 








;) 


Start 


194 


End 


889 








:» 


GI 


none 


Score 


. 62 










Exons 


194. .385, 842. .889 














Seq. No. 


15701 


Seq. ID 


OJ990627_ 


_42. 


9B05. 


,C2 




Gene No. 


33207 


Strand 


+ 










Start 


2193 


End 


2732 










Name 


OJ990627 42.9B05.C2.o2.gs 


Method 


GENSCAN 










Start 


2193 


End 


2732 










GI 


none 


Score 


. 8 










Exons % 


2193. .2267, 2292. .2732 














Seq. No. 


15702 


Seq. ID 


OJ990627_ 


_42. 


9B05. 


C4 




Gene No . 


33208 


Strand 


+ 










Start 


1794 


End 


5463 










Name 


OJ990627 42. 9B05.C4 ,o2.gs 


Method 


GENSCAN 










Start 


1794 


End 


5414 










GI 


none 


Score 


.85 










Exons 


1794. .1828, 2082. .2234, 2941. 


.3236, 3S89..3624, 


3808. .3941, 



16269 



4142. .4271, 4627. .4787, 4924. .5025, 5302. .5414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15702 
33208 
1794 

OJ990627_42 . 9B05 . C4 . o2 . gp 
2893 

26006 1.R1084 



Seq. ID OJ990627_42. 9B05.C4 

Strand + 

End 5463 

Method AAT/GAP 

End 5463 

Score 1948 



2893..3236, 3808. .3941, 4142. .4271, 4627. .4787, 4924. .5025, 
5123. .5227, 5302. .5463 

'3334276/sp|Q13823|NGPl_HUMAN 1.0e-131 AUTOANT I GEN NGP-1 
>gi_179285_gb_AAC37588.1_ (L05425) nucleolar GTPase [Homo 
sapiens] 1 



15702 
33208 
1794 

OJ990627_42. 9B05.C4 . o2 . np 

2981 

6862958 



Seq. ID OJ990627_42. 9B05.C4 

Strand + 

End 5463 

Method AAT/NAP 

End 5463 

Score 1096 



2981. .3236, 3808. .3941, 4142. .4271, 4627. .4787, 4924. .5025, 
5123. .5227, 5302. .5463 

(AC019018) putative GTP-binding protein [Arabidopsis thaliana] 



15702 
33209 
1 

OJ990 627_42. 9B05.C4 .ol.np 
1 

6056371 
1..179, 431. .645, 748. .952 

(AC009894) nucleolar protein [Arabidopsis thaliana] 



Seq. ID OJ990627_42. 9B05.C4 
Strand 

End 1018 

Method AAT/NAP 

End 952 

Score 708 



15702 
33209 
1 

OJ99Q627_4 2 . 9B05 .'C4 . ol . tm 
7 

none 



Seq. ID OJ990627_42. 9B05.C4 
Strand 

End 1018 

Method TBLASTX : Mai ze 

End 959 

Score 217 



7. .171, 12. .176, 26. .172, 429. .650, 431. .646, 746. .958, 747. .955 



Seq. No. 15702 

Gene No. 33209 

Start 1 

Name OJ990 627_42 . 9B05 . C4 . ol . ts 

Start 12 

GI none 
Exons 



Seq. ID OJ990627_42. 9B05.C4 
Strand 

End 1018 

Method TBLASTX : Soybean 

End 953 

Score 161 

12. .173, 26. .163, 27. .164, 431. .646, 453. .650, 740. .952, 
747. .953 



Seq. No. 15702 

Gene No. 33209 

Start 1 

Name OJ990627_42 . 9B05 . C4 . o3 . tc 

Start 12 

GI none 

Exons 12. .170, 21. .170, 22. .171 



Seq. ID OJ990627_42.9B05.C4 
Strand 

End 1018 

Method TBLASTX : Cress 

End 171 

Score 134 



16270 




Seq. No. 


15702 




Seq. ID 


OJ990627_42.9B05.C4 


Gene No. 


33209 




Strand 




Start 


1 




End 


1018 


Name 


OJ990627 42 


-9B05.C4.ol.gs 


Method 


GENSCAN 


Start 


27 




End 


952 


GI 


none 




Score 


.97 


Exons 


27. .179, 431. .645, 748. .952 






Seq. No. 


15702 




Seq. ID 


OJ990627_42.9B05.C4 


Gene No. 


33209 




Strand 




Start 


1 




End 


1018 


Name 


OJ990627 42 


. 9B05.C4 .ol.tc 


Mpt hod 


TBLASTX • Crpss 


Start 


431 




End 


955 


GI 


none 




Score 


224 


Exons 


431. .646, 438. .650, 746. .955, 


747 . . 953 




Seq. No. 


15702 




Seq. ID 


OJ990627 42.9B05.C4 


Gene No. 


33209 




Strand 




Start 


1 




End 


1018 


Name 


OJ990627 42 


. 9B05.C4 .ol.gp 


Method 


AAT/GAP 


Start 


473 




End 


1018 


GI 


53703 1.R1084 


Score 


853 


Exons 


473. .645, 748. .1018 






GI . Descrip . 


' 605637 l/gb| AAF02835.1 |AC009894_6 2.0e- 


-48 (AC009894) nucleolar 




protein [Arabidopsis thaliana] ' 




Seq. No. 


15702 




Seq. ID 


OJ990627_42. 9B05.C4 


Gene No. 


33210 




Strand 




Start 


2998 




End 


5433 


Name 


OJ990627 42 


. 9B05.C4 .o2. tm 


Method 


TBLASTX: Maize 


Start 


2998 




End 


5433 


GI 


none 




Score 


92 


Exons 


2998. .3060, 


3002. .3061, 3026. 


.3061, 3097.. 3237, 3098.. 3238, 




3122. .3241, 


3807. .3941, 3829. 


.3939, 3864. .3941, 4139. .4270, 




4141. .4272, 


4141. .4266, 4618. 


.4788, 4632. .4757, 4632. .4790, 




4896. .5024, 


4913. .5023, 4921. 


.5025, 5122.. 5226, 5123.. 5233, 




5293. .5430, 


5299. .5433, 5301. 


.5432 




Seq. No. 


15702 




Seq. ID 


OJ990627_42. 9B05.C4 


Gene No. 


33210 




Strand 




Start 


2998 




End 


5433 


Name 


OJ990627 42 


. 9B05.C4 .ol. tw 


Method 


TBLASTX: Wheat 


Start 


3001 




End 


3206 


GI 


none 




Score 


63 


Exons 


3001. .3039, 


3002. .3046, 3097. 


.3204, 3098.. 3205, 3150.. 3206 


Seq. No. 


15702 




Seq. ID 


OJ990627_42. 9B05.C4 


Gene No. 


33210 




Strand 




Start 


2998 




End 


5433 


Name 


OJ990627 42, 


. 9B05.C4 .o3.ts 


Method 


TBLASTX: Soybean 


Start 


3001 




End 


4748 


GI 


none 




Score 


92 


Exons 


3001. .3060, 


3002. .3061, 3097. 


.3237, 309 


■8. .3238, 3807. .3941, 




4139. .4270, 


4141. .4269, 4629. 


.4748 




Seq. No. 


15702 




Seq. ID 


OJ990627_42.9B05.C4 



16271 



Gene No. 33210 

Start 2998 

Name OJ990627_42 . 9B05 . C4 . o2 . tc 

Start 4671 

GI none 

Exons 4671. .4757, 
5120. .5212, 



4703. .4744, 4921. 
5122.. 5223, 5292. 



Strand 

End 5433 

Method TBLASTX : Cress 

End 5433 

Score 149 

.5025, 4923. .5084, 5102. .5233, 
.5432, 5299. .5433 



Seq. No. 15702 

Gene No. 33210 

Start 2998 

Name OJ990627_4 2 . 9B05 . C4 . o2 . ts 

Start 4963 

GI none 

Exons 4963.. 5025, 4965.. 5024, 5121. 

5292. .5432, 5299. .5433 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_42.9B05.C4 
5433 

TBLASTX : Soybean 

5433 

80 



,5213, 5122.. 5223, 5123.. 5233, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15703 



33211 
1 

OJ990627_42 . 9B05 .C5.ol.np 
1 

6862958 



Seq. ID OJ990627 42.9B05.C5 



Strand + 

End 1107 

Method AAT/NAP 

End 1107 

Score 260 
1..24, 228. .328, 673. .730, 1029. .1107 

(AC019018) putative GTP-binding protein [Arabidopsis thaliana] 



15703 Seq. ID 

33211 Strand 
1 End 
OJ990627_4 2 . 9B05 . C5 . ol . gp Method 
228 End 
26006_1.R1084 Score 
228. .328, 673. .730, 1029. .1107 

'3334276/sp|Q13823|NGPl_HUMAN 1.0e-131 AUTOANTIGEN NGP-1 
>gi_179285_gb_AAC37588.1_ (L05425) nucleolar GTPase [Homo 
sapiens] 1 



OJ990627_42.9B05.C5 
+ 

1107 
AAT/GAP 
1107 
409 



Seq. No. 


15703 


Seq. ID 


OJ9?0627_42.9B05.C5 


Gene No. 


33211 


Strand 


+ " 


Start 


1 


End 


1107 


Name 


OJ990627 42.9B05.C5. 


ol.gs Method 


GENSCAN 


Start 


228 


End 


328 


GI 


none 


Score 


.89 


Exons 


228. .328 






Seq. No. 


15704 


Seq. ID 


OJ990627_42.9B05.C6 


Gene No. 


33212 


Strand 


+ 


Start 


1 


End 


186 


Name 


OJ990627 42.9B05.C6. 


ol.gp Method 


AAT/GAP 


Start 


1 


End 


186 


GI 


56616 1.R1084 


Score 


278 


Exons 


1. . 186 






GI Descrip. 


1 6056371/gb| AAF02835 


. 1 |AC009894_6 7 . Oe 


-42 (AC009894) nucleolar 




protein [Arabidopsis 


thaliana] 1 




Seq. No. 


15704 


Seq. ID 


OJ990627_42. 9B05.C6 


Gene No. 


33213 


Strand 





16272 




Start 


1 






End 


340 




Name 


OJ990627 42 


.9B05.C6.ol.np 




Method 


AAT/NAP 




Start 


1 






End 


340 




GI 


6056371 






Score 


255 




Exons 


1..172, 295 


. .340 










GI Descrip. 


(AC009894) 


nucleolar protein 


[Arabidopsis thaliana] 




Seq. No. 


15704 






Seq. ID 


OJ990627_42.9B05- 


.C6 


Gene No. 


33213 






Strand 






Start 


1 






End 


340 




Name 


OJ990627 42 


.9B05.C6.ol.gs 




Method 


GENSCAN 




Start 


24 






End 


172 




GI 


none 






Score 


. 62 




Exons 


24. .172 












Seq. No. 


15704 






Seq. ID 


OJ990627_42.9B05 


.C6 


Gene No. 


33213 






Strand 






Start 


1 






End 


340 




Name 


OJ990627 42 


. 9B05.C6.ol . tm 




Method 


TBLASTX: Maize 




Start 


25 






End 


339 




GI 


none 






Score 


211 




Exons 


25. .174, 26 


..193, 29. .175, 


285. .338, 2 


86. .339 




Seq. No. 


15704 






Seq. ID 


OJ990627_42 . 9B05 


.C6 


Gene No. 


33213 






Strand 






Start 


1 






End 


340 




Name 


OJ990627 42 


. 9B05.C6.ol.ts 




Method 


TBLASTX: Soybean 




Start 


25 






End 


338 




GI 


none 






Score 


208 




Exons 


25. . 174, 26 


..193, 26. .202, 


30 


..296, 28 


5. .338, 286. .336 




Seq. No. 


15705 






Seq. ID 


OJ990627_42.9B05. 


.C7 


Gene No. 


33214 






Strand 


+ 




Start 


3657 






End 


6440 




Name 


OJ990627 42 


.9B05.C7.ol.gs 




Method 


GENSCAN 




Start 


3657 






End 


6212 




GI 


none 






Score 


.45 




Exons 


3657 . . 3740, 


4922. .5030, 5152. 


.5936, 6012. .621.2 




Seq. No. 


15705 






Seq. ID 


OJ990627_42. 9B05. 


,C7 


Gene No. 


33214 






Strand 


+ 




Start 


3657 






End 


6440 




Name 


OJ990627 42, 


. 9B05.C7.ol.np 




Method 


AAT/NAP 




Start 


4885 






End 


6440 




GI 


6735309 






Score 


633 




Exons 


4885. .5032, 


5157.. 5936, 6012. 


.6212, 6330. .6440 




GI Descrip. 


(AL137 080) helicase-like protein [Arabidopsis thaliana] 




Seq. No. 


15705 






Seq. ID 


OJ990627 42.9B05. 


CI 


Gene No. 


33214 






Strand 


+ 




Start 


3657 






End 


6440 




Name 


OJ990627 42. 


.9B05.C7.ol.tm 




Method 


TBLASTX: Maize 




Start 


4946 






End 


5387 




GI 


none 






Score 


81 




Exons 


4946. .5044, 


5151.. 5378, 5152. 


.5340, 5153.. 5362, 5169.. 5387 


Seq. No. 


15705 






Seq. ID 


OJ990627__42.9B05. 


CI 



16273 



Gene No. 


33214 








Strand 


+ 




Start 


3657 








End 


6440 




Name 


OJ990627 42 


. 9B05 


.C7 .ol . 


tc 


Method 


TBLASTX: Cress 




Start 


5524 








End 


5857 




GI 


none 








Score 


264 




Exons 


5524 . .5664, 


5540 


. .5788, 


5541. . 


5789, 5825.. 5857 




Seq. No. 


15706 








Seq. ID 


OJ990627_42. 9B05 


C8 


Gene No. 


33215 








Strand 


+ 




Start 


3483 








End 


3818 




Name 


OJ990627 42 


. 9B05 


.C8 .o2 . 


as 


Method 


GENSCAN 




Start 


3483 








End 


3818 




GI 


none 








Score 


.81 




Exons 


3483. .3818 














Seq. No. 


15706 








Seq. ID 


OJ990627_42.9B05 


C8 


Gene No. 


33216 








Strand 


+ 




Start 


4789 








End 


8562 




Name 


OJ990627 42 


. 9B05 


.C8 .o3. 


gs 


Method 


GENSCAN 




Start 


4789 








End 


8562 




GI 


none 








Score 


.77 




Exons 


4789. .4927, 


5193 


. . 5307, 


5792. . 


6213, 6380.. 6504, 6572.. 6763, 




6834 . . 6911, 


6940 


. .7730, 


7867 . . 


8012, 8 


123. .8562 




Seq. No. 


15706 








Seq. ID 


OJ990627_42. 9B05 


C8 


Gene No. 


33216 








Strand 


+ 




Start 


4789 








End 


8562 




Name 


OJ990627 42 


. 9B05 


.C8 .o2. 


np 


Method 


AAT/NAP 




Start 


6508 








End 


7731 




GI 


6721561 








Score 


1217 




Exons 


6508. .6763, 


6834 


. . 6892, 


6966. . 


7731 






GI Descrip. 


(AP001073) 


EST AU082058 


(C12976 


) corresponds to a region 


of the 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 





Seq. No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi|6815086|dbj | 
corresponds to 
protein [Oryza 



BAA90372. 
a region 
sativa] 



11 (AP001081) EST AU082058 (C12976) 
of the predicted gene.; hypothetical 



OJ990627_42. 9B05.C8 
+ 

12169 
AAT/GAP 
12169 
83 



15706 Seq. ID 

33217 Strand 
11841 End 
OJ990627_42 . 9B05 . C8 . o4 . gp Method 
11841 End 
1631463 Score 
11841. .118 62, 12104 . .12169 

4680178/gb| AF111709. 1 | AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 

15706 Seq. ID OJ990627_4 2 . 9B05 . C,8 

33218 Strand 

272 End 3268 

OJ990627_42 . 9B05 . C8 . ol . np Method AAT/NAP 

272 End 2233 

2623297 Score 657 
272.. 295, 1387.. 2233 

(AC002409) unknown protein [Arabidopsis thaliana] gi I 3790583 
(AF079180) RING-H2 finger protein RHCla [Arabidopsis thaliana] 



16274 



Seq. No. 15706 Seq. ID OJ990627_42 . 9B05 . C8 

Gene No. 33218 Strand 

Start 272 End 3268 

Name OJ990627_4 2 . 9B05 . C8 . ol . gp Method AAT/GAP 

Start 1417 End 1945 

GI 48898_1.R1084 Score 905 

Exons 1417.. 1945 

GI Descrip. '2623297 4.0e-22 (AC002409) unknown protein [Arabidopsis 

thaliana] >gi_3790583 (AF079180) RING-H2 finger protein RHCla 
[Arabidopsis thaliana] ' 



Seq. No. 15706 Seq. ID 

Gene No. 33218 Strand 

Start 272 End 

Name OJ990627_42 . 9B05 . C8 . o3 . gp Method 

Start 1957 End 

GI 702232 Score 

Exons 1957.. 2292, 3149.. 3268 



OJ990627_42.9B05.C8 

3268 
AAT/GAP 
3268 
855 



Seq. No. 15706 
Gene No. 33219 
Start 9254 

Name OJ990627_42 . 9B05 . C8 . ol . tm 

Start 1236 
GI none 

Exons 1236.. 1271, 1236.. 1277, 1271. 

1399. .1479, 1470. .1541, 1526. 
1534. .1641, 1534. .1641, 1633. 
1844. .1906, 1845. .1907 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990627 42.9B05.C8 



16931 

TBLASTX: Maize 
1907 
40 

1294, 1398.. 1436, 1398. 
1639, 1527.. 1640, 1527. 



1478, 
1640, 



,1698, 1635. .1862, 1637. .1861, 



Seq. No. 15706 
Gene No. 33219 
Start 9254 

Name OJ990627_4 2 . 9B05 . C8 . ol . tc 

Start 1389 
GI none 

Exons 1389. .1436, 1409.. 1432, 1514. 

1691. .1765, 1733. .1873, 1779. 
2121. .2213 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1690, 
.1862, 



OJ990627 42.9B05.C8 



16931 

TBLASTX: Cress 
2233 
49 

1530.. 1685, 1689. 
1977.. 2069, 2108. 



1766, 
2233, 



Seq. No. 


15706 








Seq. ID 


OJ990627 


_42. 9B05.C8 


Gene No. 


33219 








Strand 






Start 


9254 








End 


16931 




Name 


OJ990627 42, 


.9B05, 


,C8.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1395 








End 


2215 


GI 


none 








Score 


53 




Exons 


1395. . 1436, 


1409, 


. . 1432, 


1517. 


.1846, 1532. .1732, 


1536. . 1823, 




1901. .1945, 


1976, 


. .2065, 


1977. 


.2066, '2114 . ,221§ f 


2118. .2210 


Seq. No. 


15706 








Seq. ID 


OJ990627 


_42.9B05.C8 


Gene No. 


33219 








Strand 






Start 


9254 








End 


16931 




Name 


OJ990627 42. 


.9B05. 


.C8.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1907 








End 


2278 




GI 


none 








Score 


476 




Exons 


1907. .2239, 


1908, 


, .2237, 


1909. 


.2259, 1910.. 2278 





16275 




Seq. No. 


15706 


Seq. ID 


OJ990627_42. 9B05. 


C8 


Gene No. 


33219 


Strand 






Start 


9254 


End 


16931 




Name 


OJ990627 42.9B05.C8.o4.gs 


Method 


GENSCAN 




Start 


9254 


End 


16474 




GI 


none 


Score 


. 61 




Exons 


9254. .9727, 9925. .10088, 10195. .10542, 


10649. . 10867, 






12121. . 12167, 124 34 . . 12724, 


12814. .12879, 12972. .13051, 






13860. . 14 07 9, 14 219 .. 14 557, 


14756. .15609, 15885. .16207, 






16297. .16474 








Seq. No. 


15706 


Seq. ID 


OJ990627_42.9B05. 


C8 


Gene No. 


33219 


Strand 






Start 


9254 


End 


16931 




Name 


OJ990627 42.9B05.C8.o3.np 


Method 


AAT/NAP 




Start 


9257 


End 


15546 




GI 


5902445 


Score 


2954 




Exons 


9257. .104 94, 10529. .10748, 13923. .1554 6 




GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


15706 


Seq. ID 


OJ990627_42. 9B05. 


C8 


Gene No. 


33219 


Strand 






Start 


9254 


End 


16931 




Name 


OJ990627 42.9B*05.C8.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9266 


End 


9875 




GI 


none 


Score 


63 




Exons 


9266.. 9397, 9267.. 9392, 9422 


..9874, 9618. .9725, 9684. .9875, 




9771. . 9869 








Seq. No. 


15706 


Seq. ID 


OJ990627_42. 9B05. 


C8 


Gene No. 


33219 


Strand 






Start 


9254 


End 


16931 




Name 


OJ990627 42.9B05.C8.o6.tm 


Method 


TBLASTX: Maize 




Start 


9389 


End 


9652 




GI 


none 


Score 


193 




Exons 


< 9389. .9652 








Seq. No. 


15706 


Seq. ID 


OJ990627_42.9B05. 


C8 


Gene No. 


33219 


Strand 






Start 


9254 


End 


16931 




Name 


OJ990627 42.9B05.C8.o4.tw 


Method 


TBLASTX: Wheat 




Start 


9896 


End 


10249 




GI 


none 


Score 


34 




Exons 


9896. .9964, 9939. .9980, 9967 


..10248, 9995. .10147, 10193. 


. 10249 


Seq. No. 


15706 


Seq. ID 


OJ990627_42. 9B05. 


C8 


Gene No. 


33219 


Strand 






Start 


9254 


End-> 


16931 




Name 


OJ990627 42.9B05.C8.o4.tm 


Method 


TBLASTX: Maize 




Start 


10075 


End 


10381 




GI 


none 


Score 


133 




Exons 


10075. . 102 93, 1007 6. . 102 94, 


10271. . 1038 


:i 




Seq. No. 


15706 


Seq. ID 


OJ990627_42. 9B05. 


C8 


Gene No. 


33219 


Strand 






Start 


9254 


End 


16931 





16276 






Name 


OJ990627 42.9B05.C8. 


. o5 . tw 


Method 


TBLASTX: Wheat 






Start 


11552 






End 


- 16247 






GI 


none 






Score 


74 






Exons 


11552. . 


11677, 15793. 


, . 15870, 


15862. .16026, 15873 .. 16028, 








16065. . 


16247, 16162. 


, . 16239 










Seq. No. 


15706 






Seq. ID 


OJ990627_42. 9B05 


.C8 




Gene No. 


33219 






Strand 








Start 


9254 






End 


16931 






Name 


OJ990627 42.9B05.C8. 


o5 . np 


Method 


AAT/NAP 






Start 


13986 






End 


16931 






GI 


5042454 




Score 


97 






Exons 


13986. . 


14104, 14392. 


. . 14557, 


16792. .16931 






GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 






Seq. No. 


15706 






Seq. ID 


OJ990627_42. 9B05 


.C8 




Gene No. 


33219 






Strand 








Start 


9254 






End 


16931 






Name 


OJ990627 42.9B05.C8. 


06 . tw 


Method 


TBLASTX : Wheat 






Start 


14052 






End 


14461 






GI 


none 






Score 


99 






Exons 


14052. . 


14147, 14131. 


. 14226, 


14234 .. 14 4 61, 14236. .14 4 60 






Seq. No. 


15706 






Seq. ID 


OJ990627_42. 9B05, 


.C8 


Si 

:. : 
: sr 


Gene No. 


33219 






~Strand 






;JSi 

1. 1 i 


Start 


9254 






End 


16931 




l~ 1 1 


Name 


OJ990627 42.9B05.C8. 


62. ts 


Method 


TBLASTX: Soybean 




:* 


Start 


14581 






End 


14976 




;. _c 
; - 


GI 


none 






Score 


34 




! s « 

. =i 


Exons 


14581. . 


14976, 14708. 


. 14740, 


14792. . 14917 




rlf 


Seq. No. 


15706 






Seq. ID 


OJ990627_42. 9B05, 


.C8 




Gene No. 


33219 






Strand 








Start 


9254 






End 


16931 




□ 

c 


Name 


OJ990627 42.9B05.C8. 


o2. tw 


Method 


TBLASTX: Wheat 




1 . i 
■si 


Start 


14611 






End 


15030 




Iss's 


GI 


none 






Score 


208 




Si 

■jsf 


Exons 


14611. . 


15030, 14648. 


.14 920 








;3 S*. 
.3 3£ 


Seq. No. 


15706 






Seq. ID 


OJ990627_42. 9B05. 


.C8 




Gene No. 


33219 






Strand 








Start 


9254 






End 


16931 






Name 


OJ990627 42.9B05.C8. 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


14704 






End 


15087 






GI 


none 






Score 


98 






Exons 


14704 . . 


15087, 14705. 


. 14920, 


14902. . 15027 






Seq. No. 


15706 






Seq. ID 


OJ990627_42. 9B05. 


,C8 




Gene No. 


33219 






Strand 








Start 


9254 






End 


16931 






Name 


OJ990627 42.9B05.C8. 


o3 . tm 


Method 


TBLASTX :Maize 






Start 


15115 






End 


15471 






GI 


none 






Score 


223 






Exons 


15115. . 


15471, 15116. 


. 15412 










Seq. No. 


15706 






Seq. ID 


OJ990627_42.9B05. 


,C8 




Gene No. 


33219 






Strand 







16277 





Start 


9254 


End 


16931 








Name 


OJ990627 42. 9B05 . C8 . ol . tw 


Method 


TBLASTX : 


Wheat 






Start 


15145 


End 


15601 








GI 


none 


Score 


361 








Exons 


15145. .15600, 1514 6. .15601 












Seq. No. 


15706 


Seq. ID 


OJ990627 


_42.9B05. 


C8 




Gene No. 


33219 


Strand 










Start 


9254 


End 


16931 








Name 


OJ990627 42. 9B05.C8 .o3.ts 


Method 


TBLASTX : 


Soybean 






Start 


15196 


End 


15561 








GI 


none 


Score 


99 








Exons 


15196. . 15330, 15367. . 15561 












Seq. No. 


15706 


Seq. ID 


OJ990627 


_42.9B05. 


C8 




Gene No. 


33219 


Strand 










Start 


n o c a 


End 


16931 








Name 


OJ990627 42.9B05.C8.o4.np 


Method 


AAT/NAP 








Start 


15613 


End 


16931 








GI 


5902444 


Score 


535 








Exons 


15613. . 16556, 16631. .16731, 


16851. .16931 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






.: a: 


Seq. No. 


15707 


Seq. ID 


OJ990627 


_42. 9B05. 


C9 




Gene No. 


33220 


Strand 


+ 






r \\ 


Start 


1864 


End 


2357 






•i ! - 

rl! 


Name 


OJ990627 42.9B05.C9.ol.gp 


Method 


AAT/GAP 








Start 


1864 


End 


2357 








GI 


none 


Score 


864 






»t 


Exons 


1864. .2357 












Seq. No. 


15707 


Seq. ID 


OJ990627 


_42.9B05. 


C9 




Gene No. 


33221 


Strand 


+ 






15 


Start 


2523 


End 


5184 








Name 


OJ990627 42.9B05.C9.ol.gs 


Method 


GENSCAN 








Start 


2523 


End 


5184 






|;s's 


GI 


none 


Score 


.46 






: 

':=? 


Exons 


2523..2867, 3445.. 3532, 3632 


..3761, 4133. .4312, 


4848. .5184 


.: si 

Uf 


Seq. No. 


15707 


Seq. ID 


OJ990627 


_42.9B05. 


C9 


j" a l 


Gene No. 


33221 


Strand 


+ 








Start 


2523 


End 


5184 








Name 


OJ990627 42.9B05.C9.ol.np 


Method 


AAT/NAP 








Start 


2523 


End 


5181 








GI 


3738302 


Score 


1344 








Exons 


2523. .2867, 3445. .3532, 3626 


..3761, 4133. .4312, 


4716. .51 


.81 




GI Descrip. 


(AC005309) putative Tub family protein 


[Arabidopsis thaliana 




Seq. No. 


15707 .. 


Seq. ID 


OJ990627 


_42. 9B05. 


C9 




Gene No. 


33222 


Strand 


+ 








Start 


5941 


End 


6290 








Name 


OJ990627 42.9B05.C9.o2.gp 


Method 


AAT/GAP 








Start 


5941 


End 


6290 








GI 


702900 


Score 


520 








Exons 


5941. .6290 












Seq. No. 


15707 


Seq. ID 


OJ990627 


_42.9B05. 


C9 



16278 




Gene No. 


33223 


Strand 


+ 








Start 


6963 


End 


7528 








Name 


OJ990627 42.9B05.C9.o4.gp 


Method 


AAT/GAP 








Start 


6963 


End 


7528 








GI 


.. 54791 1.R1084 


Score 


1038 








Exons- 


6963.. 7528 












GI Descrip. 


' 5031285/gb I AAD3814 8 . 1 j AF139501_1 1 . Oe 


-14 (AF139501) 






beta-amylase [Prunus armeniaca] * 










Seq. No. 


15707 


Seq. ID 


OJ990627 


42 


. 9B05 


.C9 


Gene No. 


33224 


Strand 


+ 








Start 


13716 


End 


14933 








Name 


OJ990627 42. 9B05.C9.o4 .gs 


Method 


GENSCAN 








Start 


13716 


End 


14933 








GI 


none 


Score 


.92 








Exons 


13716. . 14933 












Seq. No. 


15707 


Seq. ID 


OJ990627_ 


42 


. 9B05 


. C9 


Gene No. 


33225 


Strand 


+ 








Start 


23652 


End 


2.4 996 








Name 


OJ990627 42. 9B05 . C9 . o4 . np 


Method 


AAT/NAP 








Start 


23652 


End 


24996 








GI 


6630699 


Score 


93 








Exons 


23652. .23684, 23967 .. 23993, 


24892. .24996 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 










gil 6721536 |dbj IBAA8 9566.1 | 


(AP001073) : 


hypothetical 


protein 




[Oryza sativa] - 












Seq. No. 


15707 


Seq. ID 


OJ990627_ 


_42. 


.9B05. 


.C9 


Gene No. 


33226 


Strand 


+ 








Start 


25210 


End 


27579 








Name 


OJ990627 42. 9B05 . C9 . o5 . np 


Method 


AAT/NAP 








Start 


25123 


End 


27579 








GI 


6539570 


Score 


190 








Exons 


25123. .25326, 25507 .. 25584 , 


25859. .26193, 27536. 


.27579 




GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 








Seq. No. 


15707 


Seq. ID 


OJ990627_ 


42. 


. 9B05. 


.C9 


Gene No. 


33226 


Strand 


+ 








Start 


25210 


End 


27579 








Name 


OJ990627 42. 9B05 . C9 . o7 . gs 


Method 


GENSCAN 








Start 


25210 


End 


26340 








GI 


none 


Score 


.7 








Exons 


25210. .25360, 25553 .. 25573 , 


26231. .26340 








Seq. No. 


15707 


Seq. ID 


OJ990627_ 


42. 


,9B05. 


,C9 


Gene No . 


33227 


Strand 


+ 








Start 


31339 


End 


35810 








Name 


-PJ990627 42. 9B05 . C9 . o9 . gs 


Method 


GENSCAN 








Start 


31339 


End 


35810 








GI 


none 


Score 


.81 








Exons 


31339. .31344, 31993 .. 32115 , 


33284. .33401, 33456. 


.33645, 






33752. .33857, 33972. .34013, 


34521. .34700, 34774. 


.34 


[938, 






35220. .35420, 35511.. 35810 












Seq. No. 


15707 


Seq. ID 


OJ990627_ 


42. 


9B05. 


C9 


Gene No. 


33227 


Strand 


+ 









16279 



Start 31339 End 

Name OJ990627_42 . 9B05 . C9 . o7 . gp Method 

Start 33474 End 

GI 59_1.R1084 Score 

Exons 33474. .33645, 33752 .. 33857 , 33972 .. 34013, 

34774 . .34938, 35220 35420, 35511. .35810 
GI Descrip. 1 3288883/dbj | BAA31260 I 0.0e+00 (AB015431) 

protein [Oryza sativa] 1 



35810 
AAT/GAP 
35810 
1849 

34521 



34700, 
SAR DNA binding 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15707 Seq. ID 

33227 Strand 

31339 End 

OJ990627_4 2. 9B05 . C9 . o7 . np Method 

33780 End 

3288883 Score 



OJ990627_42.9B05.C9 
+ 

35810 
AAT/NAP 
35810 
1422 



33780. .33857, 33972 34013, 34 521 .. 34700, 34 774 .. 34 938 , 
35220. .35420, 35511. .35810 



GI Descrip. (AB015431) SAR DNA binding protein [Oryza sativa] 





Seq. No. 


15707 


Seq. ID 


OJ990627_42. 


9B05. 


C9 




Gene No. 


33228 


Strand 










Start 


6389 


End 


8923 








Name 


OJ990627 42. 9B05 . C9 . o2 . np 


Method 


AAT/NAP 






r\ 


Start 


6389 


End 


8674 






•: sr 
si 


GI 


5031285 


Score 


795 








Exons 


6389. .6455, 7364. .8132, 8213.. 


8674 








j"! 
Hi 


GI Descrip. 


(AF139501) beta-amylase [Prunus armeniaca] 






1 c* 
.; 

St 


Seq. No. 


15707 


Seq. ID 


OJ990627_42. 


9B05. 


C9 


i . i 
: z'tt 


Gene No. 


33228 


Strand 










Start 


6389 


End 


8923 






W 


Name 


OJ990627 42.9B05.C9.o2.gs 


Method 


GEN SCAN 






ri! 


Start 


7201 


End 


8923 








GI 


none 


Score 


.98 






.sc. 


Exons 


7201. .7686, 7758. .8132, 8213.. 


8923 










Seq. No. 


15707 


Seq. ID 


OJ990627_42. 


9B05. 


C9 




Gene No. 


33228 


Strand 










Start 


6389 


End 


, 8923 






»! 


Name 


OJ990627 42.9B05.C9.o5.gp 


Method 


"'AAT/GAP 








Start 


7844 


End 


8141 








GI 


569009 


Score 


548 








Exons 


7844 . .8141 












GI Descrip. 


5031285/gb| AAD38148 .1 IAF139501 


_1 l.Oe- 


14 (AF139501) 


beta 


-amylase 



[Prunus armeniaca] 



Seq. No. 15707 Seq. ID OJ990627_4 2 . 9B05 . C9 

Gene No. 33229 Strand 

Start / 15467 End 19209 

Name OJ990627_42 . 9B05 . C9 . 06 . gp Method AAT/GAP 

Start 15467 End 17980 

GI 1JL.R1084 Score 3120 

Exons 15467 .. 15779, 15902 .. 1 6191 , 16838 .. 17068 , 17190.. 17980 

GI Descrip. ' 5031285/gb I AAD38 14 8 . 1 1 AF139501JL 1.0e-14 (AF139501) 
beta-amylase [Prunus armeniaca] ' 



Seq. No. 



15707 



Seq. ID OJ990627_42. 9B05.C9 



16280 



Gene No. 33229 

Start 15467 

Name OJ990627_42 . 9B05 . C9 . o5 . gs 

Start 15686 

GI none 

Exons 15686. .15779, 15902 .. 16191 , 
19004. .19209 



Strand 
End 

Method 

End 

Score 



19209 
GENSCAN 
19209 
.82 



16838. .17068, 17 190 17877 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15707 
33229 
15467 

OJ990627_42. 9B05 . C9 . o3 . np 

15689 

3618308 



Seq. ID OJ990627_42. 9B05.C9 
Strand 

End 19209 

Method AAT/NAP 

End 17786 

Score 2086 



1568 9. .1577 9, 15902. .16191, 16838. .17068, 17190. .1778 6 
(AB001882) zinc finger protein [Oryza sativa] 



Seq. No. 15707 Seq. ID 

Gene No. 33230 Strand 

Start 28157 End 

Name OJ990627_42 . 9B05 . C9 . 06 . ts Method 

Start 2661 End 

GI none Score 
Exons 



OJ990627_42. 9B05.C9 
30245 

TBLASTX: Soybean 

4327 

48 



2661. .2690, 2666. .2866, 2742. .2867, 3441. .3512, 3442. 



3622. .3762, 3627. .3770, 4130, 
4135. .4314 



.4300, 4130. .4327, 4131. 



,3528, 
,4313, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15707 
33230 
28157 

OJ990627_42. 
2742 
none 
2742, 
3627, 
4268, 



9B05.C9.o6.tc 



.2867, 
,3770, 
,4306, 



.2884, 3441 
.4162, 4131 
.4.313 - : . 



15707 
33230 
28157 

OJ990627_42. 

3725 

none 

3725. .3766, 
4714. .5178 



2744. 
4118. 
4269. 



9B05.C9.o2.tm 



3726. .3764, 4130. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3527, 



OJ990627 42.9B05.C9 



30245 

TBLASTX: Cress 
4313 
183 

3442. .3537, 3622. 




3^ 



Method TBLASTX : Mai ze 
End 5178 
Score 68 

.4312, 4131. .4313, 4710. .5 



177, 



Seq. No. 


15707 






Seq. ID 


OJ990627_42. 9B05.C9 


Gene No. 


33230 






Strand 




Start 


28157 






End 


30245 


Name 


OJ990627 42 


. 9B05 


.C9.o2.ts 


Method 


TBLASTX : Soybean 


Start 


4710 






End 


5206 


GI 


none 






Score 


194 


Exons 


4710. .4880, 


4714 


.4881, 4867. 


.5205, 4£ 


S77 . .5206, 4884 . .5201 


Seq. No. 


15707 






Seq. ID 


OJ990627_42. 9B05.C9 


Gene No. 


33230 






Strand 




Start 


28157 






End 


30245 



16281 



Name 


OJ990627 42 


. 9B05 


.C9.o7. 


. tc 


Method 


TBLASTX: Cress 


Start 


4710 








End 


4905 


GI 


none 








Score 


199 


Exons 


4710. .4889, 


4714 


. .4905 








Seq. No. 


15707 








Seq. ID 


OJ990627_42.9B05.C9 


Gene No. 


33230 








Strand 




Start 


28157 








End 


30245 


Name 


OJ990627 42 


. 9B05 


.C9.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4897 








End 


5022 


GI 


none 








Score 


201 


Exons 


4897. .5022, 


4908. 


. .5018, 


4921. 


. 5022 




Seq. No. 


15707 








Seq. ID 


OJ990627_42.9B05.C9 


Gene No. 


33230 








Strand 




Start 


28157 








End 


30245 


Name 


OJ990627 42 


. 9B05. 


,C9.o3. 


tc 


Method 


TBLASTX : Cress 


Start 


4909 








End 


5205 


GI 


none 








Score 


201 


Exons 


4909. .5037, 


4914 . 


, .5018, 


5017 . 


.5205, 5030. .5182, 5046. .5183 


Seq. No. 


15707 








Seq. ID 


OJ990627_42. 9B05.C9 


Gene No. 


33230 








Strand 




Start 


28157 








End 


30245 


Name 


OJ990627 42, 


. 9B05. 


,C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


•5053 








End 


5184 


GI 


none 








Score 


203 


Exons 


5053. .5184, 


5057. 


.5182, 


5058. 


.5183 




Seq. No. 


15707 








Seq. ID 


OJ990627_42.9B05.C9 


Gene No. 


33230 








Strand 




Start 


28157 








End 


30245 


Name 


OJ990627 42 . 


, 9B05 . 


C9.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


7369 








End 


8834 


GI 


none 








Score 


80 


Exons 


73.69. .7473, 


7686. 


.7706, 


7710. 


.7745, 7740. .7904, 7809. .7892, 




7905. .8039, 


7939. 


.8040, 


8094 . 


.8129, 8216. .8380, 8420. .8500, 




8505,, .8 657-,-. 


8513.' 


.8 67-4, 


"8766. 


.-8834 : 




Seq. No. "* " 


15707 








Seq. ID 


* 

OJ990627_42.9B05.C9 


Gene No. 


33230 








Strand 




Start 


28157 








End 


30245 


Name 


OJ990627 42. 


9B05. 


C9.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


7396 








End 


8671 


GI 


none 








Score 


102 


Exons 


7396. .7473, 


7755. 


.7913, 


7755. 


.8036, 7756. .8040, 8094. .8132, 




8201. .8383, 


8426. 


.8500, 


8528. 


.8671, 8541. .8657 


Seq. No. 


15707 








Seq. ID 


OJ990627_42.9B05.C9 


Gene No. 


33230 








Strand 




Start 


28157 








End 


30245 


Name 


OJ990627 42. 


9B05. 


C9.o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


7755 








End 


8115 


GI 


none 








Score 


141 


Exons 


7755. .8036, 


7786. 


.8040, 


8080. 


.8115 




Seq. No. 


15707 








Seq. ID 


OJ990627_42.9B05.C9 



16282 




Gene No. 


33230 






Strand 






Start 


28157 






End 


30245 




Name 


OJ990627 42.9B05.C9. 


o5. tc 


Method 


TBLASTX: Cress 




Start 


8213 






End 


8575 




GI 


none 






Score 


47 - 




Exons 


8213. . 


8383, 8286.. 8333, 8420.. 8500, 8421.. 8501, 8513.. 8575 


Seq. No. 


15707 






Seq. ID 


OJ990627_42 . 9B05 


.C9 


Gene No. 


33230 






Strand 






Start 


28157 






End 


30245 




Name 


OJ990627 42.9B05.C9. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


14175 






End 


14444 




GI 


none 






Score 


333 




Exons 


14175. 


.14444, 14177. 


. 14440 








Seq. No. 


15707 






Seq. ID 


OJ990627_42. 9B05 


.C9 


Gene No. 


33230 






Strand 






Start 


28157 






End 


30245 




Name 


OJ990627 42.9B05.C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


14477 






End 


14903 




GI 


none 






Score 


269 




Exons 


14477. 


.14674, 14490. 


. 14675, 


14647 .. 147 99, 14 655. .14 903, 






14658. 


.14903 










Seq. No. 


15707 






Seq. ID 


OJ990627__42. 9B05 


.C9 


Gene No. 


33230 






Strand 






Start 


28157 






End 


30245 




Name 


OJ990627 42.9B05.C9. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


14567 






End 


14821 




GI 


none 






Score 


195 




Exons 


14567. 


.14677, 14568. 


. 14708, 


14 661. .14 708, 14 700. .14 816, 






14703. 


. 14819, 14720. 


.14821 








Seq. No. 


15707 






Seq. ID 


OJ990627_42. 9B05 


.C9 


Gene No . 


33230 






Strand 






Start 


. 28157 






End 


30245 




Name 


OJ990627- 42.9B05.C9. 


o5 . tm 


Method 


TBLASTX: Maize ... 




Start'' ' 


15692.;.. 






: End- 


17277 . " ' • ^ 




GI 


• none " c " 






Score 


114 




Exons 


15692. 


.15781, 15706. 


.15780, 


15893. .15979, 15901. .15969," 






15952. 


.16194, 15953. 


.16210, 


16870. .16905, 16890. .16916, 






16928. 


.17059, 16932. 


. 17060, 


17 175.. 17 273, 1718 5. .1727 4, 






17191. 


.17277 










Seq. No. 


15707 






Seq. ID 


OJ990627_42.9B05 




Gene No. 


33230 






Strand 






Start 


28157 






End 


30245 




Name 


OJ990627 42.9B05.C9. 


06. tm 


Method 


TBLASTX: Maize 




Start 


17355 






End 


17618 




GI 


none 






Score 


94 




Exons 


17355. 


.17432, 17362. 


. 17439, 


174 4 8 . . 17 4 95, 174 4 9 .. 17 4 96, 






17568. 


.17618, 17569. 


. 17616 








Seq. No. 


15707 






Seq. ID 


OJ990627_42.9B05 


.C9 


Gene No. 


33230 






Strand 






Start 


28157 






End 


30245 




Name 


OJ990627_42. 9B05.C9. 


06. np 


Method 


AAT/NAP 





16283 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28157 End 30245 

4835795 Score 77 

28157. .28186, 30117. .30245 

(AC007296) F25C20.23 [Arabidopsis thaliana] 



15707 
33231 
33635 

OJ990627_42 . 9B05 . C9 . ol . tw 

33635 

none 

33635. .33664, 33758 .. 33820, 
33971. .34015, 33972 .. 34016, 

15707 
33231 
33635 

OJ990627_4 2 . 9B05 . C9 . ol . tm 

33768 

none 

33768. .33857, 33777. .33857, 
34515. .34 700, 34 518 . . 34700, 
34769. .34939, 34770 34943, 
34774. .34941, 35212. .35421, 
354 98. .35809, 35502. .35810, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_42.9B05.C9 
35818 

TBLASTX: Wheat 

34*64 6 

75 



33765.-33857, 337 68.-33857, 
34518. .34646, 34520. .34645 

Seq. ID OJ990627_42.9B05.C9 
Strand 

End 35818 

Method TBLASTX : Mai ze 

End 35811 

Score 134 
33971. .34015, 33972. 
34520. .34714, 34520. 
34773. . 34940, 34774 . 
35217 . . 35429, 35217 . 



35502 . . 35810, 35509. 



,34016, 
. 34714, 
. 34977, 
.35423, 
.35811 



15707 Seq. ID 

33231 Strand 

33635 End 

OJ990627_42 . 9B05'. C9 . o2 . tc Method 

33771 End 

none Score 



OJ990627_42. 9B05.C9 
35818 

TBLASTX: Cress 

35291 

97 



33771. .33857, 33972 .. 34 016, 34 518 .. 34 700, 34 523. .34 699, 
34773. .34940, 34773 .. 34940, 34774 .. 34977, 35205 .. 35291, 
35217. .35291 



Seq. No. . 15707 

Gene No. 33231 • 

Start 33635 . . ■. 

Name OJ990627_4 2 ; 9B05 . C9 . ol . ts 

Start 33777 
GI none 
Exons 33777 . 

34773. 

35219. 

35527. 



,33857, 34518. .34700, 

,34940, 34774 . .34977, 

,35419, 35477. .35809, 

,35811, 35654. .35818 



Seq. ID 
S.trand ; 
End 

Method 

End 

Score 



OJ990627_42. 9B05.C9 
35818 

TBLASTX : Soybean 

35818 

124 



34 520. . 34 699, 34 7 7 3. . 34 925, 
35205. .354 23, 35218. .35418, 
35493. .35810, 35523. .35810, 



-.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



15707 Seq. ID 

33231 Strand 

33635 End 

OJ990627_4 2 . 9B05 . C9 . ol . tc Method 

35491 End 

none Score 



OJ990627_42.9B05.C9 
35818 

TBLASTX: Cress 

35810 

127 



35491. .35799, 354 96 .. 35801 , 3551 6 .. 35809, 35523. .35810 



15708 
33232 



Seq. ID 
Strand 



OJ990627 42.9B05.C10 



16284 



Start 


1 


End 


556 




Name 


OJ990627 42.9B05.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


556 




GI 


6330933 


Score 


223 




Exons 


1..81, 445. .556 








GI Descrip. 


(AB033085) KIAA1259 protein 


[Homo sapiens] 




Seq. No. 


15708 


Seq. ID 


OJ990627 


_42.9B05 


Gene No. 


33232 


'Strand 






Start 


1 


End 


556 




Name 


OJ990627 42. 9B05 . CIO . ol . tm 


Method 


TBLASTX: 


Maize 


Start 


1 


End 


556 




GI 


none 


Score 


124 




Exons 


1..78, 2. .82, 3. .83, 437. .556, 439. .555 




Seq. No. 


15709 


Seq. ID 


OJ990627 


42. 9B05 


Gene No. 


33233 


Strand 


+ 




Start 


1 


End 


2572 




Name 


OJ990627 42.9B05.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2572 




GI 


6721512 


Score 


112 




Exons 


1..22, 816. .956, 984. .1083, 


2502. .2572 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. ■ No. 


15709 


Seq. ID 


OJ990627 


_42.9B05 


Gene No. 


33234 - 


Strand 


+ 




Start 


2595 


End 


54 4 3 




Name 


OJ990627 42.9B05.C12.o2.gs 


Method 


GENSCAN 




Start 


2595 


End 


3128 




GI 


none 


Score 


.92 




Exons 


2595.. 2838, 3028.. 3128 








Seq. No. 


15709 


Seq. ID 


OJ990627 


42. 9B05 


Gene No. 


33234 


Strand 


+ 




Start 


2595 


End 


5443 




Name 


OJ990627 42. 9B05 . C12 . o3 . np. 


Method 


AAT/NAP 




Start 


2741 


End 


5443 




GI 


3687460 


Score 


119 




Exons ■ 


2741. .2838, 3028. .3139, 4193 


..4461, 502 


8 . .5164, 


5423. .5 


GI Descrip. 


(AL03 : 1798) leucine permease 


transcriptional regulator 




[Schizosaccharomyces pombe] 








Seq. No. 


15709 


Seq. ID 


OJ990627 


_42.9B05 


Gene No. 


33234 


Strand 


+ 




Start 


2595 


End 


5443 




Name 


OJ990627 42.9B05.C12.o2.np 


Method 


AAT/NAP 




Start 


2810 


End 


5443 




GI 


6862933 


Score 


214 




Exons 


2810. .2838, 3028. .3149, 4212 


. .4406, 4958. .5165, 


5302. .5 


GI Descrip. 


(AC018907) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


15709 


Seq. ID 


OJ990627 


_42. 9B05 


Gene No. 


33235 


Strand 






Start 


28 


End 


1271 




Name 


OJ990627 42.9B05.C12.ol.gs 


Method 


GENSCAN 




Start 


28 


End 


1271 




GI 


none 


Score 


.55 





5443 



16285 




Exons 


28. .797, 820. .893, 1075. .1271 








Seq. No. 


15709 


Seq. ID 


OJ990627_42.9B05 


.C12 


Gene No. 


33236 


Strand 






Start 


4956 


End 


5182 




Name 


OJ990627 42.9B05.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


4956 


End 


5182 




GI 


none 


Score 


210 




Exons 


4956. .5177, 4958. .5182, 4963.. 


, 5178 






Seq. No. 


15710 


Seq. ID 


OJ990627_42. 9B05 


.C13 


Gene No. 


33237 


Strand 






Start 


243 


End 


881 




Name 


OJ990627 42.9B05.C13.ol.np 


Method 


AAT/NAP 




Start 


243 


End 


881 




GI 


6735309 


Score 


358 




Exons 


243. .506, 735. .881 








GI Descrip. 


(AL137080) helicase-like protein [Arabidopsis thaliana] 




Seq. No. 


15710 


Seq. ID 


OJ990627_42.9B05, 


.C13 


Gene No. 


33237 


Strand 






Start 


243 


End 


881 




Name 


OJ990627 42.9B05.C13.ol.gs 


Method 


GENSCAN 




Start 


249 


End 


783 




GI 


none 


Score 


.93 




Exons 


249. .506, 735. .783 








Seq. No. 


15711 


Seq. ID 


OJ990627_38.9B19, 


.CI 


Gene No. 


33238 


Strand 


+ 




Start 


68 


End 


1394 




Name 


OJ990627 38. 9B19 . CI . ol . gp 


Method 


AAT/GAP 




Start 


68 


.End 


456 




GI 


25857 1.R1084 


Score 


573 




Exons 


68. .183, 263. .456 








GI Descrip. 


' 1621495/dbj |BAA12903| 4.0e-35 (D85877) 


reverse transcriptase 




[Oryza sativa] ' 








.Seq. No. 


15711 


Seq. ID 


'OJ990627_38.9B19. 


.CI .. 


Gene No. 


33238 


Strand 


+ 




Start 


68 


End 


1394 




Name 


OJ990627 38. 9B1 9 . CI . o2 . tm 


Method 


TBLASTX: Maize 




Start 


68 


End 


392 




GI 


none 


Score 


125 




Exons 


68. .178, 69. .179, 69. .182, 261. .392, 262. .390 




Seq. No. 


15711 


Seq. ID 


OJ990627_38. 9B19. 


.CI 


Gene No. 


33238 


Strand 


+ 




Start 


68 


End 


1394 




Name 


OJ990627 38.9B19.Cl.ol.gs 


Method 


,GENSCAN 




Start 


105 


End 


1389 




GI 


none 


Score 


.81 




Exons 


105. .183, 821. .1389 








Seq. No. 


15711 


Seq. ID 


OJ990627_38 . 9B19. 


.CI 


Gene No. 


33238 


Strand 


+ 




Start 


68 


End 


1394 




Name 


OJ990627 38.9B19.Cl.ol.tm 


Method 


TBLASTX: Maize 





16286 



Start 
GI 

Exons 



393 End 1394 

none Score 80 

393. .563, 398. .478, 487. .567, 498. .563, 641. 
658. .708, 685. .723, 816. .857, 820. .867, 937. 
1180. .1389, 1216. .1386, 1224. .1394 



,706, 642. .707, 
,1185, 1104. .1166, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15712 Seq. ID OJ990627_38 . 9B19 . C2 

33239 Strand + 

10875 End 11776 

OJ990627_38. 9B19 . C2 . o2 . gp Method AAT/GAP 

10875 End 11776 

209_2.R1084 Score 1514 

10875. .10922, 10998. .1177 6 

'169805 2.0e-63 (L12252) [Oryza sativa DNA fragment with a 
miscellaneous signal and an open reading frame.], gene product 
[Oryza sativa] 1 



15712 Seq. ID 

33240 Strand 

17401 End 

OJ990627_38. 9B1 9 . C2 . o5 . gp Method 

17319 End 

563_1.R1084 Score 

17319. . 17607, 17730 



OJ990627_38.9B19.C2 
+ 

18991 
AAT/GAP 
18991 
2586 



17918, 18032. . 18194, 18290. .18991 
' 585661/sp|P37834 | PER1_0RYSA 1.0e-169 PEROXIDASE PRECURSOR 
>gi_287401_dbj_BAA03644_ (D14997) peroxidase [Oryza sativa]' 



M 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15712 
33240 
17401 

0 J9 90 627_38 . 9B1 9 . C2 . o3 . np 

17401 

585661 



Seq. ID OJ990627_38.9B19.C2 
Strand + 
End 18991 
Method AAT/NAP 
End 18708 
Score 1590 

17401. . 17607, 17730. . 17918, 18032 . . 18 1 94 , 18290. .18708 
PEROXIDASE PRECURSOR gi | 287401 | dbj | BAA03644 | (D14997) peroxidase 
[Oryza sativa] 



15712 
33240 
17401 

OJ990627_38. 9B1 9 . C2 . o5 . gs 

17401 

none 



Seq. ID OJ990627_38.9B19.C2 



Strand 
End 

Method 

End 

Score 



+ 

18991 
GENSCAN 
18711 
.88 



17401. . 17607, 17730. . 17918, 18032 .. 18 194 , 18290. .18711 



Seq. No. 15712 Seq. ID 

Gene No. 33241 Strand 

Start 19454 End 

Name OJ990627_38 . 9B19 . C2 . 06 . gs Method. 

Start 19454 End 

GI none Score 
Exons 



OJ990627_38.9B19.C2 
+ 

22806 
GENSCAN ' 
22806 
.73 



19454 .. 19528, 2137 1 . . 217 18 , 21795 21980, 22064 22229, 
22355. .22806 



Seq. No. 
Gene No. 
Start 



15712 
33241 
19454 



Seq. ID 

Strand 

End 



OJ990627_ 
+ 

22806 



38.9B19.C2 



16287 



Name OJ990627_38 . 9B19 . C2 . o5 . np Method AAT/NAP 

Start 21473 End 22800 

GI 575605 Score 475 

Exons 21473. .21718, 21795 .. 21980, 22061 22229, 22355 .. 22482 , 

22519.. 22800 

GI Descrip. (D42065) cationic peroxidase isozyme 40K precursor [Nicotiana 
tabacum] 



Seq. No. 


15712 




Seq. ID 


OJ990627 


38.9B19 


.C2 


Gene No. 


33241 




Strand 


+ 






Start 


19454 




End 


22806 






Name 


OJ990627 38.9B19.C2. 


o4 .np 


Method 


AAT/NAP 






Start 


21485 




End 


22800 






GI 


5381255 




Score 


412 






Exons 


21485. .21718, 21795. 


.21980, 


22064 . .22229, 22355 


. .22483, 






22520. .22800 












GI Descrip. 


(AB027753) peroxidase [Nicotiana tabacum] 






Seq. No. 


15712 




Seq. ID 


OJ990627 


_38.9B19. 


.C2 


Gene No. 


33241 




Strand 


+ 






Start 


19454 




End 


22806 






Name 


OJ990627 38.9B19.C2. 


06 . np 


Method 


AAT/NAP 






Start 


21512 




End 


22800 






GI 


585661 




Score 


597 






Exons 


21512. .21718, 21795. 


.21980, 


22064 . .22229, 22355 


. .22507, 






22543. .22800 












GI Descrip. 


PEROXIDASE PRECURSOR gi 1287401 |dbj IBAA03644 | (D14997) peroxidase 




[Oryza sativa] 












Seq. No. 


15712 




Seq. ID 


OJ990627_ 


_38.9B19. 


,C2 


Gene No. 


33242 




Strand 


+ 






Start 


29038 




End 


30610 






Name 


OJ990627 38.9B19.C2. 


o9 . gs 


Method 


GENSCAN 






Start 


29038 




End 


30610 






GI 


none 




Score 


.82 






Exons 


29038. .29979, 30036. 


.30236, 


30431. .30610 






Seq. No. 


15712 




Seq. ID 


OJ990627_ 


_38.9B19. 


,C2 


Gene No. 


- 33243 




Strand 


+ 






Start 


40248 ; - 




End 


41702 






Name 


OJ990627 38.9B19.C2. 


o9 . gp 


Method 


AAT/GAP 






Start 


39946 




End 


40385 






GI 


none 




Score 


749 






Exons 


39946. .40385 












Seq. No. 


15712 




Seq. ID 


OJ990627_ 


_38 .9B19. 


C2 


Gene No. 


33243 




Strand 


+ 






Start 


40248 




End 


41702 






Name 


OJ990627 38.9B19 f .C2. 


ol2 .gs 


Method 


GENSCAN 






Start 


40248 




End 


41702 






GI 


none 




Score 


.59 






Exons 


40248. .41702 













Seq. No. 15712 Seq. ID OJ990627_38 . 9B1 9 . C2 

Gene No. 33243 Strand + 

Start 40248 End 41702 

Name OJ990627_38 . 9B19 . C2 . o9 . np Method AAT/NAP 



16288 






Start 


40248 


End 


41681 






GI 


5918023 


Score 


549 






Exons 


40248. .41681 










GI Descrip. 


( Y18871 ) betanidin-5-O-glucosyltransf erase [Dorotheanthus 






bellidiformis] 










Seq. No. 


15712 


Seq. ID 


OJ990627_38.9B19 


. C2 




Gene No. 


..33243 


Strand 


+ 






Start 


40248 


End 


41702 






Name 


OJ990627 38.9B19.C2.ol0.gp 


Method 


AAT/GAP 






Start 


40941 


End 


41335 






GI 


LIB34 33-024 -PI -K1-G8 


Score 


718 






Exons 


40941. .41335 










GI Descrip. 


' 1359905/emb|CAA594 50 | 5. Oe- 


-25 (X85138; 


I homologous to 








.glucosyltransf erases [Lycopersicon esculentum] 1 






Seq. No. 


15712 


Seq. ID 


OJ990627_38.9B19, 


. C2 




Gene No. 


33244 


Strand 


+ 






Start 


41742 


End 


41953 






Name 


OJ990627 38.9B19.C2.oll.gp 


Method 


AAT/GAP 






Start 


41742 


End 


41953 






GI 


101550 1.R1084 


Score 


260 






Exons 


41742. .41953 








: "i 


GI Descrip. 


'1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 




'srP 

en 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence' 


i 


ri! 


Seq. No. 


15712 


Seq. ID 


OJ990627_38. 9B19, 


. C2 


U 


Gene No. 


33245 


Strand 


+ 






Start 


45812 


End 


47277 






Name 


OJ990627 38.9B19.C2.ol4.gs 


Method 


GENSCAN 






Start 


45812 


End 


47277 




m 


GI 


none 


Score 


.81 






Exons 


45812. .46756, 46846. .47277 








: : = f 
i 


Seq. No. 


15712 


Seq. ID 


OJ990627_38. 9B19, 


,C2 




Gene No. 


33246 


Strand 


+ 




: 


Start 


50260 


End 


52488 






Name * 


OJ990627 38.9B19.C2.ol0.np 


Method 


AAT/NAP 






Start 


49185 


- End 


52488 




:. -t 


GI 


6587848 


Score 


226 






Exons 


49185. .49227, 51009 .. 51365 , 


52456. .52488 






GI Descrip. 


(AC006551) Putative UDP-glucose glucosyltransf erase [Arabidopsis 






thaliana] 










Seq. No. 


15712 


Seq. ID 


OJ990627_38. 9B19. 


,C2 




Gene No. 


33246 


Strand 


+ 






Start 


50260 


End 


52488 






Name 


OJ990627 38. 9B1 9 . C2 . ol5 . gs 


Method 


GENSCAN 






Start 


50260 


End 


51421 






GI 


none 


Score 


.87 






Exons 


50260. .50781, 50849. .51008, 


51131. .51157, 51270.. 51421 






Seq. No. 


15712 


Seq. ID 


OJ990627_38 . 9B19. 


C2 




Gene No. 


33247 


Strand 








Start 


3473 


End 


9991 






Name 


OJ990627 38.9B19.C2.ol.np 


Method 


AAT/NAP 






Start 


3449 


End 


5120 





16289 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6642658 Score 931 

3449. .3787,. .3959. .4350, 4441. .4630, 4798. .5120 

(AC012395) putative protein kinase [Arabidopsis thaliana] 



15712 
33247 
3473 

OJ990627_38 . 9B19 . C2 . o2 . gs 

3473 

none 

3473. .3832, 3959. .4350, 4441, 
6856.. 6923, 7249.. 7371, 8038. 
9497.. 9783, 9836.. 9991 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990627 38.9B19.C2 



9991 
GENSCAN 
9991 
.76 

4630, 4798..4979, 5357. 
8192, 9009. .9247, 9317. 



,5859, 
,9451, 



; i 

•is: 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 1 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



15712 Seq. ID OJ990627_38 . 9B19 . C2 

33247 Strand 

3473 End 9991 

OJ990627_38. 9B19 . C2 . ol . gp Method AAT/GAP 

7127 End 7553 

4878407 Score 680 

7127. .7553 

6069643/dbj | AP000616.il AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



15712 Seq. ID 

33248 Strand 

11151 End 

OJ990627_38 . 9B19 . C2 . o3 . gs Method 

11151 End 

none Score 
11151. .11711 



OJ990627_38.9B19.C2 

11711 
GENSCAN 
11711 
.99 



OJ990627 38.9B19.C2 



15712 Seq. ID 

33248 Strand 
11151 End 11711 

OJ990627_38 . 9B19 . C2 . o2 . np Method AAT/NAP 

11154 End 11711 

2130065 Score 968 

11154. .11711 

alpha-globulin precursor - rice gi | 1783206 | dbj | BAA09308 
(D50643) 26 kDa globulin [Oryza sativa] 



15712 
33249 
13612 

OJ990627_38 . 9B19 . C2 . o4 
13612 

39123_1.R1084 

13612. . 13712 

, 3378 4 93/emb|CAA07567 | 

[Ribes nigrum] 1 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_38.9B19.C2 

13712 
AAT/GAP 
13712 
141 



2.0e-21 (AJ007579) cysteine proteinase 



15712 Seq. ID 

33250 Strand 

21783 End 

OJ990627_38 . 9B19 . C2 . 06 . gp Method 

21783 End 



OJ990627_38.9B19.C2 

23024 

AAT/GAP 

23024 



16290 




GI 


2800190 




Qpnrp 


821 

O J. 






Exons 


21783. . 


21901, 22656. 


. 23024 










Sea No 


15712 






Seq. ID 


OJ990627_ 


QRl Q 
jo . z? d x z? 


CO 


Gene No. 


33251 






Strand 








Start 


23232 






End 


29223 






Name 


OJ990627 38.9B19.C2. 


o7 . gs 


Method 


GENSCAN 






Start 


23232 






End 


25250 






GI 


none 






Score 


.89 






Exons 


23232. . 


23320, 23601. 


. 23637 , 


23768. .23879, 23965. 


. 24065, 






24971. . 


25075, 25173. 


. 25250 










Seq. No. 


15712 ' 






Seq. ID 


OJ990627_ 


O . ZJ O X Zf 




Gene No 


33251 






Strand 








Start 


23232 






End 


29223 






Name 


OJ990627 38.9B19.C2. 


o7 . np 


Method 


AAT/NAP 






Start 


23521 






End 


29223 






GI 


3831462 




Score 


388 






Exons 


23521. . 


23670, 23708. 


.23879, 


23965. .24065, 24971. 


.25075, 






26078. . 


26125, 26806. 


.26950, 


29018. .29223 






GI Descrio 


(AC005700) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


15712 






Seq. ID 


OJ990627_ 


38. 9B19, 


.C2 


Gene No. 


33251 






Strand 








Start 


23232 






End 


29223 






Name 


' OJ990627 38. 9B19.C2. 


08 . gs 


Method 


GENSCAN 






Start 


26980 






End 


27243 






GI 


none 






Score 


.83 






Exons 


26980. . 


27243 












Seq. No. 


15712 






Seq. ID 


OJ990627_ 


38.9B19. 


.C2 


Gene No. 


33252 






Strand 








Start 


31510 






End 


32535 






Name 


OJ990627 38.9B19.C2. 


olO . gs 


Method 


GENSCAN 






Start 


31510 






End 


32535 






GI 


none 






Score 


.57 






Exons 


31510. . 


32253, 32281. 


.32535 










Sea No 


15712 






Seq. ID 


OJ990627_ 


38. 9B19. 


c? 


Gene No 


33253 






Strand 








Start 


33089 






End 


38631 






Name 


OJ990627 38.9B19.C2. 


oil . gs 


Method 


GENSCAN 






Start 


33089 






End 


38631 






GI 


none 






Score 


.42 






Exon ^ 


33089. . 


33382, 33431. 


.33521, 


34120. .34210, 35081. 


.35303, 






35689. . 


36042, 36121. 


.36315, 


36584. .36685, 36922. 


.37089, 






37175. . 


37541, 38000. 


.38243, 


38391. .38631 






Seq . ' No . 


15712 






Seq. ID 


OJ990627_ 


38.9B19. 


C2 


Gene No. 


33253 






Strand 








Start 


33089 






End 


38631 






Name 


OJ990627 38.9B19.C2. 


08 . gp 


Method 


AAT/GAP 






Start 


36261 






End 


37502 






GI 


LIB3433 


-020-P1-K1-A6 




Score 


678 






Exons 


36261. . 


36639, 37460. 


.37502 











GI Descrip. ' 5 67 0155/gb I AF1612 69 . 1 | AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



16291 



9 



• 



Seq. No. 15712 
Gene No. 33253 
Start 33089 

Name OJ990627_38 . 9B19 . C2 . 08 . np 

Start 37687 
GI 5441880 
Exons 37687.. 38520 

GI Descrip. (AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID OJ990627_38.9B19.C2 
Strand 

End 38631 

Method AAT/NAP 

End 38520 

Score 947 



Seq. No. 15712 

Gene No. 33254 

Start 43604 

Name OJ990627_38 . 9B1 9 . C2 . 08 . tm 

Start 3587 

GI none 
Exons 



Seq. ID OJ990627_38.9B19.C2 
Strand 

End 51367 

Method TBLASTX : Mai ze 

End 3797 

Score 124 



3587. .3787, 3590. .3784, 3609. .3797, 3615. .3788 



Seq. No. 15712 

Gene No. 33254 

Start 43604 

Name OJ990627_38 . 9B19.C2 .ol . ts 

Start 3593 

GI none 
*r- Exons 



Seq. ID OJ990627_38 . 9B19.C2 
Strand 

End 51367 

Method TBLASTX : Soybean 

End 4923 

Score 122 



3593. .3787, 3609. .3797, 3944. .4351, 3966. .4352, 4445. .4633, 
4446. .4625, 4786. .4923 



Seq. No. 15712 

Gene No. 33254 

Start 43604 

Name OJ990627_38 . 9B19 . C2 . ol . tc 

Start 3620 

GI none 

Exons 3620.. 3787, 3953.. 4258, 3954. 

4445. .4630, 4804 . .4914 



Seq. ID OJ990627_38 . 9B19.C2 
Strand 

End 51367 

Method TBLASTX : Cress 

End 4914 

Score 203 

,4247, 4262. .4336, 4445. .4621, 



Seq. No. . 15712 

Gene No. 33254 

Start 43604 

Name OJ990627_38 . 9B19 . C2 . o2 . tw 

Start 3941 

GI none 

Exons 3941.. 4258, 3966.. 4235, 4254 



Seq. ID OJ990627_38 . 9B19.C2 
Strand 

End 51367 

Method TBLASTX : Wheat 

End 4327 

Score 217 
.4322, 4265. .4327 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15712 
33254 
43604 

OJ990627_38.9B19.C2.ol.tm 

3953 

none 



Seq. ID OJ990627_38.9B19.C2 
Strand 

End 51367 

Method TBLASTX : Mai ze 

End 4 962 

Score 473 



3953. .4351, 3954. .4352, 4436. .4633, 4443. .4631, 4445.-4633, 
4471. .4635, 4786. .4962 



Seq. No. 
Gene No. 



15712 
33254 



Seq. ID OJ990627_38.9B19.C2 
Strand 



16292 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43604 End 

OJ990627_38 . 9B19 . C2 . o9 . tm Method 

11160 End 

none Score 



51367 

TBLASTX: Maize 

11625 

52 



11160. . 11192, 11162. . 11191,. 11181. . 11264, 11194 .. 11265, 
11394. .11495, 11395. . 11496, 114 52 .. 11625 , 11538. .11624 



15712 
33254 
43604 

OJ990627_38 . 9B19 . C2 . o5 . ts 

11389 

none 

1138 9. .114 63, 11394. .114 95, 
11539. . 11625 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_38.9B19.C2 
51367 

TBLASTX: Soybean 

11625 

124 



11395. . 11496, 11538. .11624, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15712 
33254 
43604 

OJ990627_38 . 9B19 . C2 . o4 . ts 

12909 

none 

12909. .13007, 12994. .13053, 
132 69. .13319, 13277. .13537, 
1354 4 . . 13660, 1357 0. . 13659, 

15712 
33254 
43604 

OJ990 627_38 . 9B19 . C2 . o4 . tc 
12994 
none 
12994 . 
13268, 
13570, 



13059, 13008. .13058, 
13309, 13269. .13310, 
13659, 13674. .13718 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13108 

13317 



OJ990627 38.9B19.C2 



51367 

TBLASTX: Soybean 
13706 
62 

13161, 13112. .13180, 
13367, 13458. .13538, 



13665. .13706 



Seq. ID 

Strand 
End 

Method 
End 
Score 

13100 

13317 



OJ990627 38.9B19.C2 



51367 

TBLASTX: Cress 
13718 
61 

13180, 13111. .13179, 
13538, 13487. .13660, 



Seq. No. 15712 
Gene No. 33254 
Start 43604 

Name OJ990627_38 . 9B19 . C2 . o5 . tw 

Start 13094 
GI none 

Exons 13094 .. 13180, 13103 .. 13168, 

13269. .13316, 13272. .13319, 
13403. .13438, 39692. .39784 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13108. .13185, 13268 
13317. .13391, 13317 



OJ990627 38.9B19.C2 



51367 

TBLASTX: Wheat 
39784 
95 

13309, 
13385, 



Seq. No. 15712 

Gene No. 33254 ^" ' 

Start 43604 

Name OJ990627__38 . 9B19 . C2 . o7 . tm 

Start 13115 
GI none 
Exons 13115. 

13379. 

13671. 



13180, 13269. 
13468, 13541. 
13706 



,13316, 
13630, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13317 

13547 



OJ990627 38.9B19.C2 



51367 

TBLASTX: Maize 
13708 
80 

13553, 13329. . 13385, 
13657, 13670. . 13708, 



Seq. No. 



15712 



Seq. ID OJ990627 38.9B19.C2 



16293 





Gene No. 


33254 








Strand 










Start 


43604 








End 


51367 








Name 


OJ990627 38.9B19.C2 


.o2.ts 


Method 


TBLASTX : 


Soybean 






Start 


17467 








End 


22788 






GI 


none 








Score 


52 








Exons 


17467. 


. 17526, 


17578 


. .17607, 


17724 . . 17768, 17748 


. . 17912, 








17774. 


. 17875, 


18002 


. .18097, 


18083. .18187, 18286 


. .18354, 








18439. 


.18612, 


18453 


. . 18569, 


18582. . 18689, 18595 


. . 18708, 








21581. 


.21718, 


21786 


. .21974, 


22070. .22237, 22320 


, .22439, 








22351. 


.22470, 


22540 


. .22689, 


22548. .22655, 22690 


. .22788 






Seq. No. 


15712 








Seq. ID 


OJ990627 


_38.9B19 


.C2 




Gene No. 


33254 








Strand 










Start 


43604 








End 


51367 








Name 


OJ990627 38.9B19.C2 


.o2.tc 


Method 


TBLASTX : 1 


Cress 






Start 


17470 








End 


22788 








GI 


none 








Score 


101 








Exons 


17470. 


.17607, 


17496 


. . 17606, 


17724. .17768, 17748 


. . 17921, 








18037. 


.18102, 


18038 


. . 18097, 


18100. . 18195, 18107 


. .18187, 








18286. 


.18354, 


18370 


. .18450, 


18436. . 18588, 18456 


. .18545, 








18610. 


.18711, 


18618 


. .18713, 


21581. .217x8, 21604 


. .21714, 








21786. 


.21983, 


21794 


. .21937, 


22070. .22231, 22351 


. .22485, 




.1 SI 

u? 




22549. 


.22680, 


22711 


. .22788 










;;fi 


Seq. No. 


15712 








Seq. ID 


OJ990627 


_38 . 9B19. 


.C2 


Gene No. 


33254 








Strand 










Start 


43604 








End 


51367 






i s? 


Name 


OJ990627 38.9B19.C2 


.ol0. tm 


Method 


TBLASTX : 1 


Maize 




i'-i 


Start 


17481 








End 


21824 






t ; i-t 


GI 


none 








Score 


73 






'i _ i 


Exons 


17481. 


. 17603, 


17482 


. .17607, 


21474 . .21509, 21575 


. .21718, 




i s i £ 

: br 




21578. 


.21718, 


21785 


. .21823, 


21786. .21824 






\l 


Seq. No. 


15712 








Seq. ID 


OJ990627 


_38.9B19, 


,C2 


: =sF 


Gene No. 


33254 








Strand 








J 


Start 


43604 








End 


51367 






:: ii 


Name 


OJ990627 38.9B19.C2. 


. ol . tw 


Method 


TBLASTX: Wheat 




i ? f 


Start 


17578 








End 


22141 






c: 


GI 


none 








Score 


55 






• [ d=J 


Exons 


17578. 


.17607, 


17685. 


. . 17918, 


17724 . . 17759, 17772 


. .17918, 








18014 . 


.18091, 


18031, 


. .18108, 


21610. .21717, 21629 


. .21718, 








21638. 


.21718, 


21667, 


. .21720, 


21684 . .21761, 21786 


. .21980, 








21794. 


.21937, 


21867, 


. .21998, 


22064 . .22141, 22064 


. .22120 






Seq. No. 


15712 








Seq. ID 


OJ990627_ 


_38.9B19. 


,C2 




Gene No. 


33254 








Strand 










Start 


43604 








End 


51367 








Name 


OJ990627 38.9B19.C2. 


,o2.tm 


Method 


TBLASTX: Maize 






Start 


17684 








End 


22779 








GI 


none 








Score 


247 








Exons 


17684. 


. 17875, 


17721. 


. .17921, 


18037. .18102, 18038 


. . 18097, 








18100. 


. 18195, 


18101, 


. .18184, 


18286. . 18570, 18297 


. .18488, 








18403. 


. 18537, 


18504 . 


. . 18551, 


18603. . 18707, 18610 


. .18708, 








18637. 


.18711, 


21834 . 


, .21983, 


22070. .22237, 22351 


. .22434, 








22417. 


.22479, 


22539. 


, .22628, 


22543. .22686, 22726 


. .22779 






Seq. No. 


15712 








Seq. ID 


OJ990627_ 


_38. 9B19. 


C2 



16294 



Gene No. 33254 
Start 43604 

Name OJ990627_38 . 9B19 . C2 . 06 . tm 

Start 24210 
GI none 

Exons 24210. .24317, 24213 24281 , 

24968. .25081, 24972 25076, 
25170. .25259, 25172 /; 25261, 
25874. .25936, 26066 .. 26140, 
26815.. 26913 - 



Strand 
End 

Method 

End 

Score 



51367 

TBLASTX: Maize 

26914 

89 



24214. .24330, 24215 .. 24 328 , 

24973. .25077, 25122 .. 25262, 

25871. .25933, 25872 .. 25934 , 

26072. .26125, 2 68 13 .. 26914 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15712 
33254 
43604 

OJ990627_38.9B19.C2.o3.tm 
29034 



none 

29034. 

40352. 



,29435, 29035. 
.40645, 45811. 



Seq. ID OJ990627_38.9B19.C2 
Strand 

End 51367 
Method TBLASTX: Maize 
End 50661 
Score 475 
29436, 40247. .40645, 4 024 8 .. 4064 3, 
46209, 45812. .46207, 50259 50582 , 



50260. .50529, 5054 8 .. 50661 , 50548.. 50661 



Seq. No. 15712 Seq. ID 

Gene No. 33254 Strand 

Start 43604 End 

Name OJ990627_38 . 9B1 9 . C2 . o4 . tw Method 

Start 29037 End 

GI none Score 
Exons 



OJ990627_38.9B19.C2 
51367 

TBLASTX: Wheat 

50592 

305 



29037. .29315, 29044 29316, 29308 .. 29364 , 29313 .. 29366, 
40265. .40564, 40266. . 40526, 45829 .. 4 6089, 45830 .. 4 6090, 
46082. .46138, 50248 .. 50592, 50271. .50591 



Seq. No. 15712 
Gene No. 33254 
Start 43604 

Name OJ990627_38 . 9B1 9 . C2 . o5 . tm 

Start 29449 
GI none 

Exons 2 94 4 9. .29517, 294 4 9 .. 294 93, 

29584 . .29685, 29587 .. 29658 , 

• 40659. . 40790, 40661 .. 40789, 

40863. . 41099, 4 0896 .. 4 1099, 

4 64 65. .4 6668, 4 64 66. .4 6669, 

50876. .50965, 50876. . 50977, 



Seq. ID OJ990627_38.9B19.C2 
Strand 

End 51367 

Method TBLASTX : Maize 

End 51070 

Score 88 
29451. .29516, 2 9583. .29636, 
29688. .29891, 29692 .. 29892, 
40787. .40837, 40788 .. 40856, 
4 6361. .46429, 4 6439 .. 4 6669, 
5067 4. .50751, 5067 6. .507 62, 
51005. .51070, 51020. .51070 



Seq. No. 15712 
Gene No. 33254 
Start 43604 

Name OJ990627_38 . 9B19 . C2 . o3 . ts 

Start 29695 
GI none 

Exons 29695. .29760, 2 98 18 .. 29901 , 

41028. .41192, 41060. .41191, 
46457. .46522, 4 6604 .. 4 67 62 , 
46833. .47015, 5087 9 . . 5094 1 , 
51212. .51364, 51214. .51366 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_38.9B19.C2 
51367 

TBLASTX: Soybean 

51366 

38 



30034. .30156, 40875. .4 0952, 

41244 . .41447, 4 124 6 4 14 4 6, 

4 6609. .46761, 46813 .. 47016, 

51019. .51162, 51020. .51163, 



Seq. No. 



15712 



Seq. ID OJ990627_38.9B19.C2 



16295 






Gene No. 


33254 








Strand 








Start 


43604 








End 


51367 






Name 


OJ990627 38.9B19.C2 


. o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


29833 








End 


51364 






GI 


none 








Score 


76 






Exons 


29833. 


.29901, 


30004 


. .30156, 


40986. .41210, 41058 


. .41150, 






41213. 


.41458, 


41214 , 


. .41432, 


46610. .46780, 46833 


. .47024, 






46834. 


.47001, 


51020. 


. .51166, 


51181J .51363, 51182 


. .51364 




Seq. No. 


15712 








Seq. ID 


OJ990627 


_38. 9B19 




Gene No. 


33254 








Strand 








Start 


43604 








End 


51367 






Name 


OJ990627 38.9B19.C2. 


.o3. tw 


Method 


TBLASTX : 1 


Wheat 




Start 


29926 








End 


51367 






C T 
bl 


none 








Score 


213 






Exons 


29926. 


.30066, 


29966. 


. .30070, 


29967. .30155, 29968 


. .30156, 






30163. 


.30234, 


30165. 


. .30221, 


41133. .41192, 41186 


. .41470, 






41199. 


.41471, 


46703. 


. .46762, 


46756. .4681 


.8, 46769 


. .46825, 






46813. 


.47040, 


46815. 


. .47039, 


51104. .51364, 51104 


. .51175, 






51115. 


.51366, 


51233. 


. .51367 










Seq. No. 


15712 








Seq. ID 


OJ990627 


_38.9B19 




Gene No. 


33254 








Strand 






; : ~7 


Start 


43604 








End 


51367 




!. t 

: s; 


Name 


OJ990627 38.9B19.C2. 


. o4 . tm 


Method 


TBLASTX : ] 


Maize 


i J f: 

rii 


Start 


30082 








End 


51365 




GI 


none 








Score 


95 




':sf 


Exons 


30082. 


.30156, 


30084. 


, .30185, 


30121. .30234, 30163 


. .30207, 


U! 




30165. 


.30218, 


30219. 


, .30449, 


30240. .30449, 32311 


z.32526, 


t "| 




41291. 


.41674, 


41292. 


, .41675, 


46860. .47189, 46861 


. .47226, 


r i £ 




47092. 


.47220, 


51259. 


, .51360, 


51260. .51364, 51264 


. .51365 



Seq. No. 


15712 




Seq. ID 


OJ990627_38. 9B19 


.C2 


Gene No. 


33254 




Strand 






Start 


43604 




End 


51367 




Name 


OJ990627 38. 9B19.C2.o6. tw 


Method 


TBLASTX: Wheat 




Start 


37268 




End 


37450 




GI 


none 




Score 


108 




Exons 


37268. 


.37387, 37269. .37388, 


37386. .37448, 37397. .37450 




Seq. No. 


15712 




Seq. ID 


OJ990627_38.9B19 


.C2 


Gene No. 


33254 




Strand 






Start 


43604 




End 


51367 




Name 


OJ990627 38.9B19.C2.ol3.gs 


Method 


GEN SCAN 




Start 


43604 




End 


43735 




GI 


none 




Score 


.87 




Exons 


43604 . 


.43735 








Seq. No. 


15713 




Seq. ID 


OJ99p627_38.9B19 


.C3 


Gene No. 


33255 




Strand 


+ 




Start 


8657 




End 


11269 




Name 


OJ990627 38.9B19.C3.o4.gs 


Method 


GENSCAN 




Start 


8657 




End 


11269 




GI 


none 




Score 


. 7 




Exons 


8657. . 


8990, 9866. .10095, 10598 .. 10 657 , 


11177. .11269 




Seq. No. 


15713 




Seq. ID 


OJ990627_38. 9B19, 


.C3 



16296 






Gene No. 


33256 




Strand 


+ 








Start 


12634 




End 


13905 








Name 


OJ990627 38.9B19.C3 


. o5 . gs 


Method 


GENSCAN 








Start 


12634 




End 


13905 








GI 


none 




Score 


. 63 








Exons 


12634 . . 13905 














Seq. No. 


15713 




Seq. ID 


OJ990627_38, 


. 9B19 


.C3 




Gene No. 


33256 




Strand 


+ 








Start 


12634 




End 


13905 








Name 


OJ990627 38.9B19.C3, 


. ol .np 


Method 


AAT/NAP 








Start 


12653 




End 


13902 








GI 


6522916 




Score 


664 








Exons 


12653. . 13296, 13330, 


. . 13902 












GI Descrip. 


(AL132978) putative 


protein 


[Arabidops 


is thaliana] 








Seq. No. 


15713 




Seq. ID 


OJ990627J38. 


. 9B19, 


.C3 




Gene No. 


33257 




Strand 


4- 








Start 


14442 




End 


15143 








Name 


OJ990627 38.9B19.C3. 


. o2 . np 


Method 


AAT/NAP 








Start 


14442 




End 


15131 








GI 


4678200 




Score 


332 






Q 


Exons 


14442. . 15131 














GI Descrip. 


(AC007134) hypothetical protein [Arabidopsis thaliana] 




cn 

! 3 iS 


Seq. No. 


15713 




" Seq. ID 


OJ990627_38, 


. 9B19, 


.C3 


! sF 


Gene No. 


33257 




Strand 


+ 






,3 : 

: t 


Start 


14442 




End 


15143 






i si 


Name 


OJ990627 38.9B19.C3. 


. 06 . gs 


Method 


GENSCAN 








Start 


14442 




End 


15143 








GI 


none 




Score 


.89 






: sF 


Exons 


14442. . 15143 












□ 


Seq. No. 


15713 




Seq. ID 


OJ990627_38. 


, 9B19. 


.C3 




Gene No. 


33258 




Strand 








s: 


Start 


1668 




End 


2917 








Name 


OJ990627 38.9B19.C3. 


, ol . gs 


Method 


GENSCAN 






's;r 


Start 


1668 




End 


2917 








GI 


none ■*■ 




Score 


. 63 








Exons 


1668.'. 1715, 2350.. 2594, 2609 


..2743, 2785. .2917 








Seq. No. 


15713 




Seq. ID 


OJ990627_38. 


, 9B19. 


,C3 




Gene No. 


33259 




Strand 










Start 


4933 




End 


6006 








Name 


OJ990627 38.9B19.C3. 


o2 . gs 


Method 


GENSCAN 








Start 


4933 




End 


5955 








GI 


none 




Score 


1 








Exons 


4933. .5955 














Seq. No. 


15713 




'i 

Seq. ID 


OJ990627_38. 


9B19. 


, C3 




Gene No. 


33259 




Strand 










Start 


4933 




End 


6006 








Name 


OJ990627 38.9B19.C3. 


ol.gp 


Method 


AAT/GAP 








Start 


5724 




End 


6006 








GI 


702086 




Score 


520 








Exons 


5724 . . 6006 













16297 





Seq. No. 


15713 










Seq. ID 


OJ990627_38.9B19.C3 




Gene No. 


33260 










Strand 






Start 


6483 










End 


6542 




Name 


OJ990627 38 


. 9B19 


.C3.o2. 


gp 


Method 


AAT/GAP 




Start 


6483 










End 


6542 




GI 


2312838 








Score 


75 




Exons 


6483. 


6542 














GI Descrip. 


1420932/gb| 


U61383IORU61383 7. 


0e-21 Oryza ruf ipogon 






4 -coumarate 


-CoA 


ligase 


gene, 


intron 1, 


partial sequence 




Seq. No. 


15713 










Seq. ID 


OJ990627_38.9B19.C3 




Gene No . 


33261 










Strand 






. Start 


7885 










End 


8184 




Name 


OJ990627 38 


. 9B19 


,C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4886 










End 


5112 




GI 


none 










Score 


99 




Exons 


4886. . 


5035, 


4887 


. .5039, 


4926. 


.5039, 4945. .5112, 4958.. 5095 




Seq. No. 


15713 










Seq. ID 


OJ990627_38.9B19.C3 




Gene No. 


33261 










Strand 






Start 


7885 










End 


8184 




Name 


OJ990627 38 


. 9B19 


.C3.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


7846 










End 


8056 


i. -i 


GI 


none 










Score 


84 


r f S 


Exons 


7846. . 


8055, 


7885 


.'.7989, 


7979. 


.8056 






Seq. No. ■ 


15713 










Seq. ID 


OJ990627_38.9B19.C3 




Gene No. 


33261 










Strand 






Start 


7885 










End 


8184 


Ul 


Name 


OJ990627 38 


. 9B19 


.C3.o2. 


tc 


Method 


TBLASTX: Cress 


osr 


Start 


7885 










End 


8050 


! S L| 


GI 


none 










Score 


83 




Exons 


7885. . 


8037, 


7885 


. .8037, 


7886. 


.8050 




's s? 
■i J 


Seq. No. 


15713 










Seq. ID 


OJ990627_38.9B19.C3 




Gene No . 


33261 










Strand 




M= 


Start 


7885 










End 


8184 




Name 


OJ990627 38 


. 9B19 


.C3.o3. 


9 s 


Method 


GEN SCAN 


'S 3.» 


Start 


7885 










End 


8184 


= i 


GI 


none 










Score 


. 98 


! .-=' 


Exons 


7885. . 


8184 














Seq. No. 


15713 










Seq. ID 


OJ990627_38.9B19.C3 




Gene No. 


33262 










Strand 






Start 


8488 










End 


10113 




Name 


OJ990627 38 


. 9B19 


.C3.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


8488 










End 


10052 




GI 


none 










Score 


52 




Exons 


8488. . 


8526, 


8645 


. .87Q4, 


8650. 


.8703, 8689. .8760, 8690.. 8761, 






8699. . 


8761, 


8804 


. .8923, 


8816. 


.8938, 8821. .8943, 8900. .8992, 






8918. . 


8992, 


9849 


. .9917, 


9865. 


.9900, 9901. .9933, 9987. .10052, 






9991. . 


10050 














Seq. No. 


15713 










Seq. ID 


OJ990627_38.9B19.C3 




Gene No . 


33262 










Strand 






Start 


8488 










End 


10113 




Name 


OJ990627 38 


. 9B19 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 



16298 




Start 


8807 




End 


10113 




GI 


none 




Score 


228 




Exons 


8807. .8959, 8816. .8989, 


9987 


. .10049, 


9991. .10113 




Seq. No. 


15713 




Seq. ID 


OJ990627_38.9B19 


,C3 


Gene No. 


33262 




Strand 






Start 


8488 




End 


10113 




Name 


OJ990627 38. 9B19.C3.o2. 


ts 


Method 


TBLASTX : Soybean- . 




Start 


8816 




End 


9006 




GI 


none 




Score 


229 




Exons 


8816. . 9001, 8825. .8905, 


8935 


. .9006 






Seq. No. 


15713 




Seq. ID 


OJ990627_38. 9B19 


.C3 


Gene No. 


33263 




Strand 






Start 


12978 




End 


13299 




Name 


OJ990627 38.9B19.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


12978 




End 


13299 




GI 


4292932 




Score 


362 




Exons 


12978. .13028, 1297 9. .13299, 


13083. .13295 




GI Descrip. 


4468990/emb_CAB38304_ 5 


. Oe-15 (AL035605) putative protein 




[Arabidopsis thaliana] 










Seq. No. 


15713 




Seq. ID 


OJ990627J38.9B19 


.C3 


Gene No. 


33264 




Strand 






Start 


14766 




End 


15004 




Name 


OJ990627 38.9B19.C3.o3. 


ts 


Method* ' 


TBLASTX: Soybean 




Start 


14766 




End 


15004 




GI 


none 




Score 


164 




Exons 


14766. .14903, 14772. .14 


849, 


14807 . . 14 


399, 14912. .15004, 






14913. . 15002 










Seq. No. 


15714 




Seq. ID 


OJ990627_38.9B19 


.C4 


Gene No . 


33265 




Strand 


+ 




Start 


894 




End 


1905 




Name 


OJ990627 38.9B19.C4.ol. 


gs 


Method 


GENSCAN 




Start 


894 




End 


1905 




GI 


none 




Score 


.68 




Exons 


894. .1040, 1554. .1727, 


1774 . 


.1905 






Seq. No. 


15714 




Seq. ID 


OJ990627_38.9B19 


,C4 


Gene No. 


33266 




Strand 


+ 




Start 


3226 




End 


5718 




Name 


OJ990627 38.9B19.C4.o2. 


gs 


Method 


GENSCAN 




Start 


3226 




End 


5718 




GI 


none 




Score 


.51 




Exons 


3226. .3340, 4203. .4371, 


5025 


..5193, 5572. .5718 




Seq. No. 


15715 




Seq. ID 


OJ990627_38.9B19 


C5 


Gene No. 


33267 '-' 




Strand 


+ 




Start 


1 




End 


598 




Name 


OJ990627 38.9B19.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


598 




GI 


4680203 




Score 


212 




Exons 


1..400, 569.-598 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


15715 




Seq. ID 


OJ990627_38. 9B19 


C5 



16299 




Gene No . 


33267 




Strand 


+ 








Start 


1 




End 


598 








Name 


OJ990627 38.9B19.C5.ol. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


8 




End 


305 








GI 


none 




Score 


54 








Exons 


8. .79, 9. .95, 83. .202, 


90. 


.188, 204. .305, 206.. 


298 






Seq. No. 


15715 




Seq. ID 


OJ990627 


_38. 


9B19 


.C5 


Gene No. 


33267 




Strand 


+ 








Start 


1 




End 


598 








Name 


OJ990627 38. 9B19.C5.ol. 


gs 


Method 


GEN SCAN 








Start 


24 




End 


506 








GI 


none 




Score 


. 8 








Exons 


24. .506 














Seq. No. 


15715 




Seq. ID 


OJ990627 


_38. 


9B19. 


.C5 


Gene No. 


33267 




Strand 


+ 








Start 


1 




End 


598 








Name 


OJ990627 38. 9B19.C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


152 




End 


365 








GI 


none 




Score 


184 








Exons 


152. .334, 153. .365 














Seq.. No. 


15716 




Seq. ID 


OJ990627 


38 . 


9B19. 


.C7 


Gene No. 


33268 




Strand 


— 








Start 


667 




End 


2129 








Name 


OJ990627 38.9B19.C7.ol. 


gs 


Method 


GEN SCAN 








Start 


667 




End 


1391 








GI 


none 




Score 


. 55 








Exons 


667. .797, 860. .928, 1142.. 


1391 










Seq. No. 


15716 




Seq. ID 


OJ990627 


_38. 


9B19. 


,C7 


Gene No. 


33268 




Strand 


— 








Start 


667 




End 


2129 








Name 


OJ990627 38.9B19.C7.ol. 


np 


Method 


AAT/NAP 








Start 


670 




End 


2129 








GI 


6815052 




Score 


396 








Exons 


670.. 790, 1083.. 1152, 1234 


..1421, 2078 


. .2129 








GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


15717 




Seq. ID 


OJ990627 


_38. 


9B19. 


.CH 


Gene No. 


33269 




Strand 


+ 








Start 


4701 




End 


5498 








Name 


OJ990627 38.9B19.C10.o2 


.gs 


Method 


GENSCAN 








Start 


4701 




End 


D 4 y O 








GI 


none 




Score 


. 95 








Exons 


4701. .4852, 5063. .5498 














Seq. No. 


15717 




Seq. ID 


OJ990627 


_38. 


9B19. 


Cll 


Gene No. 


33270 




Strand 










Start 


643 




End 


2720 








Name 


OJ990627 38. 9B19.C10.ol 


.gs 


Method 


GENSCAN 








Start 


643 




End 


2720 








GI 


none 




Score 


. 95 








Exons 


643. .966, 2718. .2720 














Seq. No. 


15718 




Seq. ID 


OJ990627 


_38. 


9B19. 


ci; 



16300 



Gene No. 33271 Strand + 

Start 309 End 429 ' 

Name OJ990627_38 . 9B19 . C12 . ol . gs Method GENSCAN 

Start 309 End 429 

GI none Score .89 

Exons 309. .429 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15719 
33272 
389- 

OJ990627 

389 

none 

389. .493 



38.9B19.C13.ol.gs 



Seq. ID OJ990627_38.9B19.C13 

Strand + 

End 4 93 

Method GENSCAN 

End 4 93 

Score .88 



Seq. No. 15720 Seq. ID 

Gene No. 33273 Strand 

Start 4 67 End 

Name OJ990627_38 . 9B19 . C14 . ol . gp Method 

Start 4 67 End 

GI 39479_1.R1084 Score 

Exons 467.. 787 

GI Descrip. 1 629688/pir | | S4 6210 1.0e-23 dehydroquinase shikimate 
dehydrogenase - Common tobacco >gi_535771 (L32794) 
dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 
tabacum] 1 



OJ990627_38.9B19.C14 
+ 

787 

AAT/GAP 

787 

605 



Seq. No. 15721 Seq. ID 

Gene No. 33274 Strand 

Start 82 - End 

Name OJ990627_38 . 9B19 . C15 . ol . gp Method 

Start 82 End 

GI 39479_1.R1084 Score 

Exons 82.. 266 

GI Descrip. 1 629688 /pir | | S4 6210 1.0e-23 dehydroquinase shikimate 
dehydrogenase - Common tobacco >gi_535771 (L32794) 
dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 
tabacum] 1 



OJ990627_38.9B19.C15 
+ 

266 

AAT/GAP 

266 

246 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15721 Seq. ID OJ990627_38 . 9B1 9 . C15 

33275 Strand 

1 End 282 

OJ990627_38.9B19.C15.ol.np Method AAT/NAP 

1 End 265 

629688 Score 78 

1. .265 

dehydroquinase shikimate dehydrogenase - Common tobacco 
gi I 535771 (L32794) dehydroquinate dehydratase/shikimate 
dehydrogenase [Nicotiana tabacum] 



15721 
33275 
1 

OJ990627_38.9B19.C15.ol . tm 
104 
none 

104. .217, 107. .211, 109. .282, 112. .249 



Seq. ID OJ990627_38.9B19.C15 



Strand 
End 

Method 

End 

Score 



282 

TBLASTX: Maize 

282 

139 



16301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15722 
33276 
1 

OJ990627_38 . 9B19 . C17 . ol . np 
1 

1707007 
1. .566 

(U78721) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990627_38.9B19.C17 

Strand + 

End 566 

Method AAT/NAP 

End 566 

Score 591 



15722 
33276 
1 

OJ990627_38.9B19.C17.ol.tw 
1 

none 



Seq. ID OJ990627_38.9B19.C17 

Strand + 

End 566 

Method TBLASTX : Wheat 

End 561 

Score 194 



1..345, 93. .155, 100. .189, 232. .561, 273. .557 



Seq. No. 15722 

Gene No. 33276 

Start 1 

Name OJ990627_38 . 9B19 . C17 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990627_38.9B19.C17 

Strand + 

End 566 

Method TBLASTX : Mai ze 

End 561 

Score 115 



1..168, 52. .294, 70. .216, 94. .477, 105. .173, 117. .476, 361. .558, 
415. .561 



Seq. No. 15722 

Gene No. 33276 

Start 1 

Name OJ990627_38 . 9B19 . C17 . ol . tc 

Start 4 

GI none 
Exons 



Seq. ID OJ990627_38.9B19.C17 

Strand + 

End 566 

Method TBLASTX: Cress 

End 564 

Score 170 



4. .273, 22. .273, 100. .264, 151. .561, 177. .308, 280. .564, 
366. .557 



Seq. No. 15722 

Gene No. 33276 

Start 1 

Name OJ990627_38 . 9B19 . C17 . ol . ts 

Start 31 

GI none 

Exons 31.. 333, 33.. 332, 265.. 561 

Seq. No. 15723 

Gene No. 33277 

Start 3 

Name OJ990627_38 . 9B1 9 . C18 . ol . gs 

Start 3 

GI none 

Exons 3.. 275, 296.. 493 



Seq. ID OJ990627_38.9B19.C17 

Strand + 

End 566 

Method TBLASTX : Soybean 

End 561 

Score 207 



Seq. ID OJ990627_38.9B19.C18 

Strand + 

End 4 93 

Method GENSCAN 

End 4 93 

Score .73 



Seq. No. 15724 

Gene No. 33278 

Start 284 

Name OJ990627_38 . 9B1 9 . C19 . ol . gs 

Start 284 



Seq. ID OJ990627_38.9B19.C19 
Strand 

End 415 

Method GENSCAN 

End 415 



16302 




GI 


none 




Score 


.99 






Exons 


284. .415 












Seq. No. 


15725 




Seq. ID 


OJ990627_38. 


9B19 


.C20 


Gene No. 


33279 




Strand 


+ 






Start 


354 




End 


657 






Name 


OJ990627 38.9B19.C20.ol. 


gs 


Method 


GENSCAN 






Start 


354 




End 


657 






GI 


none 




Score 


.58 






Exons 


354. .458, 544. .657 












Seq. No. 


15726 




Seq. ID 


OJ990627_38. 


9B19 


.C21 


Gene No. 


33280 




Strand 


+ 






Start 


335 




End 


487 






Name 


OJ990627 38 . 9B19 . C21 . o2 . 


gp 


Method 


AAT/GAP 






Start 


335 




End 


487 






GI 


jC-osleLIB3474037gllal 




Score 


291 






Exons 


335. .487 












GI Descrip. 


1 5852182/emb|CAB55420.1 | 


9. 


Oe-13 (AL117265) zhb0012 


M [Oryza 




sativa] ' 












Seq. No. 


15726 




Seq. ID 


OJ990627_38. 


9B19 


.C21 


Gene No . 


33281 




Strand 


+ 






Start 


417 




End 


580 






Name 


OJ990627- 38.9B19.C21.ol. 


gp 


Method 


AAT/GAP 






Start * 


417 




End 


580 






GI 


none 




Score 


294 






Exons 


417. .'580 












Seq. No. 


15726 




Seq. ID 


OJ990627_38. 


9B19 


.C21 


Gene No. 


O 1 o o o 

33282 




Strand 








Start 


193 




End 


255 






Name 


OJ990627 38. 9B19.C21.o4 . 


gp 


Method 


AAT/GAP 






Start 


193 




End 


255 






GI 


none 




Score 


122 






Exons 


193. .255 












Seq. No. 


15727 




Seq. ID 


OJ990627_38. 


9B19 


.C25 


Gene No. 


33283 




Strand 


+ 






Start 


* 204 




End 


393 






Name 


OJ990627 38.9B19.C25.ol. 


gs 


Method 


GENSCAN 






Start 


204 




End 


393 






GI 


none 




Score 


.59 






Exons 


204. .393 












Seq. No. 


15728 




Seq. ID 


OJ990627_38. 


9B19 


.C26 


Gene No. 


33284 




Strand 








Start 


356 




End 


865 






Name 


OJ990627 38.9B19.C26.ol. 


gs 


Method 


GENSCAN 






Start 


356 


End 


865 






GI 


none 




Score 


.44 






Exons 


356. .444, 712. .865 












Seq. No. 


15729 




Seq. ID 


OJ990627_38. 


9B19 


.C28 


Gene No. 


33285 




Strand 


+ 






Start 


132 




End 


400 






Name 


OJ990627 38.9B19.C28.ol. 


gs 


Method 


GENSCAN 







16303 




Start 


132 




End 


400 




GI 


none 




Score 


.5 




Exons 


132.. 295, 318.. 400 










Seq. No. 


15730 




Seq. ID 


OJ990627_38 


.9B19.C29 


Gene No. 


33286 




Strand 






Q +■ 3 v~ 4- 






End 


10292 




Name 


OJ990627 38. 9B19.C29.o3 


.gs 


Method 


GENSCAN 




Start 


4628 




End 


8724 




GI 


none 




Score 


.44 




Exons 


4628. .4772, 4797. .4918, 


5632. .5712, 6267. .6386, 77* 


39. .7950, 




8054. .8248, 8260. .8724 

- 








Seq. No. 


15730 




Seq. ID 


OJ990627_38 


9B19.C29 


Gene No. 


33286 




Strand 


+ 




Start 


4628 




End 


10292 




Name 


OJ990627 38.9B19.C29.o3 


.gp 


Method 


AAT/GAP 




Start 


7807 




End 


10292 




GI 


25857 1.R1084 




Score 


418 




Exons 


7807.. 7950, 9128.. 9229, 


10264 . . 10292 






GI Descrip. 


1 1621495/dbj |BAA12903| 4 . Oe- 


-35 (D85877 


reverse transcriptase 




[Oryza sativa] ' 










Seq. No. 


15730 




Seq. ID 


OJ990627 38. 


9B19.C29 


Gene No . 


33286 




Strand 


+ 




Start 


4628 




End 


10292 




Name 


OJ990627 38.9B19.C29.o4 


.gs 


Method 


GENSCAN 




Start 


9783 




End 


10169 




GI 


none 




Score 


.68 




Exons 


9783. . 10169 










Seq. No. 


15730 




Seq. ID 


OJ990627__38. 


9B19.C29 


Gene No. 


33287 




Strand 






Start 


1 




End 


2444 




Name 


OJ990627 38.9B19.C29.ol 


gp 


Method 


AAT/GAP 




Start 


1 




End 


540 




GI 


11466 1.R1084 




Score 


602 




Exons 


1..139, 261. .371, 455.. 540 








GI Descrip. 


, 2369766/emb|CAA04664 | 3.0e- 


35 (AJ001304) hypothetical protein 




[Citrus x paradisi] 1 










Seq. No. 


15730 




Seq. ID 


OJ990627_38. 


9B19.C29 


Gene No. 


33287 




Strand 






O L d X L. 


1 




End 


2444 




Name 


OJ990627 38.9B19.C29.ol. 


np 


Method 


AAT/NAP 




Start 


95 




End 


2067 




GI 


2369766 




Score 


797 




Exons 


95. .139, 261. .371, 455.. 


538, 


1217. .1317 


, 1452. .2067 




GI Descrip. 


(AJ001304) hypothetical 


protein [Citrus 


x paradisi] 




Seq. No. 


15730 




Seq. ID 


OJ990627 38. 


9B19.C29 


Gene No. 


33287 




Strand 






Start 


1 




End 


2444 




Name 


OJ990627 38 . 9B19.C29.ol. 


gs 


Method 


GENSCAN 




Start 


261 




End 


2058 




GI 


none 




Score 


.97 




Exons 


261. .371, 455. .538, 1217 


. . 1317, 1452. .2058 





16304 



OJ990627 38.9B19.C29 



Seq. No. 15730 Seq. ID 

Gene No. 33287 Strand 

Start 1 End 2444 

Name OJ990627_38 . 9B19 . C29 . o2 . gp Method AAT/GAP 

Start 1704 End 2444 

GI 13489_1.R1084 Score 1235 

Exons 1704.. 2194, 2291.. 2444 ■ 

GI Descrip. 1 23697 66/emb | CAA04 664 | 2.0e-14 (AJ001304) hypothetical protein 
[Citrus x paradisi] * 



Seq. No. 


15730 






Seq. ID 


OJ990627_38.9B19.C29 


Gene No. 


33288 






Strand 




Start 


3396 






End 


3863 


Name 


OJ990627 38 


.9B19.C29.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


22 






End 


2065 


GI 


none 






Score 


34 


Exons 


22. .48, 91. 


.162, 92. .142, 246 


..371, 265.-372, 268. .372, 




270. .374, 446. .580, 450 


. .539, 


452. .541, 


454. .546, 1163. .1318, 




1216. . 1314, 


1218. .1319, 


1428. 


.1562, 1433. .1564, 1443. .1517, 




1447. .1578, 


1451. .1567, 


1588. 


.1719, 1617. .1712, 1648. .1719, 




1673. .1723, 


1705. . 1779, 


1705. 


.1785, 1780. .1827, 1781. .1822, 


: si 

E 


1801. . 1872, 


1864 . .2061, 


1865. , 


.2062, 1878. .2048, 1880. .2065 


Seq. No. 


15730 






Seq. ID 


OJ990627_38.9B19.C29 


■~ Gene No. 


33288 






Strand 




;;: start 


3396 






End 


3863 


}j Name 


OJ990627 38. 


.9B19.C29.o2 


. tw 


Method 


TBLASTX: Wheat 


"1 Start 


39 






End 


481 


s Lj GI 


none 






Score 


38 


s \ Exons 


39. .68, 91., 


.144, 93. .140, 116. 


..142, 231. .371, 265. .372, 




265. .372, 266. .373, 446, 


. .481, 


450. .479 




■ Seq. No. 


15730 






Seq. ID 


OJ990627_38.9B19.C29 


:s | Gene No. 


33288 






Strand 




Start 


3396 






End 


3863 


,j. Name 


OJ990627 38, 


.9B19.C29.ol, 


. tc 


Method 


TBLASTX: Cress 


. Start 


. 246' 






End 


2065 


!« GI 


none 






Score 


128 


Exons 


246. .371, 262. .372', 271, 


. .375, 


441. .530, 


446. .547*, 450. .539, 


SI 


1220. . 1318, 


1227. . 1319, 


1436. . 


,1558, 14 4 7. . 1578, 14 50. .1764, 




1915. .2058, 


1925. .2065 








Seq. No. 


15730 






Seq. ID 


OJ990627_38 . 9B19.C2 9 


Gene No. 


33288 






Strand 




Start 


3396 






End 


3863 


Name 


OJ990627 38. 


■9B19.C29.ol. 


. ts 


Method 


TBLASTX: Soybean 


Start 


246 






End 


2086 


GI. 


none 






Score 


128 .. 


Exons 


246. .371, 265. .372, 271. 


, .375, 


446. .580, 


450. .539, 1163. .1318, 




1218. .1319, 


1433. . 1540, 


1447 . . 


1578, 1451. .1564, 1801. .1866, 




1915. .2058, 


1925. .2086, 


1934 . . 


2059 




Seq. No. 


15730 






Seq. ID 


OJ990627_38.9B19.C29 


Gene No. 


33288 






Strand 




Start 


3396 






End 


3863 


Name 


OJ990627 38. 


9B19.C29.ol. 


tw 


Method 


TBLASTX: Wheat 



16305 






Start 


482 


End 


2076 




GI 


none 


Score 


77 




Exons 


482. .580, 483. .539, 484. .540, 


485. .541, 


1163. .1318, 1187. .1 






1216. .1317, 1218. .1319, 1428. 


.1562, 1447. .1578, 1451. .1567, 






1453. .1638, 1582. .2076, 1648. 


.2076 






Seq. No. 


15730 


Seq. ID 


OJ990627_38 . 9B19.C29 




Gene No. 


33288 


Strand 






Start 


3396 


End 


3863 




Name 


OJ990627 38.9B19.C29.o'2.gs 


Method 


GENSCAN 




Start 


3396 


End 


3863 




GI 


none 


Score 


. 8 




Exons 


3396. .3518, 3783. .3863 








Seq. No. 


15730 


Seq. ID 


OJ990627_38.9B19.C29 




Gene No. 


33289 


Strand 






Start 


9966 


End 


10248 




Name 


OJ990627 38.9B19.C29.o2.tm 


Method 


TBLASTX: Maize 




Start 


9966 


End 


10248 




GI 


none 


Score 


320 




Exons 


9966. .10247, 9968. .10243, 9981. .10247, 


9982. .10248 




Seq. No. 


15731 


Seq. ID 


OJ990627_38.9B19.C31 




Gene No. 


33290 


Strand 


+ 


•ill 


Start 


90 


End 


232 


j.fi 


Name 


OJ990627 38.9B19.C31.ol.np 


Method 


AAT/NAP 




Start 


90 


End 


232 


fll 


GI 


529353 


Score 


117 


□ 


Exons 


90. .232 






U! 


GI Descrip. 


(U12757) diphenol oxidase [Acer pseudoplatanus ] 


;«( i 


Seq. No. 


15732 


Seq. ID 


OJ990627_38.9B19.C34 


! =.= 


Gene No. 


33291 


Strand 




is 


Start 


2 


End 


421 




Name 


OJ990627 38.9B19.C34.ol.gs 


Method 


GENSCAN 


\i 

*i 


.Start 


2 


End 


421 


L J. 

;3 3: 


GI 


none 


Score 


.69 


si 


Exons 


2. .166, 323. .421 






□ 


Seq. No. 


15733 


Seq. ID 


OJ990627_38.9B19.C35 


i S3 | 


Gene No. 


33292 


Strand 






Start 


45 


End 


200 




Name 


OJ990627 38.9B19.C35.ol.gs 


Method 


GENSCAN 




Start 


45 


End 


200 




GI 


none 


Score 


.54 




Exons 


45. .200 








Seq. No. 


15734 


Seq. ID 


OJ990627 38.9B19.C36 




Gene No. 


33293 


Strand 


+ 




Start 


1 


End 


387 




Name 


OJ990627 38.9B19.C36.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


387 




GI 


3169883 


Score 


195 




Exons 


1..188, 330. .387 








GI Descrip. 


(AF033194 ) dehydroquinate dehydratase/shikimate : NADP 



oxidoreductase [Lycopersicon esculentum] gi (3169888 (AF034411) 
dehydroquinate dehydratase/shikimate : NADP oxidoreductase 



16306 



[Lycopersicon esculentum] 



Seq. No. 15734 Seq. ID 

Gene No. 33293 Strand 

Start 1 End 

Name OJ990627_38 . 9B1 9 . C36 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..186, 3. .176, 7. .186 



OJ990627_38.9B19.C36 
+ 

387 

TBLASTX: Maize 

186 

271 



Seq. No. 15734 Seq. ID 

Gene No. 33293 Strand 

Start 1 End 

Name OJ990627_38. 9B19 . C36 . ol . ts Method 

Start 1 End 

GI none Score 

Exons 1..186, 6. .176, 25. .186 



OJ990627_38.9B19.C36 
+ 

387 

TBLASTX : Soybean 

186 

218 



Seq. No. 15734 

Gene No. 33293 

Start 1 

Name OJ990627_38 . 9B19 . C36 . ol . tc 

Start 1 

GI none 

Exons 1..186, 1..159, 3. .161 

Seq. No. 15734 

Gene No. 33293 

Start 1 

Name OJ990627_38 . 9B19 . C36 . ol . gs 

Start 78 

GI none 

Exons 78.. 174 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_38.9B19.C36 
+ 

387 

TBLASTX: Cress 

186 

187 



OJ990627_38.9B19.C36 
+ 

387 

GEN SCAN 

174 

.66 



Seq. No. 15735 Seq. ID 

Gene No. 33294 Strand 

Start 234 End 

Name OJ990627_38 . 9B19 . C37 . ol . gp Method 

Start 234 End 

GI none Score 

Exons 234 . .394 



OJ990627_38.9B19.C37 
+ 

394 

AAT/GAP 

394 

294 



Seq. No. 15735 Seq. ID 

Gene No. 33295 Strand 

Start 416 End 

Name OJ990627_38 . 9B19 . C37 . ol . np Method 

Start 341 End 

GI 6729012 Score 

Exons 341.. 406, 496.. 706 
GI Descrip. (AC016827) putative GTPase 

Seq. No. 15735 Seq. ID 

Gene No. 33295 Strand 

Start 416 End 

Name OJ990627_38 . 9B19 . C37 . ol . tm Method 

Start 407 End 

GI none Score 



OJ990627_38.9B19.C37 
706 

AAT/NAP 

706 

109 



[Arabidopsis thaliana] 



OJ990 627_38 . 9B19.C37 
706 

TBLASTX: Maize 

704 

41 



16307 






Exons 


407. .703, 408. .440, 416. .454, 


490. . 693, 548. .703, 


603. . 


704 




Seq. No. 


15735 


Seq. ID 


OJ990627 


_38 


.9B19 


.C37 




Gene No. 


33295 


Strand 












Start 


416 


End 


706 










Name 


OJ990627 38.9B19.C37.ol.gs 


Method 


GENSCAN 










Start 


416 


End 


694 










GI 


none 


Score 


1 










Exons 


416. . 694 














Seq. No. 


15736 


Seq. ID 


OJ990627 


_33 


. 9B18 


.CI 




Gene No. 


33296 


Strand 












Start 


196 


End 


285 










Name 


OJ990627 33.9B18.Cl.ol.gs 


Method 


GENSCAN 










Start 


196 


End 


285 










GI 


none 


Score 


. 87 










Exons 


196. .285 














Seq. No. 


15737 


Seq. ID 


OJ990627_ 


_33 


. 9B18 


.C2 




Gene No. 


33297 


Strand 


+ 










Start 


2003 


End 


12689 










Name 


OJ990627 33. 9B18 . C2 . ol . np 


Method 


AAT/NAP 










Start 


1403 


End 


1710 










GI 


6539588 


Score 


131 








"- si 


Exons 


1403. . 1710 












■ - SI 

I'll 


GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 










Seq. No. 


15737 


Seq. ID 


OJ990627_ 


_33 


. 9B18 


.C2 


q 

; . e 


Gene No. 


33297 


Strand 


+ 








i- 11 


Start 


2003 


End 


12689 








■ri 


Name 


OJ990627 33. 9B18 . C2 . ol . gs 


Method 


GENSCAN 










Start 


2003 


End 


6804 










GI 


none 


Score 


.44 








.a Si 
j sa | 


Exons 


2003. .2009, 3631. .3844, 6129. 


.6365, 6591. .6804 








Hi 


Seq. No. 


15737 


Seq. ID 


OJ990627_ 


_33 


. 9B18 


.C2 




Gene No. 


33297 


Strand 


+ 








!. : 

S Sr 


Start 


2003 


End 


12689 








□ 


Name 


OJ990627 33.9B18.C2.o2.np 


Method 


AAT/NAP 








r- ? : 

! : 


Start 


3871 


End 


9508 








': cr 


GI 


6907104 


Score 


236 










Exons 


3871. .4029, 4211. .4247, 9491. 


. 9508 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 










Seq. No. 


15737 


Seq. ID 


OJ990627_ 


_33 


. 9B18 


.C2 




Gene No. 


33297 


Strand 


+ 










Start 


2003 


End 


12689 










Name 


OJ990627 33.9B18 .C2.o3.np 


Method 


AAT/NAP 










'"Start 


6565 


End 


12689 










GI 


f 5852180 


Score 


595 










Exons 


6565. .6685, 7328. .7375, 8369. 


.8485, 8537. .8954, 


12551. . 


12689 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 












Seq. . No. 


15737 


Seq. ID 


OJ990627_ 


_33, 


.9B18 


.C2 




Gene No. 


33297 


Strand 












Start 


2003 


End 


12689 










Name 


OJ990627 33.9B18.C2.o4.np 


Method 


AAT/NAP 









16308 



Start 


9897 


End 


11260 




GI 


4538624 


Score 


558 




Rvon *5 

L-l A \»/ X 1 


9897. . 11260 








GI De serin 


(AJ133502) hypothetical protein [Nicotiana tabacum] 




Seq. No. 


15737 


Seq. ID 


OJ990627_33. 9B18 




Gpnp No 


33298 


Strand 






Start 


7224 


End 


7609 




Name 


OJ990627 33. 9B18 . C2 . ol . gp 


Method 


AAT/GAP 




Start 


7224 


End 


7609 




GI 


uC-osflcyp033a04bl 


Score 


633 




P von c; 


7224. .7609 








GI Dp qrrin 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Sea No 


i cm 
1 j / J / 


Seq. ID 


OJ990627_33. 9B18 


.C2 


Gene No. 




Strand 






Start 


o n o n 
oUZ / 


End 


9070 




Name 


ojyyuoz / j j . yBio . Cz . oz . gs 


Method 


GENSCAN 




Start 


8027 


End 


9070 




GI 


none 


Score 


.47 




Rxon <=> 

l—l £\> V_/ HO 


ono"7 oi*3/i oonn o c i o o ^ n vi 
oUz/..olJ4, ooyU..oolz, od94 


. .8986, 9046. .9070 




Sea No 


lo / J / 


Seq. ID 


OJ990627_33.9B18 


.C2 


fZpnp No 


"3 *3 "3 n n 


Strand 






Start 


IZZ D / 


End 


12667 




Name 


OjyyUbZ/ Jo . 9B18 . C2 . ol . tc 


Method 


TBLASTX: Cress 




Start 


10388 


End 


12074 




GI 


none 


Score 


355 




Exons 


iu joo . . iiuzy , nuzu . . nuy / , 


112 94 . . 114 73, 11742. . 118 61, 






liy / d . . Iz074 








Seq. No. 




Seq. ID 


OJ990627_33. 9B18 


.C2 


Gene No . 


jj jUU 


Strand 






Start 


Lll D / 


End 


12667 




Name 


ujyyuoz/ jj . yoio . . oi . ts 


Method 


TBLASTX: Soybean 




Start 


11735 


End 


12062 




GI 


none 


Score 


166 




Rxon S 


11735. .11860, 11736. .11858, 


11944. .12054, 11970. .12062, 






11973. . 12044 








Sea No 


15737 


Seq. ID 


OJ990627_33.9B18. 


,C2 


Gene No. 


33300 


Strand 






Start 


12267 


End 


12667 




Name 


OJ990627 33. 9B18 . C2 . o3 . gp 


Method 


AAT/GAP 




Start 


12267 


End 


12667 




GI 


3106733 


Score 


64 6 




FyAnq 

J — I " \J HO 


12267. . 12667 








Spa No 


15738 


Seq. ID 


OJ990627_33.9B18. 


,C3 


Gene No . 


33301 


Strand 






Start 


422 


End 


4013 




Name 


OJ990627 33.9B18.C3.ol.gs 


Method 


GENSCAN 




Start 


422 


End 


3969 




GI 


none 


Score 


.79 




Exons 


422. .1741, 1755. .3562, 3751. 


.3969 







16309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15738 
33301 
422 

OJ990627_33. 9B18 . C3 . ol . np 
425 

4680179 
425. .3829, 3863. .4013 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990627_33. 9B18.C3 
Strand 

End 4013 

Method AAT/NAP 

End 4013 

Score 4677 



15738 
33301 
422 

OJ990627_33. 9B18.C3.o6. tw 

470 

none 

470. .802, 491. .799, 534. .803 



Seq. ID OJ990627_33. 9B18.C3 
Strand 

End 4013 

Method TBLASTX : Wheat 

End 803 

Score 115 



Seq. No. 15738 

Gene No. 33301 

Start 422 

Name OJ990627_33 . 9B18 . C3 . ol . tm 

Start 650 

GI none 

Exons 650.. 1090, 666.. 1088, 1088. 



Seq. ID OJ990627_33. 9B18.C3 
Strand 

End 4013 

Method TBLASTX : Mai ze 

End 1249 

Score 217 
1249, 1095.. 1241 



Seq. No. 15738 

Gene No. 33301 

Start 422 

Name OJ990627_33 . 9B18 . C3 . ol . tw 

Start 803 

GI none 

Exons 803.. 1429, 806.. 928, 915.. 1373 



Seq. ID OJ990627_33. 9B18.C3 
Strand 

End 4013 

Method TBLASTX : Wheat 

End 1429 

Score 68 



Seq. No. 15738 

Gene No. 33301 

Start 422 

Name OJ990627__33 . 9B18 . C3 . o4 . tm 

Start 1298 

GI none 

Exons 1298.. 1588, 1302.. 1589, 1438. 



Seq. ID OJ990627_33.9B18.C3 
Strand 

End 4013 

Method TBLASTX : Mai ze 

End 1590 

Score 206 
. 1590 



Seq. No. 15738 

Gene No. 33301 

Start 422 

Name OJ990627_33 . 9B18 . C3 . o2 . ts 

Start 1388 

GI none 

Exons 1388.. 1648, 1389.. 1643 



Seq. ID OJ990627_33. 9B18 .C3 
Strand 

End 4013 

Method TBLASTX : Soybean 

End 164 8 

Score 157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15738 
33301 
422 

OJ990627_33 . 9B18 . C3 . ol . tc 

1412 

none 



Seq. ID OJ990627_33. 9B18 .C3 
Strand 

End 4013 

Method TBLASTX : Cress 

End 1729 

Score 78 



1412. .1555, 1413. .1553, 1556. .1725 



16310 



Seq. No. 15738 

Gene No. 33301 

Start 422 

Name OJ990627_33 . 9B18 . C3 . o3 . tw 

Start 1436 

GI none . 

Exons 1436.. 1732, 1440.. 1694, 1484, 
1740. .1925, 1744. .1926 



Seq. ID OJ990627_33. 9B18.C3 
Strand 

End 4013 

Method TBLASTX : Wheat 

End 1926 

Score 235 

.1723, 1733. .1900, 1740. .1901, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15738 
33301 
422 

OJ990627_33, 

1926 

none 

1926. .2429, 



9B18.C3.o2.tw 



2008. .2397 



Seq. ID OJ990627_33. 9B18.C3 
Strand 

End 4013 

Method TBLASTX : Wheat 

End 2429 

Score 362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15738 
33301 
422 

OJ990627_33. 

1995 

none 

1995. .2357, 



9B18.C3.o2.tm 



2004.. 2357, 2008. 



Seq. ID OJ990627_33.9B18.C3 
Strand 

End 4013 

Method TBLASTX: Maize 

End 2358 

Score 172 
.2358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15738 
33301 
422 

OJ990627_33. 

2178 

none 

2178. .2423, 



9B18.C3.o3.ts 



2179. .2406 



Seq. ID OJ990627_33. 9B18.C3 
Strand 

End 4013 

Method TBLASTX : Soybean 

End 2423 

Score 93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15738 
33301 
422 

OJ990627_33. 

2394 

none 

2394 . .2708, 



Seq. ID OJ990627_33.9B18.C3 
Strand 

End 4013 

Method TBLASTX: Maize 

End 2894 

Score 50 

2437. .2487, 2515 .. 2568 "27 15 .. 2894 , 2740. .2886 



9B18.C3.o3.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15738 
33301 
422 

OJ990627_33, 

2430 

none 

2430. .2732, 



9B18.C3.o5.tw 



2446. .2730 



Seq. ID OJ990627_33. 9B18.C3 
Strand 

End 4013 

Method TBLASTX : Wheat 

End 2732 

Score 272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15738 
33301 
422 

OJ990627_33. 
2445 
none 
2445. 



9B18.C3.ol.ts 



Seq. ID OJ990627_33. 9B18 .C3 
Strand 

End 4013 

Method TBLASTX : Soybean 

End 2840 

Score 178 



,2801, 2445. .2804, 2446. .2802, 2808. .2840, 2809. .2838 
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Seq. No. 15738 

Gene No. 33301 

Start 422 

Name OJ990627_33 . 9B18 . C3 . o4 . tw 

Start 2781 

GI none 
Exons 



Seq. ID OJ990627_33. 9B18.C3 
Strand 

End 4013 

Method TBLASTX : Wheat 

End 3263 

Score 199 



2781. .3158, 2784. .3149, 2824. .3159, 3213. .3263 



Seq. No. 15738 

Gene No. 33301 

Start 422 

Name OJ990627_33 . 9B18 . C3 . o2 . tc 

Start 2817 

GI none 

Exons 2817. .3134 



Seq. ID OJ990627_33. 9B18.C3 
Strand 

End 4 013 

Method TBLASTX : Cress 

End 3134 

Score 180 



Seq. No. 15738 

Gene No. 33301 

Start 422 

Name OJ990627_33 . 9B18 . C3 . o5 . tm 

Start 2962 

GI none 

Exons 2962.. 3153, 2964.. 3251 

Seq. No. 15738 

Gene No. 33301 

Start 422 

Name OJ990627_33 . 9B18 . C3 . o7 . tw 

Start 3363 

GI none 
Exons 



Seq. ID OJ990627_33. 9B18.C3 
Strand 

End 4013 

Method TBLASTX : Mai ze 

End 3251 

Score 133 



Seq. ID OJ990627_33. 9B18.C3 
Strand 

End 4013 

Method TBLASTX : Wheat 

End 3802 

Score 7 6 



3363. .3404, 3432. .3572, 3433. .3546, 3592. .3705, 3593. .3706, 
3707. .3802 



Q 

SI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15739 
33302 
541 

OJ990 627_33. 9B18.C7.ol .gs 

541 

none 



Seq. ID OJ990627_33. 9B18.C7 

Strand + 

End 4 28 6 

Method GENSCAN 

End 4286 

Score .53 



541. .1310, 1471. .1540, 2337. .2419, 2735. .2838, 4236. .4286 



Seq. No. 15740 

Gene No. 33303 

Start 192 

Name OJ990627_33 . 9B18 . C9 . ol . gs 

Start 192 

GI none 

Exons 192. .254 



Seq. ID OJ990627_33.9B18.C9 

Strand + 

End 254 

Method GENSCAN 

End 254 

Score . 8 



Seq. No. 15741 

Gene No. 33304 

Start 1 

Name OJ990627_33 . 9B18 . C10 . ol . np 

Start 1 

GI 4680179 

Exons 1 . . 688 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990627_33. 9B18.C10 
Strand 

End 688 

Method AAT/NAP 

End 688 

Score 997 
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Seq. No. 15741 Seq. ID 

Gene No. 33304 Strand 

Start 1 End 

Name OJ990627_33 . 9B18 . CIO . ol . gs Method 

Start 7 End 

GI none Score 

Exons 7 . . 671 



OJ990627_33.9B18.C10 
688 

GENSCAN 

671 

.57 



Seq. No. 15741 Seq. ID 

Gene No. 33304 Strand 

Start 1 End 

Name OJ990627_33 . 9B18 . C10 . ol . tw Method 

Start 30 End 

GI none Score 

Exons 30.. 584, 79.. 528 



OJ990627_33.9B18.C10 
688 

TBLASTX: Wheat 

584 

237 



Seq. No. 15741 Seq. ID 

Gene No. 33304 Strand 

Start 1 End 

Name OJ990627_33 . 9B18 . C10 . o2 . tm Method 

Start 30 End 

GI none Score 

Exons 30.. 302, 85.. 303 



OJ990627_33. 9B18.C10 
688 

TBLASTX: Maize 

303 

138 



Seq. No. 15741 Seq. ID 

Gene No. 33304 Strand 

Start 1 • End 

Name OJ990627_33 . 9B18 . C10 . ol . tm Method 

Start 309 End 

GI none Score 

Exons 309. .626, 315. .614, 364. .615 



OJ990627_33.9B18.C10 
688 

TBLASTX : Maize 

626 

178 



Seq. No. 15742 Seq. ID 

Gene No. 33305 Strand 

Start 421 End 

Name OJ990627_33 . 9B18 . Cll . ol . gs Method 

Start- 421- End 

GI none Score 

Exons 421.. 478 



OJ990627_33. 9B18.C11 
+ 

478 

GENSCAN 

478 

.94 



Seq. No. 15743 Seq. ID 

Gene No. 33306 Strand 

Start 1 End 

Name OJ990627_33 . 9B18 . C14 . ol . tw Method 

Start 1 End 

GI none Score 

Exons 1. .165, 2. .250 



OJ990627_33.9B18.C14 
447 

TBLASTX: Wheat 

250 

214 



Seq. No. 15743 

Gene No. 33306 

Start 1 

Name OJ990627_33 . 9B18 . C14 . ol . tm 

Start 2 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990627 33.9B18.C14 



447 

TBLASTX: Maize 
447 
37 

46, 3. .47, 77. .322, 92. .337, 319. .447, 320. .367, 340. .447 



16313 



Seq. No. 15744 Seq. ID 

Gene No. 33307 Strand 

Start 79 End 

Name OJ990627_33 . 9B18 . C15 . ol . gs Method 

Start 79 End 

GI none Score 

Exons 79.-266 



OJ990627_33.9B18.C15 
+ 

266 

GENSCAN 

266 

.45 



Seq. No. 15745 Seq. ID 

Gene No. 33308 Strand 

Start 1496 * End 

Name OJ990627_33 . 9B18 . C20 . o2 . gp Method 

Start 1496 End 

GI none Score 

Exons 1496.. 1916, 2034.. 2117, 3142.. 3181 



OJ990627_33.9B18.C20 
+ 

3181 
AAT/GAP 
3181 
1016 



Seq. No. 15745 Seq. ID 

Gene No. 33309 Strand 

Start 1 End 

Name OJ990627_33 . 9B18 . C20 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..179, 1182.. 1255 



OJ990627_33.9B18.C20 

1255 
AAT/GAP 
1255 
440 



si 

w 


Seq. No. 


15746 






Seq. ID 


OJ990627_33.9B18.C21 


cn 


Gene No. 


33310 






Strand 






Start 


250 






End 


596 


fl! 


Name 


OJ990627 


_33.9B18.C21, 


. ol . gs 


Method 


GENSCAN 




Start 


250 






End 


596 


L J 


GI 


none 






Score 


.8 


: = | 

"l 31 


Exons 


250. .410, 


491. .596 








; j-i 


Seq. No. 


15747 






Seq. ID 


OJ990627_33.9B18.C22 




Gene No. 


33311 






Strand 


+ 


\ :s i 


Start 


434 






End 


4011 


J 


Name 


OJ990627 


33.9B18.C22, 


.ol .gs 


Method 


GENSCAN 




Start 


434 






End 


1032 




GI 


none 






Score 


.69 


sst 

u 


Exons 


434 . .541, 


817. .1032 








a 


Seq. No. 


15747 






Seq. ID 


OJ990627_33.9B18.C22 




Gene No. 


33311 






Strand 


+ 




Start 


434 






End 


4011 




Name 


OJ990627 


33.9B18.C22. 


. o2 . np 


Method 


AAT/NAP 




Start 


447 






End 


4011 




GI 


1174415 






Score 


71 




Exons 


447. .605, 


888. .1013, 


2216. 


.2553, 3982.. 


4011 




GI Descrip. 


SPIDROIN 


2 (DRAGLINE 


SILK 


FIBROIN 2) gi|345426|piri IA44112 






spidroin 


2, dragline 


silk 


fibroin - orb spider (Nephila 






clavipes ) 


( fragment ) 


gi | 159714 (M92913) 


dragline silk fibro. 






[Nephila 


clavipes] 









Seq. No. 15747 Seq. ID OJ990627_33.9B18.C22 

Gene No. 33311 Strand + 

Start 434 End 4011 

Name OJ990627_33 . 9B18 . C22 . o2 . gs Method GENSCAN 

Start 2452 End 3356 



16314 



GI 

Exons 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

2452. .2537, 3344. .3356 



Score .55 



OJ990627 33.9B18.C22 



15747 Seq. ID 

33312 Strand 

511 End 618 

OJ990627_33 . 9B18 . C22 . ol . np Method AAT/NAP 

511 End 618 

5922634 Score 130 
511. .618 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016867 | dbj IBAA85210.il (AP000570) hypothetical protein 

[Oryza sativa] 



15748 
33313 
1 

OJ990627_33.9B18.C23.ol.np 
1 

6063554 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..53, 4968. .5127, 5225. .5432, 6385. .6600 

(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98611 ( E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990627_33.9B18.C23 
+ 

6600 
AAT/NAP 
6600 
186 



Seq. No. 


15748 




Seq. ID 


OJ990627_33. 9B18 


.C23 


Gene No. 


33314 




•Strand 


+ 




Start 


8666 




End 


8844 




Name 


OJ990627 33 


. 9B18.C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


3609 




End 


3905 




GI 


none 




Score 


157 




Exons 


3609. .3734, 


3620.. 3733, 3759 


..3905, 3764. .3880 




Seq. No. 


15748 




Seq. ID 


OJ990627_33.9B18 


.C23 


Gene No. 


33314 




Strand 


+ 




Start 


8666 




End 


8844 




Name 


OJ990627 33 


.9B18.C23.o2.np 


Method 


AAT/NAP 




Start 


8666 




End 


8844 ' 




GI 


6498441 




Score 


57 




Exons 


8666. .8844 










GI Descrip. 


(AP000815) 


EST C72786 (E2258) 


corresponds to a region of 


the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



15749 Seq. ID 

33315 Strand 

118 End 
OJ990627_33 . 9B18 . C24 . ol . gs Method 

118 End 

none Score 
118. .278 



OJ990627_33.9B18.C24 
+ 

278 

GENSCAN 
278 
. 64 



Seq. No. 15749 Seq. ID 

Gene No. 33316 Strand 

Start 345 End 

Name OJ990627_33 . 9B18 . C24 . ol . gp Method 

Start 345 End 



OJ990627_33.9B18.C24 
+ 

509 

AAT/GAP 
509 



16315 




GI 26783_1.R1084 Score 196 

Exons 345.. 509 

GI Descrip. ' 1173137/sp | P4 6279 | RPB7_S0YBN 1.0e-90 DNA- DIRECTED RNA 

POLYMERASE II 19 KD POLYPEPTIDE (RNA POLYMERASE II SUBUNIT 5) 

>gi_322700_pir B44457 RNA polymerase II fifth largest subunit 

Glycine max=soybeans >gi_170052 (M90504) RNA polymerase II 
[Glycine max] 1 



Seq. No. 


15750 




Seq. ID 


OJ990627 


33 , 


. 9B18 


. C25 


Gene No. 


33317 




Strand 


+ 








Start 


1 




End 


1384 








Name 


OJ990627 33. 9B18.C25.ol 


.np 


Method 


AAT/NAP 








Start 


1 ~~ 




End 


1384 








GI 


6907086 




Score 


783 








Exons 


1. .511, 572. .819, 1030. 


.1384 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


t i V3 1 








Seq. No. 


15750 




Seq. ID 


OJ990627 


33 . 


. 9B18 


.C25 


Gene No. 


33317 




Strand 


+ 








Start 


1 




End 


1384 








Name 


OJ990627 33. 9B18.C25.ol, 


.gs 


Method 


GENSCAN 








Start 


45 ~ 




End 


486 








GI 


none 




Score 


. 9 








Exons 


45 . . 486 














Seq. No. 


15751 ' 




Seq. ID 


OJ990627 


33 . 


, 9B18 


. C2 6 


Gene No. 


33318 




Strand 










Start 


280 




End 


684 








Name 


OJ990627 33.9B18.C26.ol, 


.np 


Method 


AAT/NAP 








Start 


280 




End 


684 








GI 


6539570 




Score 


179 








Exons 


280. .346, 505. .684 














GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sat i va ] 








Seq. No. 


15752 




Seq. ID 


OJ990627 


_33. 


. 9B18 


.C2 9 


Gene No. 


33319 




Strand 










Start 


151 




End 


681 








Name 


OJ990627- 33.9B18.C29.ol. 


,gs 


Method 


GENSCAN 








Start 


151 ~ 




End 


681 








GI 


none 




Score 


. 76 








Exons 


151 . .217, 389 . .681 














Sea No 


15753 




Seq. ID 




— ) —> . 


QR1 R 




Gene No. 


33320 




Strand 


+ 








Start 


722 




End 


1124 








Name 


OJ990627 33. 9B18.C33.ol. 


,gs 


Method 


GENSCAN 








Start 


722 




End 


980 








GI- 


none 




Score 


.99 








Exons 


722. . 980 










"l 




Seq. No. 


15753 




Seq. ID 


OJ990627 


_33. 


9B18 


.C33 


Gene No. 


33320 




Strand 


+ 








Start 


722 




End 


1124 








Name 


OJ990627 33.9B18.C33.ol. 


np 


Method 


AAT/NAP 








Start 


740 




End 


1124 








GI 


3776573 




Score 


168 








Exons 


740. .1124 
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GI Descrip. (AC005388) Similar to nodulins and lipase homolog F14J9.5 

gi I 3482914 from Arabidopsis thaliana BAC gb|AC003970. Alternate 
first exon from 72258 to 72509. [Arabidopsis thaliana] 



Seq. No. 15753 Seq. ID 

Gene No. 33320 Strand 

Start 722 End 

Name OJ990627_33 . 9B18 .C33 . ol .gp Method 

Start 802 End 

GI 5950_1.R1084 Score 

Exons 802.. 980 

GI Descrip. '3776573 7.0e-63 (AC005388) Similar to nodulins and lipase 
homolog F14J9.5 gi_3482914 from Arabidopsis thaliana BAC 
gb_AC003970. Alternate first exon from 72258 to 72509. 
[Arabidopsis thaliana] 1 



OJ990627_33.9B18.C33 
+ 

1124 
AAT/GAP 
980 
332 



Seq. No. 15753 Seq. ID 

Gene No. 33320 Strand 

Start 722 ' End 

Name OJ990627_33 . 9B18 . C33 . ol . ts Method 

Start 824 End 

GI none Score 

Exons 824.. 1024, 829.. 996 



OJ990627_33 . 9B18 . C33 
+ 

1124 

TBLASTX: Soybean 

1024 

204 



Seq. No. 15754 Seq. ID OJ990627_33.9B18.C35 

Gene No. 33321 Strand + 

Start 742 End 916 

Name OJ990627_33 . 9B18 . C35 . ol . gp Method AAT/GAP 

Start 742 End 916 

GI LIB3433-026-P1-K1-C1 Score 258 

Exons 742.. 916 

GI Descrip. 1 5852170/emb | AL1 17265 . 1 | OST17804 1.0e-44 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 

Seq. No. 15754 Seq. ID OJ990627_33.9B18.C35 

Gene No. 33322 Strand + 

Start 11406 End 11790 

Name OJ990627_33 . 9B18 . C35 . o2 . gp Method AAT/GAP 

Start 11406 End 11790 

GI uC-osflcyp033a04bl Score 616 

Exons 11406. . 11790 

GI Descrip. ' 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


15754 




Seq. ID 


OJ990627 


Gene No. 


33323 




Strand 




Start 


1 




End 


122 


Name 


OJ990627 33.9B1* 


3.C35.ol. 


. np Method 


AAT/NAP 


Start 


1 




End 


12 t 2 


GI 


4512231 




Score 


139 


Exons 


1. .122 








GI Descrip. 


(AB014741) ORF0 


protein 


[Oryza sativa] 




Seq. No. 


15754 




Seq. ID 


OJ990627 


Gene No. 


33324 




Strand 




Start 


3587 




End 


9363 


Name 


OJ990627 33.9BH 


3.C35.02. 


. gs Method 


GENSCAN 



16317 





Start 


3587 


End 


9363 








GI 


none 


Score 


.67 








Exons 


3587. .3831, 4323. .4523, 4529 


. .4673, 4764. .4833, 


4835. .4 






7038. .7290, 7295.-7487, 9189 


. .9363 










Seq. No. 


15754 


Seq. ID 


OJ990627 


_33 


.9B18 




Gene No. 


33324 


Strand 










Start 


3587 


End 


9363 








Name 


OJ990627 33. 9B18 . C35 . o2 . np 


Method 


AAT/NAP 








Start 


4198 


End 


4968 








GI 


4512231 


Score 


1158 








Exons 


4198. .4968 












GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 










Seq. No. 


15754 


Seq. ID 


OJ990627 


_33 


. 9B18 




Gene No. 


33324 


Strand 










Start 


3587 


End 


9363 








Name 


OJ990627 33. 9B18 . C35 . o3 . np 


Method 


AAT/NAP 








Start 


6444 


End 


7341 








GI 


5852178 


Score 


456 








Exons 


6444.. 6539, 6902.. 7006, 7038 


. .7341 










GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 








u 


Seq. No. 


15754 


Seq. ID 


OJ990627 


_33 


. 9B18 




Gene No. 


33325 


Strand 










Start 


10081 


End 


13061 






V! 
\' \ i 


Name 


OJ990627 33. 9B18 . C35 . ol . ts 


Method 


TBLASTX: 


Soybean 


I c? 


Start 


9046 


End 


9291 






: ts? 


GI 


none 


Score 


47 






Ui 

Si 


Exons 


9046.. 9291, 9050.. 9085, 9161 


. . 9247 








r i 1 


Seq. No. 


15754 


Seq. ID 


OJ990627 


_33 


. 9B18 




Gene No. 


33325 


Strand 








■3 


Start 


10081 


End 


13061 








Name 


OJ990627 33.9B18.C35.o4.np 


Method 


AAT/NAP 








Start 


10057 


End 


11709 








GI 


5852180 


Score 


588 






i **! 


Exons 


10057. .10478, 10530. .10641, 


11633. .11709 






'a c? 

■ :s ; 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 










Seq. No. 


15754 


Seq. ID 


OJ990627 


_33 


. 9B18, 




Gene No. 


33325 


Strand 










Start 


10081 


End 


13061 








Name 


OJ990627 33. 9B18 . C35 . o3 . gs 


Method 


GENSCAN 








Start 


10081 


End 


10410 








GI 


none 


Score 


.98 








Exons 


10081. .10410 












Seq. No. 


15754 


^Seq. ID 


OJ990627 


_33, 


. 9B18. 




Gene No. 


33325 


Strand 










Start 


10081 


End 


13061 








Name 


OJ990627 33. 9B18 . C35 . o5 . np 


Method 


AAT/NAP 








Start 


11020 


End 


13061 








GI 


629693 


Score 


185 








Exons 


11020. .11045, 12675. . 13061 












GI Descrip. 


probable integrase - common tobacco {fragment) 







gi | 530742 | emb | CAA567 91 | (X80830) integrase [Nicotiana tabacum] 



16318 




Seq. No. 


15754 


Seq. ID 


OJ990627_ 


33. 9B18 


.C35 


Gene No. 


33325 


Strand 








Start 


10081 


End 


13061 






Name 


OJ990627 33. 9B18 .C35.o4 .gs 


Method 


GENSCAN 






Start 


12449 


End 


12865 






GI 


none 


Score 


. 65 






Exons 


12449. . 12865 










Seq. No. 


' 15755 


Seq. ID 


OJ990627_ 


33.9B18 


.C36 


Gene No. 


33326 


Strand 


+ 






Start 


689 


End 


1801 






Name 


OJ990627 33. 9B18 . C36 . ol . np 


Method 


AAT/NAP 






Start 


689 


End 


1801 






GI 


5042448 


Score 


141 






Exons 


689. .1223, 1694. .1801 










GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy 


-type 






retrotransposon [Oryza sativa] 










Seq. No. 


15755 


Seq. ID 


OJ990627_ 


33.9B18 


.C36 


Gene No. 


33326 


Strand 


+ 






Start 


689 


End 


1801 






Name 


OJ990627 33.9B18.C36.ol.gp 


Method 


AAT/GAP 






Start 


901 


End 


1355 






GI 


95437 1.R1084 


Score 


762 






Exons 


901. .1355 










GI Descrip. 


'4 512226/cibj | AB014 7 38 . 1 1 ABO 14 738 l.Oe- 


134 Oryza 


sativa 





gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence 1 



Seq. No. 


15756 




Seq. ID 


OJ990627_33, 


. 9B18.C38 


Gene No. 


33327 




Strand 


+ 




Start 


119 




End 


733 




Name 


OJ990627 33.9B18.C38.ol. 


np 


Method 


AAT/NAP 




Start 


119 




End 


733 




GI 


6907088 




Score 


473 




Exons 


119. .256, 432. .733 










GI Descrip. 


(AP00112 9) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


15757 




Seq. ID 


OJ990627_3'3. 


, 9B18.C40 


Gene No. 


33328 




Strand 


+ 




Start 


396 




End 


558 




Name 


OJ990627 33.9B18.C40.ol. 


gs 


Method 


GENSCAN 




Start 


396 




End 


558 




GI 


none 




Score 


.64 




Exons 


396. .558 










Seq. No. 


15758 




Seq. ID 


OJ990627_33. 


9B18.C41 


Gene No. 


33329 




Strand 


+ 




Start 


1 




End 


361 




Name 


OJ990627 33.9B18.C41.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


361 




GI 


54 1.R1084 




Score 


714 




Exons 


1. .361 










GI Descrip. 


f 3721942/dbj |BAA337 62| 1 


.Oe- 


158 (AB018 


248) chitinase [Oryza 



sativa] 1 



16319 



Seq. No. 15758 

Gene No. 33329 

Start 1 

Name OJ990627_33 . 9B18 . C4 1 . ol . np 

Start 1 

GI 3061269 

Exons 1 . . 320 

GI Descrip. (AB012855) chitinase [Oryza sativa] 



Seq. ID OJ990627_33.9B18.C41 

Strand + 

End 361 

Method AAT/NAP 

End 320 

Score 554 



Seq. No. 15758 

Gene No. 33329 

Start 1 

Name OJ990627_33 . 9B18 .C4 1 . ol . tm 

Start 2 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990627_33.9B18.C41 

Strand + 

End 361 

Method TBLASTX : Maize 

End 305 

Score 77 



2. .58, 3. .56, 60. .161, 62. .157, 198. .305, 203. .292, 207. .296 



15758 
33329 
1 

OJ990627_33. 9B18 .C41.ol.ts 
5 

none 



Seq. ID OJ990627_33.9B18.C41 

Strand + 

End 361 

Method TBLASTX : Soybean 

End 287 

Score 71 



5. ,4f 



.50, 57. .161, 62. .157, 201. .287 



Seq. No. 15758 

Gene No. 33329 

Start 1 

Name OJ990627_33 . 9B18 . C4 1 . ol . tc 
Start . 9 

GI none 

Exons 9. .56, 54. .161, 62. .157, 198, 



Seq. ID OJ990627_33.9B18.C41 

Strand + 

End 361 

Method TBLASTX: Cress 

End ' 311 

Score 67 
.311 



Seq. No. 15758 

Gene No. 33329 

Start 1 

Name , OJ990627_33 . 9B18 . C4 1 . ol . gs 

Start 39 

GI none 

Exons 39.. 323 



Seq. ID OJ990627_33.9B18.C41 

Strand + 

End 361 

Method GENSCAN 

End 323 

Score .88 



Seq. No. 15759 

Gene No. 33330 

Start 3 

Name OJ990627_33 . 9B18 . C4 2 . ol . gs 

Start 3 

GI none 

Exons 3. . 94, 326. . 548 



Seq. ID OJ990627_33.9B18.C42 

Strand 

End 548 

Method GENSCAN 

End 548 

Score . 67 



Seq. No. 15760 

Gene No. 33331 

Start 1 

Name OJ990627_33 . 9B18 . C4 3 . ol . gp 

Start 1 

GI 54_1.R1084 

Exons 1..117, 203. .746 

GI Descrip. 1 3721942/dbj | BAA33762 | 1.0e-158 (AB018248) chitinase [Oryza 



Seq. ID OJ990627_33.9B18.C43 
Strand 

End 746 

Method AAT/GAP 

End 746 

Score 1255 



16320 




sativa] ' 



Seq. No. 


15760 






Seq. ID 


OJ990627_33. 9B18 


.C43 


Gene No. 


33331 






Strand 






Start 


1 






End 


746 




Name 


OJ990627 33.9B18.C43. 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


695 




GI 


3721942 






Score 


1055 




Exons 


1..117, 203. .695 












GI Descrip. 


(AB018248) chitinase 


[Oryza 


sativa] 






Seq. No. 


15760 






Seq. ID 


OJ990627_33.9B18 


.C43 


Gene No. 


33331 






Strand 






Start 


1 






End 


746 




Name 


OJ990627 33.9B18.C43. 


ol 


. tc 


Method 


TBLASTX: Cress 




Start 


2 






End 


599 




GI 


none 






Score 


76 




Exons 


2. .115, 21. .116, 189. 


.272, 202. .273, 339. .428, 483. .500 






504. .599 












Seq. No. 


15760 






Seq. ID 


OJ990627 33.9B18 


.C43 


Gene No. 


33331 






Strand 






Start 


1 






End 


746 




Name 


OJ990627 33.9B18.C43. 


ol 


. gs 


Method 


GENSCAN 




Start 


36 






End 


659. 




GI 


none 






Score 


. 8 




Exons 


36. .117, 203. .659 












Seq. No. 


15760 






Seq. ID 


OJ990627 33.9B18 


,C43 


Gene No. 


33331 






Strand 






Start 


1 






End 


746 




Name 


OJ990627 33.9B18.C43. 


ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


89 






End 


599 




GI 


none 






Score 


56 




Exons 


89. .115, 201. .272, 480. 


.599, 


571. .597 






Seq. No. 


15760 






Seq. ID 


OJ990627_33.9B18 


.C43 


Gene No. 


33331 






Strand 






Start 


1 






End 


746 




Name 


OJ990627 33.9B18.C43. 


ol 


. tm 


Method 


TBLASTX: Maize 




Start 


219 






End 


599 




GI 


none 






Score 


184 ' 




Exons 


219. .272, 339. .410, 4 


83, 


. .599 








Seq. No. 


15761 






Seq. ID 


OJ990627_33.9B18 


.C44 


Gene No. 


33332 






Strand 






Start 


13 






End 


72 




Name 


OJ990627 33.9B18.C44. 


ol. 


.gs 


Method 


GENSCAN 




Start 


13 






End 


72 




GI 


none 






Score 


.69 




Exons 


13. .72 












Seq. No. 


15762 






Seq. ID 


OJ990627_33.9B18 


.C46 


Gene No. 


33333 






Strand 


+ 




Start 


69 






End 


162 




Name 


OJ990627 33.9B18.C46. 


ol. 


.gs 


Method 


GENSCAN 




Start 


69 






End 


162 





16321 






GI 


none 


Score 


. 99 




Exons 


69. .162 








Seq. No. 


15763 


Seq. ID 


OJ990627 33.9B18.C47 




Gene No. 


33334 


Strand 


+ 




Start 


1 


End 


711 




Name 


OJ990627 33.9B18.C47.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


416 




GI 


5950 1.R1084 


Score 


707 




Exons 


1. .416 








GI Descrip. 


'3776573"7.0e-63 (AC005388) 


Similar to 


nodulins and lipase 






homolog F14J9.5 gi 3482914 


from Arabidopsis thaliana BAC 






gb AC003970. Alternate first exon from 72258 to 72509. 






[Arabidopsis thaliana] 1 








Seq. No. 


15763 


Seq. ID 


OJ990627_33.9B18.C47 




Gene No. 


33334 


Strand 


+ 




Start 


1 


End 


711 




Name 


OJ990627 33.9B18.C47.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


711 




GI 


3776573 


Score 


476 




Exons 


1..207, 434. .711 








GI Descrip. 


(AC005388) Similar to nodulins and lipase homolog F14J9.5 


,3SV 
;» 




gi 13482914 from Arabidopsis 


thaliana BAC gb|AC003970. Alternat 


3t 




first exon from 72258 to 72509. [Arabidopsis thaliana] 




Seq. No. 


15763 


Seq. ID 


OJ990627_33.9B18.C47 


i"i e 
i 


Gene No. 


33334 


Strand 


+ 


: : 3; 


Start 


1 


End 


711 


1 : 
•= tF 


Name 


OJ990627 33.9B18.C47.ol.gs 


Method 


GENSCAN 




Start 


434 


End 


704 


:a; t 


GI 


none 


Score 


.93 


1 y 

is 


Exons 


434 . . 704 






S- -S 


Seq. No. 


15763 


Seq. ID 


OJ990627_33.9B18.C47 




Gene No. 


33335 


Strand 






Start 


409 


End 


711 




Name 


OJ990627 33.9B18.C47.ol.tm 


Method 


TBLASTX : Maize 




Start 


32 


End 


706 




GI 


none 


Score 


150 


III 


Exons 


32. .193, 35. .199, 36. .200, 


39. .206, 40 


.207, 40. .207, 428. .703, 






431. .706, 433. .705 








Seq. No. 


15763 


Seq. ID 


OJ990627_33. 9B18..C47 




Gene No . 


33335 


Strand 






Start 


409 


End 


711 




Name 


OJ990627 33.9B18.C47.o2.gp 


Method 


AAT/GAP 




Start 


409 


End 


711 


't 


GI 


5117 1.R1084 


Score 


502 




Exons 


409. .711 








GI Descrip. 


'3776573 8.0e-62 (AC005388) 


Similar to 


nodulins and lipase 






homolog F14J9.5 gi 3482914 


from Arabidopsis thaliana BAC 






gb AC003970. Alternate first exon from 72258 to 72509. 






[Arabidopsis thaliana] 1 








Seq. No. 


15763 


Seq. ID 


OJ990627_33.9B18.C47 




Gene No. 


33335 


Strand 





16322 



Start 
Name 
Start 
GI 

Exons 



4 09 End 

OJ990627_33 . 9B18 .C47 . ol . ts Method 

473 End 

none Score 
473. .607, 475. .621, 611. .706 



711 

TBLASTX: Soybean 

706 

185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15764 
33336 
1219 

OJ990627_33. 

1211 

none 

1211. .1285, 
1364 . . 1480 



9B18.C48.ol.tm 



1219. .1287, 1219. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. 1287, 



OJ990627 33.9B18.C48 



1481 

TBLASTX: Maize 
1480 
96 

1358. . 1477, 1362. . 1478, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15764 Seq. ID 

33336 Strand 

1219 End 
OJ990627__33.9B18.C48.ol.gs Method 

1219 End 

none Score 

1219. .1287, 1364. .1478 



OJ990627_33.9B18.C48 

1481 
GENSCAN 
1478 
.77 



Seq. No. 


15764 


Seq. ID 


OJ990627 


_33.9B18.C48 


Gene No. 


33336 


Strand 






Start 


1219 


End 


1481 




Name 


OJ990627 33.9B18.C48.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


1222 


End 


1481 




GI 


none 


Score 


74 




Exons 


1222. .1287, 1226. .1285, 136 


!4. .1480, 1368. .1478, 


1377. .1481 


Seq. No. 


15765 


Seq. ID 


OJ990527 


_38.9B18.C1 


Gene No. 


33337 


Strand 


+ 




Start 


433 


End 


2094 




Name 


OJ990527 38.9B18.Cl.ol.np 


Method 


AAT/NAP 




Start 


433 


End 


1161 




GI 


2522230 


Score 


323 




Exons 


433. .1161 








GI Descrip. 


(AB0074 67 ) retrotransposon- 


like gene; 


the first 


amino acid ■ 




determined to be leucine [Vicia faba] 







Seq. No. 15765 

Gene No. 33337 

Start 433 

Name OJ990527_38 . 9B18 . CI . ol . gs 

Start 447 

GI none 
Exons 



Seq. ID OJ990527 38.9B18.C1 



Strand 
End 

Method 

End 

Score 



+ 

2094 
GENSCAN 
2094 
.61 



447. .677, 855. .1299, 1649. .1781, 2006. .2094 



Seq. No. 
Gene No. 
Start 

■<s/* 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990527 38.9B18.C1 



15765 
33337 
433 

OJ990527_38. 9B18 .Cl.ol.gp 
1533 

uC-osflcyp088bl2bl 
1533. .1645 

'5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 



Strand 
End 

Method 

End 

Score 



+ 

2094 
AAT/GAP 
1645 
145 



16323 




DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 


15765 




Seq. ID 


OJ990527 


38 


. 9B18 


.CI 


Gene No. 


33338 




Strand 


+ 








Start 


5899 




End 


6173 








Name 


OJ990527 38.9B18.C1 


o2 . qp 


Method 


AAT/GAP 








Start 


5899 




End 


6173 








GI 


none 




Score 


421 








Exons 


5899. .6173 














Seq. No. 


15765 




Seq. ID 


OJ990527 


_38 


9B18 


.CI 


Gene No. 


33339 




Strand 


+ 








Start 


9203 




End 


13681 








Name 


OJ990527 38.9B18.C1 


o4 . gs 


Method 


GENSCAN 








Start 


9203 




End 


13681 








GI 


none 




Score 


. 62 








Exons 


9203.. 9311, 9667.. 9828, 9921 


..10008, 10048. .10346, 


11959. . 




12244. .12371, 12674 


.12856, 


13628. .13681 








Seq. No. 


15765 




Seq. ID 


OJ990527_ 


38 


9B18 


.CI 


Gene No. 


33340 




Strand 


+ 








Start 


16111 




End 


23849 








Name 


OJ990527 3'8.9B18.C1. 


o5 . np 


Method 


AAT/NAP 








Start 


16111 




End 


21061 








GI 


2443320 




Score 


335 








Exons 


16111. .16476, 21011, 


.21061 












GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 








Seq. No. 


15765 




Seq. ID 


OJ990527 


_38 


9B18 


.CI 


Gene No. 


33340 




Strand 


+ 








Start 


16111 




End 


23849 








Name 


OJ990527 38.9B18.C1. 


06 . np 


Method 


AAT/NAP 








Start 


17856 




End 


23849 








GI 


4206306 




Score 


691 








Exons 


17856. .17895, 19620. 


.20757, 


23792. .23849 








GI Descrip. 


(AF049110) prpol [Zea mays] 












Seq. No. 


15765 




Seq. ID 


OJ990527_ 


_38. 


9B18 


.CI 


Gene No. 


33340 




Strand 


+ 








Start 


16111 




End 


23849 








Name 


OJ990527 38.9B18.C1. 


o5 . gs 


Method 


GENSCAN 








Start 


17957 




End 


21748 








GI 


none 




Score 


.6 








Exons 


17957. .18563, 18830. 


.19028, 


19100. . 19212, 19340 


. .19370, 






19486. .19625, 19854. 


.20723, 


20943. .21748 








Seq. No. 


15765 




Seq. ID 


OJ990527_ 


_38. 


9B18 


.CI 


Gene No. 


33340 




Strand 


+ 








Start 


16111 




End 


23849 








Name 


OJ990527 38.9B18.C1. 


o7 . np 


Method 


AAT/NAP 








Start 


19626 




End 


22976 








GI 


6691191 




Score 


401 








Exons 


19626. .20788, 22881. 


.22976 












GI Descrip. 


(AC007534) F7F22.15 


[Arabidopsis thaliana] 








Seq. No. 


15765 




Seq. ID 


OJ990527_ 


_38. 


9B18 


.CI 


Gene No. 


33341 




Strand 











16324 



IT 



i 3 !i 



,e si 



Start 


1 




End 


9246 




Name 


OJ990527 38.9B18.Cl.o2.np 




Method 


AAT/NAP 




Start 


1 




End 


9246 




GI 


6681183 




Score 


118 




Exons 


1..202, 3557. .4227, 9199.. 


9246 






GI Descrip. 


diaphanous homolog 1 (Drosophila) 








gi | 6014 968 | sp 1 008808 I DIM 


MOUSE DIAPHANOUS PROTEIN HOMOLOG 




(P140MDIA) gi|2114473 (U96963) 


i pl40mDia [Mus. musculus] 




Seq. No. 


15765 




Seq. ID 


OJ990527_38.9B18. 


CI 


Gene No. 


33341 




Strand 






Start 


1 




End 


9246 




Name 


OJ990527 38.9B18.Cl.o2.gs 




Method 


GENSCAN 




Start 


2737 




End 


5025 




GI 


none 




Score 


.5 




Exons 


2737. .3228, 3322.. 3353, 3413.. 


,4162, 4977. .5025 




Seq. No. 


15765 




Seq. ID 


OJ990527_38.9B18. 


CI 


Gene No. 


33341 




Strand 






Start 


1 




End 


9246 




Name 


OJ990527 38.9B18.Cl.o3.gs 




Method 


GENSCAN 




Start 


6639 




End 


8743 




GI 


none 




Score 


. 68 




Exons 


6639.. 6854, 6929.. 7097, 7227.. 


,7858, 7976. .8404, 8660. .87 


'43 


Seq. No. 


15765 




Seq. ID 


OJ990527_38.9B18. 


CI 


Gene No. 


33342 




Strand 






Start 


9161 




End 


9777 




Name 


OJ990527 38.9B18.Cl.o3.np 




Method 


AAT/NAP 




Start - 


9161 




End 


9777 




GI 


6721559 




Score 


475 




Exons 


9161.. 9292, 9323.. 9777 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gil 6815084 | db j IBAA90370. 1 | 


(AP001081) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


15765- . 




Seq. ID 


OJ990527_38.9B18. 


CI 


Gene No. 


33343 




Strand 






Start 


11085 




End 


19309 




Name 


OJ990527 38.9B18.Cl.o4.np 




Method 


AAT/NAP 




Start 


11085 




End 


19309 




GI 


4680183 




Score 


157 




Exons 


11085. .11174, 11785. .11855, IE 


)209. .19309 




GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


15765 




Seq. ID 


OJ990527_38.9B18. 


CI 


Gene No. 


33344 




Strand 






Start 


21952 




End 


25646 




Name 


OJ990527 38.9B18.Cl.o3.ts 




Method 


TBLASTX: Soybean 




Start 


19724 




End 


20089 




GI 


none 




Score 


128 




Exons 


19724. .19948, 19955. .20089 










Seq. No. 


15765 




Seq. ID 


OJ990527__38.9B18. 


CI 


Gene No. 


33344 




Strand 






Start 


21952 




End 


25646 




Name 


OJ990527 38.9B18.Cl.ol.tw 




Method 


TBLASTX: Wheat 





16325 




Start 


19886 






End 


20289 




GI 


none 






Score 


77 




Exons 


19886. 


.19942, 19891 


. . 19932, 


19935. .20210, 19937. .20269, 






19945. 


.20247, 20074 


. .20289 








Seq. No. 


15765 






Seq. ID 


OJ990527_38.9B18 


.CI 


Gene No. 


33344 






Strand 






Start 


21952 






End 


25646 




Name 


OJ990527 38.9B18.C1 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


19940 






End 


20162 




GI 


none 






Score 


276 




Exons 


19940. 


.20158, 19945 


. .20160, 


19962. .20162 




Seq. No. 


15765 






Seq. ID 


OJ990527_38.9B18 


.CI 


Gene No. 


33344 






Strand 






Start 


21952 






End 


25646 




Name 


OJ990527 38.9B18.C1 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


20162 






End 


20620 




GI 


none 






Score 


508 




Exons 


20162. 


.20620, 20162, 


. .20548, 


20317. .20619 




Seq. No. 


15765 






Seq. ID 


OJ990527_38 . 9B18 


.CI 


Gene No. 


33344 






Strand 






Start 


21952 






End 


25646 




Name 


OJ990527 38.9B18.C1. 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


20291 






End 


20689 




GI 


none 






Score 


205 




Exons 


20291. 


.20626, 20314. 


. .20622, 


20588. .20689 




Seq. No. 


15765 






Seq. ID 


OJ990527_38.9B18 


.CI 


Gene No. 


33344 






Strand 






Start 


21952 






End 


25646 




Name 


OJ990527 38.9B18.C1. 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


20306 






End 


20746 




GI 


none 






Score 


216 




Exons 


20306. 


.20587, 20344. 


, .20568, 


20588. .20746, 20632. .20745 




Seq. No. 


15765 






Seq. ID 


OJ990527_38. 9B18 


.CI 


Gene No. 


33344 






Strand 






Start 


21952 






End 


25646 




Name 


OJ990527 38.9B18.C1. 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


20954 






End 


21334 




GI 


none 






Score 


70 




Exons 


20954. 


.21112, 21110. 


.21334 








Seq. No. 


15765 






Seq. ID 


OJ990527_38. 9B18 


.CI 


Gene No. 


33344 






Strand 






Start 


21952 






End 


25646 




Name 


OJ990527 38.9B18.C1. 


o2 . ts 


Method 


TBLASTX: Soybean 


'} 


Start 


20957 






End 


21355 




GI 


none 






Score 


205 




Exons 


20957. 


.21355, 21082. 


.21177 








Seq. No. 


15765 






Seq. ID 


OJ990527_38. 9B18, 


.CI 


Gene No. 


33344 






Strand 






Start 


21952 






End 


25646 




Name 


OJ990527 38.9B18.C1. 


o3 . tw 


Method 


TBLASTX: Wheat 





16326 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21112 End 21526 

none Score 166 

21112. .21195, 21113. .21382, 21437. .21526 



15765 
33344 
21952 

OJ990527_38.9B18.Cl.o6.gs 

21952 

none 



Seq. ID OJ990527_38.9B18.C1 
Strand 

End 25646 

Method GENSCAN 

End 25646 

Score . 66 



21952. .22635, 22717. .22800, 22898. .22957, 23114. .234 4 9, 
23908. .24932, 25093 25190, 25340. .25646 



15766 
33345 
1 

OJ990527_38.9B18.C2.ol.np 
1 

2443320 
1. .519 

(D85597) polyprotein [Oryza australiensis ] 



Seq. ID OJ990527_38 . 9B18.C2 

Strand + 

End 3368 

Method AAT/NAP 

End 519 

Score 480 



15766 
33345 
1 

OJ990527_38 . 9B18 . C2 . ol . tw 
92 

none 

92. .325, 100. .330 

15766 
33345 
1 

OJ990527_38.9B18.C2.ol.gs 
323 
none 

323. .485, 1372. .1518, 1732. .1800, 2029. .2213, 2272. .2464, 
3154. .3368 



Seq. ID OJ990527_38 . 9B18 .C2 

Strand + 

End 3368 

Method TBLASTX : Wheat 

End 330 

Score 179 



Seq. ID OJ990527_38.9B18.C2 

Strand + 

End 3368 

Method GENSCAN 

End 3368 

Score .48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990527_38.9B18.C3 

Strand + 

End 837 

Method AAT/GAP 

End 837 

Score 646 



15767 
33346 
491 

OJ990527_38.9B18.C3.ol.gp 
491 

25792_1.R1084 
491. .837 

' 4512233/dbj | AB014743. 1 1 AB014743 0.0e+00 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence* 



15767 
33347 
467 

OJ990527_38 . 9B18 . C3 . ol . gs 

4 67 

none 

467. .670 



-Seq. ID OJ990527_38 . 9B18 .C3 
Strand 

End 670 

Method GENSCAN 

End 670 

Score .97 



16327 





Seq. No. 


15768 


Seq. ID 


OJ990527 


_38.9B18 


.C4 




Gene No. 


33348 


Strand 


+ 








Start 


22983 


End 


23240 








Name 


OJ990527 38.9B18.C4.o4.gp 


Method 


AAT/GAP 








Start 


22983 


End 


23240 








GI 


4879016 


Score 


348 








Exons 


22983. .23240 












GI Descrip. 


6041757/gb|AC011806. 1 lACOllt 


306 0.0e+00 


Genomic 


Sequence 


For 






Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 






complete sequence 












Seq. No. 


15768 


Seq. ID 


OJ990527 


38 9B18 


. C4 




Gene No. 


33349 


Strand 


+ 








Start 


23508 


End 


31879 








Name 


OJ990527 38.9B18.C4.o6.gs 


Method 


GENSCAN 








Start 


23508 


End 


31618 








GI 


none 


Score 


.58 








Exons 


23508. .23616, 23970 .. 24 14 4 , 


24247. .24311, 24497 


. .24603, 








26332. .26925, 27320 .. 27453, 


27834 . .27983, 28216 


. .28990, 








29080. .30018, 3004 2 .. 30727 , 


30907. .30931, 31217 


. .31618 






Seq. No. 


15768 


Seq. ID 


OJ990527 


_38.9B18, 


. C4 




Gene No. 


33349 


Strand 


+ 






Q 


Start 


23508 


End 


31879 






. ?i 

i 


Name 


OJ990527 38.9B18.C4.o3.np 


Method 


AAT/NAP 






:sr 


Start 


27320 


End 


31879 






i'fi 


GI 


4680179 


Score 


7219 






Fit 


Exons 


27320. .31879 












GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


15768 


Seq. ID 


OJ990527 


_38.9B18, 


. C4 


\\\ 


Gene No. 


33350 


Strand 


+ 






i ZT 


Start 


33443 


End 


34155 








Name 


OJ990527 38 . 9B18 .C4 .o5.np 


Method 


AAT/NAP 






Q 


Start 


33443 


End 


34155 






i. : 

1.1 


GI 


5852178 


Score 


147 






: , 


Exons 


33443. .33832, 34058. .34155 










;:st 


GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 










Seq. No. 


15768 


Seq. ID 


OJ990527 


_38.9B18. 


, C4 


.311 

u 


Gene No. 


33351 


Strand 


+ 








Start 


43643 


End 


49027 








Name 


OJ990527 38.9B18.C4.o9.np 


Method 


AAT/NAP 








Start 


43643 


End 


45607 








GI 


1167523 


Score 


362 








Exons 


43643. .44210, 45575. .45607 












GI Descrip. 


(D83003) ORF (AA 1-1338) [Nicotiana tabacum] 








Seq. No. 


15768 


Seq., ID 


OJ990527_ 


_38.9B18. 


,C4 




Gene No. 


33351 


Strand 


+ 








Start 


43643 


End 


49027 








Name 


OJ990527 38.9B18.C4.ol0.np 


Method 


AAT/NAP 








Start 


44174 


End 


44652 








GI 


6815052 


Score 


219 








Exons 


4 4 17 4. . 4 4 37 7, 44459. .4 4652 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 







16328 




Seq. No. 


15768 


Seq. ID 


OJ990527_38.9B18.C4 


Gene No. 


33351 


Strand 


+ 


Start 


43643 


End 


49027 


Name 


OJ990527 38.9B18.C4.oll.gs 


Method 


GENSCAN 


Start 


44224 


End 


49027 


GI 


none 


Score 


.49 


Exons 


4 4 224 .. 4437 7, 45819. .4 5937, 


46094. .46529, 4 8395 .. 4 8512, 




49006. .49027 






Seq. No. 


15768 


Seq. ID 


OJ990527_38.9B18.C4 


Gene No. 


33351 


• Strand 


+ 


Start 


43643 


End 


49027 


Name 


OJ990527 38.9B18.C4.oll.np 


Method 


AAT/NAP 


Start 


45881 


End 


46666 


GI 


4544372 


Score 


381 


Exons 


45881. .46666 






GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidops 




thaliana] 






Seq. No. 


15768 


Seq. ID 


OJ990527_38. 9B18.C4 


Gene No. 


33352 


Strand 




Start 


1 


End 


135 


Name 


OJ990527 38.9B18.C4.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


135 


GI ■ 


2312718 


Score 


254 


Exons 


1. . 135 






GI Descrip. 


4 512233/dbj | AB014 74 3 . 1 | AB014 7 4 3 l.Oe- 


176 Oryza sativa copia 




retrotransposon RIRE7 DNA, 


partial sequence 


Seq. No. 


15768 


Seq. ID 


OJ990527_38.9B18.C4 


Gene No. 


33353 


Strand 




Start 


94 


End 


4854 


Name 


OJ990527 38.9B18.C4.ol.np 


Method 


AAT/NAP 


Start 


94 


End 


4854 


GI 


6705984 


Score 


8198 


Exons 


94 . .4854 






GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 


Seq. No. 


15768 


Seq. ID 


OJ990527_38.9B18.C4 


Gene No. 


33354 


Strand 




Start 


5880 


End 


6336 


Name 


OJ990527 38.9B18.C4.o2.gp 


Method 


AAT/GAP 


Start 


5880 


End 


6336 


GI 


25792 1.R1084 


Score 


903 


Exons 


5880. .6336 






GI Descrip. 


' 4512233/dbj IAB014743. 1 1AB014743 0.0e+00 Oryza sativa copia- 




retrotransposon RIRE7 DNA, 


partial sequence' 


Seq. No. 


15768 . - t 


Seq. ID 


OJ990527_38.9B18.C4 


Gene No. 


33355 


Strand 




Start 


6511 


End 


6899 


Name 


OJ990527 38 . 9B18 .C4 .o3.gp 


Method 


AAT/GAP 


Start 


6511 


End 


6899 


GI 


2312718 


Score 


649 


Exons 


6511. .6899 






GI Descrip. 


4 512233/dbj | AB014 74 3 . 1 I AB014 74 3 l.Oe-: 


176 Oryza sativa copia- 



. retrotransposon RIRE7 DNA, partial sequence 



16329 



Seq. No. 15768 

Gene No. 33356 

Start 7937 

Name OJ990527_38 . 9B18 . C4 . o2 . gs 

Start 7937 

GI none 

Exons 7937.. 8415, 10596 .. 10798 , 11133 .. 11196, 11600 .. 1172 6, 
11945. . 12007 



Seq. ID OJ990527_38.9B18.C4 
Strand 

End 12007 

Method GENSCAN 

End 12007 

Score .58 



Seq. No. 15768 

Gene No. 33357 

Start 14244 

Name OJ990527_38 . 9B18 . C4 . o3 . gs 

Start 14244 

GI none 

Exons 14244 .. 14305, 14 992 15124 , 



Seq. ID OJ990527_38.9B18.C4 
Strand 

End 15790 

Method GENSCAN 

End 15790 

Score .58 
15632. . 15790 



Seq. No. 15768 

Gene No. 33358 

Start 17541 

Name OJ990527_38 . 9B18 . C4 . o4 . gs 

Start 17541 

GI none 

Exons 17541. .17732, 17768 
20064. .20400, 21620 



Seq. ID OJ990527_38.9B18.C4 
Strand 

End 21845 

Method GENSCAN 

End 21845 

Score .54 
.17956, 19282. .19400, 19613 .. 19926, 
.21845 



Seq. No. 15768 

Gene No. 33359 

Start 22052 

Name OJ990527_38 . 9B18 . C4 . o5 . gs 

Start 22052 

GI none 

Exons 22052. .22435, 22583.. 22642 



Seq. ID OJ990527_38 . 9B18 ,C4 
Strand 

End 22642 

Method GENSCAN 

End 22642 

Score . 64 



Seq. No. 15768 

Gene No. 33360 

Start 32156 

Name O.J990527_38 . 9B18 . C4 

Start 118 

GI none 

Exons 118.. 363, 119.. 364 



o5 . tm 



Seq. ID OJ990527_38.9B18.C4 
Strand 

End 46719 

Method TBLASTX: Maize 

End 364 

Score 228 



Seq. No. 15768 

Gene No. 33360 

Start 32156 

Name OJ990527_38 . 9B18 . C4 , 

Start 199 

GI none - ? 

Exons 199.. 282, 31412.. 316 



Seq. ID OJ990527 38.9B18.C4 



Strand 
End 

o8.tw Method 
End 
Score 

34, 31432.. 31716 



46719 

TBLASTX: Wheat 

31834 

444 



Seq. No. 15768 

Gene No. 33360 

Start 32156 

Name OJ990527_38 . 9B18 . C4 , 

Start 205 

GI none 



06 . ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_38.9B18.C4 
46719 

TBLASTX: Soybean 

46719 

242 



16330 



Exons 


205. .276, 319.. 366, 


46427. . 


46672, 46471. .46557, 46633.. 


46719 


Seq. No. 


15768 




Seq. ID 


OJ990527_38.9B18 


,C4 


Gene No. 


33360 




Strand 






Start 


3215b 




End 


4 67 19 




Name 


OJ990527 38.9B18.C4. 


o4 . tw 


Method 


TBLASTX : Wheat 




Start 


283 




End 


4 6288 




GI 


none 




Score 


334 




Exons 


283. .681, 289. .657, 


290. .679, 296. .679, 


31094 . . 31276, 






31094. .31273, 46172. 


.46288 








Seq. No. 


• 15768 




Seq. ID 


OJ990527_38.9B18 


.C4 


Gene No. 


33360 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38.9B18.C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


499 




End 


31654 




GI 


none 




Score 


195 




Exons 


499. .558, 565. .720, 


31057. . 


31209, 31061. .31213, 31074.. 


31211, 




31209. .31274, 31213. 


.31311, 


31217. .31654, 31337 .. 314 98, 






31381. .31641 










Seq. No. 


15768 




Seq. ID 


OJ990527_38.9B18 


.C4 


Gene No. 


33360 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38.9B18.C4. 


ol2. tw 


Method 


TBLASTX: Wheat 




Start 


682 




End 


46120 




GI 


none 




Score 


84 




Exons 


682. .900, 683. .820, 


30875. . 


31054, 30876. .31070, 31019.. 


31093, 




45926. .46120 










Seq. No. 


15768 




Seq. ID 


OJ990527_38.9B18 


.C4 


Gene No. 


33360 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38.9B18.C4. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


816 




End 


30947 




GI 


none 




Score 


179 




Exons 


816. .980, 819. .1154, 


820. .1164, 821. .1165, 30639 3074 0, 




30639. .30728, 30758. 


.30943, 


30759. . 30947 




Seq. No. 


15768 




Seq. ID 


OJ990527_38.9B18 


.C4 


Gene No . 


O O *D f C\ 

3336U 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38.9B18.C4. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


871 




End 


30917 




GI 


none 




Score 


71 




Exons 


871. .1026, 872. .1024 


, 30657 


..30917, 30662. .30916 




Seq. No. 


15768 




Seq. ID 


OJ990527_38.9B18 


.C4 


Gene No . 


.,33360 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38.9B18.C4. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


883 




End 


30893 




GI 


none 




Score 


268 




Exons 


883. .1245, 884. .1252, 30576 


..30743, 30747. .30893, 30752 


. .30892 


Seq. No. 


15768 




Seq. ID 


OJ990527_38.9B18 


.C4 


Gene No. 


33360 




Strand 







16331 



Start 
Name 
Start 
GI 

Exons 



32156 

OJ990527_38 . 9B18 . C4 . o3 . tw 

907 

none 

907.. 1023, 1033.. 1194, 30378. 
30614. .30868 



End 

Method 

End 

Score 



46719 

TBLASTX: Wheat 

30869 

558 



30869, 30423. .30836, 30613 .. 30837 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15768 
33360 
32156 

OJ990527_38. 9B18.C4 ,ol. tw 

1197 

none 



Seq. ID OJ990527_38.9B18.C4 
Strand 
End 

Method 
End 
Score 



46719 

TBLASTX : Wheat 

30302 

528 



1197. .1442, 1198. .1623, 1199. .1624, 30063. .30302 



15768 
33360 
32156 

OJ990527_38.9B18.C4 .o7.ts 

1340 

none 

1340. .1429, 1345. .1431, 1427. 
30252.. 30308 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_38. 9B18.C4 
46719 

TBLASTX: Soybean 

30308 

64 



,1525, 1435. .1539, 3014 7 .. 30233, 



Seq. No. 15768 
Gene No. 33360 
Start 32156 

Name OJ990527_38 . 9B18 .C4 . o3 . tm 

Start 1384 
GI none 
Exons 1384.. 1737, 2 9950 30027 , 29952 .. 30026, 29953 .. 30027 , 

29996. .30034, 30002. .30295, 30009. .30302, 30026. .30307, 

30039. .30311, 30061. .30312 



Seq. ID OJ9?0527_38.9B18.C4 
Strand 

End 46719 

Method TBLASTX : Mai ze 

End 30312 

Score 91 



Seq. No. 15768 

Gene No. 33360 

Start 32156 

Name OJ990527_38 . 9B18 . C4 . o2 . ts 

Start 1544 

GI none 
Exons 



Seq. ID OJ990527_38 . 9B18.C4 
Strand 
End 

Method 
End 
Score 



46719 

TBLASTX: Soybean 

30128 

216 



1544. .1774, 1544. .1744, 1546. .1800, 1561. .1797, 29884 .. 30027 , 
30060. .30128 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



15768 
33360 
32156 

OJ990527__38 . 9B18 .C4 . o7 . tw 

1711 

none 



Seq. ID OJ990527 38.9B18.C4 



Strand 
End 

Method 

End 

Score 



46719 

TBLASTX: Wheat 

29976 

97 



1711. .2112, 1811. .2065, 29575 .. 29733, 29576. . 29665, 
29596. .2 997 6, 2 9619. .2997 5 



Seq. No. 15768 Seq. ID 

Gene No. 33360 Strand 

Start 32156 End 

Name OJ990527_38 . 9B18 . C4 . 06 . tm Method 

Start 1739 End 



OJ990527_38. 9B18 .C4 
46719 

TBLASTX: Maize 
29949 



16332 



i:fi 

m 

■tzt 



a 



GI 


none 






Score 


82 


Exons 


1739. .1999, 


1741 


..2064, 29596 


. . 29949, 


29664 . .29873, 29665. .29943 


Sea No. 


15768 






Seq. ID 


OJ990527_38. 9B18.C4 


Gene No. 


33360 






Strand 




Start 


32156 






End 


46719 


Name 


OJ990527 38. 


9B18 


.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1825 






End 


29862 


GI 


none 






Score 


118 


Exons 


1825. .2184, 


1826 


..2065, 2144. 


.2179, 29467. .29499, 294 69 .. 294 98, 




29499. .29552, 29503 .. 29862, 29503 .. 29733, 29613.. 29861 


Seq. No. 


15768 






Seq. ID 


OJ990527_38. 9B18. C4 


Gene No. 


33360 






Strand 




Start 


32156 






End 


46719 


Name 


OJ990527 38. 


9B18 


.C4 ,o4 . tm . 


Method 


TBLASTX: Maize 


Start 


2107 






End 


29550 


GI 


none 






Score 


144 


Exons 


2107. .2574, 


2150 


2503. 29113 


. .29550, 


29200. .29400, 29379. .29546 


Sea No 


15768 






Seq. ID 


OJ990527_38.9B18.C4 


Gene No. 


33360 






Strand 




Start 


32156 






End 


46719 


Name 


OJ990527 38. 


9B18 


.C4.o6.tw 


Method 


TBLASTX: Wheat 


Start 


2161 






End 


29526 


GI 


none 






Score 


195 


Exons 


2161. .2643, 


2165 


2548, 7613 


.7663, 7760.. 7819, 29059 .. 2 9526, 




29148. .29522 








Seq. No. 


15768 






Seq. ID 


OJ990527_38.9B18.C4 


Gene No. 


33360 






Strand 




Start 


32156 






End 


46719 


Name 


OJ990527 38. 


9B18 


.C4.o8.tm 


Method 


TBLASTX: Maize 


Start 


2599 






End 


2847 


GI 


none 






Score 


190 


Exons 


2599. .2748, 


2600 


. .2740, 2731. 


.2847 




Seq. No. 


15768 






Seq. ID 


OJ990527_38.9B18.C4 


Gene No. 


33360 






Strand 




Start 


32156 






End 


46719 


Name 


OJ990527 38. 


9B18 


.C4 .ol4 . tw 


Method 


TBLASTX: Wheat 


Start 


2689 






End 


2926 


GI 


none 






Score 


107 


Exons 


2689. .2871, 


2689 


..2919, 2693. 


.2926 




Seq. No. 


15768 






Seq. ID 


OJ990527_38.9B18.C4. 


Gene No. 


33360 






Strand 




Start 


32156 






End 


46719 


Name 


OJ990527 38. 


9B18, 


.C4 .o3.ts 


Method 


TBLASTX: Soybean 


Start 


2947 






End 


3408 


GI 


none 






Score 


66 


Exons 


2947. .3147, 


3139, 


..3408, 3143., 


.3376 





Seq. No. 15768 

Gene No. 33360 

Start 32156 

Name OJ990527 38 . 9B18 . C4 . o7 . tm 



Seq. ID OJ990527_38 . 9B18 .C4 
Strand 

End 46719 

Method TBLASTX : Mai ze 



16333 





Start 


2959 






End 


3222 






GI 


none 






Score 


131 






Exons 


2959. .3222, 


2977 


..3213, 3008 


. .3217 








Seq. No. 


15768 






Seq. ID 


OJ990527_38.9B18 


.C4 




Gene No. 


33360 






Strand 








Start 


32156 






End 


46719 






Name 


OJ990527 38. 


9B18 


.C4 .o5. tw 


Method 


TBLASTX: Wheat 






Start 


2977 






End 


3459 






GI 


none 






Score 


139 






Exons 


2977 . . 3171, 


3000 


. . 3185, 3005 


..3160, 3007. .3177, 3176. .3385, 






3178. .3459, 


3191 


. .3451 










Seq. No. 


15768 






Seq. ID 


OJ990527_38.9B18, 


,C4 




Gene No. 


33360 






Strand 








Start 


32156 






End 


46719 






Name 


OJ990527 38. 


9B18 


.C4 .o2. tw 


Method 


TBLASTX: Wheat 






Start 


3842 






End 


4413 






GI 


none 






Score 


281 






Exons 


3842. .4216, 


3842 


. .3940, 3844 


..4197, 4040. .4201, 4207. .4413, 






4225. .4371, 


4232 


. .4396 










Seq. No. 


15768 






Seq. ID 


OJ990527_38.9B18< 


.C4 




Gene No. 


33360 






Strand 








Start 


32156 






End 


46719 






Name 


OJ990527 38. 


9B18 


.C4 .o5 . ts 


Method 


TBLASTX : Soybean 




t; : j 


Start 


3970 






End 


4366 




; It 


GI 


none 






Score 


70 




a 

I . * 


Exons 


3970. .4191, 


4225 


..4365, 4232 


. .4366 






■iii 


Seq. No. 


15768 






Seq. ID 


OJ990527_38.9B18. 


. C4 


fi! 


Gene No. 


33360 






Strand 








Start 


32156 






End 


46719 






Name 


OJ990527 38. 


9B18 


. C4 .o9. tm 


Method 


TBLASTX: Maize 






Start 


4174 






End 


4410 




-I 


GI 


none 






Score 


186 




i' =: 


Exons 


4174 . .4410, 


4187 


. .4408 










Seq. No. 


15768 






Seq. ID 


OJ990527_38.9B18. 


,C4 


L J 


Gene No. 


33360 






Strand 








Start 


32156 






End 


46719 






Name 


OJ990527 38. 


9B18 


,C4 .ol6. tw 


Method 


TBLASTX: Wheat 






Start 


20060 






End 


20428 






GI 


none 






Score 


59 






Exons 


20060. .20245, 20091 .. 20174 , 


20300. .20428 






Seq. No. 


15768 






Seq. ID 


OJ990527_38.9B18. 


,C4 




Gene No. 


33360 






Strand 








Start 


32156 






End 


46719 






Name 


OJ990527 38. 


9B18 


.C4 .ol3.tw 


Method 


TBLASTX: Wheat 






Start 


21909 






End 


36795 






GI 


none 






Score 


102 






Exons 


21909. .22016, 2 1990 .. 22205 , ; 


22247. .22336, 36366 .. 364 73 , 








36447. .36644 


, 36679.. 36795 










Seq. No. 


15768 






Seq. ID 


OJ990527_38. 9B18. 


C4 




Gene No. 


33360 






Strand 







16334 



Start 


32156 




End 


46719 




Name 


OJ990527 38.9B18.C4 


.o9. ts 


Method 


TBLASTX : Soybean 




Start 


21927 




End 


36795 




GI 


none 




Score 


65 




Exons 


21927. .22205, 22247 


. .22336, 


36384. .36641, 36691.. 36795 




Seq. No. 


15768 




Seq. ID 


OJ990527_38.9B18 


.C4 


Gene No. 


33360 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38.9B18.C4 


. olO . tw 


Method 


TBLASTX: Wheat 




Start 


27823 




End 


28188 




GI 


none 




Score 


243 




Exons 


27823. .28122, 27828 


. .28034, 


28108. .28188, 28140.. 28187 




Seq. No. 


15768 




Seq. ID 


OJ990527_38.9B18 


.C4 


Gene No. 


33360 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38 . 9B18 .C4 


. ol2. tm 


Method 


TBLASTX: Maize 




Start 


27826 ~ 




End 


28122 




GI 


none 




Score 


190 




Exons 


27826. .28122, 27843 


. .28013 








Seq. No. 


15768 




Seq. ID 


OJ990527_38.9B18 


.C4 


Gene No. 


33360 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38 . 9B18 .C4 


. oil . tw 


Method 


TBLASTX: Wheat 




Start 


28466 ~~ 




End 


28870 




GI 


none 




Score 


138 




Exons 


28466. .28675, 28516 


. .28614, 


28697. .28870, 28726. .28869 




Seq. No. 


15768 




Seq. ID 


OJ990527__38.9B18 


. C4 


Gene No. 


33360 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38.9B18.C4 


. o4 . np 


Method 


AAT/NAP 




Start 


32156 




End 


33618 




GI 


6721559 




Score 


439 




Exons 


32156. .32286, 32318 


. .32588, 


33426. .33618 




GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gil 6815084 | db j | BAA90370.il 


(AP001081) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


15768 




Seq. ID 


OJ990527_38.9B18 


.C4 


Gene No. 


33360 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38.9B18.C4 


. 06 . np 


Method 


AAT/NAP 




Start 


33289 




End 


36911 




GI 


2129618 




Score 


248 




Exons 


33289. .33350, 36341 


. .36911 









GI Descrip. hypothetical protein 1 - Arabidopsis thaliana retrotransposon 
Athila gi|806535|emb|CAA57397| (X81801) Athila ORF 1 
[Arabidopsis thaliana] 



Seq. No. 15768 ' Seq. ID 

Gene No. 33360 Strand 

Start 32156 End 

Name OJ990527_38 . 9B18 . C4 . o7 . gs Method 

Start 33318 End 



OJ990527_38.9B18.C4 

46719 

GENSCAN 

34687 



16335 



GI 

Exons 



none 

33318. .33823, 34609.. 34687 



Score 



.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15768 Seq. ID OJ990527_38 . 9B18 . C4 

33360 Strand 

32156 End 46719 

OJ990527_38 . 9B18 . C4 . o7 . np Method AAT/NAP 

34996 End 38918 

6498441 Score 126 

34996. .35020, 38635.. 38918 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



15768 Seq. ID 

33360 Strand 

32156 End 

OJ990527J38 . 9B18 . C4 . 06 . gp Method 

35243 End 

61605_3.R1084 Score 
35243. .35532 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) 
thaliana] 1 



OJ990527_38.9B18.C4 

46719 
AAT/GAP 
35532 
469 

peroxidase [Arabidopsis 



Seq. No. 15768 Seq. ID 

Gene No. 33360 Strand 

Start 32156 End 

Name OJ990527_38 . 9B18 . C4 . 08 . gs Method 

Start 35640 End 

GI none Score 

Exons 35640. .35771 



OJ990527_38.9B18.C4 

46719 
GENSCAN 
35771 
.51 



Seq. No. 15768 Seq. ID 

Gene No. 33360 Strand 

Start 32156 End 

Name OJ990527_38 . 9B18 . C4 . o9 . gs Method 

Start 36102 End 

GI none Score 

Exons 36102. .36812 



OJ990527_38.9B18.C4 

46719 
GENSCAN 
36812 
.53 . 



Seq. No. 15768 Seq. ID 

Gene No. 33360 Strand 

Start 32156 End 

Name OJ990527_38 . 9B18 . C4 . olO . gs Method 

Start 37098 End 

GI none Score 

Exons 37098. .37217, 37293.-37474, 

39419. .40359, 4 0458 .. 4 1537 , 

42326. .42427, 4 24 60 .. 42623 , 



OJ990527_38. 9B18.C4 

46719 
GENSCAN 
42931 
.55 

37591. .37693, 38654 .. 39099, 
41883. .41937, 42173 .. 42252, 
42725. .42931 



Seq. No. 15768 Seq. ID 

Gene No. 33360 Strand 

Start 32156 End 

Name OJ990527_38 . 9B18 . C4 . ol5 . tw Method 

Start 38642 End 

GI none Score 

Exons 38642. .38935, 38645.-38896 



OJ990527_38.9B18.C4 
46719 

TBLASTX: Wheat 

38935 

90 



16336 




Seq. No. 


15768 




Seq. ID 


OJ990527 38.9B18 


. C4 


Gene No. 


33360 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38.9B18.C4. 


o8.ts 


Method 


TBLASTX: Soybean 




Start 


39342 




End 


39704 




GI 


none 




Score 


69 




Exons 


39342. .39704, 39358. 


.39636 








Seq. No. 


157 68 




Seq. ID 


OJ990527_38.9B18 


.C4 


Gene No. 


33360 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38.9B18.C4. 


oll.tm 


Method 


TBLASTX: Maize 




Start 


40814 




End 


41182 




GI 


none 




Score 


55 




Exons 


40814 41032, 40911. 


.41027, 


41057. .41182, 41058. .41165 




Seq. No. 


157 68 




Seq. ID 


OJ990527_38.9B18 


,C4 


Gene No. 


33360 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38.9B18.C4. 


o9. tw 


. Method 


TBLASTX: Wheat 




Start 


43646 




End 


43993 




GI 


none 




Score 


379 




Exons 


43646. .43993, 43671. 


.43850, 


4 367 6. .4 3957, 4 3678. .4 3992 




Seq. No. 


15768 




Seq. ID 


OJ990527_38 . 9B18 


.C4 


Gene No. 


33360 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38.9B18.C4. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


43667 




End 


44086 




GI 


none 




Score 


59 




Exons 


43667. .43804, 43781. 


.44086 








Seq. No. 


15768 




Seq. ID 


OJ990527_38.9B18 


.C4 


Gene No. 


33360 




Strand 






Start 


32156 




End 


46719 




Name 


OJ990527 38.9B18.C4. 


ol7 .tw 


Method 


.TBLASTX: Wheat 




Start 


44066 




End 


44212 




GI 


none 




Score 


190 




Exons 


44066. .44212, 44072. 


.44212 








Seq. No. 


157 69 




Seq. ID 


OJ990527_38. 9B18 


.C5 


Gene No. 


33361 




Strand 






Start 


524 




End 


626 




Name 


OJ990527 38.9B18.C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


100 




End 


315 




GI 


none 




Score 


76 




Exons 


100. .315, 101. .187 










Seq. No. 


15769 




Seq. ID 


OJ990527_38.9B18, 


.C5 


Gene No. 


33361 




Strand 






Start 


524 




End 


626 




Name 


OJ990527 38.9B18.C5. 


ol . gs 


Method 


GENSCAN 




Start 


524 




End 


626 




GI 


none 




Score 


.5 




Exons 


524 . . 626 











16337 



•a sr 
. «i 
'is! 

cri 

Mi 5 
1 L? 



:. i 

! . 

si 

U 



Seq. No. 


15770 


Seq. ID 


OJ990527_29. 9B22.C1 


Gene No. 


33362 


Strand 




Start 


430 


End 


705 


Name 


OJ990527 29 9B22 CI ol tm 






Start 


137 ~ 


End 


616 


GI 


none 


Score 


797 


Exons 


137 . . 616, 139. . 615 






Seq. No. 


15770 


Seq. ID 


OJ990527_29. 9B22.C1 


Gene No. 


33362 


Strand 




Start 


430 


End 


705 


Name 


OJ990527 29 9B22 CI ol ts 




TRT.A9TX * 9nvhp^n 


Start 


357 ~ 


End 


617 


GI 


none 


Score 


418 


Exons 


357 . . 617, 361 . . 615 






Seq. No. 


15770 


Seq. ID 


OJ990527_29. 9B22.C1 


Gene No. 


33362 


Strand 




Start 


430 


End 


705 


Name 


OJ990527 29 9B22 CI ol as 


L 1C L11UU 




Start 


430 ~~ 


End 


699 

\J Zs z? 


GI 


none 


Score 


. 96 


Pvon <=; 

LiA V/l 1 O 


430 699 






Sea No 


15770 


■ ~Seq. ID 


OJ990527 29 9B22 CI 


Gene No. 


33362 


Strand 




Start- 


430 


End 


705 


Name 


OJ990527 29.9B22.Cl.ol.np 


Method 


AAT/NAP 


Start 


433 


End 


705 


GI 


4757756 


Score 


307 


Exons 


433. .705 






GI Descrip. 


annexin A2 gi | 113950 | sp | P07355 | ANX2_HUMAN ANNEX IN II (LIPOCORTIN 



Seq. No. 

Gene No." 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



II) (CALPACTIN I HEAVY CHAIN) (CHROMOBINDIN 8) 
(PLACENTAL ANTICOAGULANT PROTEIN IV) (PAP-IV) 



(P36) (PROTEIN I) 



gi I 71761 Ipir | (LUHU36 annexin 
(D00017) lipocortin II [Homo 



II - human gi | 219910 | dbj | BAA00013 | 
sapiens] 



OJ990527_29. 9B22.C3 
+ 

1931 
AAT/NAP 
1931 
2815 



15771 Seq. ID 

33363 Strand 
1 End 
OJ990527_2 9. 9B22 . C3 . ol . np Method 
1 End 
128769 Score 
1. .1931 

NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 5, CHLOROPLAST 
gi I 66190 Ipir | | DERZN5 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 5 - rice chloroplast gi | 1204 7 | emb | CAA33950 | 
(X15901) NADH dehydrogenase ND5 [Oryza sativa] 

gi | 226667 | prf | | 1603356CU NADH dehydrogenase ND5 [Oryza sativa] 



15771 Seq. ID 

33363 Strand 

1 End 

OJ990527_29. 9B22 . C3 . ol . gs Method 

442 End 

none Score 
442. .561 



OJ990527_29. 9B22.C3 
+ 

1931 
GENSCAN 
561 
.74 



16338 



OJ990527_29.9B22.C3 
+ 

2387 
AAT/GAP 
2387 
358 



Seq. No. 15771 Seq. ID 

Gene No. 33364 Strand 

Start 1895 End 

Name OJ990527_2 9 . 9B22 . C3 . ol . gp Method 

Start . ■ 1895 - End 

GI LIB3431-005-P1-N1-A5 Score 

Exons 1895.. 2089, 2357.. 2387 

GI Descrip. 1 131251/sp | Pl'2094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22 624 9_prf 1503143A psbA gene [Oryza sativa] 

>g i_2 2 64 0 6_p r f 1 5 ' 



Seq. No. 


15771 




Seq. ID 


OJ990527_29. 


9B22.C3 


Gene No. 


33365 




Strand 


-f 




Start 


2753 




End 


7099 




Name 


OJ990527 29.9B22.C3.o3. 


np 


Method 


AAT/NAP 




Start 


2753 




End 


7099 




GI 


4680179 




Score 


3652 




Exons 


2753. .3525, 3685. .7099 










GI Descrip. 


(AF1117 09) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


15771 




Seq. ID 


OJ990527_29. 


9B22.C3 


Gene No. 


33366 




Strand 


+ 




Start 


8193 




End 


8691 




Name 


OJ990527 29.9B22.C3.o2. 


gp 


Method 


AAT/GAP 




Start 


8193 




End 


8691 




GI 


LIB34 77-003-P1-K1-E9 




Score 


101 




Exons 


8193. .8233, 8631. .8691 










GI Descrip. 


• 24 9858 6/sp|Q4 0638 IMP01 


_ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15771 Seq. ID OJ990527_2 9 . 9B22 . C3 

33367 Strand + 

10042 End 22268 

OJ990527_29. 9B22 .C3.o4 .gs Method GENSCAN 

10042 End 22268 

none Score . 63 

10042. .10092, 10324. .10441, 11471. .11596, 12320. .12411, 

12527. .12 642, 13269. .13652, 14190. .14337, 14 637. .14 724, 

1634 4. . 164 52, 16531. . 16603, 17069. . 17281, 18741. . 18935, 

19018. . 19095, 20089. .20194, 2034 3 .. 2037 9, 2042 8 .. 20592 , 

21760. .21898, 2 1964 .. 22170, 22179. .22268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15771 .. Seq. ID 

33367 Strand 
10042 End 22268 

OJ990527_29. 9B22 .C3.o4 .np Method AAT/NAP 

14047 End 21737 

6041789 Score 1092 

14047. . 14342, 14 612 .. 14724 , 14864 .. 14985, 16313 

16531. . 16603, 16680. . 16768, 16889 .. 16994 , 17069 

18741. . 18935, 1 9018 .. 19104 , 19893 .. 20001 , 21720 



OJ990527_29.9B22.C3 
+ 



. 16452, 
.17281, 
. 21737 



16339 



GI Descrip. (AC009755) putative N2 , N2-dimethylguanosine tRNA 
methyltransf erase [Arabidopsis thaliana] 

Seq. No. 15771 Seq. ID OJ990527_29 . 9B22 . C3 

Gene No. 33367 Strand + 

Start 10042 End 22268 

Name ' OJ990527_29 . 9B22 . C3 . o3 . gp Method AAT/GAP 

Start 17353 End 17512 

GI 5455363 Score 111 

Exons 17353. .17382, 17447. .17512 

GI Descrip. 3176667 1.0e-17 (AC004393) Similar to hypothetical 41.9KD 
protein gb_1001369 from sequence of Synechocystis sp. 
gb_D64006. [Arabidopsis thaliana] 



Seq. No. 15771 Seq. ID 

Gene No. 33368 Strand 

Start 33869 End 

Name OJ990527_29 . 9B22 . C3 . o7 . gs Method 

Start 33869 End 

GI none Score 

Exons 33869. .34237 



OJ990527_29. 9B22.C3 
+ 

34237 
GENSCAN 
34237 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15771 Seq. ID 

33369 . Strand 

37617 End 

OJ990527_29 . 9B22 . C3 . 06 . np Method 

37617 End 

5669782 Score 
37617. .39398 

(AF108010) HvlLRR2 [Hordeum vulgare] 



29. 9B22.C3 



15771 
33370 
50435 

OJ990527_29.9B22.C3.o9.np 

49972 

6815052 

49972. .50117, 504 02 .. 50537 , 
51728. .51846 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_ 
+ 

39398 
AAT/NAP 
"39398 
1769 



OJ990527_29.9B22.C3 



57929 
AAT/NAP 
51846 
1208 



50586. .51322, 51372 .. 514 4 6, 



GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



15771 Seq. ID 

33370 Strand 

50435 End 

OJ990527_29 . 9B22 . C3 . olO . np Method 

50372 End 

1709526 Score 



OJ990527_29. 9B22.C3 
+ 

57929 
AAT/NAP 
57929 
188 



50372. .50404, 518 62 .. 5204 3, 57878. .57929 

PHOSPHATIDYLINO^ITOL 3-KINASE 2 (PI3-KINASE) ( PTDINS-3-KINASE ) 
(PI3K) gi | 733522 (U23477) phosphatidylinositol-4 , 5-diphosphate 
3-kinase [ Dictyostelium discoideum] 



15771 Seq. ID 

33370 Strand 

50435 End 

OJ990527_29 . 9B22 . C3 . oil . gs Method 

50435 End 



OJ990527_29.9B22.C3 
+ 

57929 

GENSCAN 

54732 



16340 



GI 

Exons 



none 

50435. .50537, 51331 .. 514 62, 
54185. .54732 



Score . 6 
51728. .51806, 534 47. .53634, 



Seq. No. 15771 Seq. ID 

Gene No. ' 33371 Strand 

Start 1968 End 

Name OJ990527_29 . 9B22 . C3 . o2 . gs Method 

Start 1968 - End 

GI none Score 

Exons 1968.. 2174 



OJ990527__29.9B22.C3 

2174 
GENSCAN 
2174 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15771 Seq. ID OJ990527_2 9 . 9B22 . C3 

33371 Strand 

1968 End 2174 

OJ990527_29. 9B22.C3.o2 .np Method AAT/NAP 

1971 End 2147 

82532 Score 192 

1971. .2147 

hypothetical 6K protein (rpsl5-trnL intergenic region) - rice 
chloroplast gi | 1204 6 | emb | CAA3394 9 | (X15901) ORF56; 5' portion of 
ORF393 [Oryza sativa] gi | 226666 | prf | | 1603356CT ORF 393 N term 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527 29.9B22.C3 



15771 
33372 
22338 

OJ990527_29 . 9B22 . C3 . o5 . np 
22338 
4680183 

22338. .22354, 23625 23909, 
28188. .28216 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



28216 
AAT/NAP 
28216 
927 



23997. .24035, 24516. .25665, 



15771 
33373 
29886 

OJ990527_2 9. 9B22 . C3 . 06 . gs 

29886 

none 

29886. .29981, 30206. .30390, 
33090. .33165 



Seq. ID OJ990527_29.9B22.C3 
Strand 

End 33165 

Method GENSCAN 

End 33165 

Score . 63 
31900. .32110, 32271. .32431, 



Seq. No. 15771 Seq. ID 

Gene No. 33374 Strand 

Start 34726 End 

Name OJ990527_29 . 9B22 . C3 . 08 . gs Method 

Start 34726 End 

GI * none, Score 

Exons 34726. .35052 



OJ990527_29. 9B22.C3 

35052 
GENSCAN 
35052 
. 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



15771 

33375 

36590 

OJ990527 

36590 

2312838 



29. 9B22.C3.o4 . gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_29. 9B22.C3 

36651 
AAT/GAP 
36651 
77 



16341 



Exons 36590. .36651 

GI Descrip. 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. No. 


15771 




Seq. ID 


OJ990527_29.9B22.C3 


Gene No . 


33376 




Strand 




Start 


45650 




End 


50374 


Name 


OJ990527 29.9B22.C3 


. o 10 . gs 


Method 


GENSCAN 


Start 


45650 ~ 




End 


47792 


GI 


none 




Score 


.54 


Exons 


45650. .46073, 46281 


. .46520, 


47484. .47558, 47575.. 47792 


Seq. No. 


15771 




Seq. ID 


OJ990527_29.9B22.C3 


Gene No. 


33376 




Strand 




Start 


45650 




End 


50374 


Name 


OJ990527 29.9B22.C3 


. o7 . np 


Method 


AAT/NAP 


Start 


45659 




End 


46665 


GI 


6069646 




Score 


408 


Exons 


45659. .46665 








GI Descrip. 


(AP000616) similar 


to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907 1 12 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15771 



Seq. ID OJ990527 29.9B22.C3 



33376 Strand 
45650 End 
OJ990527_29 . 9B22 . C3 . 08 . np Method 
45659 End 
6069646 Score 
45659. .46665, 50339. .50374 
(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



50374 
AAT/NAP 
50374 
406 

transcriptase 
,11 (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


15771 


Seq. ID 


OJ990527_29.9B22, 


.C3 


Gene No. 


33377 


Strand 






Start 


56031 


End 


57255 




Name 


OJ990527 29.9B22.C3.o3.tc 


Method 


TBLASTX: Cress 




Start 


266 


End 


599 




GI 


none 


Score 


48 




Exons 


266. .295, 268. .294, 283.. 


552, 299.. 598, 


327. .599 




Seq. No. 


15771 


Seq. ID 


OJ990527_29.9B22, 


,C3 


Gene No. 


33377 


Strand 






Start, 


56031 


End 


57255 




Name 


OJ990527 29.9B22.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


678 


End 


1169 




GI 


none 


Score 


684 




Exons 


678. .1169, 682. .1008, 752 


. . 1168 






Seq. No. 


15771 


Seq. ID 


OJ990527_29.9B22. 


,C3 


Gene No. 


33377 


Strand 






Start 


56031 


End 


57255 





16342 




Name 


OJ990527 29 


. 9B22 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


840 ~ 








End 


1082 




GI 


none 








Score 


358 




Exons 


840. . 1082, 


840. . 


1016, 842.. 1081 






Seq. No. 


15771 








Seq. ID 


OJ990527_29. 9B22 


.C3 


Gene No. 


33377. 








Strand 






Start 


56031 








End 


57255 




Name 


OJ990527 29 


. 9B22 


.C3.o9. 


ts 


Method 


TBLASTX : Soybean 




Start 


1971 ~ 








End 


2088 




GI 


none 








Score 


167 




Exons 


1971 . . 2084, 


1978 


. .2082, 


1978. 


.2088 






Seq. No. 


15771 








Seq. ID 


OJ990527_29.9B22 


.C3 


Gene No. 


33377 








Strand 






Start 


56031 








End 


57255 




Name 


OJ990527 29 


. 9B22 


.C3.oll 


.tw 


Method 


TBLASTX : Wheat 




"Start 


2739 ~ 








End 


3110 




GI 


none 








Score 


244 




Exons 


2739. . 3110, 


2766 


. .2927, 


2969. 


.3109 






Seq. No. 


15771 








Seq. ID 


OJ990527_29.9B22 


.C3 


Gene No. 


33377 








Strand 






Start 


56031 








End 


57255 




Name 


OJ990527 29 


. 9B22 


.C3.ol2 


. tw 


Method 


TBLASTX: Wheat 




Start 


3696 ~ 








End 


4124 




GI 


none 








Score 


128 




Exons 


3696. . 3917, 


3740 


. .3853, 


3930. 


.4124, 3947. .4042 




Seq. No. 


15771 








Seq. ID 


OJ990527__29.9B22 


.C3 


Gene No. 


33377 








Strand 






Start 


56031 








End 


57255 




Name 


OJ990527 29 


. 9B22 


.C3.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4247 ~ 








End 


4730 




GI 


none 








Score 


53 




Exons 


4247 . .4705, 


4248 


. .4304, 


4313. 


.4564, 4353. .4730, 4353. .4718 


Seq. No. 


15771 








Seq. ID . 


OJ990527_29. 9B22 


.C3 


Gene No. 


33377 








Strand 






Start 


56031 








End 


57255 




Name 


OJ990527 29 


. 9B22 


.C3.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


4353 ~ 








End 


23833 




GI 


none 








Score 


385 




Exons 


4353. .4784, 


4388 


. .4702, 


23621 


. .23833 






Seq. No. 


15771 








Seq. ID 


OJ990527_29.9B22 


.C3 


Gene No. 


33377 








Strand 






Start 


56031 








End 


57255 




Name 


OJ990527 29 


. 9B22 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4707 ~ 








End 


5067 




GI 


none 








Score 


264 




Exons 


4707. .4922, 


4823 


. .4918, 


4921. , 


.5067, 4938.. 5063 




Seq. No. 


15771 








Seq. ID 


OJ990527_29. 9B22 


.C3 


Gene No. 


33377 








Strand 






Start 


56031 








End 


57255 




Name 


OJ990527 29 


. 9B22, 


.C3.o7. 


tw 


Method 


TBLASTX: Wheat 





16343 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



4779 
none 

4779. .4919, 
4924 . .5079 

15771 
33377 
56031 

OJ990527_29 

4803 

none 

4803. .4919, 



4779.. 4907, 4808. 



. 9B22.C3.ol0.tm 
4835.. 4915, 4912. 



15771 
33377 
56031 

OJ990527_29 . 9B22 . C3 . o2 . tw 

5082 

none 

5082. .5504, 5083. .5508 



15771 
33377 
56031 

OJ990527_29. 

5089 

none 

5089. .5337, 



15771 
33377 
56031 

OJ990527_29. 

5152 

none 

5152. .5508, 

15771 
33377 
56031 

OJ990527_29. 

5599 

none 

5599. . 6084, 

15771 
33377 
56031 

OJ990527_29. 

5731 

none 

5731. . 6150, 

15771 
33377 
56031 

OJ990527 29. 



9B22.C3.o7.ts 
5118. .5333 

9B22.C3.o3. tm 
5157. .5513 

9B22.C3.o3.tw 
5613.. 6062, 5725. 

9B22;C3.o5.tm 
5731. .5964, 5844. 

9B22.C3.o5.tc 



End 5079 
Score 168 

.4948, 4823. .4921, 4914. .5063, 



Seq. ID OJ990527_29.9B22.C3 
Strand 

End 57255 

Method TBLASTX : Mai ze 

End 5145 

Score 102 
.5145, 4941. .5144 

Seq. ID OJ990527_29.9B22.C3 
Strand 

End 57255 

Method TBLASTX : Wheat 

End 5508 

Score 541 



Seq. ID OJ990527_29.9B22.C3 
Strand 

End 57255 

Method TBLASTX : Soybean 

End 5337 

Score 204 



Seq. ID OJ990527_29.9B22.C3 
Strand 

End 57255 

Method TBLASTX : Mai ze 

End 5513 

Score 489 



Seq. ID OJ990527_29.9B22.C3 
Strand 

57255 

TBLASTX: Wheat 
6084 
514 



End 

Method 
End 
Score 
. 6084 



Seq. ID OJ990527_29.9B22.C3 
Strand 

57255 

TBLASTX: Maize 
6X50 
390 



End 

Method 
End 
Score 
. 6140 



Seq. ID OJ990527_29. 9B22.C3 
Strand 

End 57255 

Method TBLASTX : Cress 



16344 



Start 
GI 

Exons 



5737 End 6102 

none Score 50 

5737.. 5781, 5791.. 5964, 5832.. 5954, 5965.. 6102, 5967.. 6092 



Seq. No. 15771 Seq. ID 

Gene No. 33377 Strand 

Start 56031 End 

Name OJ990527.^29 . 9B22 . C3 . 06 . ts Method 

Start 5877 End 

GI none Score 

Exons 5877.. 6128, 5884.. 6126 

Seq. No. 15771 Seq. ID 

Gene No. 33377 Strand 

Start 56031 End 

Name OJ990527_29 . 9B22 . C3 . ol . tw Method 

Start 6091 End 

GI none Score 

Exons 6091.. 6717, 6147,. 6572, 6633,. 6701 



OJ990527_29. 9B22.C3 
57255 

TBLASTX : Soybean 

6128 

255 



OJ990527_29. 9B22.C3 
57255 

TBLASTX: Wheat 

6717 

664 



Seq. No. 15771 

Gene No. 33377 
Start ' 56031 

Name OJ990527_29 . 9B22 . C3 . ol . tin 

Start 6271 

GI none 

Exons 6271.. 6444, 6273.. 6425, 6430. 

Seq. No. 15771 

Gene No. 33377 

Start 56031 

Name OJ990527_29 . 9B22 . C3 . 06 . tw 

Start 6718 

GI none 

Exons 6718.. 7050, 6732.. 6986 



Seq. ID OJ990527_29.9B22.C3 
Strand 

End 57255 

Method TBLASTX : Mai ze 

End 6870 

Score 225 ■ 

.6870, 6435.. 6572, 6636.-6854 

Seq, ID OJ990527_29.9B22.C3 
Strand 

End 57255 

Method TBLASTX : Wheat 

End 7050 

Score 325 



Seq. No. 15771 
Gene No. 33377 
Start 56031 

Name OJ990527_29 . 9B22 . C3 . o2 . tm 

Start 14628 
GI none 
Exons 14628. 

16304, 

16520, 

17090. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_29. 9B22.C3 
57255 

TBLASTX: Maize 

17266 

110 



14729, 14866. . 14988, 14 868 .. 14 987 , 14881, 
16441, 16312. . 16443, 16313 1 64 53, 16504, 



16603, 16677. 
17266, 17101. 



16769, 16685. . 16756, 16887, 
17205 



, 14997, 
, 16629, 
, 16982, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15771 
33377 . 
56031 
OJ990527 
16304 
none 
16304 
16520 



29.9B22.C3.o2.tc 



16450, 16312. . 16461, 
16603, 16677. .16766, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527. 29.9B22.C3 



57255 

TBLASTX: Cress 
16982 
201 

16313. .164 53, 16519. . 16602, 
16685. .16756, 16857. . 16982 



Seq. No. 



15771 



Seq. ID OJ990527 29.9B22.C3 



16345 




Gene No . 


33377 






Strand 




Start 


56031 






End 


57255 


Name 


OJ990527 29.9B22.C3, 


.o4 . ts 


Method 


TBLASTX : Soybean 


Start 


16356 






End 


16769 


GI 


none 






Score 


65 


Exons 


16356. 


.16445, 16356, 


. . 16433, 


16357. .16449, 16358 .. 164 53, 




16372. 


.16455, 16519, 


. . 16602, 


16520. .16603, 16541. .16603, 




16677. 


.16769, 16685, 


. . 16756 






Seq. No. 


15771 






Seq. ID 


OJ990527_29. 9B22 


Gene No. 


33377 






Strand 




Start 


56031 






End 


57255 


Name 


OJ990527 29.9B22.C3, 


. o5 . t s 


Method 


TBLASTX : Soybean 


Start 


17087 






End 


19095 


GI 


none 






Score 


232 


Exons 


17087. 


.17290, 17096. 


. . 17281, 


18738. .18938, 18738 .. 18938 , 




18740. 


.18940, 19018. 


. . 19095 






Seq. No. 


15771 






Seq. ID 


OJ990527 29.9B22 


Gene No. 


33377 






Strand 




Start 


56031 






End 


57255 


Name 


OJ990527 29.9B22.C3. 


, o7 . tm 


Method 


TBLASTX: Maize 


Start 


18738 






End 


19053 


GI 


none 






Score 


305 


Exons 


18738. 


.18938, 18739. 


. . 18936, 


18740. . 18 


937, 19018.. 19053 


Seq. No. 


15771 






Seq. ID 


OJ990527 29.9B22 


Gene No. 


33377 






Strand 




Start. 


56031 






End 


57255 


Name 


OJ990527 29.9B22.C3. 


, olO . tw 


Method 


TBLASTX : Wheat 


Start 


23754 






End 


24092 


GI 


none 






Score 


45 


Exons 


23754. 


.23867, 23759. 


. .23830, 


23803. .24 


066, 23829. .24092, 




23886. 


.24089 








Seq. No. 


15771 






Seq. ID 


OJ990527_29. 9B22 


Gene No. 


33377 






Strand 




Start 


56031 






End 


57255 


Name 


OJ990527 29.9B22.C3. 


, o9. tw 


Method 


TBLASTX: Wheat 


Start 


24282 






End 


24665 


GI 


none 






Score 


92 


Exons 


24282. 


.24665, 24310. 


, .24540 






Seq. No. 


15771 






Seq. ID 


OJ990527_29.9B22 


Gene No. 


33377 






Strand 




Start 


56031 






End 


57255 


Name 


OJ990527 29.9B22.C3. 


. o4 . tc 


Method 


TBLASTX: Cress 


Start 


38091 






End 


39416 


GI 


none 






Score 


68 


Exons 


38091. 


.38162, 38204. 


. . 38242, 


38271. .38402, 384 99.-3854 9, 




38574. 


.38699, 38718. 


, . 38885, 


38895. .38957, 39297. .39416 


Seq. No. 


15771 






Seq. ID 


OJ990527_29.9B22 


Gene No. 


33377 






Strand 




Start 


56031 






End 


57255 


Name 


OJ990527 29.9B22.C3. 


o3 . ts 


Method 


TBLASTX: Soybean 


Start 


38301 






End 


39056 



16346 




GI 


none 




Score 


146 




Exons 


38301. .38543, 38553 


. .38696, 


38742. .38885, 387 62 .. 38923, 






38904. .39056 










Seq. No. 


15771 




Seq. ID 


OJ990527_29.9B22 


.C3 


Gene No. 


33377 




Strand 






Start 


56031 




End 


57255 




Name 


OJ990527 29.9B22.C3 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


38541 




End 


38869 




GI 


none 




Score 


45 




Exons 


38541. .38867, 38542 


. .38619, 


38543.-38869, 38544 .. 38867 , 






38659. .38868 










Seq. No. 


15771 




Seq. ID 


OJ990527_29.9B22 


.C3 


Gene No. 


33377 




Strand 






Start 


56031 




End 


57255 




Name 


OJ990527 29.9B22.C3. 


. o9. tm 


Method 


TBLASTX: Maize 




Start 


38801 




End 


39083 




GI 


none 




Score 


288 




Exons 


38801. .39055, 38802, 


. .39083 








Seq. No. 


15771 




Seq. ID 


OJ9?0527_29.9B22, 


. C3 


Gene No. 


33377 




Strand 






Start 


56031 




End 


57255 




Name 


OJ990527 29.9B22.C3. 


.08 .tw 


Method 


TBLASTX: Wheat 




Start 


39091 




End 


39518 




GI 


none 




Score 


307 




Exons 


39091. .39153, 39179. 


. .39313, 


39216. .39518, 39217. .39369, 






39240. .39491, 39437. 


. .39514 








Seq. No. 


15771 




Seq. ID 


OJ990527_29.9B22. 


■ C3 


Gene No. 


33377 




Strand 






Start 


56031 




End 


57255 




Name 


OJ990527 29.9B22.C3, 


.08 .ts 


Method 


TBLASTX: Soybean 




Start 


39255 




End 


40223 




GI 


none 




Score 


178 




Exons 


39255. .39614, 39879. 


, .40223, 


39890. .40156 




Seq. No. 


15771 




Seq. ID 


OJ990527_29.9B22, 


,C3 


Gene No. 


33377 




Strand 






Start 


56031 




End 


57255 




Name 


OJ990527 29.9B22.C3, 


, o4 . tm 


Method 


TBLASTX: Maize 




Start 


39294 




End 


40226 




GI 


none 




Score 


211 




Exons 


39294. .39602, 39603. 


, .39770, 


39870. .40226, 39935. .40219 




Seq. No. 


15771 




Seq. ID 


OJ990527__29.9B22. 


■ C3 


Gene No. 


33377 




Strand 






Start 


56031 




End 


57255 




Name 


OJ990527 29.9B22.C3. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


45677 




End 


46243 




GI 


none 




Score 


210 




Exons 


45677. .45835, 45905. 


.46243 








Seq. No. 


15771 




Seq. ID 


OJ990527_29. 9B22. 


C3 


Gene No. 


33377 




Strand 






Start 


56031 




End 


57255 





16347 






Name 


OJ990527 29. 9B22.C3.oll. tm 


Method 


TBLASTX: Maize 






Start 


46478 


End 


46703 








GI 


none 


Score 


126 








Exons 


4 64 78. .4 6702, 4 64 79. .4 6703 












Seq. No. 


15771 


Seq. ID 


OJ990527__29. 


9B22 . 


,C3 




Gene No. 


33377 


Strand 










Start 


56031 


End 


57255 








Name 


OJ990527 29.9B22.C3.ol2.gs 


Method. 


GENSCAN 








Start 


56031 


End 


57255 








GI 


none 


Score 


.6 








Exons 


56031. .56210, 56626 56780, 


57153. .57255 








Seq. No. 


15772 


Seq. ID 


OJ990527_29. 


9B22. 


C4 




Gene No . 


333 /o 


Strand 










Start 


827 


End 


4234 








Name 


OJ990527 29.9B22.C4.ol.gs 


Method 


GENSCAN 








Start 


827 


End 


4234 








GI 


none 


Score 


.4 








Exons 


827. .968, 2603. .2932, 3368.. 


3464, 3989 


. . 4140, 4167 . 


.4234 




Seq. No. 


15773 


Seq. ID 


OJ990527 29. 


9B22. 


C5 




Gene No. 


33379 


Strand 


+ 






t t 


Start 


263 


End 


505 






• 3 i 


Name 


OJ990527 29. 9B22 . C5 . ol . gs 


Method 


GENSCAN 








Start 


263 


End 


505 






i;fi 


GI 


none 


Score 


.66 






ru 


Exons 


2 63.. 505 










CI 

i,l 


Seq. No. 


15773 


Seq. ID 


OJ990527_29. 


9B22. 


C5 


ft 

31 

: c 


Gene No . 


33380 


Strand 










Start 


1291 


End 


2857 






j b: 


Name 


OJ990527 29.9B22.C5.o2.gs 


Method 


GENSCAN 






IS 


Start 


1291 


End 


2857 






Q 


GI 


none 


Score 


.69 








Exons 


1291. .1805, 1849. .2151, 2530 


. .2857 








J • 
sr 

i 


Seq. No. 


15773 


Seq. ID 


OJ990527_29. 


9B22. 


C5 




Gene No. 


33380 


Strand 










Start 


1291 


End 


2857 






) ~ : 
t 3 _ : 


Name 


OJ990527 29.9B22.C5.ol.np 


Method 


AAT/NAP 








Start 


1318 


End 


2857 








GI 


6006374 


Score 


2127 








Exons 


1318. .2857 












GI Descrip. 


(AP000559) Similar to Rice tungro bacilliform virus 


; reverse 






transcriptase (D10774) [Oryza sativa] 










Seq. No. 


15774 


Seq. ID 


OJ990527 29. 


9B22. 


C6 




Gene No. 


33381 


Strand 


+ -i 








Start 


1 


End 


30622 








Name 


OJ990527 29. 9B22 . C6 . o3 . np 


Method 


AAT/NAP 








Start 


1 


End 


30622 








GI 


1491621 


Score 


155 







Exons 1..42, 1114 0 . . 114 1 6, 13254 .. 13420, 18038 .. 18202 , 18380 .. 18584 , 

22332. .22565, 2567 6 .. 25840, 30411.. 30622 
GI Descrip. (Z78205) UL36 [Bovine herpesvirus 1] gi | 2 653311 | emb | CAA06097 | 

(AJ004801) very large virion protein (tegument) [Bovine 



16348 



herpesvirus type 1.1] 

Seq. No. 15774 Seq. ID 

Gene No. 33381 Strand 

Start 1 End 

Name OJ990527_29 . 9B22 . C6 . ol . gs Method - 

Start 1281 End 

GI none Score 
Exons 



OJ990527_29.9B22.C6 
+ 

30622 
GENSCAN 
6776 
.48 



1281. .1497, 2324. .2444, 2952. .3089, 3182. .3501, 5497. .5623, 
6020.. 6162, 6378.. 6440, 6699. .6776 



Seq. No. 15774 Seq. ID 

Gene No. 33381 Strand 

Start 1 End 

Name OJ990527_29 . 9B22 . C6 . ol . gp Method 

Start 2662 End 

GI none Score 

Exons 2662.. 2831, 2952.. 3017 



OJ990527_29.9B22.C6 
+ 

30622 
AAT/GAP 
3017 
416 



Seq. No. 15774 Seq. ID OJ990527_29 . 9B22 . C6 

Gene No. 33381 Strand + 

Start 1 End 30622 

Name OJ990527_29 . 9B22 . C6 . ol . np Method AAT/NAP 

Start 2985 End 6794 

GI 6646758 Score 478 

Exons 2985.. 3065, 3365.. 3501, 5497.. 5611, 6005.. 6136, 6357.. 6443, 

6524. .6589, '6699. .6794 

GI Descrip. (AC013258) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15774 Seq. ID 

33381 Strand 
1 End 
OJ990527_29 . 9B22 . C6 . o2 . gp Method 
6506 End 
37264_1.R1084 Score 
6506.. 6589, 6699.". 7075 

1 604 1757/gb | AC011806 . 1 | ACO 11806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



OJ990527_29.9B22.C6 
+ 

30622 
AAT/GAP 
7075 
794 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15774 
33381 
1 

OJ990527_2 9. 9B22 . C6 . o3 . gs 

13339 

none 



Seq. ID OJ990527 29.9B22.C6 



Strand 
End 

Method 

End 

Score 



+ 

30622 
GENSCAN 
14836 
.54 



13339. .13992, 14 002. .14151, 14157. .14 330, 14 729. .14 836 



15774 .£eq. ID 

33381 Strand 

1 End 

OJ990527_2 9 . 9B22 . C6 . o4 . np Method 

28505 End 

3645898 Score 

28505. .29553, 29622 .. 29990, 



OJ990527_29.9B22.C6 
+ 

30622 
AAT/NAP 
30194 
548 



30066. . 30194 

(U68408) in-frame stop codon; possibly a post-transposition 
mutation [Zea mays] 



16349 



Seq. No. 


15774 








Seq. ID 


OJ990527 


_29.9B22.C6 


Gene No. 


33382 








Strand 






Start 


9104 








End 


11821 




Name 


OJ990527 29. 


9B22 


.C6.o2. 


gs 


Method 


GENSCAN 




Start 


9104 








End 


11759 




GI 


none 








Score 


. 64 




Exons 


9104. .9126, 


9465 


..10280, 11096. .11759 






Seq. No. 


15774 








Seq. ID 


OJ990527 


_29.9B22.C6 


Gene No. 


33382 








Strand 






Start 


9104 








End 


11821 




Name 


OJ990527 29. 


9B22 


.C6.o2. 


np 


Method 


AAT/NAP 




Start 


11073 








End 


11821 




GI 


4262245 








Score 


457 




Exons 


11073. . 11821 












GI Descrip. 


(AC006200) hypothetical 


. protein [Arabidopsis thaliana] 


Seq. No. 


15774 








Seq. ID 


OJ990527 


_29. 9B22.C6 


Gene No. 


33383 








Strand 






Start 


17452 








End 


24248 




Name 


OJ990527 29. 


9B22 , 


,C6.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3283 








End 


5574 




GI 


none 








Score 


307 




Exons 


3283 . . 3510, 


3328 , 


. . 3504, 


5496. 


.5564, 5497 . .5574, 


5497 . . 5574 


Seq. No. 


15774 








Seq. ID 


OJ990527 


_29. 9B22 .C6 


Gene No. 


33383 








Strand 






Start 


17452 








End 


24248 




Name 


OJ990527_29. 


9B22 . 


,C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3331 








End 


6767 


GI 


none 








Score 


228 




Exons 


3331. .3501, 


3349. 


. .3510, 


3369. 


.3503, 5496. .5618, 


5497. .5622, 




boUl . . do32, 


^ ITT 

6377 . 


f A A O 

. . 6442, 


6378 . 


.6443, 6384, .6443, 


6523 . . 6588, 




6524. .6634, 


6689. 


. . 6757, 


6690. 


.6767 






Seq. No. 


15774 








Seq. ID 


OJ990527 


_29. 9B22.C6 


Gene No. 


33383 








Strand 






Start 


17452 








End 


24248 




Name 


OJ990527 29. 


9B22. 


.C6.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3370 








End 


3510 




GI 


none 








Score 


91 




Exons 


3370. .3426, 


3397. 


, .3426, 


3427. 


.3510, 3441. .3503 




Seq. No. 


15774 








Seq. ID 


OJ990527 


_29. 9B22.C6 


Gene No. 


33383 








Strand 






Start 


17452 








End 


24248 




Name 


OJ990527 29. 


9B22. 


C6.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6367 




-j 




End 


7050 




GI 


none 








Score 


66 




Exons 


6367 . . 6432, 


6377. 


.6442, 


6378. 


.6440, 6502. .6579, 


6523. . 6579, 




6524 . . 6634, 


6689. 


. 6775, 


6696. 


.6776, 6697. .6783, 


6698. . 6775, 




6793. .6840, 


6794 . 


. 6841, 


6795. 


.6842, 6795. .6842, 


6843. . 6881, 




6844 . . 6882, 


6847. 


. 6888, 


6848. 


. 6889, 6932. .7048, 


6932. .7042, 




6933. .7049, 


6933. 


.7046, 


6946. 


.7050 






Seq. No. 


15774 








Seq. ID 


OJ990527 


_29. 9B22.C6 



16350 



Gene. No. 33383 Strand 

Start 17452 End 

Name OJ990527_29 . 9B22 . C6 . o3 . tm Method 

Start 9306 End 

GI none Score 

Exons 9306.. 9341, 9306.. 9365, 9352.. 9420, 9352.. 9573, 9360.. 9422, 

9362. .9574, 11094 1 1264 , 11095 .. 11265, 11259 .. 11366, 

11301. .11360, 11310. .11453 



24248 

TBLASTX: Maize 

11453 

43 



Seq. No. 15774 

Gene No. 33383 

Start 17452 

Name OJ990527_29 . 9B22 . C6 . o5 . gs 

Start 17452 

GI none 
Exons 



Seq. ID OJ990527_29.9B22.C6 
Strand 

End 24248 

Method GENSCAN 

End 24248 

Score .48 



17452. .17889, 18071 .. 18166, 19536 .. 19632 , 20209 20378 , 
21764. .22183, 22275 22609, 2324 1 .. 23502 , 23688. .24248 



Seq. No. 15774 

Gene No. 33384 

Start 28676 

Name OJ990527_29 . 9B22 . C6 . o4 . tm 

Start 28676 

GI none 
Exons 



Seq. ID OJ990527_29.9B22.C6 
Strand 

End 29100 

Method TBLASTX : Mai ze 

End 29100 

Score 71 



28 67 6. .2877 4, 287 77 . .29100, 287 92. .28962 



Seq. No. 15775 

Gene No. 33385 

Start 1 

Name OJ990527_29 . 9B22 . C7 . ol . np 

Start 1 

GI 418604 

Exons 1 . . 151 

GI Descrip. HYPOTHETICAL 35.6 KD PROTEIN IN RPME-TDK INTERGENIC REGION 
(ORFP) 



Seq. ID OJ990527_29. 9B22.C7 
Strand 

End 151 

Method AAT/NAP 

End m 151 

Score 269 



Seq. No. 15776 

Gene No. 33386 

Start 1 

Name OJ990517_22 . 9B05 . C2 . ol . np 

Start 1 

GI 6742729 

Exons 1 . . 315 

GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990517_22.9B05.C2 

Strand + 

End 315 

Method AAT/NAP 

End 315 

Score 480 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15776 
33386 
1 

OJ990517_22. 9B05.C2.ol. tw 



none 

8. .169, 9. 



Seq. ID OJ990517_22. 9B05.C2 

Strand + 

End 315 

Method TBLASTX : Wheat 

End 169 

Score 205 



,164 



Seq. No. 15776 

Gene No. 33386 

Start 1 

Name OJ990517 22 . 9B05 . C2 . ol . ts 



Seq. ID OJ990517_22.9B05.C2 

Strand + 

End 315 

Method TBLASTX : Soybean 



16351 



Start 33 End 275 

GI none Score 200 

Exons 33.. 275, 119.. 217 



Seq. No. 15777 Seq. ID OJ990517_22 . 9B05 . C3 

Gene No. 33387 Strand 

Start 1 End 457 

Name OJ990517_22 . 9B05 . C3 . ol . np Method AAT/NAP 

Start 1 End 457 

GI 2129478 Score 89 

Exons 1 . . 457 

GI Descrip. chitinase {EC 3.2.1.14) precursor - beet gi | 488731 | emb | CAA55883 | 
(X79301) chitinase [Beta vulgaris] gi | 829258 | emb | CAA5694 6 | 
(X81056) Chitinase [Beta vulgaris] 



Seq. No. 15777 Seq. ID 

Gene No. 33387 Strand 

Start 1 End 

Name OJ990517_22 . 9B05 . C3 . ol . gs Method 

Start 142 End 

GI none Score 

Exons 142.. 180 



OJ990517_22.9B05.C3 
457 

GENSCAN 

180 

.62 



U Seq. No. 15778 Seq. ID 

u'l Gene No. 33388 Strand 

;=fi Start 430 End 

;;!! Name OJ990517_22 . 9B05 . C5 . ol . np Method' 

! a ;f Start 4 30 End 

U GI 4680186 Score 

Ly Exons 430.. 601, 817.. 881 

i t B l GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ990517_22.9B05.C5 
881 

AAT/NAP 
881 
76 



i = r 


Seq. No. 


15779 


Seq. ID 


OJ990517_22.9B05.C6 


;= 

=t 


Gene No. 


33389 


Strand 


+ 


i i 


Start 


416 


End 


1205 


\S 


Name 


OJ990517 22. 9B05 . C6 . ol . gs 


Method 


GENSCAN 


t ! 
13 35 


Start 


416 


End 


1205 


i. 5 i 


GI 


none 


Score 


.69 


3 ZT 

i e 
■a =r 


. Exons 


416. .803, 1093. .1205 






c:i 


Seq. No. 


15780 


Seq. ID 


OJ990517_22.9B05.C7 




Gene No. 


33390 


Strand 






Start 


533 


End 


2134 




Name 


OJ990517 22. 9B05 . C7 . ol . gs 


Method 


GENSCAN 




Start 


533 


End 


2128 




GI 


none 


Score 


.85 




Exons 


533. .709, 983. .1055, 1143, 


,.1253, 1635.. 


2128 




Seq. No. 


15780 


Seq. ID 


OJ990517_22.9B05.C7 




Gene No. 


33390 


Strand 






Start 


533 


End 


2134 




Name 


OJ990517 22.9B05.C7.ol.gp 


Method 


AAT/GAP 




Start 


1735 


End 


2134 




GI 


uC-osflcypl76fl0bl 


Score 


744 




Exons 


1735. .2134 








GI Descrip. 


' 604 1757/gb|AC01 1806. 1 IAC011806 0.0e+00 


1 Genomic Sequence For 






Oryza sativa Clone 10P20, 


Lemont Strain 


i, Complete Sequence, 



16352 




complete sequence 1 



Seq. No. 


15781 




Seq. ID 


OJ990517_22. 9B05. 


C10 


Gene No. 


33391 




Strand 


+ 




Start 


' 1 




End 


2272 




Name 


OJ990517 22.9B05.C10.ol. 


,np 


Method 


AAT/NAP 




Start 


1 




End 


2263 ' 




GI 


6815062 




Score 


1220 




Exons 


1..60, 152. .1009, 1095.. 


,1335, 


1394. .1703, 1780. .1878, 






1948.. 2013, 2070.. 2263 










GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BA( 




F16P2 genomic sequence ;mudrA 


like protein (AC004561) [Oryza 




sativa] 










Seq. No. 


15781 




Seq. ID 


OJ990517 22.9B05. 


C10 


Gene No. 


33391 




Strand 


+ 




Start 


1 




End 


2272 




Name 


OJ990517 22.9B05.C10.ol. 


■gs 


Method 


GENSCAN 




Start 


152 




End 


2272 




GI 


none 




Score 


.71 




Exons 


152. .253, 404. .1009, 1095. .1303, 1409. 


.1703, 1780. .1878, 






1948.. 2055, 2093.. 2272 










Seq. No. 


15781 




Seq. ID 


OJ990517_22. 9B05. 


C10 


Gene No.- 


33391 




Strand 


+ 




Start' • ' 


1 




End 


2272 




Name 


OJ990517 22.9B05.C10.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


352 




End 


856 




GI 


none 




Score 


95 




Exons 


352. .477, 353. .487, 518. 


.856, 


518. .754 


, 547. .852 




Seq. No. 


15781 ' 




Seq. ID 


OJ990517_22.9B05. 


C10 


Gene No. 


33391 




Strand 


+ 




Start 


1 




End 


2272 




Name 


OJ990517 22.9B05.C10.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1095 




End 


1703 




GI 


none 




Score 


221 




Exons 


1095. .1304, 1145. . 1285, 


1188. 


.1304, 1401. .1478, 1518. .1703 


Seq. No. 


15782 




Seq. ID 


OJ990517_22. 9B05. 


C12 


Gene No. 


33392 




Strand 


+ 




Start 


322 




End 


2489 




Name 


OJ990517 22.9B05.C12.ol. 


np 


Method 


AAT/NAP 




Start 


322 




End 


2489 




GI 


5091513 




Score 


1700 




Exons 


322. . 1018, 1762. .2489 










GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


15782 




Seq. ID 


OJ990517_22.9B05. 


C12 


Gene No. 


33392 




Strand 


+ 




Start 


322 




End 


2489 




Name 


OJ990517 22. 9B05.C12.ol. 


gs 


Method 


GENSCAN 




Start 


414 




End 


2464 




GI 


none 




Score 


.57 




Exons 


414. .758, 763. .936, 1788 


. .2464 






Seq. No. 


15783 




Seq. ID 


OJ990517_22. 9B05. 


C13 



16353 




Gene No. 


33393 




Strand 


+ 






Start 


1 




End 


5488 






Name 


OJ990517 22.9B05.C13.ol. 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1597 






GI 


5091513 




Score 


100 






Exons 


1. .321, 1451. .1597 












GI Descrip. 


(AB0234 82) Hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


15783 




Seq. ID 


OJ990517 22, 


. 9B05. 


C13 


Gene No. 


33393 




Strand 


+ 






Start 


1 




End 


5488 






Name 


OJ990517 22.9B05.C13.ol. 


gs 


Method 


GENSCAN 






Start 


180 




End 


5488 






GI 


none 




Score 


. 48 






Exons 


180. .483, 752. .1049, 3543.. 


3692, 3830.. 


,3892, 4572. . 


.4773, 






5301. .5488 












Seq. No. 


15783 




Seq. ID 


OJ990517_22. 


. 9B05. 


C13 


Gene No. 


33394 




Strand 


+ 






Start 


6721 




End 


7340 






Name 


OJ990517_22.9B05.C13.o2. 


gs 


Method 


GENSCAN 






Start 


6721 




End 


7340 






GI 


none 




Score 


. 77 






Exons 


6721. .6883, 7153. .7340 












Seq. No. 


15783 




Seq. -ID 


OJ990517 22. 


. 9B05 . 


C13 


Gene No. 


33395 




Strand 








Start 


3820 




End 


4130 






Name 


OJ990517_22.9B05.C13.ol. 


gp 


Method 


AAT/GAP 






Start 


3820 




End 


4130 






GI 


61605 3.R1084 




Score 


414 






Exons 


3820. .4130 












GI Descrip. 


1 1402920/emb|CAA66965 | 2 


!.0e 


-20 (X98321) 


peroxidase 


[Arabido] 




thaliana] 1 












Seq. No. 


15783 




Seq. ID 


OJ990517_22. 


, 9B05. 


C13 


Gene No. 


33396 




Strand 








Start 


6133 




End 


7370 






Name 


OJ990517 22. 9B05.C13.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4584 




End 


4997 






GI 


none 




Score 


205 






Exons 


4584. .4817, 4658. .4816, 


4812. .4871, 4881. .4997, 48E 


J6. .4996 


Seq. No. 


15783 




Seq. ID 


OJ990517_22. 


9B05. 


C13 


Gene No. 


33396 




Strand 








Start 


6133 




End 


7370 






Name 


OJ990517 22.9B05.C13.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4646 




End 


4940 






GI 


none 




Score 


258 






Exons 


4646. .4939, 4656. .4940 












Seq. No. 


15783 




Seq. ID 


OJ990517__22. 


9B05. 


C13 


Gene No. 


33396 




Strand 








Start 


6133 




End 


7370 






Name 


OJ990517 22. 9B05.C13.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5143 




End 


5550 






GI 


none 




Score 


65 







16354 



Exons 



5143.. 5220, 5227.. 5550, 5352.. 5549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15783 Seq. ID 

33396 Strand 
6133 End 
OJ990517_22 . 9B05 . C13 . o2 . np Method 
6133 End 
5852175 Score 
6133.. 6253, 6811. .6862, 7293.. 7370 
(AL117265) zhb0005.1 [Oryza sativa] 



OJ990517_22.9B05.C13 

7370 
AAT/NAP 
7370 
96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15784 
33397 
1 

OJ990517_22. 
1 

6063554 
1..18, 165.. 



9B05.C14 .ol.np 



446 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_22.9B05.C14 
451 

AAT/NAP 

446 

162 



(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 <E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 15784 Seq. ID 

Gene No. 33397 Strand 

Start 1 End 

Name OJ990517_22 . 9B05 . CI 4 . ol . gs Method 

Start 331 End 

GI none Score 

Exons 331 . . 451 



OJ990517__22.9B05.C14 
451 

GENSCAN 

451 

.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



7_22. 9B05.C15. ol.np 



15785 
33398 
526 

OJ99051 
526 

6907087 
526. .90 
(AP0011 
region 
sativa] 

15785 
33398 
526 

OJ990517_22.9B05.C15.ol.gs 

823 

none 



OJ990517_22.9B05.C15 
+ 

2261 
AAT/NAP 
2258 
599 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4, 1081. .1617, 2157. .2258 

29) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 
of the predicted gene.; hypothetical protein [Oryza 



Seq. ID OJ990517_22.9B05.C15 

Strand + 

End 2261 

Method GENSCAN 

End 2261 

Score . 57 



823. .897, 1007. .1075, 1211. .1617, 1767. .1887, 2158. .2261 



Seq. No. 15785 Seq. ID 

Gene No. 33399 Strand 

Start 12749 End 

Name OJ990517_22 . 9B05 . C15 . ol . gp Method 

Start 12749 End 

GI 5771073 Score 

Exons 12749. .12945 

GI Descrip. 12818 6/sp | P16081 | NIA1_0RYSA 1.0e-60 NITRATE REDUCTASE 1 (NR1) 



OJ990517_22.9B05.C15 
+ 

12945 
AAT/GAP 
12945 
334 



16355 



>gi_82490_pir S07554 nitrate reductase (NADH) (EC 1.6.6.1) 

rice 



.3 SI 



.3 3- 

u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15785 
33400 
1 

OJ990517_22 . 9B05 ..CI 5 . o4 . np 
1 

2134187 



Seq. ID OJ990517_22.9B05.C15 
Strand 

End 18074 

Method AAT/NAP 

End 18064 

Score 82 



1..37, 4176.. 4225, 15370 154 19, 17970.. 18064 

XPolycomb - African clawed frog gi 11086556 (U39929) XPolycomb 
[Xenopus laevis] 



Seq. No. 15785 

Gene No. 33400 

Start 1 

Name OJ990517_22 . 9B05 . C15 . o2 . np 

Start 2656 

GI 4680186 

Exons 2656.. 2888, 4494.. 4600 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990517_22.9B05.C15 
Strand 

End 18074 

Method AAT/NAP 

End 4 600 

Score 116 



Seq. No. 15785 

Gene No. 33400 

Start 1 

Name OJ990517_22 . 9B05 . C15 . o2 . gs 

Start 3843 

GI none 

Exons 3843.. 4982 

Seq. No. 15785 

Gene No. 33400 

Start 1 

Name OJ990517_22 . 9B05 . C15 . o4 . gs 

Start 7203 

GI none 
Exons 



Seq. ID OJ990517_22.9B05.C15 
Strand 

End 18074 

Method GENSCAN 

End 4982 

Score .92 



Seq. ID OJ990517_22.9B05.C15 
Strand 

End 18074 

Method GENSCAN 

End 16119 

Score .55 



7203. .7214, 8110. .8238, 8352. .8433, 8523. .8982, 9089. .9391, 
9619. .9708, 11793. .12098, 12399 12985, 14 565. .15233, 
15333. .15419, 15738. .15790, 16018. .16119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15785 
33400 
1 

OJ990517_22 . 9B05 . C15 . o3 . np 
10962 
1345561 
10962. .11042, 12358.. 12934 

(X15820) nitrate reductase apoenzyme (AA 472-916) [Oryza sativa] 



Seq. ID OJ990517_22.9B05.C15 
Strand 

End 18074 

Method AAT/NAP 

End 12934 

Score 87 2 



15785 
33400 
1 

OJ990517_22. 9B05 . C15 . ol . tm 

12367 

none 



Seq. ID OJ990517_22.9B05.C15 
Strand 

End 18074 

Method TBLASTX : Mai ze 

End 12934 

Score 466 



12367. .12759, 12377. .12760, 127 66. .12 933, 127 67. .12850, 
12896. . 12934 



16356 



Seq. No. 15785 Seq. ID 

Gene No. 33400 Strand 

Start 1 End 

Name OJ990517_22 . 9B05 .C15.ol.tc Method 

Start 12370 End 

GI none • Score 

Exons 12370. .12933, 12374.. 12763 



OJ990517_22.9B05.C15 
18074 

TBLASTX: Cress 

12933 

27 6 



Seq. No. 15785 Seq. ID 

Gene No. 33400 Strand 

Start 1 End 

Name OJ990517_22 . 9B05 . CI 5 . ol . ts Method 

Start 12370 End 

GI none Score 

Exons 12370. .12750, 12385 .. 124 95, 12398 .. 12778 , 12790 
12899. .12934 



OJ990517 22.9B05.C15 



18074 

TBLASTX : Soybean 
12934 
88 

12933, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15785 Seq. ID 

33400 Strand 

1 End 

OJ990517_22. 9B05 . C15 . o2 . gp Method 

13738 End 

518 2.R1084 Score 



OJ990517_22.9B05.C15 

18074 
AAT/GAP 
18074 
2451 



13738. .14100, 14181. .14241, 14 565 .. 15233, 15333 .. 154 19, 
17970. . 18074 

'3107903/dbj IBAA25905I 8.0e-21 (D83719) polycomb-like protein 
[Daucus carota] 1 



15785 
33400 
1 

OJ990517_22.9B05.C15.o2.tm 
14016 
none 
14016. 
14179. 
14650. 
14948. 
15026. 
15332. 



,14033, 14053. 
,14244, 14564. 



14712, 
14998, 
15139, 
15418, 



14744. 
14948. 
15038. 
15333, 



,14100, 
,14650, 
,14941, 
, 14998, 
, 15097, 
, 15419, 



Seq. ID OJ990517_22.9B05.C15 
Strand 

End 18074 

Method TBLASTX : Mai ze 

End 18071 

Score 50 
14 054. .14116, 14178. .14243, 
14 565. . 14 651, 14 624 . .14722, 
14745. . 14942, 14 74 7 14 947 , 
14 94 9. . 14 999, 15013. .15.087, 
1512 6. . 15227, 15137. .15235, 
17 969. .18058, 17 970. .18071 



Seq. No. 15786 Seq. ID 

Gene No. 33401 Strand 

Start 3570 End 

Name OJ990517_22 . 9B05 . CI 6 . o2 . gs Method 

Start 3570 End 

GI none Score 

Exons 3570. .3641 



OJ990517_22.9B05.C16 
+ 

3641 
GEN SCAN 
3641 
.96 



Seq. No. 15786 Seq. ID 

Gene No. 33402 Strand 

Start 1 End 

Name OJ990517_22 . 9B05 . CI 6 . ol . np Method 

Start 1 End 

GI 6539570 Score 

Exons 1..81, 2042. .2122, 2268. .2465 



OJ990517_22.9B05.C16 

2465 
AAT/NAP 
2465 
117 



16357 



GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 

Seq. No. 15786 Seq. ID OJ990517_22.9B05.C16 

Gene No. 33402 Strand 

Start 1 End 24 65 

Name OJ990517_22 . 9B05 . CI 6 . ol . gp Method AAT/GAP 

Start 1900 End 1975 

GI LIB3477-003-P1-K1-E9 Score 112 

Exons 1900.. 1975 

GI Descrip. ' 24 98586/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 15787 

Gene No. 33403 

Start 289 

Name OJ990517_22 . 9B05 . CI 8 . ol . gs 

Start 289 

GI none 

Exons 289.. 375, 841.. 954, 1505.. 1535, 1632.. 1803 



Seq. ID OJ990517 22.9B05.C18 



Strand 
End 

Method 

End 

Score 



1803 
GENSCAN 
1803 
.78 



! U 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15787 Seq. ID OJ990517_22.9B05.C18 

33404 -Strand + 

10825 End 11416 

OJ990517_22. 9B05 . C18 . ol . np Method AAT/NAP 

10825 End 11416 

6721559 Score 412 

10825. .11253, 11284. .11416 

(AP001073) hypothetical protein [Oryza sativa] 

gi|6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 

[Oryza sativa] 



15787 Seq. ID 

33405 Strand 
14715 End 
OJ990517_22 . 9B05 . C18 . ol . gp Method 
14715 End 
101153_1.R1084 Score 
14715. .14758, 15199. .15451 

'5852170/emb|AL117265.1 IOST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



OJ990517_22.9B05.C18 
+ 

19547 
AAT/GAP 
15451 
366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15787 



Seq. ID OJ990517_22.9B05.C18 



33405 Strand + 

14715 End 19547 

OJ990517_22 . 9B05 . C18 . o3 . np Method AAT/NAP 
14884 End 19547 

6069646 Score 591 

14884. .14905, 19110. .19547 .. 
(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 
Gene No. 



15787 
33405 



Seq. ID 
Strand 



OJ990517 22.9B05.C18 



16358 



Start 14715 End 19547 

Name OJ990517_22 . 9B05 . C18 . o2 . gp Method AAT/GAP 

Start 16420 End 16683 

GI 61605_3.R1084 Score 438 

Exons 16420. . 16683 

GI Descrip. ' 1402920/emb ICAA66965 I 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 15787 Seq. ID 

Gene No. 33406 Strand 

Start 2076 End 

Name OJ990517_22 . 9B05 . C18 . o2 . gs Method 

Start 2076 End 

GI none Score 

Exons 2076.. 2660, 3431.. 3541, 5999.. 6628 



OJ990517_22.9B05.C18 

6628 
GENSCAN 
6628 
. 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15787 Seq. ID 

33407 Strand 

7904 End 

OJ990517_22. 9B05 . C18 . o3 . gs Method 

7904 End 

none Score 



OJ990517_22.9B05.C18 

11959 
GENSCAN 
11959 
.74 



7904. .8085, 9278. .9455, 10320 .. 104 62, 10613 .. 10678, 
10771. . 10998, 11265. .11325, 11858. .''11959 





Spa No 


15787 




Seq. ID 


OJ990517_22.9B05 


.C18 


i=i ! 

I L: 


Gene No. 


33408 




Strand 








Start 


12773 




End 


17252 




m 


Name 


OJ990517 22.9B05.C18 


. o4 . gs 


Method 


GENSCAN 






Start 


12773 




End 


17252 




a ;r 


GI 


none 




Score 


.57 




l-i : 


Exons 


12773. . 13211, 14273. 


.14504, 


14552. .146 


J46, 15165. .15317, 






15654 . . 15733, 15789. 


.15913, 


1614 4. .16219, 17213. .17252 




h 


Seq. No. 


15787 




Seq. ID 


OJ990517_22.9B05 


.C18 




Gene No.' 


33408 




Strand 








Start 


12773 




End 


17252 






Name 


OJ990517 22.9B05.C18 


. o2 . np 


Method 


AAT/NAP 




= sr 


Start . . 


14273 




End 


14834 




; J 


GI 


5852179 




Score 


512 




E 

: sr 


Exons 


14273. . 14504, 14579. 


.14834 










GI Descrip. 


(AL117265) zhb0009. 1 


[Oryza 


sativa] 








Seq. No. 


15787 




Seq. ID 


OJ990517_22.9B05 


X18 




Gene No. 


33409 




Strand 








Start 


19130 




End 


21312 






Name 


OJ990517 22.9B05.C18 


. ol . tm 


Method 


TBLASTX : Maize 






Start 


2048 




End 


2690 






GI 


none 




Score: 


135 






Exons 


2048.. 2266, 2094.. 2261, 2097 


..2303, 2111. .2308, 2379. .2690, 






2447. .2653, 2451. .2669 










Seq. No. 


15787 




Seq. ID 


OJ990517_22.9B05 


C18 




Gene No. 


33409 




Strand 








Start 


19130 




End 


21312 






Name 


OJ990517 22.9B05.C18 


o3 . tw 


Method 


TBLASTX: Wheat 






Start 


17035 




End 


17298 





16359 




GI 


none 






Score 


52 




Exons 


17035. 


.17100, 17080. 


. 17298, 


17088. .17297 




Seq. No. 


15787 






Seq. ID 


OJ990517_22.9B05 


.C18 


Gene No . 


33409 






Strand 






Start 


19130 






End 


21312 




Name 


OJ990517 22.9B05.C18 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


19092 






End 


19421 




GI 


none 






Score 


169 




Exons 


19092. 


.19262, 19120. 


. 19266, 


19389. .19421 




Seq. No. 


15787 






Seq. ID 


OJ990517_22.9B05 


.C18 


Gene No. 


33409 






Strand 






Start 


19130 






End 


21312 




Name 


OJ990517 22.9B05.C18 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


19101 






End 


19532 




GI 


none 






Score 


191 




Exons 


19101. 


.19307, 19102., 


. 19308, 


19371. .19532 




Seq. No. 


15787 






Seq. ID 


OJ990517_22.9B05, 


.C18 


Gene No. 


33409 






Strand 






Start 


19130 






End 


21312 




Name 


OJ990517 22.9B05.C18, 


. o5 . gs 


Method 


GENSCAN 




Start 


19130 






End 


21124 




GI 


none 






Score 


.74 




Exons 


19130. 


.19212, 19360., 


. 19537, 


21066. .21124 




Seq. No. 


15787 






Seq. ID 


OJ990517_22.9B05. 


. C18 


Gene No. 


33409 






Strand 






Start 


19130 






End 


21312 




Name 


OJ990517 22.9B05.C18. 


. o2 . tm 


Method 


TBLASTX : Maize 




Start 


20262 






End 


21168 




GI 


none 






Score 


343 




Exons 


20262. 


.20720, 20327.. 


. 20563, 


20585. .20722, 20724. .207 98, 






20729. 


.20800, 20792.. 


.21058, 


21055. .21168 




Seq. No. 


15787 






Seq. ID 


OJ990517_22.9B05. 


.C18 


Gene No. 


33409 






Strand 






Start 


19130 






End 


21312 




Name 


OJ990517 22.9B05.C18. 


, o 1 . tw 


Method 


TBLASTX: Wheat 




Start 


20276 






End 


20591 




GI 


none 






Score 


282 




Exons 


20276. 


.20557, 20295.. 


.20591 








Seq. No. 


15787 






Seq. ID 


OJ990517_22. 9B05. 


, C18 


Gene No. 


33409 






Strand 






Start 


19130 






End 


21312 




Name 


OJ990517 22.9B.05.C18. 


, ol . ts 


Method 


TBLASTX: Soybean 




Start 


20801 






End 


. 21312 




GI 


none 




Score 


78 




Exons 


20801. 


.20959, 20996.. 


, 21058, 


21054 . .21152, 21055. .21153, 






21142. 


.21312 










Seq. No. 


15787 






Seq. ID 


OJ990517_22.9B05. 


C18 


Gene No. 


33409 






Strand 






Start 


19130 






End 


21312 




Name 


OJ990517 22.9B05.C18. 


,o2 . tw 


Method 


TBLASTX: Wheat 





16360 



Start 
GI 

Exons 



21057 End 21312 

none Score 206 

21057. .21284, 21058. .21312 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15788 
33410 
7307 

OJ990517_22 . 9B05 . C19 . ol . gp 
7307 
4879016 
7307. .7877 

6041757/gb| AC011806. 1 IAC011806 O.Oe-fOO Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. ID OJ990517_22.9B05.C19 

Strand + 

End 7877 

Method AAT/GAP 

End 7877 

Score 820 



15788 
33411 
1 

OJ990517_22.9B05.C19.ol.np 
1 

4680207 



Seq. ID OJ990517_22.9B05.C19 
Strand 

End 8311 

Method AAT/NAP 

End 4 623 

Score 382 



1..575, 603. .1360, 4524. .4623 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor ] 



Seq. No. 15788 

Gene No. 33411 

Start 1 

Name OJ990517_22 . 9B05 . C19 . ol . ts 

Start 383 

GI none 
Exons 



Seq. ID OJ990517_22.9B05.C19 
Strand 

End 8311 

Method TBLASTX : Soybean 

End 1321 

Score 82 



383. .508, 617. .718, 971. .1321, 1140. .1277 



Seq. No. 15788 

Gene No. 33411 

Start 1 

Name OJ990517_22 . 9B05 . C19 . ol . gs 
Start ' ' 617 

GI none 
Exons 



Seq. ID OJ990517_22.9B05.C19 
Strand 

End 8311 

Method GENSCAN 

End 8311 

Score . 67 



617. .786, 1761. .1949, 2519. .2607, 3312. .3340, 3440. .4024, 
4062. .4245, 4566. .4675, 4955. .5206, 5609. .5634, 5945. .6149, 
6279. .6693, 8187. .8311 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15788 
33411 
1 

OJ990517_22. 9B05 . C19 . o2 . tw 

947 

none 



Seq. ID OJ990517_22.9B05.C19 
Strand 

End 8311 

Method TBLASTX : Wheat 

End 1234 

Score 71 



947. .1234, 951. .1094, 991. .1161, 1143. .1208 



Seq. No. 15788 

Gene No. 33411 

Start 1 

Name OJ9905 17_22. 9B05 . CI 9 . ol . tm 

Start 953 

GI none 



Seq. ID OJ990517_22.9B05.C19 
Strand 

End 8311 

Method TBLASTX: Maize 

End 1289 

Score 70 



16361 






Exons 


953.. 1285, 957.. 1091, 989.. 1105, 1140. 


.1289 






Seq. No. 


15788 


Seq. ID 


OJ990517_22. 9B05 


.C19 




Gene No. 


33411 


Strand 








Start 


1 


End 


8311 






Name 


OJ990517 22. 9B05 . C19 . o2 . np 


Method 


AAT/NAP 






Start 


3563 


End 


8128 






GI 


4325357 


Score 


397 






Exons 


3563. .4197, 6177. .6769, 8088. 


.8128 








GI Descrip. 


(AF128395) contains similarity to Arabidopsis thaliana 








retrotransposon Athila hypothetical protein 1 (GB:X81801) 






[Arabidopsis thaliana] 










Seq. No. 


15788 


Seq. ID 


OJ990517 22.9B05 


.C19 




Gene No. 


33411 


Strand 








Start 


1 


End 


8311 






Name 


OJ990517 22. 9B05.C19.o3. tw 


Method 


TBLASTX: Wheat 






Start 


3902 


End 


4273 






GI 


none 


Score 


82 






Exons 


3902. .4087, 3903. .4085, 4130. 


. 4273 








Seq. No. 


15788 


Seq. ID 


OJ990517 22.9B05 


.C19 




Gene No. 


33411 


Strand 








Start 


1 


End 


8311 






Name 


OJ990517 22.9B05.C19.o2.ts 


Method 


TBLASTX : Soybean 




! «3 


Start 


6246 


End 


6656 




r i 


GI 


none 


Score 


70 




ni 


Exons 


6246. . 6524, 6564 . . 6656 








i s J 

! : ! 


Seq. No. 


15788 


Seq. ID 


OJ990517_22.9B05 


.C19 


'IT? 


Gene No. 


33411 


Strand 








Start 


1 


End 


8311 




I s il 


Name 


OJ990517 22.9B05.C19.ol.tw 


Method 


TBLASTX: Wheat 






Start 


6309 


End 


6656 




i 5 ?i 


GI 


none 


Score 


104 






Exons 


6309. . 6524, 6540. . 6656 








H ! 


Seq. No. 


15789 


Seq. ID 


OJ990517_22. 9B05 


C20 




Gene No. 


33412 


Strand 






U 


Start 


1 


End 


516 




■:tr 


Name 


OJ990517 22.9B05.C20.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


516 






GI 


6907106 


Score 


308 






Exons 


1. .516 










GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 






Seq. No. 


15789 


Seq. ID 


OJ990517_22. 9B05. 


C20 




Gene No. 


3,3413 


Strand 








Start 


658 


End 


741 






Name 


OJ990517 22. 9B05.C20.ol. tm 


Method 


TBLASTX: Maize 






Start 


1 


End 


269 






GI " 


none 


Score 


121 






Exons 


1..144, 1..48, 3. .104, 10. .237, 75. .23 


6, 93. .269, 108. .167, 






145. .249, 146. .268 










Seq. No. 


15789 


Seq. ID 


OJ990517_22. 9B05. 


C20 



16362 




Gene No. 33413 Strand 

Start 658 End 741 

Name OJ990517_22 . 9B05 . C20 . ol . gp Method AAT/GAP 

Start 658 End 741 

GI 1631463 Score 123 

Exons 658 . .741 

GI Descrip. 4 680178/gb | AF11 1709 . 1 1 AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 





Seq. No. 


15790 










Seq. ID 


OJ990517 


22 . 


, 9B05 


. C21 




Gene No . 


33414 










Strand 


+ 










Start 


182 










End 


285 










Name 


OJ990517 


22 . 


9B05.C21, 


.ol 


. as 


Method 


GENSCAN 










Start 


182 










End 


285 










GI 


none 










Score 


. 94 










Exons 


182. .285 






















Seq. No. 


15791 










Seq. ID 


OJ990517 


22 . 


. 9B05 


.C22 




Gene No . 


33415 










Strand 












Start 


25 










End 


620 










Name 


OJ990517 


22 . 


9B05.C22, 


. ol 


. as 


Method 


GENSCAN 










Start 


25 










End 


620 








:* s ; 
: : ur 


GI 


none 










Score 


. 9 








'= J 


Exons 


25. .360, 


612 


. .620 
















; : Fi 
;-! i 


Seq. No. 


15792 










Seq. ID 


OJ990517 


_22-. 


, 9B05 


.C24 


i : y 


Gene No. 


33416 










Strand 












Start 


592 










End 


697 








t ; I 
■'a 


Name 


OJ990517 


_22. 


9B05.C24. 


.ol 


.gs 


Method 


GENSCAN 










Start 


592 










End 


697 








'a sr 

ril 


GI 


none 










Score 


.82 








: a: 
Is 


Exons 


592. . 697 




















,9 si 
: : 


Seq. No. 


15793 










Seq. ID 


OJ990517_ 


_22. 


9B05 


.C27 


;. i 

'"A 


Gene No. 


33417 










Strand 












Start 


208 










End 


214 








i "i 


Name 


OJ990517 


^22. 


9B05.C27. 


,ol 


.gs 


Method 


GENSCAN 










Start 


208 










End 


214 








i* -i 


GI 


none 










Score 


.98 








rl 

•ssr 


Exons 


208. .214 





















Seq. No. 15794 Seq. ID 

Gene No. 33418 Strand 

Start 797 End 

Name OJ990517_22 . 9B05 . C28 . ol . np Method 

Start 797 End 

GI 6721559 Score 
Exons 797.. 1075 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi | 6815084 |dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ990517_22.9B05.C28 
+ 

1075 
AAT/NAP 
1075 
213 



Seq. No. 15794 Seq. ID 

Gene No. 33419 Strand 

Start 328 End 

Name OJ990517_22 . 9B05 . C28 . ol . gs Method 



OJ990517_22.9B05.C28 
907 

GENSCAN 



16363 





Start 


328 


End 


907 




GI 


none 


Score 


.46 




Exons 


328. .456, 527. .548, 554 .. 650, 


799. .907 






Seq. No. 


15795 


Seq. ID 


OJ990517_22.-9B05.C29 




Gene No . 


33420 


Strand 


+ 




Start 


343 


End 


8118 




Name 


OJ990517 22.9B05.C29.ol.gs 


Method 


GEN SCAN 




Start 


343 


End 


5767 




GI 


none 


Score 


.55 




Exons 


343. .842, 1380. .1586, 2947. .3160, 3287 


. .3644, 4079. .5767 




Seq. No. 


15795 


Seq. ID 


OJ990517_22.9B05.C29 




Gene No. 


33420 


Strand 


+ 




Start 


343 


End 


8118 




Name 


OJ990517 22.9B05.C29.ol.np 


Method 


TV TV m / 1LT TV T~\ 

AAT/NAP 




Start 


511 


End 


7399 




GI 


4680207 


Score 


1145 




Exons 


511. .598, 966. .993, 2972. .3754, 4108.. 


5706, 7342. .7399 




GI Descrip. 


(AF114171) disease resistance 


protein 


RPM1 homolog [Sorghum 






bicolor ] 








Seq. No. 


15795 


Seq. ID 


OJ990517_22.9B05.C29 


a 


Gene No. 


33420 


Strand 


+ . 




Start 


343 


End 


8118 




Name 


OJ990517 22.9B05.C29.ol.gp 


Method 


AAT/GAP 


m 


Start 


2907 


End 


3137 


m 


GI 


3768083 


Score 


450 


r=: 
L_i 


Exons 


2907. .3137 






1 . E 


Seq. No. 


15795 


Seq. ID 


OJ990517_22.9B05.C29 


hli 


Gene No . 


33420 


Strand 


+ 


I'll 


Start 


343 


End 


8118 




Name 


OJ990517 22. 9B05 . C29 . o2 . gs 


Method 


GENSCAN 




Start 


6416 


End 


8118 


'* j 


GI 


none 


Score 


.59 




Exons 


6416. .6532, 7193. .7305, 7357.. 


7609, 7713. .7850, 7984. .8118 


'is? 


Seq. No. 


15795 


Seq. ID 


OJ990517_22.9B05.C29 


Q 


Gene No. 


33420 


Strand 


+ 




Start 


343 


End 


8118 




Name 


OJ990517 22. 9B05 . C29 . o2 . gp 


Method 


AAT/GAP 




Start 


7396 


End 


8084 




GI 


26835 2.R1084 


Score 


844 




Exons 


7396.. 7609, 7713.. 7850, 7984.. 


8084 






GI Descrip. 


1 6041757/gb|AC011806. 1| AC0118C 


>6 0.0e+00 Genomic Sequence For 



Oryza sativa Clone 10P20, Lemont Strain, 
complete sequence 1 



Complete Sequence, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15795 Seq. ID 

33420 Strand 

34 3 End 

OJ990517_22 . 9B05 . C29 . o2 . np Method 

7487 End 

464470 Score 



OJ990517_22.9B05.C29 
+ 

8118 
AAT/NAP 
8115 
618 



7487. .7609, 7713. .7850, 7984. .8115 
PROFILIN 3 gi|422033|pirj IS35798 profilin 3 



maize 



16364 



gil 313142|emb|CAA51720| (X73281) profilin 3 [Zea mays] 



Seq. No. 15795 Seq. ID 

Gene No. 33421 Strand 

Start 14005. End 

Name OJ990517_22 . 9B05 . C29 . o3 . gp Method 

Start 14005 End 

GI 4879016 Score 

Exons 14005.. 14573 

GI Descrip. 604 1757 /gb | AC01 1806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



OJ990517_22.9B05.C29 
+ 

14573 
AAT/GAP 
14573 
880 



Seq. No. 15795 Seq. ID 

Gene No. 33422 Strand 

Start 19564 End 

Name OJ990517_22 . 9B05 . C29 . o5 . gp Method 

Start 19564 End 

GI none Score 

Exons 19564 . . 19958 



OJ990517_22 . 9B05 .C29 
+ 

19958 
AAT/GAP 
19958 
600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15795 
33423 
9449 

OJ990517_22. 

9449 

none 

9449. . 9568, 



9B05.C29.o3.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_22.9B05.C29 

14511 
GENSCAN 
14511 
.61 



9875. .9997, 10097. .10198, 1358 6. .13705, 14 34 4.. 14511 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15795 
33424 
17055 

OJ990517_22. 

4023 

none 

4023. .4091, 
4576. .4632, 



9B05.C29.o3. ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_22.9B05.C29 
23486 

TBLASTX: Soybean 

4747 

73 



4190. .4360, 4300. .4323, 4429. .4566, 4430. .4573, 
4580. .4747 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15795 
33424 
17055 

OJ990517_22. 

4261 

none 

4261. .4341, 
4601. .4726 



9B05.C29.o5. tm 



4274. .4342, 4423. 



Seq. ID OJ990517_22.9B05.C29 
Strand 

End 23486 

Method TBLASTX : Maize 

End 4774 

Score 74 

.4611, 4427. .4576, 4601. .4774, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15795 
33424 
17055 

OJ990517_22. 
4478 
none 
4478. 



,4600, 



Seq. ID OJ990517_22.9B05.C29 
Strand 

End 23486 

9B05 . C2 9 . o3 . tw Method TBLASTX : Wheat 

End 4794 

Score 120 
4483. .4611, 4577. .4762, 4597. .4794 



Seq. No. 
Gene No. 



15795 
33424 



Seq. ID OJ990517_22.9B05.C29 
Strand 



16365 



Start 
Name 
Start 
GI 

Exons 



17055 End 
OJ990517_22 . 9B05 . C29 . ol . tm Method 
7451 End 
none Score 
7451 
7712 
7961 



23486 

TBLASTX: Maize 

17684 

252 



7615, 7477. .7614, 7592. .7642, 7707. .7856, 7712. .7861, 
7858, 7765. .7860, 7929. .8117, 7957. .8118, 7957. .8118, 
8122, 17056. . 17214, 17058 17225, 17303 .. 17452 , 
17304 .. 17399, 17311 .. 17427, 17311 .. 17457, 17312 .. 17452, 
1754 9. . 17 683, 17550. .17684 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15795 
33424 
17055 

OJ990517_22. 9B05 . C29 . ol . tw 

7468 

none 



Seq. ID OJ990517_22.9B05.C29 
Strand 

End 23486 

Method TBLASTX : Wheat 

End 17684 

Score 216 



7468. .7605, 7469. .7606, 7712. .7849, 7713. .7850, 7762. .7851, 
7981. .8118, 7983. .8120, 7983. .8120, 17053 17 199, 17053 .. 17190, 
17058. .17192, 17110. .17193, 17 1 11 . . 17218 , 17308 .. 174 51 , 
17313. . 17402, 17315. .17452, 17558 .. 17 683, 17559. .17684 



m 
Q 

i ,! 
J s'iF 

m 



Seq. No. 15795 
Gene No. " 33424 
Start : 17055 

Name OJ990517_22 . 9B05 . C29 . o2 . tc 

Start 7475 
GI none 

Exons 7475.. 7531, 7483.. 7527, 7532 

7712. .7780, 7788. .7850, 7799. .7861, 7802. .7849, 7981 
7983. .8126, 7983. .8114, 17058 .. 17 192 , 17059 .. 17190 , 
17303. . 17365, 17314 .. 17376, 17315 .. 17362 , 17377 .. 17 4 54 , 
17384. .17452, 17555 17632, 17559 .. 17 630, 17 633 .. 17 692 , 
17637. .17681 



Seq. ID OJ990517_22.9B05.C29 
Strand 

End 23486 
Method TBLASTX : Cress 
End 17692 
Score 91 

7609, 7534. .7614, 7710. .7787, 

8118, 



i"j Seq. No. 15795 

i"; Gene No. 33424 

.""} Start 17055 

Name OJ990517_22 . 9B05 . C29 . o2 . ts 

Q Start 7486 

GI none 

i«| Exons 7486.. 7614, 7487.. 7615, 7712 



Seq. ID OJ990517_22.9B05.C29 
Strand 

End 23486 
Method TBLASTX : Soybean 
End 17678 
Score 203 

7849, 7713.. 7850, 7737.. 7850, 
7777. .7851, 7780. .7869, 7981. .8118, 7983. .8114, 17058 . . 17 1 92 , 
17059. . 17190, 17295. .17384, 17313 .. 17387 , 17314 .. 17427 , 
17314. .17451, 17315. . 17452, 1754 9 .. 17677 , 17550. .17678 



Seq. No. 15795 Seq. ID OJ990517_22 . 9B05 . C2 9 

Gene No. 33424 Strand 

Start 17055 End 23486 

Name OJ990517_22 . 9B05 . C29 . o4 . gp Method AAT/GAP 

Start 16674 End 17783 

GI 26835_1.R1084 Score 1679 

Exons 16674 .. 17189, 17314 .. 174 51, 17555.. 17783 

GI Descrip. ' 4 64 470/sp | P35083 | PR03_MAIZE 8.0e-68 PROFILIN 3 

>gi_422033_pir S35798 profilin 3 - maize 

>gi_31314 2_emb_CAA51720_ (X73281) profilin 3 [Zea mays] ' 



Seq. No. 



15795 



Seq. ID OJ990517_22.9B05.C29 



16366 





Gene No. 


33424 




Strand 






Start 


17055 




End 


23486 




Name 


OJ990517 22.9B05.C29 


. o5 . gs 


Method 


GENSCAN 




Start 


17055 




End 


22666 




GI 


none 




Score 


.72 




Exons 


17055. .17189, 17314. 


. 17451, 


17555. .17768, 19826. .19969, 






20063. .20171, 20882. 


.21105, 


21303. .21418, 21607. .21862, 






21938. .22025, 22162. 


.22233, 


22568. .22666 




Seq. No. 


15795 




Seq. ID 


OJ990517 22 . 9B05 




Gene No. 


33424 




Strand 






Start 


17055 




End 


234 86 




Name 


OJ990517 22.9B05.C29 


. o3 . np 


Method 


AAT/NAP 




Start 


18893 




End 


23486 




GI 


1236961 




Score 


893 




Exons 


18893. .18953, 19790. 


.19965, 


20062. .201 


71, 20368. .20470, 






20636. .20660, 20865. 


.21105, 


21303. .214 


18, 21607. .21862, 






21938. .22025, 22162. 


.22239, 


22421. .224 


96, 22608. .22666, 






23219. .23486 










GI Descrip. 


(U50201) prunasin hydrolase 


precursor 


[Prunus serotina] 




Seq. No. 


15795 




Seq. ID 


OJ990517_22.9B05 




Gene No. 


33424 




Strand 






Start 


17055 




End 


23486 




Name 


OJ990517 22 . 9B05 . C29 


. o4 . tm 


Method 


TBLASTX: Maize 


"is? 


Start 


19805 




End 


19971 


i;rt 


GI 


none 




Score 


59 


r! ! 


Exons 


19805. .19858, 19807. 


. 19860, 


19858. . 19971, 198 62. . 19969 


\"\ 

! .i 


Seq. No. 


15795 




Seq. ID 


OJ990517_22. 9B05 


51 


Gene No. 


33424 




Strand 




i i 

s cr 


Start 


17055 




End 


23486 


rii 


Name 


OJ990517 22.9B05.C29 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


19807 




End 


23327 


J ao5 


GI 


none 




Score 


133 


S S 


Exons 


19807. .19968, 19820. 


. 19969, 


20366. .204 


73, 23205.. 23327 




Seq. No. 


15795 




Seq. ID 


OJ990517_22. 9B05 




Gene No. 


33424 




Strand 






Start 


17055 




End 


23486 


O 


Name 


OJ990517 22.9B05.C29 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


19810 




End 


20175 




GI 


none 




Score 


109 




Exons 


19810. .19854, 19861. 


.19971, 


19865. .199 


69, 20062.. 20175 




Seq. No. 


15795 




Seq. ID 


OJ990517_22. 9B05 




Gene No. 


33424 




Strand 






Start- 


17055 




End 


23486 




Name 


OJ990517 22.9B05.C29 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


19810 




End 


20422 




GI 


none 




Score 


125 




Exons 


19810. .19968, 19817. 


. 19972, 


20364 . .20420, 20366. .20422 




Seq. No. 


15795 




Seq. ID 


OJ990517_22. 9B05 




Gene No. 


33424 




Strand 






Start 


17055 




End 


23486 




Name 


OJ990517 22.9B05.C29 


. o3 . tm 


Method 


TBLASTX: Maize 



16367 



Start 
GI 

Exons 



20364 
none 
20364 , 
20887, 



.20471, 20366. 
,21111, 21302. 



End 21346 

Score 119 
.20473, 20380. .20472, 20883 .. 21110, 
.21346 



Seq. No. 15795 Seq. ID 

Gene No. 33424 Strand 

Start 17055 End 

Name OJ990517_22 . 9B05 . C29 . o4 . ts Method 

Start 20889 End 

GI none Score 

Exons 20889. .21098, 20902.. 21102 



OJ990517_22.9B05.C29 
23486 

TBLASTX: Soybean 

21102 

151 



Seq. No. 15795 
Gene No. 33424 
Start 17055 

Name OJ990517_22 . 9B05 . C29 . o2 . tw 

Start 20952 
GI none 
Exons 20952. 

21652. 

22422. 



.21110, 20968. 
.21861, 21937. 
.22505 



.21111, 
.22023, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 22.9B05.C29 



23486 

TBLASTX: Wheat 
22505 
81 

21302. .21409, 21610 21861 , 
21941. .22024, 22169 22234 , 



Seq. No. 15795 Seq. ID 

Gene No. 33424 Strand 

Start 17055 End 

Name OJ990517_22 . 9B05 . C29 . ol . ts Method 

Start 21353 ^ End 

GI none Score 



OJ990517_22-. 9B05.C29 
23486 

TBLASTX: Soybean 

22634 

108 



Exons 


21353. 


.21424, 


21604. , 


.21846, 


21607. . 


21858, 21608. 


.21865, 




21923. 


.22060, 


21937. . 


.22026, 


21939. . 


22031, 22160. 


.22234, 




22419. 


.22502, 


22425. , 


.22496, 


22600. . 


22632, 22602. 


.22634 


Seq. No. 


15795 








Seq. 


ID OJ990517 


22.9B05 


Gene No. 


33424 








Strand 




Start 


17055 








End 


23486 




Name 


OJ990517 22.9B05.C29, 


. o2 . tm 


Method TBLASTX : Maize 


Start 


21365 








End 


23327 




GI 


none 








Score 


86 




Exons 


21365. 


.21424, 


21588. . 


.21764, 


21598. . 


21858, 21606. 


.21737, 




21607. 


.21846, 


21608. . 


.21853, 


21932. . 


21988, 21937. 


.21987, 




21958. 


.22023, 


21977. . 


.22027, 


21979. . 


22026, 22148. 


.22222, 




22160. 


.22234, 


22206. . 


.22232, 


22419. . 


22502, 22425. 


.22502, 




22600. 


.22668, 


22602. . 


.22667, 


23220. . 


23327, 23221. 


.23289 



Seq. No. 15795 Seq. ID 

Gene No. 33424 Strand 

Start 17055 End 

Name OJ990517_22 . 9B05 . C2 9 . ol . tc Method 

Start 21607 End 

GI none Score 

Exons 21607. .21861, 21608 .. 21865, 

21937. .22026, 22160.. 22234 



OJ990517_22.9B05.C29 
23486 

TBLASTX: Cress 
22234 
237 

21755. .21862, 21932 .. 22027 , 



Seq. No. 
Gene No. 
Start 



15795 
33424 
17055 



Seq. ID 

Strand 

End 



OJ990517 22.9B05.C29 



23486 



16368 



Name OJ990517_22 . 9B05 . C29 . 06 . gp Method AAT/GAP 

Start 21607 End 23290 

GI 29328_1.R1084 Score 1085 

Exons 21607. .21862, 21 938 22025, 22162 .. 22233, 22421 224 96, 

22608. .22666, 23222.. 23290 

GI Descrip. 1 4 680178/gb | AF11 1709 . 1 1 AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. No. 


15796 




Seq. ID 


OJ990517_22. 9B05 


Gene No. 


33425 




Strand 




Start 


1 




End 


1053 


Name 


OJ990517 22. 9B05.C31.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1053 


GI 


4680204 




Score 


667 


Exons 


1. .1053 








GI Descrip. 


(AF1 14171) hypothetical 


protein [Sorghum bicolor] 


Seq. No, 


15796 




Seq. ID 


OJ990517_22.9B05 


Gene No. 


33425 




Strand 




Start 


1 




End 


1053 


Name 


OJ990517 22. 9B05.C31.ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


314 




End 


717 


GI 


none 




Score 


84 


Exons 


314. .484, 447. .614, 479 


. .715, 


566. .715, 


577. .717,.- 607. . 


Seq. No. 


15797 




Seq. ID 


OJ990517_22.9B05 


Gene No. 


33426 




Strand 


+ 


Start 


2749 




End 


7311 


Name 


OJ990517 22.9B05.C33.o2 


.np 


Method 


AAT/NAP 


Start 


2749 




End 


7311 


GI 


4680179 




Score 


7857 


Exons 


2749. .7311 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


15797 




Seq. ID 


OJ990517_22.9B05 


Gene No. 


33427 




Strand 


+ 


Start 


10776 




End 


10980 


Name 


OJ990517 22. 9B05.C33.o3 


.np 


Method 


AAT/NAP 


Start 


10776 




End 


10980 


GI 


4680186 




Score 


234 


Exons 


10776. .10980 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


, indica] 


Seq. No. 


15797 




Seq. ID 


OJ990517_22.9B05 


Gene No. 


33428 




Strand 




Start 


9527 




End 


14288 


Name 


OJ990517 22. 9B05.C33.o7 


. tw 


Method 


TBLASTX: Wheat 


Start 


3016 




End 


3,37 5 


GI 


none 




Score 


308 


Exons 


3016. .3375, 3042. .3116, 


3141. . 


.3374 




Seq. No. 


15797 




Seq. ID 


OJ990517_22.9B05 


Gene No. 


33428 




Strand 




Start 


9527 




End 


14288 


Name 


OJ990517 22. 9B05.C33.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


3256 




.End 


3552 



16369 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

3256. .3552, 

15797 
33428 
9527 

OJ990517_22. 

3892 

none 

3892. .4212, 

15797 
33428 
9527 

OJ990517_22. 

3895 

none 

3895. .4104, 

15797 
33428 
9527 

OJ990517_22. 

'4474 

none 

4474 . .4956, 

15797 
33428 
9527 

OJ990517_22. 

4486 

none 

4486. .4773, 

15797 
33428 
9527 

OJ990517_22. 

4510 

none 

4510. .4824 

15797 
33428 
9527 

OJ990517_22. 
-4843 
none 

4843. .5022, 

15797 
33428 
9527 

OJ990517_22. 

4897 

none 



3256.. 3540, 3273. 

9B05.C33.o8.tm 
3945. .4037 

9B05.C33.o8.tw 
3945. .4043, 4104. 

9B05.C33.o4 . tw 
4578. .4913, 4603. 

9B05.C33.o5.tm 
4535.-4744, 4584. 

9B05.C33.o4 .ts 



Score 
.3443 



210 



9B05.C33.o3.tm 
5008.. 5343, 5020'. 

9B05.C33.ol.ts 



Seq. ID OJ990517_22.9B05.C33 
Strand 

End 14288 

Method TBLASTX : Mai ze 

End 4212 

Score 184 



Seq. ID OJ990517__22.9B05.C33 
Strand 

End 14288 

Method TBLASTX : Wheat 

End 4317 

Score 152 

.4310, 4126. .4317, 4155. .4310 

Seq. ID OJ990517_22.9B05.C33 
Strand 

14288 

TBLASTX: Wheat 
4956 
550 



End 

Method 
End 
Score 
.4947 



Seq. ID OJ990517_22.9B05.C33 
Strand 

14288 

TBLASTX: Maize 
4775 
322 



End 

Method 
End 
Score 
.4775 



Seq. ID OJ990517_22.9B05.C33 
Strand 

End 14288 

Method TBLASTX : Soybean 

End 4824 

Score 183 



Seq. ID OJ990517_22.9B05.C33 
Strand 

14288 

TBLASTX: Maize 
5343 
161 



End 

Method 
End 
Score 
.5298 



Seq. ID OJ990517_22.9B05.C33 
Strand 

End 14288 

Method TBLASTX : Soybean 

End 5292 

Score 57 



16370 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LI 



i Seq. No. 
! Gene No. 
| Start 
: Name 
J Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 



a | Name 
Start 

:i gi 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4897. .4929, 4897. .4941, 4933. .5292, 4933. .5163, 5037. .5291 



15797 
33428 
9527 

OJ990517_22. 

5005 

none 

5005. .5301, 

15797 
33428 
9527 

OJ990517_22. 

5307 

none 

5307. .5483, 

15797 
33428 
9527 

OJ990517_22. 

5314 

none 

5314. .5559 

15797 
33428 
9527 

OJ990517_22. 

5380 

none 

5380. .5733, 

15797 
33428 
9527 

OJ990517_22. 

5820 

none 

5820. .5993, 

15797 
33428 
9527 

OJ990517_22. 

6007 

none 

6007. .6180, 



9B05.C33.o5.tw 
5005.. 5298, 5037, 

9B05.C33.o2. tw 



Seq. ID OJ990517_22.9B05.C33 
Strand 

14288 

TBLASTX: Wheat 
5306 
398 



End 

Method 
End 
Score 
.5306 



Seq. ID OJ990517_22.9B05.C33 
Strand 

End 14288 ' 

Method TBLASTX : Wheat 

End 5817 

Score 60 



5308.. 5817, 5340.. 5651, 5386.. 5733 



9B05.C33.o3.ts 



9B05.C33.o2.tm 



Seq. ID OJ990517_22.9B05.C33 
Strand 

End 14288 

Method TBLASTX : Soybean 

End 5559 

Score 202 



Seq. ID OJ990517_22.9B05.C33 
Strand 

End 14288 

Method TBLASTX : Mai ze 

End 5745 

Score 488 



5382. .5648, 5434. .5745, 5541. .5738 



9B05.C33.o3.tw 



Seq. ID OJ990517_22.9B05.C33 
Strand 

End 14288 

Method TBLASTX : Wheat 

End 6300 

Score 591 



5821. .6300, 5836. .6267, 6045. .6299 



9B05.C33.ol.tc 
6181.,. 6324, 6183. 



Seq. ID OJ990517_22.9B05.C33 
Strand 

14288 

TBLASTX: Cress 
6324 
89 



End 

Method 
End 
Score 
.6323 



15797 
33428 
9527 

OJ990517_22. 9B05.C33.o2. ts 

6088 

none 

6088. .6348, 6093. .6347 



Seq. ID OJ990517_22.9B05.C33 
Strand 

End 14288 

Method TBLASTX : Soybean 

End 6348 

Score 299 



16371 



Seq. No. 15797 

Gene No. 33428 

Start 9527 

Name OJ990517_22 . 9B05 . C33 . o4 . tm 

Start 6147 

GI none 

Exons 6147.. 6434, 6148.. 6438 



Seq. ID OJ990517_22.9B05< 
Strand 

End 14288 

Method TBLASTX: Maize 

End 6438 

Score 389 



C33 



Seq. No. 15797 

Gene No. 33428 

Start 9527 

Name OJ990517_22 . 9B05 . C33 . ol . tw 

Start 6307 

GI none 

Exons 6307.. 6933, 6309.. 6932 



Seq. ID OJ990517_22. 9B05, 
Strand 

End 14288 

Method TBLASTX : Wheat 

End 6933 

Score 731 



C33 



Seq. No. 15797 

Gene No. 33428 

Start 9527 

Name OJ990517_22 . 9B05 . C33 . ol . tm 

Start 6487 

GI none 
Exons 



Seq. ID OJ990517_22. 9B05, 
Strand 

End 14288 

Method TBLASTX: Maize 

End 7086 

Score 226 



C33 



6487. .6648, 6495. .6641, 6646. .7086, 6648. .7073 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15797 
33428 
9527 

OJ990517_22.9B05.C33.o6. tw 

6933 

none 



Seq. ID OJ990517_22.9B05. 
Strand 

End 14288 

Method TBLASTX : Wheat 

End 7266 

Score 374 



C33 



6933. .6986, 6934. .7266, 7026. .7202, 7084. .7245 



Seq. No. 15797 

Gene No. 33428 

Start 9527 

Name OJ990517_22 . 9B0.5 . C33 . o7 . tm 

Start 7090 

GI none 

Exons 7090.. 7287 



Seq. ID OJ990517_22. 9B05. 
Strand 

End 14288 

Method TBLASTX : Mai ze 

End 7287 

Score 192 



C33 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15797 
33428 
9527 

OJ990517_22. 9B05 . C33 . ol . np 
9527 
4680183 
9527. .9616, 14218. .14288 

(AF1LJ709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990517_22.9B05.C33 
Strand 

End 14288 

Method AAT/NAP 

End 14288 

Score 184 



15797 
33428 
9527 

OJ990517_22. 9B05 . C33 . ol . gp 
10527 

uC-osf Icyp033a04bl 
10527. .10909 



Seq. ID OJ990517_22.9B05, 
Strand 

End 14288 

Method AAT/GAP 

End 10909 

Score 692 



C33 



16372 



GI Descrip. 1 6016845/dbj i AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15797 

33428 

9527 

OJ99051 

11374 

6907087 

11374. . 

(AP0011 

region 

sativa] 



7_22.9B05.C33.o4 . np . 



Seq. ID OJ990517_22.9B05.C33 
Strand 

End 14288 
Method AAT/NAP 
End 13472 
Score 873 
11475, 12017. .12712, 12922 .. 13157 , 13340.. 13472 
29) ESTs C72771(E2215),AU082313(E2215) correspond to 
of the predicted gene.; hypothetical protein [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15798 
33429 
1 

OJ990517_22 . 9B05 . C34 . o2 . np 
1 

4544372 



Seq. ID OJ990517_22.9B05.C34 

Strand + 

End 3920 

Method AAT/NAP 

End 3920 

Score 1214 



1..27, 809. .1835, 1896. .2303, 2360. .3920 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



U 



i. t 



I A 



Seq. No. 


15798 








Seq. ID 


OJ990517_22.9B05 


.C34 


Gene No. 


33430 








Strand 






Start 


4343 








End 


7529 




Name 


OJ990517 22 


.9B.05 


,C34.o6, 


■ ts 


Method 


TBLASTX: Soybean 




Start 


178 








End 


516 




GI 


none 








Score 


187 




Exons 


178. .516 














Seq. No. 


15798 








Seq. ID 


OJ990517_22.9B05, 


.C34 


Gene No. 


33430 








Strand 






Start 


4343 








End 


7529 




Name 


OJ990517 22 


. 9B05 


.C34.o5, 


. ts 


Method 


TBLASTX: Soybean 




Start 


926 








End 


1291 




GI 


none 








Score 


130 




Exons 


926. .1150, 


937. . 


1116, 1157.. 


1291 






Seq. No. 


15798 








Seq. ID 


OJ990517_22.9B05, 


.C34 


Gene No. 


33430 








Strand 






Start 


4343 








End 


7529 




Name 


OJ990517 22 


. 9B05 


.C34.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


1088 








End 


1492 




GI 


none 








Score 


61 




Exons 


1088. .1144, 


1139 


. .1492, 


1147 


. . 1449 






Seq. NOj. 


15798 








Seq. ID 


OJ990517_22. 9B05. 


.C34 


Gene No. 


33430 








Strand 






Start 


4343 








End 


7529 




Name 


OJ990517 22 


.9B05 


.C34.o2. 


, tm 


Method 


TBLASTX: Maize 




Start 


1142 








End 


1360 




GI 


none 








Score 


287 




Exons 


1142. . 1360, 


1147 


. . 1359 










Seq. No. 


15798 








Seq. ID 


OJ990517_22.9B05. 


,C34 



16373 





Gene No. 


33430 








Strand 






Start 


4343 








End 


7529 




Name 


OJ990517 22 


. 9B05 


.C34 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1361 








End 


1822 




GI 


none 








Score 


550 




Exons 


1361. .1822, 


1361 , 


. . 1753, 


1510. 


. 1821 






Seq. No. 


15798 








Seq. ID 


OJ990517_22.9B05 




Gene No. 


33430 








Strand 






Start 


4343 








End 


7529 




Name 


OJ990517 22 


. 9B05, 


,C34 .o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1493 








End 


1891 




GI 


none 








Score 


203 




Exons 


1493. . 1828, 


1510, 


, . 1824, 


1790. 


. 1891 






Seq. No. 


15798 








Seq. ID 


OJ990517_22.9B05 




Gene No. 


33430 








Strand 






Start 


4343 








End 


7529 




Name 


OJ990517 22, 


. 9B05. 


C34 .ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1508 








End 


1978 




GI 


none 








Score 


218 




Exons 


1508. . 1789, 


1546. 


. 1683, 


1790. 


.1978, 1834. .1965 


:i 


Seq. No. 


15798 








Seq. ID 


OJ990517_22.9B05 


J 


Gene No. 


33430 








Strand 




l i 


Start 


4343 








End 


7529 


■ I 


Name 


OJ990517 22. 


. 9B05. 


C34 .o2 


. ts 


Method 


TBLASTX : Soybean 


5* 

!§ 


Start 


2129 








End 


2486 




GI 


none 








Score 


117 


U 
-j 


Exons 


2129. .2248, 


2131 . 


.2235, 


2246. 


.2401, 2247. .2486 


L! 


Seq. No. 


15798 








Seq. ID 


OJ990517_22.9B05 




Gene No. 


33430 








Strand 






Start 


4343 








End 


7529 


= t 


Name 


OJ990517 22. 


. 9B05. 


C34 .o4 , 


. tw 


Method 


TBLASTX: Wheat 


'1 


Start 


2174 








End 


2519 


U 


GI 


none 








Score 


58 




Exons 


2174 . .2248, 


2250. 


.2519 








SI 


Seq. No. 


15798 








Seq. ID 


OJ990517_22.9B05 


i 


Gene No. 


33430 








Strand 






Start 


4343 








End 


7529 




Name 


OJ990517 22. 


9B05. 


C34 .o3. 


. tm 


Method 


TBLASTX: Maize 




Start 


2775 








End 


3107 




GI 


none 








Score 


209 




Exons 


2775. .3107 














Seq. No. 


15798 








Seq. ID 


OJ990517_22.9B05, 




Gene No. 


33430 








Strand 






Start 


4343 








End 


7529 




Name 


OJ990517 22. 


9B05 . 


C34 .o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2919 








End 


3296 




GI 


none 








Score 


136 




Exons 


2919. .3083, 


3108. 


.3206, 


3225. 


.3296 






Seq. No. 


15798 








Seq. ID 


OJ990517_22. 9B05. 




Gene No. 


33430 








Strand 





16374 




Start 


4343 








End 


7529 






Name 


OJ990517 22. 


9B05. 


C34.o4 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


2940 








End 


3338 






GI 


none 








Score 


226 






Exons 


2940. .3338, 


3045. 


.3149, 


3119. 


.3250 








Seq. No. 


15798 








Seq. ID 


OJ990517 


_22. 9B05 


.C34 


Gene No. 


33430 








Strand 








Start 


4343 








End 


7529 






Name 


OJ990517 22. 


9B05. 


C34.o2 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


3498 








End 


3905 






GI 


none 








Score 


230 






Exons 


3498. .3905, 


3506. 


.3844 












Seq. No. 


15798 








Seq. ID 


OJ990517 


_22.9B05 


.C34 


Gene No. 


33430 








Strand 








Start 


4343 








End 


7529 






Name 


OJ990517 22. 


9B05. 


C34.o3 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


3681 








End 


3931 






GI 


none 








Score 


251 






Exons 


3681. .3926, 


3681. 


.3848, 


3683. 


.3853, 3890.. 3931 






Seq. No. 


15798 








Seq. ID 


OJ990517 


_22.9B05 


.C34 


Gene No. 


33430 








Strand 








Start 


4343 








End 


7529 






Name 


OJ990517 22. 


9B05. 


C34.o2 


gs 


Method 


GENSCAN 






Start 


4343 








End 


7529 






GI 


none 








Score 


.53 ■ 






Exons 


4343. .4678, 


4871. 


.5023, 


5103. 


.5182, 5286. .5374, 


5574 . .5685, 




5747. .5825, 


5907. 


.5932, 


5984 . 


. 6844, 6929. .7088, 


7479. .7529 


Seq. No. 


15799 








Seq. ID 


OJ990517 


_22.9B05 


.C35 


Gene No. 


33431 








Strand 


+ 






Start 


269 








End 


547 






Name 


OJ990517 22. 


9B05. 


C35.ol 


gs 


Method 


GENSCAN 






Start 


269 








End 


547 






GI 


none 








Score 


. 9 






Exons 


269. .54.7 
















Seq. No. 


15799 








Seq. ID 


OJ990517 


_22. 9B05 


:C35 


Gene No. 


33432 








Strand 


+ 






Start 


3713 








End 


4585 






Name 


OJ990517 22. 


9B05. 


C35.o3, 


gs 


Method 


GENSCAN 






Start 


3713 






End 


4585 






GI 


none 








Score 


.59 






Exons 


3713. .4585 
















Seq. No. 


15799 








Seq. ID 


OJ990517 


_22.9B05 


.C35 


Gene No. 


33433 








Strand 








Start 


4959 








End 


5132 






Name 


OJ990517 22. 


9B05. 


C35.ol . 


gp 


Method 


AAT/GAP 






Start 


4959 








End 


5132 






GI 


LIB3433-026- 


Pl-Kl 


-CI 




Score 


255 






Exons 


4959. .5132 
















GI Descrip. 


, 5852170/emb|AL1172 65.1 IOST17 


804 l.Oe- 


44 Oryza 


sativa 





indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



16375 




Seq. No. 15799 

Gene No. 33434 

Start 5604 

Name OJ990517_22 . 9B05 . C35 . o2 

Start 5604 

GI 4680179 

Exons 5604.. 5638, 7037.. 9973, 



GI Descrip. (AF111709) polyprotein 




Seq. ID OJ990517_22.9B05.C35 
Strand 

End 11057 

.np Method AAT/NAP 

End 11057 

Score 4910 
10001. .11057 
[Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15799 
33435 
11283 

OJ990517_22, 

7040 

none 

7040. .7315, 

15799 
33435 
11283 

OJ990517_22. 

7043 

none 

7043. .7597, 

15799 
33435 
11283 

OJ990517_22. 

7322 

none 

7322. .7639, 

15799 
33435 
11283 

OJ990517_22. 

7556 

none 

7556. .7816, 

15799 
33435 
11283 

OJ990517_22. 

7580 

none 

7580. .7723, 

15799 
33435 
11283 

OJ990517_22. 

7604 

none 

7604 . .8143, 



, 9B05.C35.o4.tm 
7040. .7315 

, 9B05.C35.o2.tw 
7089. .7541 

9B05.C35.o2. tm 
7326. .7628 

9B05.C35.o2.ts 
7557. .7805 

9B05.C35.ol.tc 
7581. .7721, 7724, 

9B05.C35.ol.tw 
7608. .7961 



Seq. ID OJ990517_22.9B05.C35 
Strand 

End 12079 

Method TBLASTX : Maize 

End 7315 

Score 152 



Seq. ID OJ990517_22.9B05.C35 
Strand 

End 12079 

Method TBLASTX : Wheat 

End 7597 

Score 257 



Seq. ID OJ990517_22.9B05.C35 
Strand 

End 12079 

Method TBLASTX : Maize 

End 7639 

Score 241 



Seq. ID OJ990517_22.9B05.C35 
Strand 

End 12079 

Method TBLASTX : Soybean 

End 7816 

Score 180 



Seq. ID OJ990517_22.9B05.C35 
Strand 

End 12079 

Method TBLASTX : Cress 

End 7906 

Score 88 
.7906 

Seq. ID OJ990517_22.9B05.C35 
Strand 

End 12079 

Method TBLASTX : Wheat 

End 8143 

Score 309 



16376' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15799 
33435 
11283 

OJ990517_22. 

7640 

none 

7640. .7960, 



9B05.C35.o6. tm 



7641. .7961, 7655. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7987 



OJ990517_22.9B05.C35 
12079 

TBLASTX: Maize 

7987 

160 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15799 
33435 
11283 

OJ990517_22. 

8171 

none 

8171. .8524, 



9B05.C35.ol. tm 



8178. .8519 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_22 . 9B05 . C35 
12079 

TBLASTX: Maize 

8524 

195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15799 
33435 
11283 

OJ990517_22, 

8171 

none 

8171. .8479, 

15799 
33435 
11283 

OJ990517_22, 

8342 

none 

8342. .8590, 



9B05.C35.o3. tw 



8171. .8596, 8178, 



9B05.C35.o3. ts 



8361. .8405, 8460. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8594 

"Seq. ID 
Strand 
End 

Method 
End 
Score 
.8564 



OJ990517_22 . 9B05 . C35 
12079 

TBLASTX: Wheat 

8596 

206 



OJ990517_22 . 9B05 . C35 
12079 

TBLASTX : Soybean 

8590 

38 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15799 
33435 
11283 

OJ990517_22. 

8531 

none 

8531. .8863, 



9B05.C35.o5. tm 



8532. .8810 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_22.9B05.C35 
12079 

TBLASTX: Maize 

8863 

79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15799 
33435 
11283 

OJ990517_22. 

8597 

none 

8597. .8860, 



9B05.C35.o5.tw 



8598. .8858 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_22.9B05.C35 
12079 

TBLASTX: Wheat 

8860 

181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15799 
33435 
11283 

OJ990517_22, 

8612 

none 

8612. .8863, 
8976. .9005 



9B05.C35.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_22 . 9B05 . C35 
12079 

TBLASTX: Soybean 

9007 

106 



8718. .8852, 8918. .8971, 8928. .8969, 8975. .9007, 



16377 



Seq. No. 15799 Seq. ID 

Gene No. 33435 Strand 

Start 11283 End 

Name OJ990517_22 . 9B05 . C35 . o3 . tm Method 

Start 8918 End 

GI none Score 

Exons 8918.. 9361, 9123.. 9365 



OJ990517_22.9B05.C35 
12079 

TBLASTX: Maize 

9365 

67 



Seq. No. 15799 Seq. ID 

Gene No. 33435 Strand 

Start 11283 End 

Name OJ990517_22 . 9B05 . C35 . o4 . tw Method 

Start 8948 End 

GI none Score 

Exons 8948.. 9430, 8991.. 9431 



OJ990517_22. 9B05^.C35 
12079 

TBLASTX: Wheat 

9431 

285 



Seq. No. 15799 

Gene No. 33435 

Start 11283 

Name OJ990517_22 . 9B05 . C35 . o4 . ts 

Start 9080 

GI none 

Exons 9080.. 9394 



Seq. ID OJ990517_22.9B05.C35 
Strand 

End 12079 

Method TBLASTX : Soybean 

End 9394 

Score 194 



Seq. No. 15799 
Gene No. - 33435 

Start 11283 

Name OJ990517_22 . 9B05 . C35 . 08 . tm 

Start 9368 

GI none 

Exons 9368.. 9559, 9408.. 9521 



Seq. ID OJ990517_22.9B05.C35 
Strand 

End 12079 

Method TBLASTX : Maize 

End 9559 

Score 107 



Seq. No. 15799 

Gene No. 33435 

Start 11283 

Name OJ990517_22 . 9B05 . C35 . o7 . tw 

Start 9563 

GI none 

Exons 9563.. 9916 



Seq. ID OJ990517_22.9B05.C35 
Strand 

End 12079 

Method TBLASTX : Wheat 

End 9916 

Score 251 



Seq. No. 15799 Seq. ID 

Gene No. 33435 Strand 

Start 11283 End 

Name OJ990517_22 . 9B05 . C35 . 06 . tw ' Method 

Start 10250 End 

GI none Score 

Exons 10250. .10600, 10406.. 10603 



OJ990517_22.9B05.C35 
12079 

TBLASTX: Wheat 

10603 

67 



Seq. No. 15799 Seq. ID 

Gene No. 33435 Strand 

Start 11283 End 

Name OJ990517_22 . 9B05 . C35 . o7 . tm Method 

Start 10262 End 

GI none Score 

Exons 10262. .10600, 10391.. 10600 



OJ990517_22.9B05.p35 
12079 

TBLASTX : Maize 

10600 

97 



Seq. No. 



15799 



Seq. ID OJ990517 22.9B05.C35 



16378 






Gene No. 


33435 


Strand 






Start 


11283 


End 


12079 




Name 


OJ990517 22.9B05.C35.o8.tw 


Method 


TBLASTX: Wheat 




Start 


10652 ~~ 


End 


10850 




GI 


none 


Score 


129 




Exons 


10 652.. 108 34, 10653.. 108 50 








Seq. No. 


15799 


Seq. ID 


OJ990517 22.9B05.C35 




Gene No. 


33435 


Strand 






Start 


11283 


End 


12079 




Name 


OJ990517 22.9B05.C35.o3.np 


Method 


AAT/NAP 




Start 


11283 


End 


12079 




GI 


4512231 


Score 


1262 




Exons 


11283. .12079 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


15800 


Seq. ID 


OJ990517_22.9B05.C36 




Gene No. 


33436 


Strand 


+ 




Start 


558 


End 


638 




Name 


OJ990517 22.9B05.C36.ol.gs 


Method 


GEN SCAN 




Start 


558 


End 


638 




GI 


none 


Score 


. 74 


.SCI 


Exons 


558. . 638 








Sea No 


15801 


Seq. ID 


OJ990517 22 9B05 C37 




Qgj^g No . 


33437 


Strand 


+ ~~ 




Start 


1 


End 


223 




Name 


OJ990517 22. 9B05.C37 .ol.np 


Method 


AAT/NAP 


!' : ! 


Start 


1 


End 


220 




GI 


6907087 


Score 


97 




Exons 


1..43, 119. .220 








GI Descrip . 


(AP001129) ESTs C72771 (E2215 ) 


, AU082313 (E2215) correspond to 


ru 




region of the predicted gene. 


; hypothetical protein [Oryza 


.» 




sativa] 






!!!! 


Seq. No. 


15801 


Seq. ID 


OJ990517_22.9B05.C37 


-E 


Gene No. 


33437 


Strand 


+ 




Start 


1 


End 


223 


: s i 


Name 


OJ990517 22.9B05.C37.ol.gs 


Method 


GENSCAN 


.3 0: 

J 


Start 


119 


End 


223 


CA 


GI 


none 


Score 


.9 




Exons 


119. .223 








Seq. No. 


15801 


Seq. ID 


OJ990517_22.9B05.C37 




Gene No. 


33438 


Strand 






Start 


756 


End 


1111 




Name 


OJ990517 22.9B05.C37.o2.np 


Method 


AAT/NAP 




Start 


613 


End 


814 




GI 


4680186 


Score 


203 




Exons 


613. .814 










(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


15801 


Seq. ID 


OJ990517_22.9B05.C37 




Gene No. 


33438 


Strand 






Start 


756 


End 


1111 




Name 


OJ990517 22. 9B05.C37 .o2.gs 


Method 


GENSCAN 




Start 


756 


End 


1111 



16379 






none 


Score 


. 5 








Pvnn *=; 


756 814 1060 1111 












Seq. No. 


15802 


Seq. ID 


OJ990517 


22, 


.9B05 


.C38 


Gene No. 


33439 


Strand 










Start 


225 


End 


1025 








Name 


OJ990S17 22 9B05 C38 ol as 


Mp1~ hnd 


GENS CAN 








Start 


225 _ 


End 


1025 








GI 


none 


Score 


. 61 










??S 67? 1 0?S 

£- ci. -J % • U _J , \J 1 £. . • J_ W ^_ v> 












Qpn No 


15802 


Seq. ID 


OJ990517 


22 , 


. 9B05 


. C38 


Gene No. 


33439 


Strand 










Start 


225 


End 


1025 








Name 


OJ990517 22. 9B05 . C38 . ol . np 


Method 


AAT /NAP 

riri ± / lint 








o Lai. L 


901 


End 


1004 








GI 


6721512 


Score 


49 








F 1 von 


901. .1004 














(AP001072) hypothetical protein [Oryza 


caf i va 1 








Seq. No. 


15803 


Seq. ID 


OJ990517_ 


_22. 


. 9B05 


.C41 


Gene No. 


33440 


Strand 










Start 


927 


End 


2347 








Name 


OJ990517 22.9B05.C41.ol.gs 


Method 


GEN SCAN 








Start 


927 


End 


2347 








GI 


none 


Score 


.52 








PvnnQ 

Lj AU I 1 O 


927. .1030, 1252. .1384, 1483.. 


.1566, 2253.. 2347 










15804 


Seq. ID 


OJ990517 


22 . 


. 9B05 


. C42 


Gene No. 


33441 


Strand 


-i- 








Start 


106 


End 


797 








Name 


OJ990517 22.9B05.C42.ol.np 


Method 


AAT /NAP 








Start 


106 


End 


797 








GI 


6850312 


Score 


157 








Exons 


106. .347, 440. .571, 699. .797 












GI Descrip. 


(AC009999) Contains similarity to nucellin from 


Hordeum 


vulgare 



gb|U87148. ESTs gb|T22068, gb|F14251, gb|F14237, gb|F14242 come 
from this gene. [Arabidopsis thaliana] 



Seq. No. 


15804 








Seq. ID 


OJ990517_22.9B05.C42 


Gene No. 


33441 








Strand 


+ 


Start 


106 








End 


797 


Name 


OJ990517 


22. 9B05.C42 


.ol, 


.gs 


Method 


GENSCAN 


Start 


178 








End 


571 


GI 


none 








Score 


.58 


Exons 


178. .347, 


440. .571 










Seq. No. 


15804 








Seq. ID 


OJ990517_22.9B05.C42 


Gene No. 


33441 








Strand 


+ 


Start 


106 








End 


797 


Name 


OJ990517 


_22.9B05.C42 


.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


238 








End 


774 


GI 


none 








Score 


56' 


Exons 


238. .288, 


295. .348, 


441. 


. .551, 


446. . 559, 


463. .558, 703. .774 


Seq. No. 


15805 








Seq. ID 


OJ990517_22.9B05.C43 


Gene No. 


33442 








Strand 





16380 




Start 


316 




End 


446 




Name 


OJ990517 22.9B05.C43.ol 


. as 


Method 


GENSCAN 




Start 


316 




End 


446 




GI 


none 




Score 


. 61 




Exons 


316. .446 










Seq. No. 


15806 




Seq. ID 


OJ990517_22. 9B05. 


.C4 6 


Gene No . 


33443 




Strand 






Start 


2081 




End 


3764 




Name 


OJ990517 22.9B05.C46.o3. 


. tm 


Method 


TBLASTX: Maize 




Start 


393 




End 


547 




GI 


none 




Score 


179 




Exons 


393.. 533, 393. .518, 397. 


, . 546, 


401. .547 






Seq. No. 


15806 




Seq. ID 


OJ990517 22.9B05. 


. C4 6 


Gene No. 


33443 




Strand 






Start 


2081 




End 


3764 




Name 


OJ990517 22. 9B05.C46.ol. 


.np 


Method 


AAT/NAP 




Start 


2081 




End 


3764 




GI 


6539553 




Score 


2818 




Exons 


2081. .3764 











GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


15806 








Seq. ID 


OJ990517_22.9B05.C46 


Gene No. 


33443 








Strand 




Start 


2081 








End 


3764 


Name 


OJ990517 22, 


. 9B05 


,C46.ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


2217 








End 


2692 


GI 


none 








Score 


353 


Exons 


2217. .2603, 


2255 


. .2602, 


2296. 


.2604, 2617. .2691, 2618. .2692 


Seq. No. 


15806 








Seq. ID 


OJ990517_22.9B05.C46 


Gene No. 


33443 








Strand 




Start 


2081 








End 


3764 


Name 


OJ990517 22. 


. 9B05 


.C46.o3, 


.ts 


Method 


TBLASTX: Soybean 


Start 


2345 








End 


2686 


GI 


none 








Score 


83 


Exons 


2345. .2554, 


2424 


. .2549, 


2573. 


.2686 




Seq. No. 


15806 








Seq. ID 


OJ990517_22.9B05.C46 


Gene No. 


33443 








Strand 




Start 


2081 








End 


3764 


Name 


OJ990517 22. 


>9B05 


.C4 6.o2, 


.tm 


Method 


TBLASTX: Maize 


Start. 


2549 








End 


•2888 


GI 


. none 








Score 


200 


Exons 


2549. .2887, 


2550 


. .2888, 








Seq. No. 


15806 








Seq. ID 


OJ990517_22.9B05.C46 


Gene No. 


33443 








Strand 




Start 


2081 








End 


3764 


Name 


OJ990517 22. 


, 9B05 


,C4 6.o2. 


,tw 


Method 


TBLASTX: Wheat 


Start 


2693 








End 


3442 


GI 


none 








Score 


46 


Exons 


2693. .2773, 


2897 


. .3103, 


2907. 


.3029, 3098.. 3442, 3122.. 3295 



16381 



Seq. No. 


15806 






Seq. ID 


OJ990517_22 . 9B05 .C4 6 


Gene No. 


33443 






Strand 




Start 


2081 






End 


3764 


Name 


OJ990517 22.9B05 


.C4 6.o2 


ts 


Method 


TBLASTX : Soybean 


Start 


2699 






End 


3050 


.GI 


none 






Score 


160 


Exons 


2699.. 3043, 2700 


. .3050 








Seq. No. 


15806 






Seq. ID 


OJ990517_22 . 9B05 . C4 6 


Gene No. 


33443 






Strand 




Start 


2081 






End 


3764 


Name 


OJ990517 22.9B05 


.C46.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2978 






End 


3443 


GI 


none 






Score 


55 


Exons 


2978.. 3442, 3081 


. .3191, 


3125. 


3307, 3261.. 3443 


Seq. No. 


15806 






Seq. ID 


OJ990517_22 .9B05.C4 6 


Gene No. 


33443 






Strand 




Start 


2081 






End 


3764 


Name 


OJ990517 22.9B05 


.C46.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3113 






End 


3577 


GI 


5509260 






Score 


58 


Exons 


3113.. 3577, 3132 


. .3191, 


3264 . . 


3359 




GI Descrip. 












Seq. No. 


15806 






Seq. ID 


OJ990517_22 . 9B05 .C46 


Gene No. 


33443 






Strand 




Start 


2081 






End 


3764 


Name 


OJ990517 22.9B05 


C46.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3224 






End 


3484 


GI 


none 






Score 


62 


Exons 


3224. .3484, 3405 


.3482 








Seq. No. 


15806 






Seq. ID 


OJ990517_22.9B05.C46 


Gene No. 


33443 






Strand 




Start 


2081 






End 


3764 


Name 


OJ990517 22.9B05 


C4 6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3497 






End 


3751 


GI 


none 






Score 


201 


Exons 


3497.. 3745, 3497 


.3751 








Seq. No. 


15807 






Seq. ID 


OJ990517_22.9B05.C47 


Gene No. 


33444 






Strand 




Start 


1 






End 


872 


Name 


OJ990517 22.9B05. 


C47.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


872 


GI 


6539553 






Score 


1462 


Exons 


1..872 










GI Descrip. 


(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] 


gi | 6539590 | db j IBAA88206.1 | (AP000837) 




Similar to Oryza 


australiensis 


retrotransposon RIRE1 (D85597) 




[Oryza sativa] 










Seq. No. 


15807 






Seq. ID 


OJ990517_22.9B05.C47 


Gene No. 


33444 






Strand 




Start 


1 






End 


872 



16382 



Name 

Start 

GI 

Exons 



OJ990517_22. 9B05 .C47 .ol . tm Method TBLASTX : Maize 

115 End 437 

none Score 395 

115. .276, 116. .430, 117. .410, 183. .437 



Seq. No. 15808 

Gene No. 334 4 5 

Start 851 

Name OJ990517_22 . 9B05 . C4 8 . ol . gs 

Start 851 

GI none 

Exons 851.. 941 



Seq. ID OJ990517_22.9B05.C48 

Strand + 

End 941 

Method GENSCAN 

End 941 

Score . 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15809 Seq. ID 

33446 Strand 
1 End 
OJ990527_27 . 9B15 . CI . ol . np Method 
1 End 
4680186 Score 
1. .87, 432. .466 

(AF111709) unknown [Oryza sativa subsp. indica 



OJ990527_27. 9B15.C1 

+ 

466 

AAT/NAP 
466 
96 



15810 Seq. ID 

33447 Strand 
1873 End 
OJ990527_27 . 9B15 . C2 . ol . np Method 
1873 End 
4115934 Score 
1873. .2033, 2120. .2287 

(AF118223) contains similarity to Methanobacterium 
thermoautotrophicum transcriptional regulator (GB: AE000850) 
[Arabidopsis t ha liana] 



OJ990527_27.9B15.C2 
+ 

2474 
AAT/NAP 
2287 
417 



Seq. No. 


, 15810 


Seq. ID 


OJ990527_27.9B15, 


.C2 


Gene No. 


33447 


Strand 


+ 




Start 


1873 


End 


2474 




Name 


OJ990527 27. 9B15.C2.ol. 


gp Method 


AAT/GAP 




Start 


1877 


End 


2474 




GI 


4996 1.R1084 


Score 


957 




Exons 


1877. .2033, 2120. .2474 








GI Descrip. 


, 4115934/gb|AAD034 44 . 1 | 


5.0e-62 (AFlli 


8223 ) contains similarity 




to Methanobacterium thermoautotrophicum transcriptional 






regulator (GB : AE000850) 


[Arabidopsis thaliana] 1 




Seq. No. 


15810 


Seq. ID 


OJ990527_27. 9B15. 


.C2 


Gene No. 


33448 


Strand 






Start 


1479 


End 


3904 




Name 


OJ990527 27.9B15.C2.ol. 


gs Method 


GENSCAN 




Start 


-,1479 


End 


3904 




GI 


none 


Score 


.69 




Exons 


1479. .1553, 2183. .2330, 


3837. .3904 






Seq. No. 


15810 


Seq. ID 


OJ990527_27.9B15. 




Gene No. 


33448 


Strand 






Start 


1479 


End 


3904 




Name 


OJ990527 27.9B15.C2.ol. 


tm Method 


TBLASTX: Maize 




Start 


1872 


End 


2352 





16383 




GI 


none 






Score 


299 


Exons 


1872. .2033, 


1877 . 


.2032, 1933. 


.2046, 1943.. 2035, 2113.. 2265 




2120. .2266, 


2124 . 


.2267, 2125. 


.2268, 2317.. 2352 


Seq. No. 


-15810 






Seq. ID 


OJ990527_27.9B15.C2 


Gene No. 


33448 






Strand 




Start 


1479 






End 


3904 


Name 


OJ990527 27. 


9B15 . 


C2 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


1872 ~ 






End 


2266 


GI 


none 






Score 


266 


Exons 


1872. .2033, 


1877 . 


.2029, 2119. 


.2259, 2120. .2266 


Seq. No. 


15810 






Seq. ID 


OJ990527_27.9B15.C2 


Gene No. 


33448 






Strand 




Start 


1479 






End 


3904 


Name 


OJ990527 27. 


9B15 . 


C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


1880 ~ 






End 


2274 


GI 


none 






Score 


262 


Exons 


1880. .2032, 


1881 . 


.2033, 2113. 


.2274, 2120. .2260 


Seq. No. 


15811 






Seq. ID 


OJ990527_27.9B15.C3 


Gene No. 


33449 






Strand 


+ 


Start 


2 






End 


9331 : 


Name 


OJ990527 27. 


9B15. 


C3 . ol . gs 


Method 


GENSCAN 


Start 


2 






End 


9331 


GI 


none 






Score 


.5 


Exons 


2. .317, 1260 


..1322, 1616. .1649, 1693.. 


1903, 2099. .2231, 



2348. .2562, 3431. .4517, 4770. .4915, 5558. .5773, 5817. .6107, 
6149. .6354, 6478. .6645, 6781. .6967, 7317. .7390, 7534. .7654, 
8053.. 8247, 9245.. 9331 



Seq. No. 


15811 


Seq. ID 


OJ990527_27.9B15. 


C3 


Gene No. 


33449 


Strand 


+ 




Start 


2 


End 


9331 




Name 


OJ990527 27.9B15.C3.ol.np 


Method 


AAT/NAP 




Start 


3452 


End 


7702 




GI 


2586082 


Score 


4372 




Exons 


3452. .7702 








GI Descrip. 


(U72725) retrofit [Oryza 


longistaminata] 




Seq. No. 


15811 


Seq. ID 


OJ990527_27.9B15. 


C3 


Gene No. 


33450 


Strand 






Start 


9451 


End 


9906 




Name 


OJ990527 27.9B15.C3.o4.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


199 




GI 


none 


Score 


294 




Exons 


1..198, 2. .199 








Spq. No. 


15811 


Seq. ID 


OJ990527_27.9B15. 


C3 


Gene No. 


33450 


Strand 






Start 


9451 


End 


9906 




Name 


OJ990527 27.9B15.C3.o4.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


154 




GI 


none 


Score 


193 




Exons 


2. .151, 2. .154 








Seq. No. 


15811 


Seq. ID 


OJ990527_27.9B15. 


C3 



16384 




Gene No. 


33450 








Strand 






Start 


9451 








End 


9906 




Name 


OJ990527 27 


. 9B15 


.C3.o4 


ts 


Method 


TBLASTX : Soybean 




Start 


2335 








End 


2478 




GI 


none 








Score 


193 




Exons 


2335. .2478, 


2343 


. .2468 










Seq. No. 


15811 








Seq. ID 


OJ990527_27.9B15 


.C3 


Gene No . 


33450 








Strand 






Start 


9451 








End 


9906 




Name 


OJ990527 27 


. 9B15 


C3.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


3512 








End 


4021 




GI 


none 








Score 


93 




Exons 


3512. .3652, 


3668 


.4021 










Seq. No. 


15811 








Seq. ID 


OJ990527_27. 9B15 


.C3 


Gene No . 


33450 








Strand 






Start 


9451 








End 


9906 




Name 


OJ990527 27 


-9B15. 


C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3544 








End 


3967 




GI 


none 








Score 


98 




Exons 


3544 . .3621, 


3548. 


.3655, 


3662. 


.3967, 3682. .3909 




Seq. No. 


15811 








Seq. ID 


OJ990527_27 . 9B15 


.C3 


Gene No. 


334 50 








Strand 






Start 


9451 








End 


9906 




Name 


OJ990527 27 


9B15. 


C3.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


3545 








End 


3967 




GI 


none 








Score 


81 




Exons 


3545. .3646, 


3668. 


.3778, 


3779. 


.3967 






Seq. No. 


15811 








Seq. ID 


OJ990527_27.9B15 


.C3 


Gene No. 


334 50 








Strand 






Start 


9451 








End 


9906 




Name 


OJ990527 27 


9B15. 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4342 








End 


4726 




GI 


none 








Score 


383 




Exons 


4342. .4701, 


4373. 


.4726 










Seq. No. 


15811 








Seq. ID 


OJ990527_27.9B15 


C3 


Gene No. 


33450 








Strand 






Start 


9451 








End 


9906 




Name 


OJ990527 27. 


9B15. 


C3.o7. 


tm 


Method 


TBLASTX : Maize 




Start 


4433 








End 


4732 




GI 


none 








Score 


250 




Exons 


4433. .4732 














Seq. No. 


15811 








Seq. ID 


OJ990527_27.9B15. 


C3 


Gene No. 


33450 








Strand 






Start 


9451 








End 


9906 




Name 


OJ990527 27. 


9B15. 


C3.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


4808 








End 


5221 




GI 


none 








Score 


63 




Exons 


4808. .4909, 


4919. 


.5032, 


5042. 


.5221 






Seq. No. 


15811 








Seq. ID 


OJ990527_27. 9B15. 


C3 


Gene No. 


33450 








Strand 







16385 






Start 


9451 








End 


9906 






Name 


OJ990527 27 


. 9B15 


.C3.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


5215 








End 


5680 






GI 


none 








Score 


338 






Exons 


5215. .5337, 


5216 


. .5680 












Seq. No. 


15811 








Seq. ID 


OJ990527_27.9B15 


.C3 




Gene No. 


33450 








Strand 








Start 


9451 








End 


9906 






Name 


OJ990527 27 


. 9B15 


.C3.o3 


ts 


Method 


TBLASTX : Soybean 






Start 


5243 








End 


5662 






GI 


none 








Score 


245 






Exons 


5243. .5662 
















Seq. No. 


15811 








Seq. ID 


OJ990527_27. 9B15 


.C3 




Gene No. 


33450 








Strand 








Start 


94 51 








End 


9906 






Name 


OJ990527 27 


. 9B15 


.C3.o4 . 


tw 


Method 


TBLASTX: Wheat 






Start 


5333 








End 


5689 






GI 


none 








Score 


275 






Exons 


5333. .5689 
















Seq. No. 


15811 








Seq. ID 


OJ990527_27.9B15 


.C3 


! :B : 


Gene No. 


33450 








Strand 






\}\ 


Start 


9451 








End 


9906 




.9 SI 

: s 1 * 


Name 


OJ990527 27 


9B15 


. C3.o5. 


tm „ 


Method 


TBLASTX: Maize 




I s !; 


Start 


5336 








End 


5659 






GI 


none 








Score 


280 




U 

ui 


Exons 


5336. .5659, 


5548 


. .5655 












Seq. No. 


15811 








Seq. ID 


OJ990527 27.9B15 


C3 


Hi 


Gene No. 


33450 








Strand 








Start 


9451 








End 


9906 






Name 


OJ990527 27. 


9B15 


C3.o2. 


ts 


Method 


TBLASTX : Soybean 




□ 


Start 


6173 








End 


6670 






GI 


5509260 








Score 


394 




:se 


Exons 


6173. . 6670, 


6295 


.6459, 


6499. 


. 6651 






':sf 


GI Descrip. 


— 
















Seq. No. 


15811 








Seq. ID 


OJ990527_27. 9B15. 


C3 


L.} 


Gene No. 


33450 








Strand 








Start 


9451 








End 


9906 






Name 


OJ990527 27. 


9B15. 


C3.o8. 


tm 


Method 


TBLASTX: Maize 






Start 


6199 








End 


6469 






GI 


none 








Score 


211 






Exons 


6199. .6429, 


6203. 


.6469 












Seq. No. 


15811 








Seq. ID 


OJ990527_27.9B15. 


C3 




Gene No. 


33450 








Strand 








Start 


9451 








End 


9906 






Name 


OJ990527 27. 


9B15. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 






Start 


6290 








End 


6559 






GI 


none 








Score 


277 






Exons 


6290. . 6559, 


6298. 


.6558 












Seq. No. 


15811 








Seq. ID 


OJ990527_27. 9B15. 


C3 




Gene No. 


33450 








Strand 







16386 




Start 


9451 








End 


9906 




Name 


OJ990527 27 


. 9B15 


.C3.o3. 


. tw 


Method 


TBLASTX: Wheat 




Start 


6340 








End 


6853 




GI 


none 








Score 


281 




Exons 


6340. .6438, 


6341 


. . 6685, 


6491. 


.6688, 6671. .6853 




Seq. No. 


15811 








Seq. ID 


OJ990527_27. 9B15 


.C3 


Gene No. 


33450 








Strand 


*~ 




Start 


9451 








End 


9906 




Name 


OJ990527 27 


.9B15 


.C3.ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


6473 








End 


6919 




GI 


none 








Score 


401 




Exons 


6473. .6919, 


6493 


. .6648 










Seq. No. 


15811 








Seq. ID 


OJ990527_27 . 9B15 


.C3 


Gene No. 


33450 








Strand 


— 




Start 


9451 








End 


9906 




Name 


OJ990527 27 


. 9B15 


.C3.o5. 


tc 


Method 


TBLASTX: Cress 




Start 


6740 








End 


7015 




GI 


none 








Score 


186 




Exons 


6740. .6982, 


6818 


. .7015 










Seq. No. 


15811 








Seq. ID 


OJ990527_27.9B15, 


.C3 


Gene No. 


33450 








Strand 






Start 


9451' 








End 


9906 




Name 


OJ990527 27. 


. 9B15 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6854 








End 


7291 




GI 


none 








Score 


" 430 




Exons 


6854. .7291, 


6854, 


. .7171, 


6859. 


.7173, 7204. .7290 




Seq. No. 


15811 








Seq. ID 


OJ990527_27. 9B15. 


■ C3 


Gene No. 


33450 








Strand 






Start 


9451 








End 


9906 




Name 


OJ990527 27, 


, 9B15. 


X3.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


6986 








End 


7219 




GI 


none 








Score 


275 




Exons 


6986. .7219, 


6991. 


. .7185 










Seq. No. 


15811 








Seq. ID 


OJ990527_27 . 9B15. 


,C3 


Gene No. 


33450 








Strand 






Start 


9451 








End 


9906 




Name 


OJ990527 27. 


9B15. 


.C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


7055 








End 


7651 




GI 


none 








Score 


477 




Exons 


7055. .7651, 


7060. 


, .7182, 


7243. 


.7650 






Seq. No. 


15811 








Seq. ID 


OJ990527_27. 9B15. 


C3 


Gene No. 


33450 








Strand 






Start 


9451 








End 


9906 




Name 


OJ990527 27. 


9B15. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7222 








End 


7581 




GI 


none 








Score 


128 




Exons 


7222. .7356, 


7223. 


.7351, 


7356. 


.7529, 7358.-7564, 7358. .7579, 




7552. .7581 














Seq. No. 


15811 








Seq. ID 


OJ990527_27.9B15. 


C3 


Gene No. 


33450 








Strand 







16387 



Start 


9451 




End 


9906 


Name 


OJ990527 27 


9B15 C3 o2 as 


Me t hod 


GENSCAN 


Start 


9451 ~~ 




End 


9906 


GI 


none 


- 


Score 


. 54 


Kvnnc 


9451 9686. 


9771 9906 






Sea No 


15812 




Seq. ID 


OJ990527 27 9B15 C4 


Gene No . 


33451 




Strand 




Start 


803 




End 


2553 


Name 


OJ990527 27 


.9B15.C4.ol.np 


Method 


AAT/NAP 


Start 


759 




End 


2456 


GI 


6815062 




Score 


658 


Exons 


759. .975, 1082. .1132, 1202.. 


1300, 1377. 


. 1686, 1745. . 1985, 




2072. .2456 








GT Dpsrri n 


(AP001080) 


Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence; mudrA 


like protein (AC004561) [Oryza 




sat i va ] 








Sea No 


1 QQ1 O 
x D O ± c. 




Seq. ID 


OJ990527_27.9B15.C4 


Gene No. 


jj4 Jl 




Strand 




Start 


OU J 




End 


2553 


Name 


OJ990527 27 


.9B15.C4.ol.gs 


Method 


GENSCAN 


Start 


803 




End 


2553 


GI 


none 




Score 


.76 


A V_/ 1 1 l_> 


803. .1132, 


1202.. 1300, 1377. 


.1518, 1579. .1671, 1777. .1985, 




2072. .2183, 


2486. .2553 






O ^3 VJ ■ LN ■ 


15812 




Seq. ID 


OJ990527_27. 9B15.C4 


Gene No. 


33452 




Strand 




Start 


3409 




End 


3506 


Name 


OJ990527 27 


.9B15.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


1377 




End 


2415 


GI 


none 




Score 


65 


Exons 


1377. .1562, 


1602.. 1679, 1776 


..1892, 1776. .1985, 1777. .1935, 




2230. .2415, 


2237. .2404 






O ™ ^ • ^ ■ 


15812 




Seq. ID 


OJ990527_27.9B15.C4 


Gene No. 


33452 




Strand 




Start 


3409 




End 


3506 


Name 


OJ990527 27 


.9B15.C4.ol.gp 


Method 


AAT/GAP 


Start 


3409 




End 


3506 


GI 


LIB3477-003 


-P1-K1-E9 


Score 


168 


Exons 


3409. .3506 









GI Descrip. ' 24 98586/sp I Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 15813 Seq. ID 

Gene No. 33453 Strand 

Start 799 End 

Name OJ990527_27 . 9B15 .C5.ol.gs Method 

Start 799 End 

GI none Score 
Exons 



OJ990527_27 . 9B15.C5 
+ 

7289 
GENSCAN 
7289 
.62 

. 1825, 1881. .2068, 



799. .835, 956. .1072, 1341. .1484, 1632. 
2426. .2592, 2939. .2972, 3190. .3290, 4106. .4171, 4932. .5237, 
5791. .6079, 6167. .6385, 6476. .6611, 6720. .7289 



16388 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15813 
33453 
799 

OJ990527_ 
3528 
82227 
3528. .375 
hypotheti 
gi 1 117861 
75 [Nicot 
hypotheti 
75; putat 
(Z00044) 
gi|225251 



27.9B15.C5.o4.np 



Seq. ID OJ990527_27.9B15.C5 

Strand + 

End 7289 

Method AAT/NAP 

End 3752 

Score 167 



cal protein 75 - common tobacco chloroplast 

emb | CAA26288 | (X02441) unidentified reading frame ORF 

iana tabacum] gi | 11880 | emb | CAA77393 | (Z00044) 

cal protein [Nicotiana tabacum] gi 1473681 (M23767) ORF 

ive [Nicotiana tabacum] gi | 122367 9 | emb | CAA77400 I 

hypothetical protein [Nicotiana tabacum] 

Iprf | | 1211235CK ORF 75 [Ni 



Seq. No. 


15813 




Seq. ID 


OJ990527_27.9B15.C5 


Gene No. 


33453 




Strand 


+ 


Start 


799 




End 


7289 


Name 


OJ990527 27.9B15.C5.o7. 


np 


Method 


AAT/NAP 


Start 


5044 




End 


7277 


GI 


763421 




Score 


576 


Exons 


5044. .5237, 5701. .6079, 


6167. . 


.6385, 6476. .6611, 6720. .7277 


GI Descrip. 


(U20187) vetispiradiene 


synthase [synthetic construct] 


Seq. No. 


15813 




Seq. ID 


OJ990527_27.9B15.C5 


Gene No. 


33454 




Strand 


+ 


Start 


16497 




End 


16588 


Name 


OJ990527 27.9B15.C5.ol. 


gp 


Method 


AAT/GAP 


Start 


16497 




End 


16588 


GI 


LIB3477-003-P1-K1-E9 




Score 


124 


Exons 


16497. .16588 








GI Descrip. 


f 24 98 58 6/sp|Q4 0638 IMP01 


_0RYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 15813 Seq. ID 

Gene No. 33455 Strand 

Start 19582 End 

Name OJ990527_27 . 9B15 . C5 . o4 . gs Method 

Start 19582 End 

GI none Score 

Exons 19582. . 19587, 19642.. 19821 



OJ990527_27.9B15.C5 
+ 

19821 
GENSCAN 
19821 
.9 



Seq. No. 15813 Seq. ID 

Gene No. 33455 Strand 

Start 19582 End 

Name OJ990527_27 . 9B15 . C5 . olO . np Method 

Start 19637 End 

GI 5852172 Score 

Exons 19637 . .19800 

GI Descrip. (AL117265) zhb0002.1 [Oryza sativa] 



OJ990527_27.9B15.C5 
+ 

19821 
AAT/NAP 
19800 
99 



Seq. No. 15813 Seq. ID OJ990527_27 . 9B15 . C5 

Gene No. 33456 Strand + 

Start 30433 End 36484 

Name OJ990527_27 . 9B15 . C5 . o7 . gs Method GENSCAN 

Start 30433 End 36484 



16389 



GI 

Exons 



none Score .-74 

30433. .30599, 30627 .. 3077 6, 30891 .. 31055, 31 183 31333, 

31503. .31517, 31759. .32062, 33154 .. 33559, 34226 .. 34 4 4 4 , 

34532. .34667, 35928 .. 36075, 36096. .36484 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15813 
33456 

30433 . . 

OJ990527_27 . 9B15 . C5 . oil . np 

31280 

5921217 



Seq. ID OJ990527_27. 9B15.C5 

Strand + 

End 36484 

Method AAT/NAP 

End 36478 

Score 547 



31280. .31394, 31787 .. 31 977 , 32011 .. 32062, 3318 1 33559, 
34226. .34444, 34 532 .. 34 667 , 35928. .36478 



GI Descrip. (AJ249561) putative sesquiterpene cyclase [Artemisia annua] 



Seq. No. 15813 

Gene No. 33457 

Start 40988 

Name OJ990527_27 . 9B15 . C5 . olO . gs 

Start 40988 

GI none 

Exons 40988. .41723, 42118 .. 42148 , 
45388. .45399 



Seq. ID OJ990527_27. 9B15.C5 

Strand + 

End 45399 

Method GENSCAN 

End 45399 

Score .45 
43835. .43985, 45027 .. 45191 , 



Seq. No. 15813 Seq. ID OJ990527_27 . 9B15 . C5 

Gene No. 33458 Strand + 

Start 55503 End 55609 

Name OJ990527_27 . 9B15 . C5 . o2 . gp Method AAT/GAP 

Start 55503 End 55609 

GI LIB3477-003-P1-K1-E9 Score 156 

Exons 55503. .55609 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi__1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15813 Seq. ID 

33459 ' Strand 

97 6 End 
OJ990527_27 . 9B15 .C5.ol.np Method 
97 6 End 
5922623 Score 
976. .1052, 1220. .1367, 1742. .1822 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6016856 | dbj | BAA85199 . 1 | (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990527__27. 9B15.C5 

3315 
AAT/NAP 
1822 
248 



Seq. No. 15813 

Gene No. 33459 

Start 97 6 

Name OJ990527_27 . 9B15 . C5 . o3 . np 

Start 1369 

GI 225252 

Exons 1369.. 1399, 3080.. 3315 

GI Descrip. ORF 350 [Nicotiana tabacum] 

Seq. No. 15813 

Gene No. 33459 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990527_27. 9B15.C5 

f 3315 
AAT/NAP 
3315 
161 



OJ990527 27.9B15.C5 



16390 



Start 976 End 3315 

Name OJ990527_27 . 9B15 . C5 . o2 . np Method AAT/NAP 

Start 2552 End 2741 

GI 82533 Score 313 

Exons 2552.. 2741 

GI Descrip. hypothetical 7 . 5K protein (trnR-rpsl5 intergenic region) - rice 
chloroplast gi | 12044 | emb | CAA33947 | (X15901) ORF63 [Oryza sativa] 
gi I 12058 1 emb |CAA33913| (X15901) ORF63 [Oryza sativa] 
gi I 226664 Iprf | | 1603356CQ ORF 63A [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15813 Seq. ID OJ990527_27 . 9B15 . C5 

33460 Strand 

3851 End 3919 

OJ990527_27. 9B15 . C5 . o5 . np Method AAT/NAP 

3851 End 3919 

82521 Score 112 

3851. .3919 

hypothetical 2 . 5K protein (trnR-rpsl5 intergenic region) - rice 
chloroplast gi | 2130153 Ipir || S58624 hypothetical protein 23 - 
maize chloroplast gi | 1204 3 | emb | CAA3394 6 | (X15901) ORF23 [Oryza 
sativa] gi I 12059 I emb | CAA33914 | (X15901) ORF23 [Oryza sativa] 
gi|902278|emb|CAA60343| (X86563) ORF23 [Zea mays] 
gi | 902293 I emb | CAA60357 | (X86563) ORF23 [Zea mays] 



i_ _r 




gi I 226662 Iprf | | 1603356CN ORF 










3i 

.= 3; 


Seq. No. 


15813 




Seq. ID 


OJ990527 


_27. 9B15, 


.C5 


Us 


Gene No. 


33461 




Strand 








f[ 1 


Start 


3919 




End 


4048 






: : - : 


Name 


OJ990527 27.9B15.C5 


. 06 .np 


Method 


AAT/NAP 






; _ i 


Start 


3919 




End 


4048 








GI 


1334366 




Score 


155 






! hJ 
:s; : 


Exons 


3919. .4048 












i U 


GI Descrip. 


(X02441) gtg start 


[Nicotiana 


tabacum] 








. ZT 


Seq. No. 


15813 




Seq. ID 


OJ990527 


_27.9B15, 


,C5 


h i 

~-i 


Gene No. 


33462 




Strand 










Start 


13196 




End 


. 18739 








Name 


OJ990527 27.9B15.C5 


. o3 . gs 


Method 


GENSCAN 








Start 


13196 




End 


18739 








GI 


none 




Score 


.8 






: i 
3.- 


Exons 


13196. . 13771, 13880 


..14015, 1< 


1823. .14994, 15387 


. .15669, 








18060. . 18172, 18247 


..18362, 18627. .18739 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15813 
33462 
13196 

OJ990527_27 . 9B15 . C5 . 08 . np 

13202 

1363379 



Seq. ID OJ990527_27.9B15.C5 
Strand 

End 18739 

Method AAT/NAP 

End 14769 

Score 403 



13202. .13771, 13880. .14015, 14134. .14 352, 14 618. .147 69 

vetispiradiene synthase 2 - Hyoscyamus muticus (fragment) 

gi 1 763427 (U20190) vetispiradiene synthase [Hyoscyamus muticus] 



Seq. No. 15813 Seq. ID 

Gene No. 334 62 Strand 

Start 13196 End 

Name OJ990527_27 . 9B15 . C5 . o9 . np Method 



OJ990527_27. 9B15.C5 

18739 
AAT/NAP 



16391 




Start 


13202 








End 


15672 




GI 


4733937 






Score 


618 




Exons 


13202 


. .13761, 13870. .14015, 


14134. .14352, 14618 


. .14994, 




15387 


. . 15672 










GI Descrip. 


(AF080245) sesquiterpene synthase [Elaeis oleifera] 


Seq. No. 


15813 








Seq. ID 


OJ990527 


_27 . 9B15.C5 


Gene No. 


33463 








Strand 


- 




Start 


20462 








End 


21280 




Name 


OJ990527 27. 


9B15 


. C5 . o5 . gs 


Method 


GENSCAN 




Start 


20462 








End 


21280 




GI 


none 








Score 


.98 




Exons 


20462 


. .20622 


, 21127.. 21280 








Seq. No. 


15813 








Seq. ID 


OJ990527 


_27.9B15.C5 


Gene No. 


33464 








Strand 






Start 


25555 








End 


29037 




Name 


OJ990527 27. 


9B15 


.C5.o6.gs 


Method 


GENSCAN 




Start 


25555 








End 


29037 




GI 


none 








Score 


.51 




Exons 


25555 


.25712 


, 26812. .26962, 


28241. .28352, 28853 


. .29037 


Seq. No. 


15813 








Seq. ID 


OJ990527 


_27. 9B15.C5 


Gene No. 


33465 








Strand 






Start 


37710 








End 


55249 




Name 


OJ990527 27. 


9B15 


C5.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


3873 








End 


4194 




GI 


none 








Score 


79 




Exons 


3873. 


3956, 


3875 


.3955, 3959 


..4045, 3960. .4046, 


^960 4049 




3962. 


4051, 


4142 


.4192, 4144 


. .4194 






Seq. No. 


15813 








Seq. ID 


OJ990527 


_27. 9B15.C5 


Gene No . 


33465 








Strand 






Start 


37710 








End 


55249 




Name 


OJ990527 27. 


9B15 


C5.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


3887 








End 


4165 




GI 


none 








Score 


104 




Exons 


3887. 


3961, 


3888 


.3959, 3888 


..3962, 3889. .3960, 


3929. .4075, 




3930. . 


4076, 


3941 


.4087, 3957 


..4076, 4072. .4164, 


4079 4165 




4082. . 


4165 












Seq. No. 


15813 








Seq. ID 


OJ990527 


_27. 9B15.C5 


Gene No . 


33465 








Strand 






Start 


37710 








End 


55249 




Name 


OJ990527 27. 


9B15 


C5.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


4126 








End 


4631 




GI 


none 








Score 


76 




Exons 


4126. . 


4182, 


4129. 


.4203, 4192 


..4242, 4275. .4454, 


4277. .4453, 




4278. . 


4472, 


442,9. 


.4536, 4454 


..4516, 4455. .4532, 


4584. .4631, 




4593. . 


4631 










Seq. No. 


15813 








Seq. ID 


OJ990527 


_27. 9B15.C5 


Gene No. 


33465 








Strand 






Start 


37710 








End 


55249 




Name 


OJ990527 27. 


9B15. 


C5.o3.tm 


Method 


TBLASTX : 


Maize 


Start 


4568 








End 


4793 




GI 


none 








Score 


335 





16392 



Exons 


4568. .4783, 4573. .4782, 4584. 


. 4793 






Seq. No. 


15813 


Seq. ID 


OJ990527_27.9B15. 


.C5 


Gene No. 


33465 


Strand 






Start 


37710 


End 


55249 




Name 


OJ990527 27. 9B15 . C5 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


4579 


End 


4796 




GI 


none 


Score 


353 




Exons 


4579. .4791, 4580. .4792, 4584. 


.4796, 4593.. 4796 




Seq. No. 


15813 


Seq. ID 


OJ990527_27.9B15, 


. C5 


Gene No. 


33465 


Strand 






Start 


37710 


End 


55249 




Name 


OJ990527 27. 9B15 . C5 . o2 . tc 


Method 


TBLASTX: Cress 




Start 


5075 


End 


39600 




GI 


none 


Score 


67 




Exons 


5075.. 5221, 5712.. 6077, 13925 


. .14014, 


14133. . 14351, 






14897. .14995, 3317 1 .. 33557 , 34263 .. 34 4 4 5 , 34530 .. 34 622, 






39427. .39600 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15813 
33465 
37710 

OJ990527_27. 
5798 
none 
5798. , 
6168. . 
6722. . 
13568. 
13892. 
14644 , 
14845. 
34227, 



9B15.C5.ol.tm 



5959, 
6383, 
6856, 
.13603, 
.14011, 
.14808, 
.14880, 
.34445, 
36083. .36229, 
38366. .38503, 



5799. .6080, 5799 
6230.. 6385, 6450 
6930.. 6977, 6981 
, 13625. .13786, 



14129. 
14653. 
33279. 
34536. 
36087. 
38758. 



.14350, 
.14826, 
.33560, 
.34655, 
.36230, 
.38976, 



39233.-39253, 392 62 .. 394 35, 



Seq. ID OJ990527_27.9B15.C5 
Strand 

End 55249 

Method TBLASTX : Mai ze 

End. 39501 

Score 293 
..6068, 5914. .6069, 6168. .6386, 
..6638, 6477. .6635, 6720. .6869, 
. -17031, 13517. .13567, 13557 .. 13628 , 
13662. .13754, 138 8 6 .. 14014 , 
14133. .14 351, 14134. .14 352, 
14 673. .14 837, 14 738 . . 14 824 , 
33282. .33548, 34226. .34459, 
35921. .36064, 35928 .. 36074 , 
38013. .38141, 38121. .38270, 
38759. .38938, 387 61 38 97 6, 
39311. .39433, 39445. .39501 



Seq. No. 15813 

Gene No. 33465 

Start 37710 

Name OJ990527_27 . 9B15 . C5 . ol . ts 

Start 5946 

GI none 
Exons 



Seq. ID OJ990527_27. 9B15.C5 
Strand 

End 55249 

Method TBLASTX : Soybean 

End 39414 

Score 8 6 



5946. .6065, 6168. .6395, 6474. .6569, 13922 .. 14 014 , 14133. 
14653. .14805, 33372 .. 33557 , 34 227 .. 34 4 4 5 , 34 530 .. 34 625, 
38414. .38509, 38758 .. 38 991 , 39262.. 39414 



14366, 



Seq. No. 15813 Seq'. ID 

Gene No. 33465 Strand 

Start 37710 End 

Name OJ990527_27 . 9B15 . C5 . o4 . tm Method 

Start 7098 End 

GI none Score 
Exons 



OJ990527_27. 9B15.C5 
55249 

TBLASTX: Maize 

38001 

176 



7 098. .7271, 13193. .13294, 13217. .13351, 13218. .13316, 
36329. .36472, 36394 .. 364 92 , 37 725 .. 378 47 , 37728 .. 38000, 
37729. .38001 



16393 




Seq . No. 


15813 

X *J O J. J 




Seq. ID 


OJ990527_27.9B15.C5 


Gene No. 


33465 




Strand 




Start 


37710 




End 


55249 


Name 


OJ990527 27.9B15.C5 


.08 .gs 


Method 


GENSCAN 


Start 


37710 


End 


38829 


GI 


none 




Score 


.97 


Exons 


37710. .38255, 38372 


. .38507, 


38759. .38829 


Seq. No. 


15813 




Seq. ID 


OJ990527_27.9B15.C5 


Gene No. 


33465 




Strand 




Start 


37710 




End 


55249 


Name 


OJ990527 27.9B15.C5 


.ol2. np 


Method 


AAT/NAP 


Start 


37713 




End 


41650 


GI 


3287834 




Score 


618 


Exons 


37713. .38255, 38372 


. .38507, 


38759. .38977, 39227 .. 39599, 




40013. .40199, 41624 


. .41650 






GI Descrip. 


(+) -DELTA-CADINENE : 


SYNTHASE 


ISOZYME XC14 (D-CADINENE SYNTHASE) 



gi I 2147016 I pir I IS68366 (+) -delta-cadinene synthase isozyme XC14 
- Gossypium arboreum gi 11045314 (U23205) (+) -delta-cadinene 
synthase isozyme XC14 [Gossypium arboreum] 





Seq. No. 


15813 




* Seq. ID 


OJ990527 


_27.9B15 


.C5 


Q 


Gene No. 


33465 




Strand 








Si 


Start 


37710 




End 


55249 






r ri 


Name 


OJ990527 27.9B15.C5 


.ol3.np 


Method 


AAT/NAP 






*J * - 


Start 


37747 




End 


53853 






! hi 


GI 


6069653 




Score 


242 






r| 


Exons 


37747. .37994, 43884 


. .43996, 


52201. .52507, 52609 


. .52906, 




i ij 




52977. .53295, 53731 


. .53853 










i B \ 


GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 






I 3 ! E 
: ar 


Seq. No. 


15813 




Seq. ID 


OJ990527_ 


_27. 9B15 


.C5 




Gene No. 


33465 




Strand 










Start 


37710 




End 


55249 






y\ 


Name 


OJ990527 27.9B15.C5. 


. o9. gs 


Method 


GENSCAN 






jss; 


Start 


39223 




End 


40283 






si 

:, I 


GI 


none 




Score 


.74 






; sr 

Q 


Exons 


39223. .39599, 40013, 


. .40283 










O 


Seq. No. 


15813 




Seq. ID 


OJ990527_ 


_27. 9B15 


.C5 




Gene No. 


33465 




Strand 










Start 


37710 




End 


55249 








Name 


OJ990527 27.9B15.C5. 


. oil . gs 


Method 


GENSCAN 








Start 


45695 




End 


50284 








GI 


none 




Score 


.47 








Exons 


45695. .45955, 48003. 


, .48134, 


49663. .49730, 50206 


. .50284 






Seq. -JSIo. 


15813 




Seq. ID 


OJ990527_ 


_27. 9B15 


.C5 




Gene No. 


33465 




Strand 










Start 


37710 




End 


55249 








Name 


OJ990527 27.9B15.C5. 


,ol2.gs 


Method 


GENSCAN 








Start 


52283 




End 


55249 








GI 


none 




Score 


.54 








Exons 


52283. .52418, 52795. 


.53044, 


53073. .53497, 54301. 


. .54573, 





54750. .54930, 55088. .55249 



16394 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
l\ Name 
; i Start 

f\ GI 
!; Exons 

: : 

=1 Seq. No. 
ij Gene No. 
^ Start 
Name 
Start 
GI 

Exons 



15813 Seq. ID 

33465 Strand 
37710 End' 55249 

OJ990527_27 . 9B15 . C5 . ol4 . np Method AAT/NAP 
53444 End 54936 

6907088 Score 279 

53444. .53853, 54357 .. 54573, 54798.. 54936 
(AP001129) hypothetical protein [Oryza sativa] 



OJ990527 27.9B15.C5 



15814 
33466 
442 

OJ990527_27. 9B15 . C6 . ol . np 
442 

4105137 



Seq. ID OJ990527_27.9B15.C6 
Strand + 
End 5165 
Method AAT/NAP 
End 5165 
Score 321 
442. .560, 678. .957, 2568. .2956, 5105. .5165 
(AF043300) putative vetispiradiene synthase 5 [Solanum 
tuberosum] gi | 5360687 | dbj | BAA82109 . 1 | (AB022720) vetispiradiene 
synthase [Solanum tuberosum] 



15814 
33466 
442 

OJ990527_27.9B15.C6.ol.tm 

2666 

none 



Seq. ID OJ990527 27.9B15.C6 



Strand 
End 

Method 

End 

Score 



+ 

5165 

TBLASTX: Maize 

2929 

67 



2666. .2740, 2728. .2853, 2732. .2929, 2738. .2929 



15815 Seq. ID 

33467 Strand 

2390 End 

OJ990527_27 . 9B15 . C7 . ol . np Method 

2390 End 

6862925 Score 

2390. .4403, 4685. .4926, 4963. .5149 



OJ990527_27.9B15.C7 
+ 

5149 
AAT/NAP 
5149 
1518 



GI Descrip. (AC018907) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15815 Seq. ID 

33468 Strand 
13592 End 
OJ990527_27 . 9B15 . C7 . o3 . gp Method 
13592 End 
61605_1.R1084 Score 
13592. . 13864 

'5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



OJ990527_27.9B15.C7 
+ 

13864 
AAT/GAP 
13864 
462 



15815 Seq. ID 

33469 Strand 
14743 End 
OJ990527_27 . 9B15 . C7 . o4 . gp Method 
14743 End 
uC-osflcypl29b03al Score 
14743. . 15199 

'5295936/ dbj | AB026295 . 2 | ABO 2 6295 5.0e-10 Oryza sativa genomic 
DNA, chromosome 6, clone : P068 1F10 , complete sequence 1 



OJ990527_27 . 9B15.C7 
+ 

15199 
AAT/GAP 
15199 
894 



16395 






Seq. No. 


15815 




Seq. ID 


OJ990527 


_27.9B15 


,C7 




Gene No. 


33470 




Strand 


+ 








Start 


18 698 




End 


19656 








Name 


OJ990527 27.9B15.C7 


.o7 .gs 


Method 


GENSCAN 








Start 


18698 




End 


19656 








GI 


none 




Score 


.73 








Exons 


18698. .18759, 19066 


. .19151, 


19336. .19373, 19410 


. .19494, 








19538. .19656 














Seq. No. 


15815 




Seq. ID 


OJ990527 


_27.9B15 


,C7 




Gene No. 


O O VI T 1 

3347 1 




Strand 










Start 


7612 




End 


1 Ci O f 








Name 


OJ990527 27.9B15.C7 


. o3 . gs 


Method 


GENSCAN 








Start 


7612 




End 


7926 








GI 


none 




Score 


. 99 








Exons 


7612. .7926 














Seq. No. 


15815 




Seq. ID 


OJ990527 


_27.9B15 


.C7 




Gene No. 


33472 




Strand 










Start 


11329 




End 


12971 








Name 


OJ990527 27.9B15.C7 


.o5.gs 


Method 


GENSCAN 








Start 


11329 




End 


11856 








GI 


none 




Score 


. 67 








Exons 


11329. .11856 












m 


Seq. No. 


15815 




Seq. ID 


OJ990527 


_27.9B15 


.C7 


ry 


Gene No. 


33472 




Strand 








! 3= i 


Start 






End 


12971 








Name 


OJ990527 27.9B15.C7 


. o2 . np 


Method 


AAT/NAP 








Start 


11418 




End 


12971 








GI 


5852179 




Score 


285 






rii 


Exons 


11418. .11674, 11749 


. .11961, 


12951. .12971 








GI Descrip. 


(AL117265) zhb0009. 


1 [Oryza 


sativa] 










Seq. No. 


15815 




Seq. ID 


OJ990527 


_27.9B15 


.C7 




Gene No. 


33473 




Strand 








y t 


Start 


13960 




End 


18253 






: S S 
'j 5? 


Name 


OJ990527 27.9B15.C7 


. o3.np 


Method 


AAT/NAP 






: 3 r 


Of -, v f 

btart 


13960 




End 


17788 








GI 


1363377 




Score 


659 








Exons 


13960. .14012, 15056 


. . 15586, 


15721. .15837, 15951 


. . 16169, 








16967. .17342, 17497 


. . 17788 












GI Descrip. 


vetispiradiene synthase 1 - 


Hyoscyamus 


muticus 


(fragment) 






gi|763423 (U20188) - 


vetispiradiene synthase [Hyoscyamus mut. 




Seq. No. 


15815 




Seq. ID 


OJ990527 


_27.9B15 


.C7 




Gene No. 


33473 




Strand 










Start 


13960 




End 


18253 








Name 


OJ990527 27.9B15.C7 


. o.6 . gs 


Method 


GENSCAN 








Start 


14994 




End 


18253 








GI 


none 




Score 


.87 








Exons 


14994. .15563, 15702 


. .15837, 


15951. . 16169, 16967 


. . 17342, 








17497. .17869, 18200 


. .18253 












Seq. No. 


15815 




Seq. ID 


OJ990527 


_27. 9B15, 


.C7 




Gene ' No . 


33474 




Strand 










Start 


20094 




End 


24163 







16396 




Name 


OJ990527 27.9B15.C7.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


2567 


End 


2797 






GI 


none 


Score 


266 






Exons 


2567.. 2797, 2568.. 2783 










Seq. No. 


15815 


Seq. ID 


OJ990527 


_27.9B15 


.C7 


Gene No. 


33474 - 


Strand 








OLdrt 


20094 


End 


24163 






Name 


OJ990527 27. 9B15 . C7 . ol . tm 


Method 


TBLASTX: 


Maize 




Start 


3120 


End 


3509 






GI 


none 


Score 


147 






Exons 


3120.. 3269, 3128.. 3268, 3270.. 3356, 3272.. 3508, 


3273. .3509 




3417. .3509 










Seq. No. 


15815 


Seq. ID 


OJ990527 


_27. 9B15 


.C7 


bene no . 


33474 


Strand 








Start 


20094 


End 


24163 






Name 


OJ990527 27. 9B15 . C7 . o2 . ts 


Method 


TBLASTX : 


Soybean 




Start 


3591 


End 


3989 




GI 


none 


Score 


89 






Exons 


3591. .3659, 3720. .3989, 3740. .3988 








Seq. No. 


X 0 O I O 


Seq. ID 


OJ990527 


27 . 9B15 . 


. C7 


Gene No. 


*3 "3 A ^ A 

oo4 /4 


Strand 








Start 


zuuy h 


End 


24163 






Name 


(jjyyuo^/ z / . yBi o . c / . oz . tm 


Method 


TBLASTX: 


Maize 




CM , >-4- 

o car l 


loolo 


End 


17244 






GI 


none 


Score 


105 






Exons 


1 jjIO . . 1j J / i , 104 1 / . . lOOOO, 


15427. .15570, 15696 


. .15833, 






15707. . 15835, 15716. . 15835, 


15950. .16168, 15951 


. .16166, 






15951. .16169, 15952. . 16176, 


16966. .17175, 16978 


. .17175, 






17176. . 17244 










Seq. No. 


15815 


Seq. ID 


OJ990527 


_27.9B15. 


,C7 


ocilc INO . 


33474 


Strand 








Start 


20094 


End 


24163 






Name 


OJ990527 27. 9B15 . C7 . ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


15750 


End 


16186 




GI 


none 


Score 


190 






Exons 


15750. .15839, 15950. .16186 










Seq. No. 


15815 


Seq. ID 


OJ990527 


_27/9B15. 


C7 


bene wo . 


33474 


Strand 








Start 


20094 


End 


24163 






Name 


OJ990527 27. 9B15 . C7 . 08 . gs 


Method 


GENSCAN 






Start 


20094 


End 


24163 






GI 


none 


Score 


.61 






Exons 


20094. .20170, 22878 .. 22924 , 


23292. .23432, 24072 


. .24163 




Seq. No. 


15816 


Seq. ID 


OJ990527_ 


_27. 9B15. 


C8 


Gene No. 


33475 


Strand 


+ 






Start 


6086 


End 


9200 






Name 


OJ990527 27. 9B15 . C8 . ol . np 


Method 


AAT/NAP 






Start 


6086 


End 


9200 






GI 


5902445 


Score 


3009 






Exons 


6086.. 7873, 7913.. 9200 











GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



16397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15816 
33476 
14425 

OJ990527_27 . 9B15 . C8 . o5 . np 
14425 
6721547 
14 425. .14509, 17011. .1704 2 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990527_27.9B15.C8 

Strand + 

End 17042 

Method AAT/NAP 

End 17042 

Score 88 



15816 
33477 
10689 

OJ990527_27 . 9B15 . C8 . o5 . tw 

4355 

none 

4355. .4405, 4406. .4519, 4417. 

15816 
33477 
10689 

OJ990527_27 . 9B15 . C8 . o4 . tm 

4400 

none 

4400. .4639 



OJ990527__27.9B15.C8 
15383 

TBLASTX: Wheat 
4750 
54 

4467, 4493. .4750, 4525. .4749 
OJ990527 27.9B15.C8 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



15383 

TBLASTX: Maize 

4639 

185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15816 
33477 
10689 

OJ990527_27. 9B15.C8 . o2 . tw 

5384 

none 

5384. .5566, 5392. .5565, 5603. 
5764. .5829 

15816 
33477 
10689 

OJ990527_27 . 9B15 . C8 . ol . tw 

6031 

none 

6031. .6486, 6032. .6487 



Seq. ID OJ990527_27. 9B15.C8 
Strand 

End 15383 
Method TBLASTX : Wheat 
End 5839 
Score 145 

.5839, 5605. .5721, 5615. .5824, 
OJ990527 27.9B15.C8 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. No. 15816 Seq. ID 

Gene No. 33477 Strand 

Start 10689 End 

Name OJ990527_27 . 9B15 . C8 . o2 . ts Method 

Start 6071 End 

GI none Score 

Exons 6071.. 6295, 6302.. 6436 

Seq. No. 15816 Seq. ID 

Gene No. 33477 Strand 

Start 10689 End 

Name OJ990527_27 . 9B15 . C8 . ol . tm Method 

Start 6161 End 

GI none Score 



15383 

TBLASTX: Wheat 

6487 

551 



OJ990527_27. 9B15.C8 
15383 

TBLASTX : Soybean 

6436 

104 



OJ990527_27. 9B15.C8 
15383 

TBLASTX: Maize 

6517 

409 



16398 




Exons 


6161. .6517, 


6223 


. .6516 










Seq. No. 


15816 








Seq. ID 


OJ990527_27.9B15 


.C8 




3^4 77 








DLranu 






Start 


10689 








End 


15383 




Name 


OJ990527 27 


.9B15 


.C8.o3, 


.tm 


Method 


TBLASTX: Maize 




Start 


6545 








End . 


6931 




GI 


none 








Score 


313 


- 


Exons 


6545. . 6931, 


6580 


. .6642, 


, 6706. 


. 6918 






Seq. No. 


15816 








Seq. ID 


OJ990527_27.9B15 


.C8 


Gene No 


33477 








Strand 






Start 


10689 








End 


15383 




Name 


OJ990527 27 


. 9B15 


.C8.o3. 


,tw 


Method 


TBLASTX: Wheat 




Start 


6602 








End 


7025 




GI 


none 








Score 


344 




Exons 


6602. .6934, 


6701 


. .6883, 


6703. 


.6915, 6892.. 7023, 6924.. 7025 


Seq. No. 


15816 








Seq. ID 


OJ990527_27 . 9B15 


.C8 


Hpnp No 


"}?4 77 








Strand 






Start 


10689 








End 


15383 




Name 


OJ990527 27 


. 9B15, 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6656 








End 


7080 




GI 


none 








Score 


i a r 

195 




Exons 


' 6656.. 6928, 


6706, 


. . 6840, 


6910. 


. 7080 






Seq. No. 


15816 








Seq. ID 


OJ990527_27.9B15, 


.C8 


CZ&Ti p± No 


^4 7 7 








Strand 






Start 


10689 








End 


15383 




Name 


OJ990527 27 


. 9B15. 


,C8.o6. 


tw 


Method 


TBLASTX : Wheat 




Start 


7166 








End 


7574 




GI 


none 








Score 


212 




Exons 


7166. .7396, 


7171. 


, .7398, 


7428 . 


.7574 






Seq. No. 


15816 








Seq. ID 


OJ990527_27.9B15. 


.C8 




77 

O O fi / / 








Strand 






Start 


10689 








End 


15383 




Name 


OJ990527 27. 


. 9B15. 


C8.08. 


tw 


Method 


TBLASTX: Wheat 




Start 


7613 








End 


7871 




GI 


none 








Score 


183 




Exons 


7613. .7867, 


7614 . 


.7871 










Seq. No. 


15816 








Seq. ID 


OJ990527_27.9B15. 


C8 


flpn<=* No 


^4 77 








Strand 






Start 


10689 








End 


15383 




Name 


OJ990527 27. 


9B15. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8076 








End 


8381 




GI 


none 








Score 


315 




Exons 


8076. .8381, 


8093. 


.8362 










Seq. No. 


15816 








Seq. ID 


OJ990527_27.9B15. 


C8 


Gene No. 


33477 








Strand 






Start 


10689 








End 


15383 




Name 


OJ990527 27. 


9B15. 


C8.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


8207 








End 


8588 




GI 


none 








Score 


340 




Exons 


8207. .8551, 


8208. 


.8588 











16399 



i 

sr 



Seq. No. 


15816 


Seq. ID 


OJ990527_27.9B15 


.C8 


Gene No. 


33477 


Strand 






Start 


10689 


End 


15383 




Name 


OJ990527 27.9B15.C8.o7.tw 


Method 


TBLASTX: Wheat 




Start 


8595 


End 


9191 




GI 


none 


Score 


278 




Exons 


8595. .8915, 8597. .8686, 8732. 


.8839, 9060.. 9191, 9065.. 9190 


Seq. No. 


15816 


Seq. ID 


OJ990527_27.9B15 


.C8 


Gene No. 


33477 


Strand 






Start 


10689 


End 


15383 




Name 


OJ990527 27.9B15.C8.o2.np 


Method 


AAT/NAP 




Start 


10689 


End 


12418 




GI 


6721561 


Score 


999 




Exons 


10689. . 11451, 11537. .11595, 11664 11858, 12350. .12418 




GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region 


of 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



corresponds to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



15816 Seq. ID 

33477 Strand 

10689 " End 

OJ990527_27. 9B15.C8 .o3.np Method 

10800 End 

6721558 Score 



OJ990527_27.9B15.C8 

15383 
AAT/NAP 
12848 
241 



10800. . 10913, 11730. .11828, 11925 .. 1204 9, 12749. .12848 
(AP001073) hypothetical protein [Oryza sativa] 
gi| 6815083 |dbj IBAA90369.1 | (AP001081) hypothetical protein 
[Oryza sativa] 



15816 
33477 
10689 

OJ990527_27. 9B15.C8.o4 .np 
12061 
6721512 

12061. . 12152, 13491. . 13648, 13677 .. 13805, 15359. 
(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527 27.9B15.C8 



15383 
AAT/NAP 
15383 
95 



15383 



15817 Seq. ID OJ990527_27 . 9B15 . C9 

33478 Strand + 

1 * End 816 

OJ990527_27 . 9B15 . C9 . ol . gp Method AAT/GAP 

1 End 566 

69380_1.R1084 Score 241 

1..111, 531. .566 

' 4521194/dbj IAB013613. 1 IAB013613 6.0e-40 Oryza sativa DNA, 
centromere sequence RCB11' 



Seq. No. 15817 

Gene No. 33478 

Start 1 

Name OJ990527_27 . 9B15 . C9 . ol . tm 

Start 1 



Seq. ID OJ990527_27 .9B15.C9 

Strand + 

End 816 

Method TBLASTX : Mai ze 

End 565 



16400 




GI 


none 




Score 


114 






Exons 


1..72, 2. .112, 3. .113, 


3. .116, 530. .565 






Seq. No. 


15817 




Seq. ID 


OJ990527 27. 


9B15 


.C9 


Gene No. 


33478 




Strand 


+ 






Start 


1 




End 


816 






Name 


OJ990527 27.9B15.C9.ol. 


gs 


Method 


GENSCAN 






Start 


28 




End . 


816 






GI 


none 




Score 


. 68 






Exons 


28. .111, 508. .816 












Seq. No. 


15818 




Seq. ID 


OJ990527_27. 


9B15 


.Cll 


Gene No. 


33479 




Strand 


+ 






Start 


1320 




End 


4173 






Name 


OJ990527 27. 9B15.Cll.ol 


.np 


Method 


AAT/NAP 






Start 


1320 




End 


4158 






GI 


6862925 




Score 


1397 






Exons 


1320. . 1377, 1603. .3577, 


3700. , 


.3941, 3972. .4158 






GI Descrip. 


(AC018907) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


15818 




Seq. ID 


OJ990527_27. 


9B15, 


.Cll 


Gene No. 


33479 




Strand 


+ 






Start 


1320 




End 


4173 






Name 


OJ990527 27 . 9B15.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


1'475 




End 


4173 






GI 


none 




Score 


.57 






Exons 


1475. .3577, 3700. .4173 












Seq. No. 


15818 




Seq. ID 


OJ990527_27. 


9B15. 


.Cll 


Gene No. 


33480 




Strand 


+ 






Start 


7095 




End 


7474 






Name 


OJ990527 27. 9B15.Cll.ol 


• gp 


Method 


AAT/GAP 






Start 


7095 




End 


7474 






GI 


699970 




Score 


711 






Exons 


7095. .7474 












Seq. No. 


15818 




Seq. ID 


OJ990527_27. 


9B15. 


.Cll 


Gene No. 


33481 




Strand 


+ 






Start 


8773 




End 


9219 






Name 


OJ990527 27. 9B15.Cll.o2 


.gp 


Method 


AAT/GAP 






Start 


8773 




End 


9219 






GI 


none 




Score 


863 






Exons 


8773. . 9219 












Seq. No. 


15818 




Seq. ID 


OJ990527_27. 


9B15. 


Cll 


Gene No. 


33482 




Strand 


+ 






Start 


9156 




End 


10160 






Name 


OJ990527 27. 9B15.Cll.o2 


.np 


Method 


AAT/NAP 






Start 


9156 




Epd 


10160 






GI 


1001294 




Score 


156 






Exons 


9156. . 9266, 9700. . 9778, 


9884. . 


9977, 10061. . 10160 






GI Descrip. 


(D64006) hypothetical protein 


[Synechocystis sp.] 






Seq. No. 


. 15818 




Seq. ID 


OJ990527_27. 


9B15. 


Cll 


Gene No. 


33483 




Strand 


+ 






Start 


10068 




End 


11192 






Name 


OJ990527- 27.9B15.Cll.o3 


.gp 


Method 


AAT/GAP 







16401 



Start 


10068 








GI 


none 








Exons 


10068. . 10199, 10633.. 11192 


Seq. No. 


15818 








Gene No. 


33484 








Start 


11193 








Name 


OJ990527 27 


. 9B15 . 


. Cll * ol 


. tc 


Start 


1730 








GI 


none 








Exons 


1730. .1975, 


1744. 


.1974 




Seq. No. 


15818 








Gene No. 


33484 








Start 


11193 








Name 


OJ990527 27 


. 9B15 . 


Cll.ol 


. tm 


Start 


227 6 








GI 


none 








Exons 


2276. .2425, 


2286. 


.2414, 


2432 




2618. .2686 








Seq. No. 


15818 








Gene No. 


33484 








Start 


11193 : 








Name 


OJ990527_27 


. 9B15 . 


Cll . o2 


. ts 


Start 


2771 








GI 


none 








Exons 


2771. .2866, 


2792. 


.3163, 


2914 


Seq. No. 


15818 








Gene No. 


33484 








Start 


11193 








Name 


OJ990527 27 


. 9B15 . 


Cll . ol 


. ts 


Start 


5332 








GI 


none 








Exons 


5332. .5853, 


5334. 


.5429, 


5523 


Seq. No. 


15818 








Gene No. 


33484 








Start 


11193 








Name 


OJ990527_27 


. 9B15 . 


Cll . o2 


. tc 


Start 


5776 








GI 


none 








Exons 


5776. .5853, 


7018. 


.7203, 


7020 


Seq. No. 


15818 








Gene No. 


33484 








Start 


111 








Name 


OJ990527 27 


.9B15. 


ClVo2 


. tm 


Start 


7036 






GI 


none 








Exons 


7036. .7257, 


7038. 


.7256, 


7048 


Seq. No. 


15818 








Gene No. 


33484 








Start 


11193 








Name 


OJ990527 27 


.9B15. 


Cll.o3 


.gs 



End 
Score 



11192 
1317 



Seq. ID OJ990527_27.9B15.C11 
Strand 

End 16800 

Method TBLASTX : Cress 

End 1975 

Score 283 



Seq. ID OJ990527_27 . 9B15.C11 
Strand 

End 16800 

Method TBLASTX : Mai ze 

End 268 6 

Score 102 

.2623, 2434. .2637, 2509. .2646, 



Seq. ID OJ990527_27.9B15.C11 
Strand 

16800 

TBLASTX: Soybean 
3163 
87 



End 

Method 
End 
Score 
.3162 



Seq. ID OJ990527_27.9B15.C11 
Strand 

End 16800 

Method TBLASTX : Soybean 

End 7077 

Score 578 
.5867, 7018. .7077 

Seq. ID OJ990527_27. 9B15.C11 
Strand 

End 16800 

Method TBLASTX: Cress 

End 7521 

Score 129 

.7199, 7387. .7521, 7425. .7520 

Seq. ID OJ990527_27. 9B15.C11 
Strand ' - 

16800 

TBLASTX: Maize 
7257 
282 



End 

Method 
End 
Score 
.7257 



Seq. ID OJ990527_27. 9B15.C11 
Strand 

End 16800 

Method GENSCAN 



16402 



Start 
GI 

Exons 



.11193 End 16659 

none Score . 61 

11193. .11256, 11568. .11622, 11841. .11955, 12001. .12123, 

12701. .127 60, 14 919. .15028, 16100. .16166, 16315. .16659 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15818 Seq. ID 

33484 Strand 

11193 End 

OJ990527_27 . 9B15 . Cll . o4 . gp Method 

11405 End 

1897 1.R1084 Score 



OJ990527_27 . 9B15 .Cll 

16800* 
AAT/GAP 
12393 
798 



11405. .11622, 11841. . 11955, 12064 12123, 12311. .12393 
'3776581 5.0e-33 (AC005388) Similar to Beta integral membrane 
protein homolog gb_U43629 from A. thaliana. [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



15818 Seq. ID 

33484 Strand 
11193 End 
OJ990527_27 . 9B15 . CI 1 . o3 . np Method 
11504 End 
3776581 Score 

11504 .. 11622, 11841 11955, 12064. 

13526. . 13610, 13725. . 13805, 14113. 

14756. . 14831, 14 919 .. 14 984 , 15292. 

15582. . 15671, 16104 .. 16166, 16315. 



OJ990527_27.9B15.C11 

16800 
AAT/NAP 
16800 
619 



12123, 13169. 

14232, 14624. 

15357, 15443. 

16364, 16767. 



13212, 
14688, 
15502, 
16800 



(AC005388) Similar to Beta integral membrane protein homolog 
gb|U43629 from A. thaliana. [Arabidopsis thaliana] 



Seq. No. 15818 

Gene No. 33484 

Start 11193 

Name OJ990527__27 . 9B15 .Cll . o3 . tc 

Start 11519 

GI none 

Exons 11519. .11626, 1152 6 .. 11627 , 
12061. . 12123, 12065. .12124 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_27.9B15.C11 
16800 

TBLASTX: Cress 

12124 

76 



11837. .11956, 11839. .11967, 



Seq. No. 15818 
Gene No. 33484 
Start lli93 

Name OJ990527_27 . 9B15 . CI 1 . o3 . ts 

Start 11828 
GI none 
Exons 11828, 

12064 , 

12874 . 



.11956, 11839. 
.12105, 12065. 
.12915, 12877. 



11961, 
12112, 
12933 



Seq. ID OJ990527_27.9B15.C11 
Strand 

End 16800 

Method TBLASTX : Soybean 

End 12933 

Score 80 
11839. .11967, 12061. .12123, 
12 620. . 127 69, 12 663. .12770, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15818 
33484 
11193 

OJ990527_27. 9B15.Cll.o4 .tm 

13518 

none 



Seq. ID OJ990527_27.9B15.C11 
Strand 

End 16800 

Method TBLASTX : Mai ze 

End 13805 

Score 129 



13518. . 13622, 13522 .. 1361 1 , 13719 .. 13802, 13722. .13805 



Seq. No. 



15818 



Seq. ID OJ990527_27 . 9B15.C11 



16403 






Gene No. 


33484 


Strand 










Start 


11193 


End 


16800 








Name 


OJ990527 27.9B15.Cll.o3.tm 


Method 


TBLASTX: 


Nlaize 






Start 


14146 


End 


15684 








GI 


none 


Score 


91 








Exons 


1414 6. . 14 211, 14 619. . 14 690, 


14619. .14690, 14623 


. . 14691, 








14 624. .14 698, 14 624. .14 698, 


14748. .14828, 14748 


. . 14834, 








14749.. 148 32, 149 1-6.. 14 98 4, 


14919,, .14984, 14923 


. . 14985, 








15283. .15360, 15288. .15359, 


15289. .15360, 15290 


. . 15361, 








154 25. . 15502, 154 4 1 . . 15512 , 


15445. .15501, 15446 


. . 15502, 








15571. .15684, 15585. .15671 












Seq. No. 


15819 


Seq. ID 


OJ990527 


27 . 9B15. 


C12 




Gene No. 


33485 


Strand 


+ 








Start 


5397 


End 


6668 








Name 


OJ990527 27.9B15.C12.o2.np 


Method 


AAT/NAP 








Start 


5397 


End 


6668 








GI 


6907106 


Score 


184 








Exons 


5397.. 5612, 5658.. 6086, 6484 


. .6668 










GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to 


a region 


of the 






predicted gene.; hypothetical protein 


[Oryza sativa] 






Seq. No. 


15819 


Seq. ID 


OJ990527 


_27.9B15. 


C12 




Gene No. 


33486 


Strand 








:. = l 


Start 


1 


End 


10942 






ffi 


Name 


OJ990527 27.9B15.C12.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


4440 






! si 


GI 


5852176 


Score 


2972 






*t 


Exons 


1. .172, 531. .555, 653. .818, 


1110. .1410, 1465. .1636, 1725 


. .1928, 


; . £ 

i- Ls 




2814. .3035, 3111. .3641, 4296 


. .4440 








3i 


GI Descrip. 


(AL117265) zhb0006.1 [Oryza 


sativa] 








f Lj 


Seq. No. 


15819 


Seq. ID 


OJ990527 


__27.9B15. 


C12 




Gene No. 


33486 


Strand 








:• 3 : 


Start 


1 


End 


10942 






:. t 


Name 


OJ990527 27.9B15.C12.ol.gs 


Method 


GENSCAN 








Start 


49 


End 


10942 






: 3 ! 


GI 


none 


Score 


. 66 






'bsf 


Exons 


49. .172, 578. .818, 986. .1240, 1280. .1636, 1725. 


.1928, 








2002. .2161, 2492. .2683, 2778 


..2826, 2909. .3035, 


3111. .3641, 


,5 r; 




4296. .4435, 5299. .5540, 5698 


..5899, 7071. .7096, 


7306. .7365, 






7554. .7607, 7821. .7880, 8099 


..8142, 8218. .8302, 


9715. . 9804, 






9925. .9987, 10700 .. 10853, 10881. .10942 










Seq. No. 


15819 


Seq. ID 


OJ990527 


_27.9B15. 


C12 




Gene No. 


33486 


Strand 










Start 


1 


End 


10942 








Name 


OJ990527 27.9B15.C12.o3.tm 


Method 


TBLASTX: 


Maize 






Start 


436 


End 


612 








GI 


none 


Score 


85 








F x o n s 


436. .612, 449. .550, 574. .606 












Seq. No. 


15819 


Seq. ID 


OJ990527 


_27.9B15. 


C12 




Gene No; 


33486 


Strand 










Start 


1 


End 


10942 








Name 


OJ990527 27.9B15.C12.ol.tw 


Method 


TBLASTX: 


Wheat 






Start 


1395 


End 


1634 







16404 



GI none 

Exons 1395.. 1634, 1498.. 1632 

Seq. No. 15819 

Gene No. 33486 

Start 1 

Name OJ990527_27 . 9B15 . C12 . ol . ts 

Start 1437 

GI none 

Exons 1437.. 1517, 1524.. 1649, 1533. 



Score 



106 



Seq. ID OJ990527_27.9B15.C12 
Strand 

End 10942 

Method TBLASTX: Soybean 

End 1-64:9....- 

Score 8 6 

1646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15819 
33486 
1 

OJ990527_27. 9B15 . C12 . o2 . tc 

1437 

none 

1437. .1634, 1492. .1632, 1994, 
2812.. 3039, 3625.. 3738 

15819 
33486 
1 

OJ990527_27.9B15.C12.o2.tm 

1437 

none 

1437. .1634 



Seq. ID OJ990527_27.9B15.C12 
Strand 

End 10942 

Method TBLASTX : Cress 

End 3738 

Score 61 

,2407, 2447. .2674, 2505. .2672, 



Seq. ID OJ990527_27.9B15.C12 
Strand 

End 10942 ■ 

Method TBLASTX : Maize 

End 1634 

Score 194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15819 Seq. ID OJ990527_27.9B15.C12 

33486 Strand 

1 End 10942 

OJ990527_27. 9B15 . C12 . ol . gp Method AAT/GAP 

6319 End 8133 

33883_1.R1084 Score 1452 

6319. .6726, 7071. .7185, 7306. .7365, 7554. .7607, 7821. .7880, 
7965. .8027, 8099. .8133 

'4249409 4.0e-40 (AC006072) putative sugar transporter 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



15819 Seq. ID 

33486 Strand 
1 End 
OJ990527_27. 9B15 . C12 . o3 . np Method 
6605 End 
3776581 Score 

6605.. 6726, 7071.. 7185, 7306. 

8451. .8531, 8610. .8724, 8910. 

9417. .9478, 9562. .9625, 9715. 



OJ990527_27.9B15.C12 

10942 
AAT/NAP 
10758 
659 



.7365, 8099. .8142, 8218. .8302, 
.8979, 9066. .9141, 9225. .9290, 
.9804, 9925.. 9987, 10700.. 10758 
(AC005388) Similar to Beta integral membrane protein homolog 
gb|U43629 from A. thaliana. [Arabidopsis thaliana] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 



15819 Seq. ID 

33486 Strand 

1 End 

OJ990527_27 . 9B15 . C12 . o3 . tc Method 

6620 End 

none Score 



OJ990527_27.9B15.C12 
10942 

TBLASTX: Cress 

7366 

100 



16405 



Exons 



6620. .6730, 7067. .7186, 7069. .7188, 7294. .7365, 7307. .7366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15819 
33486 
1 

OJ990527_27 . 9B15 . C12 . o2 . ts 

7067 

none 

7067. .7162, 7069. .7188, 7294. 
7821. .7889, 7968. .8027, 7981. 

15819 
33486 
1 

OJ990527_27.9B15.C12.ol. tm 
8643 
none 
8643. 
9222. 
9416. 
9662. 



,8702, 8910. 

,9290, 9225. 

,9484, 9416. 

,9799, 9704. 



,8993, 8915. 

,9290, 9226. 

,9493, 9538. 
, 9811 



Seq. ID OJ990527_27.9B15.C12 
Strand 

End 10942 

Method TBLASTX : Soybean 

End 8027 

Score 77 

.7365, 7307.. 7357, 7807.. 7890, 
.8025 

Seq. ID OJ990527_27 . 9B15 . C12 
Strand 

End 10942 
Method TBLASTX : Maize 
End 9811 
Score 74 

.8980, 9064. .914 4, 9065. .9142, 
.9291, 9226. .9297, 9391. .94 89, 
.9579, 9566.. 9625, 9613.. 9807, 



Seq. No. 15819 

Gene No. 33486 

Start 1 

Name OJ990527_27 . 9B15 . C12 . ol . tc 

Start 8915 

GI none 

Exons 8915. 

9226. 



,8980, 8916. .8993, 9062. 
,9291, 9408. .9485, 9566. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527 27.9B15.C12 



10942 

TBLASTX: Cress 
10747 
75 

9136, 9064.. 9144, 9222.. 9290, 
9622, 9718.. 9807, 9725.. 9814, 



9855. . 9890, 10700. . 10747 



Seq. No. 15820 Seq. ID 

Gene No. 33487 Strand 

Start 1 End 

Name OJ990527_27 . 9B15 . C13 . ol . gp Method 

Start 1 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 1..70, 359.. 391 

GI Descrip. 1 24 98586/sp I Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ990527_27.9B15.C13 
+ 

431 

AAT/GAP 

391 

126 



Seq. No. 15820 Seq. ID 

Gene No. 33487 Strand 

Start 1 End 

Name OJ990527_27 . 9B15 . C13 . ol . gs Method 

Start 161 End 

GI none Score 

Exons 161. .255, 362. .431 



OJ990527_27.9B15.C13 
+ 

431 

GENSCAN 

431 

.75 



Seq. No. 15820 Seq. ID 

Gene No. 33488 Strand 

Start 1016 End 

Name OJ990527_27 . 9B15 . C13 . o2 . gs Method 

Start 1016 End 

GI none Score 



OJ990527_27.9B15.C13 

1112 
GENSCAN 
1112 
. 94 



16406 



Exons 



1016. .1112 



Seq. No. 15821 Seq. ID 

Gene No. 33489 Strand 

Start 244 End 

Name OJ990517_21 . 9B1 9 . CI . ol . gp Method 

Start 244 End 

GI 61605_1.R1084 Score 

Exons 244 . .518 

GI Descrip. ' 5852170/emb | AL1 17265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17 804 ' 



OJ990517_21.9B19.C1 
+ 

518 

AAT/GAP 
518 
465 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
*j Gene No. 

Start 
11 Name 
!! Start 

J Exons 

ii 

=i Seq. No. 
*\ Gene No. 
l * Start 

Name 
!f Start 
U GI 

Exons 



15821 Seq. ID 

33490 Strand 

650 End 

OJ990517_21 . 9B19 . CI . ol . np Method 

650 End 

4680179 Score 



OJ990517_21. 9B19.C1 
+ 

2714 
AAT/NAP 
2714 
763 



650. .695, 1078. .2147, 2681. .2714 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



15821 
33490 
650 

OJ990517_21.9B19.Cl.ol.gs 

1078 

none 

1078. .2193 

15821 
33490 
650 

OJ990517_21.9B19.C1 .ol.tw 

1240 

none 

1240. .1596, 1248. .1418, 1447. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_21. 9B19.C1 
+ 

2714 
GEN SCAN 
2193 
.53 



OJ990517_21. 9B19.C1 
+ 

2714 

TBLASTX: Wheat 

1596 

289 



1587, 1455. .1595 



Seq. No. 15821 Seq. ID 

Gene No. 33490 Strand 

Start 650 End 

Name OJ990517_21 . 9B19 . CI . ol . tm Method 

Start 1477 End 

GI none Score 

Exons 1477. .1740, 1500. .1664, 1705. .1767 



OJ990517_21.9B19.C1 

+ 

2714 

TBLASTX: Maize 

1767 

217 



Seq. No. 15822 Seq. ID 

Gene No. 33491 Strand 

Start 2277 End 

Name OJ990517_21 . 9B1 9 . C2 . o2 . gs Method 

Start 2277 End 

GI none Score 

Exons 2277.. 2330, 2439.. 2954 



OJ990517__21.9B19.C2 
+ 

2954 
GENSCAN 
2954 
.85 



Seq. No. 15822 Seq. ID 

Gene No. 33492 Strand 

Start 4633 End 

Name OJ990517_21 . 9B19 . C2 . ol . gp Method 



OJ990517_21.9B19.C2 
+ 

4905 
AAT/GAP 



16407 




Start 


4633 




End 


4905 




GI 


61605 1.R1084 




Score 


4 62 




Exons 


4633. .4905 










GI Descrip. 


, 5852170/emb|AL117265. 1 


IOST17804 l.Oe- 


137 Oryza sativa 






indica {GLA4 ) genomic DNA, chromosome 4 


, BAC clone :t 17804 1 


Seq. No. 


15822 




Seq. ID 


OJ990517_21 . 9B19 , 


. C2 


Gene No. 


33493 




Strand 


- 




Start 


695 




End 


8601 




Name 


OJ990517 21.9B19.C2.ol. 


gs 


Method 


GENSCAN 




Start 


695 




End 


1447 




GI 


none 




Score 


.9 




Exons 


695 . . 1447 










Seq. No. 


15822 




Seq. ID 


OJ990517_21.9B19, 


. C2 


Gene No. 


33493 




Strand 






Start 


695 




End 


8601 




Name 


OJ990517 21. 9B19.C2.ol. 


np 


Method 


AAT/NAP 




Start 


698 




End 


8601 




GI 


4680179 




Score 


5632 




Exons 


698. .1485, 4909. .7522, 


7550. . 


8601 






GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


15822 




Seq. ID 


OJ990517_21. 9B19. 


. C2 


Gene No. 


33493 




Strand 






Start 


695 




End 


8601 




Name 


OJ990517 21.9B19.C2.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


743 




End 


1076 




GI 


none 




Score 


41 




Exons 


743. .1075, 936. .983, 968. .1072, 1002.. 


1076 




Seq. No. 


15822 




Seq. ID 


OJ990517_21. 9B19, 


.C2 


Gene No. 


33493 




Strand 






Start 


695 




End 


8601 




Name 


OJ990517 21.9B19.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


938 




End 


4945 




GI 


none 




Score 


148 




Exons 


938. .1363, 1062. .1364, 


1359. . 


1487, 1361. .1489, 1368. .1490, 




4865. .4945 










Seq. No. 


15822 




Seq. ID 


OJ990517_21. 9B19, 


.C2 


Gene No. 


33493 




Strand 






Start 


695 




End 


8601 




Name 


OJ990517 21.9B19.C2.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1076 




End 


5125 




GI 


none 




Score 


51 




Exons 


1076. . 1489, 1077. .1145, 


1082. 


.1327, 11 


88. .1490, 4901. .5032, 




4910. .5125, 4911. .5123 










Seq. No. 


15822 




Seq. ID 


OJ990517_21. 9B19. 


,C2 


Gene No. 


33493 




Strand 






Start 


695 




End 


8601 




Name 


OJ990517 21.9B19.C2.o3. 


gs 


Method 


GENSCAN 




Start 


3390 




End 


8551 




GI 


none 




Score 


.66 




Exons 


3390.. 3515, 4609.. 4689, 


5042. 


.8551 







16408 



!f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15822 
33493 
695 

OJ990517_21. 

4994 

none 

4994'. .5284, 

15822 
33493 
695 

OJ990517_21. 

5084 

none 

5084 . .5344, 

15822 
33493 
695 

OJ990517_21. 

5108 

none 

5108. .5251, 

15822 
33493 
695 

OJ990517_21. 

5132 

none 

5132. .5668, 

15822 
33493 
695 

OJ990517_21. 

5699 

none 

5699. .6052, 

15822 
33493 
695 

OJ990517_21. 

5699 

none 

5699. . 6049, 

15822 
33493 
695 

OJ990517_21. 

5870 

none 

5870. . 6118 



9B19.C2.o3. tm 
4998.. 5285, 5013. 

9B19.C2.o2.ts 
5085. .5342. 

9B19.C2.ol.tc 
5127.. 5249, 5252. 

9B19.C2.ol.tw 
5133. .5666 

9B19.C2.o2.tm 
5706.. 5738, 5714. 

9B19.C2.o2.tw 
5699. .6124, 5706. 

9B19.C2.o3.ts 



Seq. ID OJ990517_21 .9B19.C2 
Strand 

End 8601 

Method TBLASTX: Maize 

End 5286 

Score 287 
.5285, 5053.. 5286 

Seq'.' ID OJ990517_21.9B19.C2 
Strand 

End 8601 

Method TBLASTX : Soybean 

End 5344 

Score 188 



Seq. ID OJ990517_21. 9B19.C2 
Strand 

8601 

TBLASTX: Cress 
5434 
86 



End 

Method 
End 
Score 
.5434 



Seq. ID OJ990517_21.9B19.C2 
Strand 

End 8601 

Method TBLASTX : Wheat 

End 5668 

Score 351 



Seq. ID OJ990517_21.9B19.C2 
Strand 

End 8601 

Method TBLASTX : Maize 

End 6052 

Score 4 9 



,6046, 5784. .6047 



Seq. ID OJ990517_21.9B19.C2 
Strand 

8601 

TBLASTX: Wheat 
6125 
232 



End 

Method 
End 
Score 
.6125 



Seq. ID OJ990517_21. 9B19.C2, 
Strand 

End 8601 

Method TBLASTX : Soybean 

End 6118 

Score 211 



Seq. No. 



15822 



Seq. ID OJ990517_21. 9B19.C2 



16409 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



33493 
695 

OJ990517_21. 

6054 

none 

6054. .6338, 



9B19.C2.o5. tm 



6059. . 6391 



Strand 
End 

Method 

End 

Score 



8601 

TBLASTX: Maize 

6391 

153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15822 
33493 
695 

OJ990517_21. 

6126 

none 

6126. .6380, 



9B19.C2.o5. tw 



6128.. 6388, 6158. 



Seq. ID OJ990517_21. 9B19.C2 
Strand 

End* 8601 

Method TBLASTX : Wheat 

End 6400 

Score 254 
.6400 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. * No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15822 
33493 
695 

OJ990517_21, 

6140 

none 

6140. .6391, 
6503. . 6535, 

15822 

33493- 

695 

OJ990517_21. 

6446 

none 

6446. .6889, 

15822 
33493 
695 

OJ990517_21. 

6476 

none 

6476. . 6958, 



9B19.C2.ol. ts 



6150. .6380, 6197. 
6503. . 6535 



9B19.C2.o4.tm 



6455. . 6817, 6711. 



9B19.C2.o3.tw 



6518. .6847, 6669. 



Seq. ID OJ990517_21. 9B19.C2 
Strand 

End 8601 

Method TBLASTX : Soybean 

End 6535 

Score 168 

.6394, 6355. .6495, 6446.-6499, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6893 

Seq. ID 

Strand 

End 

Method 
End 
Score 
. 6962 



OJ990517_21. 9B19.C2 
8601 

TBLASTX: Maize 

6893 

122 



OJ990517_21. 9B19.C2 
8601 

TBLASTX: Wheat 

6962 

211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15822 
33493 
695 

OJ990517_21. 

6608 

none 

6608. .6922 



9B19.C2.o4 .ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_21. 9B19.C2 
8601 

TBLASTX: Soybean 

6922 

196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15822 
33493 
695 

OJ990517_21. 

7097 

none 

7097. .7444, 



9B19.C2.o8.tw 



7134 . .7265 



Seq. ID OJ990513_21. 9B19.C2 
Strand 

End 8601 

Method TBLASTX: Wheat 

End 7444 

Score 55 



Seq. No. 



15822 



Seq. ID OJ990517 21.9B19.C2 



16410 




Gene No. 


33493 


Strand 






Start 


695 


End 


8601 




Name 


OJ990517 21.9B19.C2.o7.tw 


Method 


TBLASTX: Wheat 




Start 


7799 


End 


8144 




GI 


none 


Score 


38 




Exons 


7799. .8143, 7948. .8028, 8013. 


.8144 






Seq. No. 


15822 


Seq. ID 


OJ990517_21.9B19. 


C2 


Gene No. 


33493 


Strand 






Start 


695 


End 


8601 




Name 


OJ990517 21.9B19.C2.o6.tm 


Method 


TBLASTX: Maize 




Start 


7844 


End 


8143 




GI 


none 


Score 


46 




Exons 


7844. .8143, 7845. .7925, 8013. 


.8117 






Seq. No. 


15822 


Seq. ID 


OJ990517_21.9B19. 


C2 


Gene No. 


33493 


Strand 






Start 


695 


End 


8601 




Name 


OJ990517 21. 9B19.C2.o9.tw 


Method 


TBLASTX : Wheat 




Start 


8195 


End 


8377 




GI 


none 


Score 


130 




Exons 


8195. .8377, 8196. .8375 








Seq. No. 


15823 


Seq. ID 


OJ990517 21.9B19. 


C3 


Gene No. 


33494 


Strand 






Start 


1 


End 


537 




Name 


OJ990517 21.9B19.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


537 




GI 


4512229 


Score 


872 




Exons 


1.-.537 








GI Descrip. 


(AB014740) ORF0 protein [Oryza sativa] 






Seq. No. 


15823 


Seq. ID 


OJ990517_21. 9B19. 


C3 


Gene No. 


33494 


Strand 






Start 


1 


End 


537 




Name 


OJ990517 21. 9B19.C3.ol.gs 


Method 


GENSCAN 




Start 


238 


End 


537 




GI 


none 


Score 


. 93 




Exons 


238. .537 








Seq. No. 


15824 


Seq. ID 


OJ990517 21.9B19. 


C4 


Gene No. 


33495 


Strand 


+ 




Start 


1 


End 


1651 




Name 


OJ990517 21. 9B19.C4 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1651 




GI 


6907087 


Score 


755 




Exons 


1..286, 332. .998, 1550. .1651 








GI Descrip. 


(AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E22 15 ) correspond 


: to 




region of the predicted gene . , 


; hypothetical protein [Oryza 




sativa] 








Seq. No. 


15824 


Seq. ID 


OJ990517__21. 9B19. 


C4 


Gene No. 


33496 


Strand 


+ 




Start 


2117 


End 


2489 




Name 


OJ990517 21. 9B19.C4 .ol.gp 


Method 


AAT/GAP 




Start 


2117 


End 


2489 




GI 


uC-osf Icyp033a04bl 


Score 


512 





16411 




Exons 2117.. 2489 

GI Descrip. ' 6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 15824 Seq. ID OJ990517_21 . 9B19 . C4 

Gene No. 33497 Strand + 

Start 3231 End 7580 

Name OJ990517_21 . 9B19 . C4 . o3 . np Method AAT/NAP 

Start 3231 End 7580 

GI 130582 Score 51 

Exons 3231.. 3285, 4926.. 5064, 7553.. 7580 

GI Descrip. RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|2004 5|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 


15824 


Seq. ID 


OJ990517_21.9B19. 


C4 


Gene No. 


33497 


Strand 


+ 




Start ' 


3231 


End 


7580 




Name 


OJ990517 21.9B19.C4.o2.np 


Method 


AAT/NAP 




Start 


3340 


End 


7580 




GI 


4680179 


Score 


575 




Exons 


3340. .3424, 3806. .4706, 4857 s .. 


4981, 7278. .7580 . 




GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa ; 


subsp. indica] 




Seq. No. 


15824 


Seq. ID 


OJ990517_21.9B19. 


C4 


Gene No. 


33497 


Strand 


+ 




Start 


3231 


End 


7580 




Name 


OJ990517 21.9B19.C4.o4.np 


Method 


AAT/NAP 




Start 


6755 


End 


7580 




GI 


6907087 


Score 


475 




Exons 


6755. .7129, 7339. .7580 








GI Descrip. 


(AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to 




region of the predicted gene.; 


hypothetical protein [Oryza 




sativa] 








Seq. No. 


15824 


Seq. ID 


OJ990517_21.9B19. 


C4 


Gene No. 


33498 


Strand 






Start 


69 


End 


1320 




Name 


OJ990517 21.9B19.C4.ol.gs 


Method 


GENSCAN 




Start 


69 


End 


1320 




GI 


none 


Score 


.42 




Exons 


69. .541, 559. .1223, 1238. .1320 






Seq. No. 


15824 


Seq. ID 


OJ990517_21.9B19. 


C4 


Gene No. 


33499 


Strand 






Start 


3967 


End 


4506 




Name 


OJ990517 21.9B19.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3967 


End 


4326 




GI 


none 


Score 


282 




Exons 


3967. .4326, 3969. .4322 








Seq. No. 


15824 


Seq. ID 


OJ990517_21.9B19. 


C4 


Gene No. 


33499 


Strand 






Start 


3967 


End 


4506 




Name 


OJ990517 21.9B19.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


4207 


End 


4506 





16412 




GI 


none 


Score 


212 






Exons 


4207.. 4506, 4230.. 4310 










Seq. No. 


15825 


Seq. ID 


OJ990517 


_21.9B19, 


.C5 


Gene No. 


33500 


Strand 


+ 






Start 


10694 


End 


18895 






Name 


OJ990517 21. 9B19.C5.o4 .gs 


Method 


GENSCAN 






Start 


10694 


End 


18895 






GI 


none 


Score 


.72 






Exons 


10694. .10772, 12888. .13648, 


13717. .13861, 14739 


. . 15444, 






154 88. .15594, 18804. .18895 










Seq. No. 


15825 


Seq. ID 


OJ990517 


21 . 9B19. 


C5 


Gene No. 


33500 


Strand 


+ 






btart 


lOby 4 


End 


18895 






Name 


OJ990517 21. 9B19.C5.o3. go 


Method 


AAT/GAP 






Start 


14637 


End 


15148 






GI 


uC-osflM202052c07bl 


Score 


943 






Exons 


14637. .15148 










GI Descrip. 


'4234848 1.0e-12 (AF082131) 


gag-pol polyprotein 


[Zea mays] 1 


Seq. No. 


15825 


Seq. ID 


OJ990517 


_21.9B19. 


C5 


Gene No. 


33500 


Strand 


+ 






btart 


10694 


End 


18895 






Name 


• OJ990517 21.9B19.C5.o2-.np 


Method 


AAT/NAP 






Start 


14747 


End 


18337 






GI 


4234852 


Score 


2637 






Exons 


14 74 7. .14 923, 14 957. .18337 










GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 






Seq. No. 


15825 


Seq. ID 


OJ990517_ 


_21.9B19. 


C5 


Gene No. 


33501 


Strand 


+ 






Start 


22860 


End 


25040 






Name 


OJ990517 21. 9B19.C5.o3.np 


Method 


AAT/NAP 






Start 


22860 


End 


25040 






GI 


6815072 


Score 


344 






Exons 


22860. .22885, 23538 .. 2358 9, 


24213. .24600, 24709 


. .25040 




GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II 


: BAC 




T13P21; hypothetical protein 


(AC006067! 


) [Oryza sativa] 




Seq. No. 


15825 


Seq. ID 


OJ990517_ 


_21.9B19. 


C5 


Gene No. 


33501 


Strand 


+ 






Start 


22860 


End 


25040 






Name 


OJ990517 21 . 9B19.C5.o6.gs 


Method 


GENSCAN 






Start 


23707 


End 


24853 






GI 


none 


Score 


.68 






Exons 


23707. .23740, 23829 .. 23925, 


24260. .24853 






Seq. No. 


15825 


Seq. ID 


OJ990517_ 


_21. 9B19. 


C5 


Gene No. 


33502 


Strand 








Start 


1005 


End 


5118 






Name 


OJ990517 21.9B19.C5.ol.np 


Method 


AAT/NAP 






Start 


1005 


End 


5118 






GI 


6063554 


Score 


307 






Exons 


1005. .1178, 2120. .2377, 2495 


..2692, 5046.. 5118 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344) , C71850 (E04 64) , C98 611 (E04 64 ) 



correspond to a region of the predicted gene.; hypothetical 



16413 




protein [Oryza sativa] 



Seq. No. 


15825 




Seq. ID 


OJ990517_21.9B19 


.C5 


Gene No. 


33503 




Strand 






Start 


6765 




End 


9949 




Name 


OJ990517 21.9B19.C5 


. o3 . gs 


Method 


GENSCAN 




Start 


6765 




End 


9949 




GI 


none 




Score 


.41 




Exons 


6765.. 7181, 7392.. 7895, 8007.. 8179, 8249.. 8945, 9454.. 9595 




9687. .9949 










Seq. No. 


15825 




Seq. ID 


OJ990517_21.9B19 


.C5 


Gene No. 


33504 




Strand 






Start 


19397 




End 


22433 




Name 


OJ990517 21.9B19.C5 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


14840 




End 


15780 




GI 


none 




Score 


454 




Exons 


14840. .15418, 14962, 


. . 15408, 


15164 .. 154 42, 15519. . 15593, 






15699. .15761, 15700, 


. . 15780 








Seq. No. 


15825 




Seq. ID 


OJ990517_21.9B19, 


.C5 


Gene No. 


33504 




Strand 






Start 


19397 




End 


22433 




Name 


OJ990517 21.9B19.C5, 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


16948 




End 


17730 




GI 


none 




Score 


287 




Exons 


16948. .16998, 16968, 


. .17294, 


16985. . 17296, 1707 0. . 17303, 






17279. .17632, 17280, 


. .17666, 


17364 . . 176 


72, 17656. .17730 




Seq. No. 


15825 




Seq. ID 


OJ990517_21.9B19, 


, C5 


Gene No. 


33504 




Strand 






Start 


19397 




End 


22433 




Name 


OJ990517 21.9B19.C5. 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


16998 




End 


17378 




GI 


none 




Score 


270 




Exons 


16998. .17333, 17003. 


. .17269, 


17061. .17333, 1734 6. .17378 




Seq. No. 


15825 




Seq. ID 


OJ990517_21. 9B19. 


,C5 


Gene No. 


33504 




Strand 






Start 


19397 




End 


22433 




Name 


OJ990517 21.9B19.C5. 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


17088 




End 


17495 




GI 


none 




Score 


263 




Exons 


17088. .17495, 17108. 


, .17257, 


17366. . 17482 




Seq. No. 


15825 




Seq. ID 


OJ990517_21.9B19. 


C5 


Gene No. 


33504 




Strand 






Start 


19397 




End 


22433 




Name 


QJ990517 21.9B19.C5. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


17716 




End 


18283 




GI 


none 




Score 


118 




Exons 


17716. .17898, 17911. 


. 18063, 


18092. . 182 


83 




Seq. No. 


15825 




Seq. ID 


OJ990517_21.9B19. 


C5 


Gene No. 


33504 




Strand 






Start 


19397 




End 


22433 




Name 


OJ990517 21.9B19.C5. 


o4 . tm 


Method 


TBLASTX: Maize 





16414 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Se<j. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17716 
none 



End 
Score 



18298 
111 



17716. .17898, 17881 18072, 18107. .18298 



15825 
33504 
19397 

OJ990517_21 . 9B19.C5.o2.tw 

17886 

none 



Seq. ID OJ990517_21.9B19.C5 
Strand 

End 22433 

Method TBLASTX : Wheat 

End 18286 

Score 161 



17886. .18062, 178 90 .. 18063, 18071 .. 18286, 18169. .18285 



15825 
33504 
19397 

OJ990517_21. 9B19.C5.o5.gs 

19397 

none 



Seq. ID OJ990517_21.9B19.C5 
Strand 

End 22433 

Method GENSCAN 

End 22433 

Score .69 



19397. .19843, 2004 5 .. 20917 , 20958 .. 217 17 , 217 64 .. 2194 9, 
22143. .22271, 22330. .22433 



15825 
33505 
24309 

OJ990517_21. 9B19.C5.ol. tm 

24309 

none 



Seq. ID OJ990517_21.9B19.C5 
Strand 

End 25040 

Method TBLASTX : Maize 

End 25040 

Score 75 



24309. .24362, 24377 .. 24709, 24 378 .. 24 827 , 24474 24842, 
24831. .25040, 24848.-24988 



15826 
33506 
1 

OJ990517_21. 9B19.C6.ol.np 
1 

6970289 
1..250 

(AC021666) hypothetical protein, 5 f partial [Arabidopsis 
thaliana] 



Seq. ID OJ990517_21. 9B19.C6 
Strand 

End 250 

Method AAT/NAP 

End 250 

Score 179 



15826 
33506 
1 

OJ990517_21 . 9B19.C6.ol.tm 

2 

none 

2. .238, 17. .235, 84. .236 

15827 
33507 
4799 

OJ990517_21. 9B19.C7.o3.gs 

4799 

none 

4799. .4855, 5089. .5235 



Seq. ID OJ990517_21. 9B19.C6 

Strand 

End 250 

Method TBLASTX : Mai ze 

End 238 

Score 59 



Seq. ID OJ990517_21. 9B19.C7 
Strand 

End 5235 

Method GENSCAN 

End 5235 

Score . 8 



Seq. No. 



15827 



Seq. ID OJ990517_21. 9B19.C7 



16415 




Gene No. 






Strand 




Start 


7128 




End 


10049 


Name 


OJ990517 21 


. 9B19.C7.o3. tm 


Method 


TBLASTX: Maize 


Start 


7110 




End 


7268 


GI 


none 




Score 


122 


Exons 


7110. .7268, 


7129.. 7263 






Seq. No. 


15827 




Seq. ID 


OJ990517_21.9B19 


Gene No. 


33508 




Strand 




Start 


7128 




End 


10049 


Name 


OJ990517 21 


. 9B19.C7.ol.np 


Method 


AAT/NAP 


Start 


7128 




End 


10049 


GI 


6498441 




Score 


3714 


Exons 


7128. .7409, 


7503.. 8900, 9073. 


..9555, 9748. .10049 


GI Descrip. 


(AP000815) 


EST C72786(E2258) 


corresponds to a region of 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


15827 








Seq. ID 


OJ990517_21.9B19 


.C7 


Gene No. 


33508 








Strand 






Start 


7128 








End 


10049 




Name 


OJ990517 21 


.9B19, 


.C7.o3. 


tw 


. Method 


TBLASTX: Wheat 




Start 


7137 








End 


7739 




GI 


none 








Score 


83 




Exons 


7137. .7262, 


7141, 


. .7263, 


7455. 


.7739, 7456. .7734 




Seq. No. 


15827 








Seq. ID 


OJ990517_21. 9B19, 


.C7 


Gene No. 


33508 








Strand 






Start 


7128 








End 


10049 




Name 


OJ990517 21 


. 9B19. 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7740 








End 


8121 




GI 


none 








Score 


165 




Exons 


7740. .8120, 


7771. 


. .8019, 


8065. 


.8121 






Seq. No. 


15827 








Seq. ID 


OJ990517_21. 9B19. 


>C7 


Gene No. 


33508 








Strand 






Start 


7128 








End 


10049 




Name 


OJ990517 21 


. 9B19. 


,C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7935 








End 


8258 




GI 


none 








Score 


192 




Exons 


7935. .8258, 


7948, 


. .8229 










Seq. No. 


15827 








Seq. ID 


OJ990517_21.9B19. 


,C7 


Gene No. 


33508 








Strand 






Start 


7128 








End 


10049 




Name 


OJ990517 21 


.9B19. 


C7.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


8451 








End 


8763 




GI 


none 








Score 


58 




Exons 


8451. .8726, 


8562. 


.8750, 


8 587. 


.8763 






Seq. No. 


15827 








Seq. ID 


OJ990517_21. 9B19. 


C7 


Gene No. 


33508 








Strand 






Start 


7128 








End 


10049 




Name 


OJ990517 21 


. 9B19. 


C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


8511 








End 


9078 




GI 


5666795 








Score 


68 




Exons 


8511. .8717, 


8766. 


.8900, 


8980. 


. 9078 







16416 




GI Descrip. 4206306 2.0e-10 (AF049110) prpol [Zea mays] 



beq. no. 


T COOT 


Seq. ID 


OJ990517_21.9B19.C7 


Gene No. 


33508 


Strand 




Start 


7128 


End 


10049 


Name 


OJ990517 21.9B19.C7.o2.tw 


Method 


TBLASTX: Wheat 


Start 


8766 


End 


9225 


GI 


none 


Score 


63 


Exons 


8766. .8915, 8767. .8889, 8963.. 


,9136, 8972. .901:6, 8977.. 9225, 




8977.. 9201, 9003.. 9221 






Seq. No. 


15827 


Seq. ID 


OJ990517_21.9B19.C7 


Gene No. 


33508 


Strand 




Start 


7128 


End 


10049 


Name 


OJ990517 21.9B19.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


9742 


End 


10044 


GI 


none 


Score 


57 


Exons 


9742.. 9855, 9773.. 9853, 9866.. 


10039, 9874 . . 10044 


Seq. No. 


15827 


Seq. ID 


OJ990517_21. 9B19.C7 


Gene No. 


33508 


Strand 




Start 


7128 


End 


10049 


Name 


OJ990517 21.9B19.C7.o4.tw 


Method 


TBLASTX: Wheat 


Start 


9772 


End 


10027 


GI 


none 


Score 


116 


Exons 


9772.. 10026, 9773.. 10027 






Seq. No. 


15827 


Seq. ID 


OJ990517_21.9B19.C7 


bene No . 


33508 


Strand 




Start 


7128 


End 


10049 


Name 


OJ990517 21.9B19.C7.o2.np 


Method 


AAT/NAP 


Start 


9778 


End 


10049 


GI 


3695395 


Score 


140 


Exons 


9778. .10049 






GI Descrip. 


(AF096372) contains similarity to reverse transcriptase (Pfam: 




PF00078 rvt, E=4.3e-08) [Arabidopsis thaliana] 


beq. no. 


15828 


Seq. ID 


OJ990517_21. 9B19.C8 


Gene No. 


33509 


Strand 


+ 


Start 


1 


End 


307 


Name 


OJ990517 21. 9B19.C8 .ol.np 


Method 


AAT/NAP 


Start 


1 


End 


307 


GI 


4585985 


Score 


274 


Exons 


1. .307 






GI Descrip. 


(AC005287) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


15829 


Seq. ID 


OJ990517_21. 9B19.C10 


Gene No. 


33510 


Strand 


+ 


Start 


5110 


End 


10404 


Name 


OJ990517 21. 9B19. C10. ol.np 


Method 


AAT/NAP 


Start 


5110 


End 


10404 


GI 


6069646 


Score 


1023 


Exons 


5110. .5166, 8302. .9145, 9428.. 


10404 




GI Descrip. 


(AP000616) similar to putative 


i reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 69071 12 | dbj | BAA90 639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase. (AC00624 8) 
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[Oryza sativa] 



beq. no. 


1 CQOQ 

i do z y 








Seq. ID 


OJ990517_21.9B19.C10 


Gene No. 


33510 








Strand 


+ 


Start 


5110 








End 


10404 


Name 


OJ990517 21. 


9B19. 


,C10.o2 


.gs 


Method 


GENSCAN 


Start 


6882 








End 


10339- 


GI 


none 








Score 


.41 


Exons 


6882. .7246, 


7279; 


; .7455, 


7699. 


.7825, 7902. .8111, 8147. .9095, 




9684. .10339 












Seq. No. 


15829 








beq. ID 


ojyyuoi / zi.yBiy.cio 


Gene No. 


33511 








Strand 




Start 


1643 








End 


2629 


Name 


OJ990517 21. 


9B19. 


ClO.ol 


. gs 


Method 


GENSCAN 


Start 


1643 








End 


2629 


GI 


none 








Score 


.91 


Exons 


1643. .2080, 


2546. 


.2629 








Seq. No. 


15829 








Seq. ID 


OJ990517_21. 9B19.C10 


Gene No. 


33512 








Strand 




Start 


7709 








End 


8020 


Name 


OJ990517 21. 


9B19. 


C10.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


7709 








End 


8020 


GI 


none 








Score 


250 


Exons- 


7709. .8020, 


7709. 


.8011 








Seq. No. 


15829 








Seq. ID 


OJ990517_21.9B19.C10 


Gene No. 


33513 








Strand 




Start 


8207 








End 


8683 


Name 


OJ990517 21. 


9B19. 


C10.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


8207 








End 


8683 


GI 


none 








Score 


103 


Exons 


8207. .8323, 


8351. 


.8623, 


8353. 


.8481, 8582. .8683 


Seq. No. 


15829 








Seq. ID 


OJ990517_21.9B19.C10 


Gene No. 


33514 








Strand 




Start 


8684 








End 


9646 


Name 


OJ990517 21. 


9B19. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


8684 








End 


9361 


GI 


none 








Score 


195 


Exons 


8684. .8893, 


8686. 


.8889, 


8905. 


.9333, 8906. .9352, 8990. .9361 


Seq. No. 


15829 








Seq. ID 


OJ990517_21. 9B19.C10 


Gene No. 


33514 








Strand 




Start 


8684 








End 


9646 


Name 


OJ990517 21. 


9B19. 


ClO.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


9002 








End 


9442 


GI 


none 








Score 


170 


Exons 


9002. .9304, 


9004. 


.9294, 


9314 . 


. 9442 




Seq. No. 


15829 








Seq. ID 


OJ990517_21.9B19.C10 


Gene No. 


33514 








Strand 




Start 


8684 








End 


9646 


Name 


OJ990517 21. 


9B19. 


ClO.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


9083 








End 


9520 


GI 


none 








Score 


143 



16418 



Exons 



9083.. 9331, 9407.. 9520 



Seq. No. 15829 

Gene No. 33514 

Start 8684 

Name OJ990517_21 . 9B19 . CIO . o5 . tm 

Start 9362 

GI none 

Exons 9362. .964 6, 9373. .9636 



Seq. ID OJ990517_21.9B19.C10 
Strand 

End 964 6 

Method TBLASTX : Mai ze 

End 964 6 

Score 220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15829 
33515 
9821 

OJ990517_21.9B19.C10.o2.tm 

9821 

none 



Seq. ID OJ990517_21.9B19.C10 
Strand 

End 10303 

Method TBLASTX : Maize 

End 10303 

Score 87 



9821.. 9925, 9929.. 10165, 9937.. 10041/ 10172.. 10303 



Seq. No. 15829 

Gene No. 33515 

Start 9821 

Name OJ990517_21 . 9B19 . C10 . o2 . tw 

Start 9938 

GI none 

Exons 9938. . 10120, 994 3. . 10029 



Seq. ID OJ990517_21.9B19.C10 
Strand 

End 10303 

Method TBLASTX : Wheat 

End 10120 

Score .188 



Seq. No. 15830 

Gene No. 33516 

Start 1777 

Name OJ990517_2 1 . 9B19 . Cll . ol . gs 

Start 1777 

GI none 

Exons 1777. .2673 



Seq. ID OJ990517_21 . 9B19.C11 
Strand 

End 2 67 3 

Method GENSCAN 

End 2673 

Score .99 



Seq. No. 15830 

Gene No. 33517 

Start 3427 

Name OJ990517_21 . 9B19 . Cll . o2 . gs 

Start 3427 

GI none 
Exons 



Seq. ID OJ990517_21 . 9B19.C11 
Strand 

End 7505 

Method GENSCAN 

End 7505 

Score .74 



3427. .3492, 4032. .4070, 4509. .4680, 4847. .5017, 5100. .6475, 
6554. .7287, 7376. .7505 



Seq. No. 15830 

Gene No. 33517 

Start 3427 

Name OJ990517_21 . 9B19 . Cll . ol . gp 

Start 4171 

GI LIB3431-001-P1-N1-B5 

Exons 4171.. 4403, 4509.. 4691 

GI Descrip. ' 4 680203/gb | AAD27566 . 1 | AF114 171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ990517_21.9B19.C11 
Strand 

End 7505 

Method AAT/GAP 

End 4 691 

Score 766 



Seq. No. 15830 

Gene No. 33518 

Start 8360 

Name OJ990517 21 . 9B19 . Cll . ol . tm 



Seq. ID OJ990517_21 . 9B19.C11 
Strand 

End 10351 

Method TBLASTX: Maize 
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Start 


2746 


End 


3171 








GI 


none 


Score 


67 








Exons 


2746.. 3093, 2987.. 3088, 3151 


. .3171 










Seq. No. 


15830 


Seq. ID 


OJ990517 


_21. 


9B19. 


Cll 


Gene No. 


33518 


Strand 










Start 


8360 


End 


10351 








Name 


OJ990517 21.9B19.Cll.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


2839 


End 


3100 








GI 


none 


Score 


104 








Exons 


2839.. 3099, 2842.. 3039, 2861 


. . 3100 










Seq. No. 


15830 


Seq. ID 


OJ990517 


_21. 


9B19. 


Cll 


Gene No. 


33518 


Strand 










Start 


8360 


End 


10351 








Name 


OJ990517 21.9B19.Cll.o3.np 


Method 


AAT/NAP 








Start 


8360 


End 


10351 








GI 


5917666 


Score 


177 








Exons 


8360. .8426, 9905. . 10351 












GI Descrip. 


(AF159297) extensin-like protein [Zea 


mays] 








Seq. No. 


15830 


Seq. ID 


OJ990517 


_21. 


9B19. 


Cll 


Gene No. 


33518 


Strand 










Start 


8360 


End 


10351 








Name 


OJ990517 21.9B19.Cll.o3.gs 


Method 


GENSCAN 








Start 


9764 


End 


10179 








GI 


none 


Score 


.76 








Exons 


9764. .9784, 9928. .10044, 10115. .10179 










Seq. No. 


15831 


Seq. ID 


OJ990517 


_21. 


9B19. 


C12 


Gene No. 


33519 


Strand 










Start 


506 


End 


1866 








Name 


OJ990517 21.9B19.C12.ol.gp 


Method 


AAT/GAP 








Start 


368 


End 


1828 








GI 


5002953 


Score 


1284 








Exons 


368.. 549, 1029.. 1438, 1697.. 


1828 










GI Descrip. 


4680203/gb|AAD27566.1 IAF114171 7 1 . Oe- 


-39 (AF114171) 


TNP2 


:-like 




protein [Sorghum bicolor] 












Seq. No. 


15831 


Seq. ID 


OJ990517 


_21. 


9B19. 


C12 


Gene No. 


33519 


Strand 










Start 


506 


End 


1866 








Name 


OJ990517 21.9B19.C12.ol.np 


Method 


AAT/NAP 








Start 


482 


End 


1866 








GI 


4680203 


Score 


694 








Exons 


482. . 1423, 1700. . 1866 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 








Seq. No. 


15831 


Seq. ID 


OJ990517 


_21. 


,9B19. 


C12 


Gene No. 


33519 


Strand 








Start 


506 


End 


1866 








Name 


OJ990517 21.9B19.C12.ol.gs 


Method 


GENSCAN 








Start 


506 


End 


1771 








GI 


none 


Score 


.67 . 








Exons 


506. . 1771 












Seq. No. 


15831 


Seq. ID 


OJ990517 


_21. 


9B19. 


C12 



16420 






Gene No. 


33519 Strand 


- 




Start 


506 * End 


1866 




Name 


ujyyuoi/ z i . ybiy . ci^ . oi . tw Metnoa 


I BLASTX : Wheat 




Start 


593 End 


1813 




GI 


none Score 


67 




Exons 


593. .685, 686. .790, 714. .791, 815. .856, 


815. .853, 860. .907, 






896.. 1087, 912.. 1052, 1091.. 1252, 1095. 


.1235, 1271. .1813, 






1323. .1769 






Seq. No. 


15831 Seq. ID 


OJ990517_21.9B19.C12 




bene No. 


33519 Strand 






Start 


506 End . 


1866 




Name 


OJ990517 21.9B19.C12.ol.tc Method 


TBLASTX: Cress 




Start 


1100 End 


1526 




GI 


none Score 


68 




Exons 


1100. .1252, 1113. .1235, 1271. .1522, 1323. .1526 




Seq. No. 


15831 Seq. ID 


OJ990517_21.9B19.C12 




Gene No . 


33519 Strand 






Start 


506 End 


1866 




Name 


OJ990517 21.9B19.C12.ol.tm Method 


TBLASTX: Maize 




Start 


1457 End 


1772 


-SB!. 


GI 


none Score 


144 


;..£ 


Exons 


1457. .1771, 1497. .1772 




iifi 


Seq. No. 


15832 Seq. ID 


OJ990517_21.9B19.C13 


M 


Gene No. 


33520 Strand 


+ 


... 


Start 


7371 End 


11853 


sr 

; : 
: i | 


Name 


OJ990517 21. 9B19.C13.o2.gp Method 


AAT/GAP 


-S? 


Start 


7371 End 


11853 


: ~: 


GI 


3761181 Score 


399 


i s ii 

! br 


Exons 


7371. .7465, 11701. . 11853 






GI Descrip. 


4521193/dbj | AB013450. 1 IAB013450 1.0e-99 Oryza sativa DNA, 






similar sequence to Pib gene 






Seq. No. 


15832 Seq. ID 


OJ990517_21.9B19.C13 




Gene No. 


33520 Strand 


+ 




Start 


7371 - End 


11853 


l!} 


Name 


OJ990517 21. 9B19.C13.o2.np Method 


AAT/NAP 




Start 


8205 ■ ' End 


10138 




GI 


6907087 Score 


1393 




Exons 


8205. .8588, 87 97. .9485, 10037. .10138 






.GI Descrip . 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 






region of the predicted gene.; hypothetical protein [Oryza 






sativa] 






Seq. No. 


15832 Seq. ID 


OJ990517_21.9B19.C13 




Gene No. 


33521 Strand 


+ 




Start 


14639 End 


3,4786 




Name 


OJ990517 21. 9B19.C13.o3.gp Method 


AAT/GAP 




Start 


14639 End 


14786 




GI 


uC-osf Icypl7 7g01al Score 


241 




Exons 


14639. . 14786 






GI Descrip. 


T 4884 8 64/gb| AAD318 4 6. 1 |AF133530_1 4 . Oe- 


■12 (AF133530) water 






channel protein MipH [Mesembryanthemum 


crystallinum] 1 




Seq. No. 


15832 Seq. ID 


OJ990517_21.9B19.C13 



16421 



Gene No. 33522 Strand 

Start 15771 End 

Name OJ990517_21 . 9B19 . C13 . o4 . gs Method 

Start 15771 End 

GI none Score 

Exons 15771. .15826, 15948 .. 15972, 16059 

17889. .18089, 18228 .. 1834 1 , 18414 



+ 

22289 
GENSCAN 
22289 
.6 

16982, 17201. . 17741, 
18518, 18591. .18632, 



19188. .19725, 19889 20026, 20879 21011, 21939. .22289 



Seq. No. 15832 

Gene No. 33522 

Start 15771 

Name OJ990517_21 . 9B19 . C13 . 06 . np 

Start 16098 

GI 6691716 

Exons 16098 . .16968, 
18152. .18255, 

GI Descrip. 



17166. 
18406. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
17437 
18591 



17704, 
18728, 



OJ990517_ 
+ 

22289 
AAT/NAP 
22286 
2298 

17882. 
21979. 



21.9B19.C13 



.18076, 
.22286 



17355, 
18518, 

(AP000492) hypothetical protein [Oryza sativa] 
gil 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 15832 Seq. ID 

Gene No. 33523 Strand 

Start 160 End 

Name OJ990517_21 . 9B19 . C13 . ol . gs ' Method 

Start 160 End . 

GI none Score 
Exons 



OJ990517_21.9B19.C13 

8734 
GENSCAN 
8046 
.43 



160. .181, 386. .428, 974. .1156, 1495. .1572, 3732. .3801, 
4084. .4172, 4177. .4339, 4386. .4641, 4953.-5333, 5971. .6738, 
6850. .7196, 7280. .7340, 7961. .8046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990517_21.9B19.C13 

8734 
AAT/GAP 
1849 
420 



15832 Seq. ID 

33523 Strand 

160 End 

OJ990517_21. 9B19.C13.ol.gp Method 

1603 End 

3761181 Score 
1603. .1849 

4 5211 93/dbj | AB013450 . 1 1 AB0134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 

15832 
33523 
160 

OJ990517_21. 9B19.C13.ol.np 

3333 
5091513 



Seq. ID OJ990517_21 . 9B19.C13 
Strand 

End 8734 

Method AAT/NAP 

End 8734 

Score 1789 

3333. .3421, 4149. .4352, 4556. .5278, 6023. .6683, 8664. .8734 

(AB023482) Hypothetical protein [Oryza sativa] 



15832 
33524 
10031 

OJ990517_21. 9B19.C13.o3.gs 

10031 

none 



Seq. ID OJ990517_21.9B19.C13 
Strand 

End 15176 

Method GENSCAN 

End 14526 

Score .42 



10031. .10137, 11954. .12078, 12974. .13034, 13119 .. 13371, 



16422 




13482. .13596, 14257 .. 14458, 14478. .14526 



Con Kl^ 
0C4 . WO . 


15832 


Seq. ID 


ujyyuoi/ ^i.yBiy 


. Cli 


Gene No. 


33524 


Strand 






Start 


10031 


End 


15176 




Name 


OJ990517 21.9B19.C13.o3.np 


Method 


AAT/NAP 




Start 


10533 


End 


12486 




GI 


4680186 


Score 


222 




Exons 


10533. .10737, 124 51. .12486 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




o6C|. 1NO . 


15832 


Seq. ID 


OJ990517_21. 9B19 


. CI J 


Gene No. 


33524 


Strand 






Start 


10031 


End 


15176 




Name 


OJ990517 21. 9B19.C13.o5.np 


Method 


AAT/NAP 




Start 


12044 


End 


15176 




GI 


6862925 


Score 


93 




Exons 


12044. .12078, 14257. .14509, 


15052. .15176 




GI Descrip. 


(AC018907) hypothetical protein [Arabidopsis thaliana] 




o e q . LN O . 


15832 


Seq. ID 


OJ990517_21.9B19, 


. CI 3 


Gene No. 


33524 


Strand 






Start 


10031 


End 


15176 




Name 


OJ990517 21. 9B19.C13.o4 .np 


Method 


AAT/NAP 




Start 


12960 


End 


14246 




GI 


6006381 


Score 


225 




Exons 


12960. .13034, 13152 13285, 


13654. .13838, 14200. .14246 




GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 




Seq. No. 


15832 


Seq. ID 


OJ990517_21 . 9B19, 


.C13 


Gene No. 


33525 


Strand 






Start 


22606 


End 


26508 




Name 


OJ990517 21.9B19.C13.o8.tw 


Method 


TBLASTX: Wheat 




Start 


16218 


End 


16508 




GI 


none 


Score 


220 




Exons 


16218. .16508 








Seq. No. 


15832 


Seq. ID 


OJ990517_21. 9B19. 


■ C13 


Gene No. 


33525 


Strand 






Start 


22606 


End 


26508 




Name 


OJ990517 21. 9B19.C13.o5.gs 


Method 


GENSCAN 




Start 


22606 


End 


26300 




GI 


none 


Score 


.8 




Exons 


22606. .25323, 25391 .. 25664 , 


25761. .26300 




o e q . in o . 


15832 


Seq. ID 


OJ990517_21. 9B19. 


, C13 


Gene No. 


33525 


Strand 






Start 


22606 


End 


26508 




Name 


OJ990517 21.9B19.pi3.o7.np 


■ Method 


AAT/NAP 




Start 


22609 


End 


25681 




GI 


5902445 


Score 


5266 




Exons 


22609. .25681 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


15832 


Seq. ID 


OJ990517_21. 9B19. 


C13 


Gene No. 


33525 


Strand 






Start 


22606 


End 


26508 





16423 



Name 

Start 

GI 

Exons 



OJ990517_21.9B19.C13.o5.tw 

22618 

none 

22618. .22755, 22741 .. 22899, 
23123.. 23212 



Method TBLASTX: Wheat 
End 23232 
Score 80 
22954.-23232, 22970 .. 23071, 



Seq. No. 15832 

Gene No. 33525 

Start 22606 

Name OJ990517_21 . 9B19 . C13 . o4 . tm 

Start 22657 

GI none 

Exons 22657. .22758, 22658.-22759, 

Seq. No. 15832 

Gene No. 33525 

Start 22606 

Name OJ990517_21 . 9B19 . C13 . 06 . tm 

Start 23002 

GI none 

Exons 23002. .23088, 23098 .. 2318 1 , 
23176. .23274 



Seq. ID OJ990517_21.9B19.C13 
Strand 

End 26508 

Method TBLASTX : Mai ze 

End 22890 

Score 101 
22738. .22890, 22739.. 22798 

Seq. ID OJ990517_21.9B19.C13 
Strand 

End 26508 

Method TBLASTX : Mai ze 

End 23275 

Score 57 
23111. .23185, 23168. .23275, 



Seq. No. 15832 

Gene No. 33525 

■Start 22606 

Name OJ990517_21 . 9B19 . C13 . o2 . tw 

Start 23347 

GI none 

Exons 23347 . .23538, 23347 .. 23733, 

Seq. No. 15832 

Gene No. 33525 

Start 22606 

Name OJ990517_21 . 9B19 . C13 . ol . tm 

Start 23377 

GI none 

Exons 23377. .23424, 23378 .. 23425 , 
23429. .23740 



Seq. ID OJ990517_21.9B19.C13 
Strand 

End 26508 

Method TBLASTX : Wheat 

End 23734 

Score 109 
23423. .23734 

Seq. ID OJ990517_21.9B19.C13 
Strand 

End 26508 

Method TBLASTX : Mai ze 

End 23740 

Score 67 
23396. .23719, 234 16 .. 23739, 



Seq. No. 15832 

Gene No. 33525 

Start 22606 

Name OJ990517_21 . 9B19 . C13 . o9 . tw 

Start 23737 

GI none 

Exons 23737. .23835, 23902.. 24036 

Seq. No. 15832., 

Gene No. 33525 

Start 22606 

Name OJ990517_21 . 9B19 . C13 . o5 . tm 

Start 23968 

GI none 

Exons 23968. .24222 



Seq. ID OJ990517_21.9B19.C13 
Strand 

End 26508 

Method TBLASTX : Wheat 

End 24036 

Score 130 



Seq. ID OJ990517_21.9B19.C13 
Strand 

End 26508 

Method TBLASTX : Mai ze 

End 24222 

Score 193 



Seq. No. 



15832 



Seq. ID OJ990517 21.9B19.C13 



16424 






JJJt J 




Strand 






Start 


22606 




End 


26508 




Name 


OJ990517 21.9B19.C13 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


24052 




End 


24474 




GI 


none 




Score . 


266 




Exons 


24052. .24474, 24062. 


.24469, 


24121. .24471 




Seq. No. 


15832 




Seq. ID 


OJ990517_21.9B19 


.C13 








Strand 






Start 


22606 




End 


26508 




Name 


OJ990517 21.9B19.C13 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


24095 




End 


24483 




GI 


none 




Score 


157 




Exons 


24095. .24475, 24097. 


.24339, 


24379. .24483 




Seq. No. 


15832 




Seq. ID 


OJ990517_21.9B19 


.C13 


(~* a Kl o 
utrllc 1NO . 


JJJiJ 




Strand 






Start 


22606 




End 


26508 




Name 


OJ990517 21.9B19.C13 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


24511 




End 


24940 




GI 


none 




Score 


154 




Exons 


24511. .24939, 24512. 


.24940 








Seq. No. 


15832 




Seq. ID 


OJ990517_21. 9B19 


.C13 


Gene No . 


- 33525 




Strand 






OtalL 


DUD 




End 


26508 




Name 


OJ990517 21.9B19.C13 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


24598 




End 


25017 




GI 


none 




Score 


89 




Exons 


24598. .24624, 24622. 


24765, 


24 635. .247 66, 24787. .24 969, 






24788. .24958, 24973. 


25017 








Seq. No. 


15832 




Seq. ID 


OJ990517_21. 9B19 


C13 


fZe^na Mo 






Strand 






Start 


22606 




End 


26508 




Name 


OJ990517 21.9B19.C13 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


24709 




End 


25086 




GI 


none 




Score 


47 




Exons 


24709. .24969, 24743. . 


24913, 


24973. .25086, 24974.. 25069 




Seq. No. 


15832 




Seq. ID 


OJ990517_21.9B19. 


C13 




o O c o R 
JJJ6 J 




Strand 






Start 


22606 




End 


26508 




Name 


OJ990517 21.9B19.C13. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


24973 




End 


25279 




GI 


none 




Score 


168 




Exons 


24973. .25278, 24974 . . 


25279 








Seq. No, 


15832 




Seq. ID 


OJ990517_21. 9B19. 


C13 


Hon p Mo 


j j jtO 




Strand 






Start 


22606 




End 


26508 




Name 


OJ990517 21.9B19.C13. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


25249 




End 


25606 




GI 


none 




Score 


71 




Exons 


25249. .25350, 25259.. 


25354, 


25350. .25565, 25364.. 25606 




Seq. No. 


15832 




Seq. ID 


OJ990517_21. 9B19. 


C13 



16425 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



33525 Strand 

22606 End 

OJ990517_21 . 9B19 . C13 . ol . tw Method 

25279 End 

none - Score 



26508 

TBLASTX: Wheat 

25736 

170 



25279. .25353, 2534 8 25701 , 2534 9 25708, 25364 .. 25735, 
25365. .25736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15832 
33525 
22606 

OJ990517_21. 9B19.C13.o8 .np 
25748 
5902444 
25748. .26508 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990517_21.9B19.C13 
Strand 

End 26508 

Method AAT/NAP 

End 26508 

Score 951 



15832 
33525 
22606 

OJ990517_21.9B19.C13.o7.tw 

25979 

none 

25979. .26317, 25998. .26318 



Seq. ID OJ990517_21.9B19.C13 
Strand 

End 26508 

Method TBLASTX : Wheat 

End 26318 

Score 178 



Seq. No. 15833 

Gene No. 33526 

Start 723 

Name OJ990517_21 . 9B19 . C14 . ol . gs 

Start 723 

GI none 
Exons 



Seq. ID OJ990517_21.9B19.C14 

Strand + 

End 4733 

Method GENSCAN 

End 4733 

Score .53 



723. .876, 918. .933, 1103. .2506, 2673. .2946, 3843. .4013, 
4504. .4733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15833 
33526 
723 

OJ990517_21. 9B19.C14.ol .np 

1355 

161752 



Seq. * ID OJ990517_21. 9B19.C14 

Strand + 

End 4733 

■Method AAT/NAP 

End 4528 

Score 130 



1355. .1466, 1614. .1750, 1784. .1859, 2005. .2083, 2351. .2468, 
4504. .4528 

(L03710) cnjB [Tetrahymena thermophila] gi | 7374 94 | prf | | 192237 1A 
cnjB gene [Tetrahymena thermophila] 



Seq. No. 15834 

Gene No. 33527 

Start 53 

Name OJ990517_2 1 . 9B19 . C15 . ol . gs 

Start 53 

GI none 

Exons 53. . 144 



Seq. ID OJ990517_21.9B19.C15 

Strand 

End 144 

Method GENSCAN 

End 14 4 

Score . 7 



Seq. No. 15835 

Gene No. 33528 

Start 1 

Name OJ990517_21 . 9B19.C16.ol . np 



Seq. ID OJ990517_21.9B19.C16 

Strand + 

End 931 

Method AAT/NAP 



16426 



Start 


1 


End 


931 




GI 


5091610 


Score 


393 




Exons 


1..138, 331. .521, 564. .931 








GI Descrip. 


(AC007858) 10A19I.15 [Oryza sativa] 






Seq. No. 


15835 


Seq. ID 


OJ990517_21. 9B19 


.C16 


Gene No. 


33528 


Strand 


+ 




Start 


1 


End 


931 




Name 


OJ990517 21 . 9B19 . C16 . ol . tm 


Method 


TBLASTX: Maize 




Start 


4 


End 


211 




GI 


none 


Score 


235 




Exons 


4. .189, 4. .210, 77. .211 








Seq. No. 


15835 


Seq. ID 


OJ990517_21.9B19 


.C16 


Gene No. 


33528 


Strand 


+ 




Start 


1 


End 


931 




Name 


OJ990517 21 . 9B19 . C16 . ol . gs 


Method 


GENSCAN 




Start 


50 


End 


928 




GI 


none 


Score 


.7 




Exons 


50 . .189, 368 . . 928 








Seq. No. 


15836 


Seq. ID 


OJ990517_21.9B19 


.C17 


Gene No. 


33529 


Strand 


+ 




Start 


1053 


End 


2115 




Name 


OJ990517_21 . 9B19 . CI 7 . ol .gs 


Method 


GENSCAN 




Start 


1053 


End 


2115 




GI 


none 


Score 


.87 




Exons 


1053. .1114, 1359. .1480, 1495. 


.1677, 1970. .2115 




Seq. No. 


15836 


Seq. ID 


OJ990517_21. 9B19 


C17 


Gene No. 


33530 


Strand 






otart 


1 


End 


2657 




Name 


OJ990517 21 . 9B19 . C17 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


2657 




GI 


2244784 


Score 


85 




Exons 


1..17, 1273. .1542, 2544. .2657 








GI Descrip. 


( Z 97 335 ) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


15836 


Seq. ID 


OJ990517_21.9B19 


C17 


Gene No. 


33531 


Strand 






Start 


2595 


End 


4096 




Name 


OJ990517 21 . 9B19 . C17 . o2 . gs 


Method 


GENSCAN 




Start 


2595 


End 


4096 




GI 


none 


Score 


.55 




Exons 


2595. .2723, 4085. .4096 








Seq. No. 


15837 


Seq. ID 


OJ990517_21. 9B19, 


C18 


Gene No. 


33532 


Strand ■ 


+ 




Start 


558 


End 


1704 




Name 


OJ990517 21. 9B19.C18.ol.gs 


Method 


GENSCAN 




Start 


558 


End 


1704 




GI 


none 


Score 


.55 




Exons 


558. .563, 1585. .1704 








Seq. No. 


15837 


Seq. ID 


OJ990517_21. 9B19. 


C18 


Gene No. 


33533 


Strand 


+ 




Start 


3106 


End 


5014 








Name 


OJ990517 21 


. 9B19 


.CI8.0I 


.np 


Method 


AAT/NAP 




Start 


' 3106 








End 


5014 




GI 


4680203 








Score 


1289 




Exons 


3106. .4680, 


4723 


. .4815, 


4969. 


.5014 






GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum bicolor] 




Seq. No. 


15837 








Seq. ID 


OJ990517_21 . 9B19.C18 




Gene No . 


JJJJJ 








Strand 


+ 




Start 


3106 








End 


5014 




Name 


OJ990517 21 


. 9B19 


.C18.o3 


.gs 


Method 


GENSCAN 




Start 


3106 








End 


4767 




GI 


none 








Score 






Exons 


3106. .4767 














Seq. No. 


15837 








Seq. ID 


OJ990517 21.9B19.C18 




Gene No . 


JJJ Jfl 








Strand 






Start 


2498 








End 


2804 




Name 


OJ990517 21 


. 9B19 


.C18.o2, 


.gs 


Method 


GENSCAN 




Start 


2498 








End 


2804 




GI 


none 








Score 


.94 




Exons 


2498. .2546, 


2740 


. . 2804 










Seq. No. 


15837 








Seq. ID 


OJ990517_21.9B19.C18 




Gene No . 


0 0 c 0 c 
JJJJJ 








Strand 




is :! 


Start 


3460 








End 


4593 


-I 


Name - 


OJ990517 21 


. 9B19 


.C18.o2. 


. tw 


Method 


TBLASTX: Wheat 




Start 


3460 








End 


4011 


ru 


GI 


none 








Score 


216 




Exons 


3460. .3858, 


3699 


. . 38 60, 


O C\ f\ f 

3906 . 


.4001, 3907. .4011 


i . £ 

s: 


Seq. No. 


15837 








Seq. ID 


OJ990517_21.9B19.C18 




i^ene no. 


"3 "3 Q -5 c 








Strand 




m 

g xr 


Start 


3460 








End 


4593 




Name 


OJ990517 21 


. 9B19 


.CI8.0I. 


,ts 


Method 


TBLASTX: Soybean 


Q 


Start 


3739 








End 


4158 




GI 


none 








Score 


123 


' k\ 


Exons 


3739. .3858, 


3741 


O O H A 

. .3860, 


1 Ann 

3909 . 


.4154, 3910. .4158 


!. "\ 


Seq. No. 


15837 








Seq. ID 


OJ990517_21.9B19.C18 


; : J 


Gene No . 


JJJJJ 








Strand 






Start 


3460 








End 


4593 




Name 


OJ990517 21 


.9B19, 


. C18 . ol . 


. tc 


Method 


TBLASTX: Cress 




Start 


3906 








End 


4236 




GI 


none 








Score 


312 




Exons 


3906. .4043, 


3907, 


a 0 *d r 

. . 4236, 


4080 . 


.4139, 4090. .4194, 4161. .4235 




Seq. No. 


15837 








Seq. ID 


OJ990517_21 . 9B19.C18 




Gene No. 


33535 








Strand 






0 car t 


j4 bU 








End 


4593 




Name 


OJ990517 21 


.9B19. 


.CI8.0I. 


tw 


Method 


TBLASTX: Wheat 




Start 


4024 








End 


4490 




GI 


none 








Score 


54 




Exons 


4024. .4077, 


4032. 


. .4067, 


4078. 


.4182, 40? 


39. .4175, 4174. .4284, 






4183. .4299, 


4187. 


. .4285, 


4191. 


.4361, 4302. .4490, 4330. .4485 




Seq. No. 


15837 








Seq. ID 


OJ990517_21.9B19.C18 




Gene No. 


33535 








Strand 





16428 




Start 


3460 


End 


4593 




Name 


OJ990517 21.9B19.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


4081 


End 


4524 




GI 


none 


Score 


229 




Exons 


4081. .4326, 4131. .4322, 4330.. 


4524 






Seq. No. 


15837- 


Seq. ID 


OJ990517_21. 9B19 


.C18 


Gene No. 


33535 


Strand 






Start 


3460 


End 


4593 




Name 


OJ990517 21.9B19.C18.o2.ts 


Method 


TBLASTX: Soybean 




Start 


4359 


End 


4593 




GI 


none 


Score 


241 




Exons 


4359. .4514, 4360. .4593 








Seq. No. 


15837 


Seq. ID 


OJ990517_21. 9B19, 


.C18 


Gene No. 


3353d 


Strand 






Start 


4761 


End 


4962 




Name 


OJ990517 21.9B19.C18.o3.tw 


Method 


TBLASTX: Wheat 




Start 


4761 


End 


4962 




GI 


none 


Score 


190 




Exons 


4761. .4928, 4762. .4962 








Seq. No. 


15838 


Seq. ID 


OJ990517_21. 9B19, 


.C19 


Gene No. 


33537 


Strand 






Start 


1 


End 


9o 




Name 


OJ990517 21. 9B19.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


95 




GI 


4512229 


Score 


111 




Exons 


1..95 








GI Descrip. 


(AB014740) ORF0 protein [Oryza sativa] 






Seq. No. 


15839 


Seq. ID 


OJ990527_22.9B17. 


.CI 


Gene No. 


33538 


Strand 


+ 






1 


End 


/ Uo 




Name 


OJ990527 22.9B17.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


705 




GI 


4416302 


Score 


585 




Exons 


1..705 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


15839 


Seq. ID 


OJ990527_22.9B17, 


.CI 


Gene No . 


33538 


Strand 


+ 




Start 


1 


End 


705 




Name 


OJ990527 22. 9B17 . CI . ol . tm 


Method 


TBLASTX: Maize 




Start 


129 


End 


684 




GI 


none 


Score 


209 




Exons 


129. .653, 130. .327, 403. .684 








Seq. No. 


15840 


Seq. ID 


OJ990527_22.9B17. 


C2 


Gene No. 


33539 


Strand 


+ 




Start 


1 


End 


2154 




Name 


OJ990527 22.9B17.C2.o3.np 


Method 


AAT/NAP 




Start 


1 


End 


2017 




GI 


4680183 


Score 


186 




Exons 


1..113, 1210. .1322, 1928. .2017 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 





16429 




Seq. No. 


15840 


Seq. ID 


OJ990527_22, 


. 9B17 


.C2 


Gene No. 


33539 


Strand 


+ 






otart 


1 


End 








Name 


OJ990527 22.9B17.C2.ol.np 


Method 


AAT/NAP 






Start 


531 


End 


2154 






GI 


6539588 


Score 


204 






Exons 


531. .840, 1848. .1970, 2118.. 


2154 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


15840 


Seq. ID 


OJ990527_22. 


.9B17, 


.C2 


Gene No. 


33539 


Strand 


+ 






Start 


1 


End 


2154 






Name 


OJ990527 22.9B17.C2.ol.gs 


Method 


GENSCAN 






Start 


562 


End 


1385 






GI 


none 


Score 


. 65 






Exons 


562. .633, 908. .1009, 1252. .1385 








Seq. No. 


15840 


Seq. ID 


OJ990527_22. 


.9B17. 


.C2 


Gene No. 


33540 


Strand 








otart 


847 


End 


2596 






Name 


OJ990527 22.9B17.C2.o2.np 


Method 


AAT/NAP 






Start 


847 


End 


2596 






GI 


6729552 


Score 


95 






Exons < 


847. .1074, 2535..2S96 










GI Descrip. 


(AL132977) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


15841 


Seq. ID 


OJ990527_22. 


, 9B17, 


.C3 


Gene No. 


33541 


Strand 


+ 






Of ~-4- 

otart 


8467 


End 


9573 






Name 


OJ990527 22.9B17.C3.o3.np 


Method 


AAT/NAP 






Start 


8225 


End 


9573 






GI 


6907086 


Score 


1160 






Exons 


8225. .8991, 9049. .9219, 9444 


. .9573 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


15841 


Seq. ID 


OJ990527_22. 


, 9B17. 


,C3 


Gene No. 


33541 


Strand 


-f 






Start 


8467 


End 


9573 






Name 


OJ990527 22.9B17.C3.o2.gs 


Method 


GENSCAN 






Start 


8467 


End 


8974 






GI 


none 


Score 


.51 






Exons 


8467. .8568, 8642. .8974 










Seq. No. 


15841 


Seq. ID 


OJ990527_22. 


. 9B17. 


■ C3 


Gene No. 


33542 


Strand 








Start 


303 


End 


6301 






Name 


OJ990527 22.9B17.C3.o7.tm 


Method 


TBLASTX: Maize 




Start 


298 


End 


527 






GI 


none 


Score 


40 






Exons 


298. .354, 330. .527, 436. .510 










Seq. No. 


15841 


Seq. ID 


OJ990527_22. 


.9B17. 


,C3 


Gene No. 


33542 


Strand 








Start 


303 


End 


6301 






Name 


OJ990527 22.9B17.C3.ol.gs 


Method 


GENSCAN 






Start 


303 


End 


6301 






GI 


none 


Score 


. 54 







16430 




Exons 303., 1794, 1837.. 3433, 3671.. 3854, 3905.. 4864, 5294.. 5329, 

5409.. 6080, 6290.. 6301 



Seq. No. 


15841 


Seq. ID 


OJ990527_22.9B17 


.C3 


Gene No. 


33542 


Strand 






Start 


303 


End 


6301 




Name 


OJ990527 22.9B17.C3.ol.np 


Method 


AAT/NAP • 




Start 


306 


End 


4864 




GI 


4680179 


Score 


7678 




Exons 


306. .4864 








GI Descrip. 


(Ariii/uyj poj.ypror.ein [uryza 


sativa subsp. indica] 




Seq. No. 


15841 


Seq. ID 


OJ990527_22.9B17 


.C3 


Gene No. 


33542 


Strand 






Start 


303 


End 


6301 




Name 


OJ990527 22.9B17.C3.o6.tw 


Method 


TBLASTX: Wheat 




Start 


351 


End 


684 




GI 


none 


Score 


72 




Exons 


"5 c; 1 CQO T70 c *3 Q a i c cqi 

JDI..OOJ, j/i . 4j.o..oyi, 


576. .656, 


613. .684 




Seq. No. 


15841 


Seq. ID 


OJ990527_22.9B17 


.C3 


Gene No. 


33542 


Strand 






Start 


303 


End 


6301 




Name 


OJ990527 22.9B17.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


531 


End 


1130 




GI 


none 


Score 


249 




Exons 




976. . 1122 




Seq. No. 


15841 


Seq. ID 


OJ990527_22.9B17 


.C3 


Gene No. 


33542 


Strand 






Start 


303 


End 


6301 




Name 


OJ990527 22.9B17.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


684 


End 


1310 




GI 


none 


Score 


365 




Exons 


£QA 1 "3in 1 *5HP 
OOH . . IjIU, (DOJ , . 1 jUO 








Seq. No. 


15841 


Seq. ID 


OJ990527_22.9B17 


.C3 


Gene No. 


33542 


Strand 






Start 


303 


End 


6301 




Name 


OJ990527 22.9B17.C3.o3.tm 


Method 


TBLASTX : Maize 




Start 


1179 


End 


1470 




GI 


none 


Score 


225 




Exons 


1 1 TQ 1 ^ /TQ 11 1 ylTA 

xi/y..i4by, iioo..i4/u 








Seq. No. 


15841 


Seq. ID 


OJ990527_22.9B17 


.C3 


Gene No. 


33542 


Strand 






Start 


303 


End 


6301 




Name 


OJ990527 22.9B17.C3.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1269 


End ■ 


1529 - f 




GI 


none 


Score . 


154 




Exons 


1269. . 1529, 1270. . 1524 








Seq. No. 


15841 


Seq. ID 


OJ990527_22.9B17 


.C3 


Gene No. 


33542 


Strand 






Start 


303 


End 


6301 




Name 


OJ990527 22.9B17.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


1293 


End 


1610 
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GI 


none 








Score 


88 




Exons 


1293. .1436, 


1294 


. . 1434, 


1437. 


.1610 






Seq. No. 


15841 








Seq. ID 


OJ990527_22.9B17 


.C3 


Gene No. 


33542 








Strand 






Start 


303 








End 


6301 




Name 


OJ990527 22 


.9B17 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1317 








End 


1793 




GI 


none 








Score 


245 




Exons 


1317. .1793, 


1318 


. . 1572, 


1350. 


.1763 






Seq. No. 


15841 








Seq. ID 


OJ990527_22.9B17 


.C3 


Gene No. 


33542 








Strand 






Start 


303 








End 


6301 




Name 


OJ990527 22 


9B17 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1794 








End 


2309 




GI 


none 








Score 


256 




Exons 


1794 . .2309, 


1884 


. .2231, 


1966. 


.2277 






Seq. No. 


15841 








Seq. ID 


OJ990527_22.9B17 


C3 


Gene No. 


33542 








Strand 






Start 


303 








End 


6301 




Name 


OJ990527 22 


9B17 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1872 








End 


2237 




GI 


none 








Score 


165 




Exons 


1872. .2183, 


1879 


. .2076, 


1884 . 


.2237, 1969.. 2235 




Seq. _No. 


15841 








Seq. ID 


OJ990527_22.9B17 


C3 


Gene No. 


33542 








. Strand 






Start 


303 








End 


6301 




Name 


OJ990527 22 


9B17 


,C3.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2058 








End 


2303 




GI 


none 








Score 


202 




Exons 


2058. .2303 














Seq. No. 


15841 








Seq. ID 


OJ990527_22.9B17 


C3 


Gene No. 


33542 








Strand 






Start 


303 








End 


6301 




Name 


OJ990527 22 


9B17 


,C3.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


2274 








End 


2774 




GI 


none 








Score 


64 




Exons 


2274 . .2609, 


2280 


.2519, 


2392. 


.2523, 2595.. 2774 




Seq. No. 


15841 








Seq. ID 


OJ990527_22. 9B17 


C3 


Gene No. 


33542 








Strand 






Start 


303 








End 


6301 




Name 


OJ990527 22 


9B17 


C3.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


' 2310 








End 


2612 




GI 


none 








Score 


268 




Exons 


2310. .2612, 


2311 


.2592, 


2510. 


.2611 






Seq. No. 


15841 








Seq. ID 


OJ990527_22. 9B17 


C3 


Gene No. 


33542 








Strand 






Start 


303 








End 


6301 




Name 


OJ990527 22 


9B17 


C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2325 








End 


2720 




GI 


none 








Score 


192 





16432 



Exons 



2325. .2684, 2326. .2589, 2604. .2684, 2688. .2720, 2689. .2718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15841 
33542 
303 

OJ990527_22. 

2661 

none 

2661. .3143, 



9B17.C3.o4 . tw 



2704. .3039 



Seq. ID OJ990527_22.9B17.C3 
Strand 

End 6301 

Method TBLASTX : Wheat 

End 3143 

Score 252 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15841 
33542 
303 

OJ990527_22, 

2793 

none 

2793. .3107, 



9B17.C3.o4 .ts 



2794. .2991 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_22.9B17 ,C3 
6301 

TBLASTX: Soybean 

3107 

59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15841 
33542 
303 

OJ990527__22. 

2842 

none 

2842. .3033, 



9B17.C3.o5.tm 



2844 . .3131 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_22.9B17.C3 
6301 

TBLASTX: Maize 

3131 

165 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



15841 
33542 
303 

OJ990527_22. 

3306 

none 

3306. .3491, 



9B17.C3.o8.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_22.'9B17.C3 
6301 

TBLASTX: Wheat 

3722 

99 



3307. .3462, 3513. .3722, 3574. .3687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15841 
33542 
303 

OJ990527_22, 

3405 

none 

3405. .3725, 



9B17 .C3.o8 . tm 



3580. .3681 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_22.9B17.C3 
6301 

TBLASTX: Maize 

3725 

72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15841 
33542 
303 

OJ990527_22. 

4061 

none 

4061. .4357, 

15841 
33542 
303 

OJ990527_22. 

4241 

none 

4241. .4597, 



9B17.C3.o6.tm 



4073. .435-7, 4170. 



9B17 .C3.o7 . tw 



4245. .4472, 4497, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4340 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.4601 



OJ990527_22.9B17 .C3 
6301 

TBLASTX: Maize 

4357 

105 



OJ990527_22.9B17.C3 
6301 

TBLASTX: Wheat 

4601 

97 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15841 Seq. ID OJ990527_22 . 9B17 . C3 

33542 Strand 

303 End 6301 

OJ990527_22 . 9B17 . C3 . o2 . np Method AAT/NAP 

5118 End 6014 

5042448 Score 1333 

5118. .5413, 5453. .6014 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



15842 
33543 
1 

OJ990527_22.9B17.C4 .o2.np 
1 

4680183 
1. . 65, 1072. . 1161 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990527_22.9B17.C4 

Strand + 

End 1161 

Method AAT/NAP 

End 1161 

Score 123 



15842 Seq. ID 

33543 Strand 
1 End 
OJ990527_22 . 9B17 . C4 . ol . gs Method 
55 ,End 
none Score 

55. .93, 260. .337 . 



OJ990527_22.9B17.C4 
+ 

1161 
GENSCAN 
337 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15842 
33544 
1 

OJ990527_22< 
1 

6721561 
1..168, 934. 



9B17.C4.ol.np 



1039 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_22.9B17.C4 

1039 
AAT/NAP 
1039 
132 



(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene . ; hypothetical protein [Oryza sativa] 
gil 6815086|dbj |BAA90372.1| (AP001081) .EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



15843 
33545 
12171 

OJ990527_22. 9B17 . C5 . o5 . gs 

12171 

none 

12171. . 12182, 12513. .12581, 
14766. . 151^0, 15237. .16196, 
17039. .18598 



Seq. ID OJ990527_22.9B17.C5 

Strand + 

End 22633 

Method GENSCAN 

End 18598 

Score . 8 
1367 9. .14038, 14 213 .. 14444 , 
16368. .16668, 1 67 65 .. 16939, 



Seq. No. 15843 Seq. ID 

Gene No. 33545 Strand 

Start 12171 End 

Name OJ990527_22 . 9B17 . C5 . o2 . np Method 

Start 13727 End 

GI 5922631 Score 



OJ990527_22.9B17.C5 
+ 

22633 
AAT/NAP 
22633 
6589 



16434 




Exons 13727. .13851, 14110 14354, 14 613 14820, 14866 15430, 

15473. .15623, 15750 1667 6, 17283 19766, 22586.-22633 

GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to. prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 





Seq. No. 


15843 


Seq. ID 


OJ990527__22.9B17. 


C5 




bene No. 


33545 


Strand 


+ 






Start 


12171 


End 


22633 






Name 


OJ990527 22.9B17.C5.o4.gp 


Method 


AAT/GAP 






Start 


21348 


End 


21775 






GI 


2428185 


Score 


809 






Exons 


21348. .21775 










GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 








indica(GLA4) genomic DNA, chromosome 4 


, BAC clone:tl7804 






Seq. No. 


15843 


Seq. ID 


OJ990527_22.9B17. 


C5 




Gene No. 


33546 


Strand 


+ 






Start 


27364 


End 


27900 




I. -E 


Name 


OJ990527 22.9B17.C5.o8.gs 


Method 


GENSCAN 




i. i 


Start 


27364 


End 


27900 




,: 

; i£ 


GI 


none 


Score 


'.51 




•:• • 

I'll 


Exons 


27364 . .27900 








a 


Seq. No. 


15843 


Seq. ID 


OJ990527_22. 9B17. 


C5 


Ul 


Gene No. 


33547 


Strand. 


+ 






Start 


30763 


End 


34014 




m 


Name 


OJ990527 22.9B17.C5.o9.gs 


Method 


GENSCAN 






Start 


30763 


End 


34014 






GI 


none 


Score 


.4 




a 


Exons 


30763. .30887, 31053 31815 , 


32151. .32283, 33659.. 34014 





Seq. No. : *-15843 Seq. ID 

Gene No. 33548 ' Strand 

Start 34801 End 

Name OJ990527_22 . 9B17 . C5 . o4 . np Method 

Start 34801 End 

GI 6227011 Score 

Exons 34801. .34945, 35094.. 35522 

GI Descrip. - (AC009513) F12P19.3 [Arabidopsis thaliana] 



OJ990527_22. 9B17.C5 
+ 

35528 
AAT/NAP 
35522 
355 



OJ990527_22.9B17.C5 
+ 

35528 
AAT/GAP 
35410 
811 



Seq. No. 15843 Seq. ID 

Gene No. 33548 Strand 

Start 34801 End 

Name OJ990527_22 . 9B17 . C5 . 06 . gp Method 

Start 34972 End 

GI LIB3433-051-P1-K1-E4 Score 

Exons 34972. .35410 

GI Descrip. 1 115772/sp | P12330 | CB21_ORYSA 6.0e-24 CHLOROPHYLL A-B BINDING 
PROTEIN 1 PRECURSOR (LHCII TYPE I CAB-1)' (LHCP) 

>gi_82460_pir S03705 chlorophyll a/b-binding protein 1R 

precursor - rice >gi_2017 8__emb_CAA32108_ (X13908) chlorophyll 
a/b-binding preprotein (AA -31 to 235) [Oryza sativa] ' 



16435 




O ™ ^-J » LS\J t 


1 SP4^ 

X J O H +J 






oeq. lu 


u j yyuDz/ zz 


. yBi / 


. Co 


Gene No. 


33548 






Strand 


+ 






Start 


34801 






End 


35528 






Name 


OJ990527 22.9B17 


.C5 


.olO.gs 


Method 


GENSCAN 






Start 


34995 




End 


35528 






GI 


none 






Score 


1 






Exons 


34995. .35528 














JC^ . IMKJ . 


-L J O H O 






beq. iu 


ojyyubz / zz 


. 9B17 


. C5 


Gene No. 


33549 






Strand 








Start 


2268 






End 


2828 






Name 


OJ990527 22.9B17 


.C5 


. o2 .gs 


Method 


GENSCAN 






Start 


2268 




End 


2822 






GI 


none 






Score 


.61 






Exons 


2268. .2822 














Seq. No. 


15843 






Seq. ID 


OJ990527_22, 


. 9B17 


.C5 




33549 






Strand 








Start 


2268 






End 


2828 






Name 


OJ990527 22.9B17 


.C5 


. ol .np 


Method 


AAT/NAP 






Start 


2271 




End 


2828 






GI 


6227011 






Score 


379 






Exons 


2271. .2828 














GI Descrip. 


(AC009513) F12P19.3 


[Arabidopsis thaliana] 






Seq. No. 


15843 






Seq. ID 


OJ990527_22. 


, 9B17, 


.C5 


Gene No. 


33549 






Strand 








Start 


2268 






End 


2828 






Name 


OJ990527 22.9B17, 


.C5, 


.ol.gp 


Method 


AAT/GAP 






Start 


2414 






End 


2825 






GI 


15984 1.R1084 






Score 


798 






Exons 


2414 . .2825 














GI Descrip. 


'2462834 5.0e-17 


(AF000657) 


hypothetical protein [Arabidopsis 




thaliana] ? 














■JCU i IN U • 


15843 






Seq. ID 


OJ990527_22. 


9B17, 


■ C5 *" 


Gene No. 


33550 






Strand 








Start 


5617 






End 


6071 






Name 


OJ990527 22.9B17. 


■ C5. 


,o2.gp 


Method 


AAT/GAP 






Start 


5617 




End 


6071 






GI 


5803302 






Score 


898 






Exons 


5617. .6071 
















15843 






Seq. ID 


OJ990527_22. 


9B17. 


C5 


Gene No. 


33551 






Strand 








Start 


8497 






End 


9045 






Name 


OJ990527 22.9B17. 


C5. 


o4 . gs 


Method 


GENSCAN 






■JStart 


8497 






End 


9045 






GI 


none 






Score 


.69 






Exons 


8497. .9045 














Seq. No. 


15843 






Seq. ID 


OJ990527_22. 


9B17. 


C5 


Gene No. 


33552 






Strand 








Start 


22999 






End 


25934 






Name 


OJ990527 22.9B17. 


C5. 


o7 . gs 


Method 


GENSCAN 






Start 


22999 






End 


25934 







16436 



GI 

Exons 



none Score .78 

22999. .23450, 23524 .. 23637, 23700 .. 23889, 23964 24074 , 

24076. .24173, 24239 .. 24477 , 24 674 .. 24894 , 25050. .25934 



I'M 
• hi 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15843 
33552 
22999 

OJ990527_22.9B17.C5.o3.np 
23011 
6691716 

23011. .23450, 23524 
24239. .24418, 24497 



Seq. ID 
Strand 

End 25934 
Method AAT/NAP 
End 25934 
Score 24 64 
23637, 23787. .23889, 23964 
24597, 24674. .24849, 25041 



OJ990527 22.9B17.C5 



.24161, 
.25934 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000492) hypothetical protein [Oryza sativa] 

gil 6691717 |dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 15843 

Gene No. 33553 

Start 37582 

Name OJ990527_22 . 9B17 . C5 . ol . ts 

Start 525 

GI none 
Exons 



Seq. ID OJ990527_22.9B17.C5 
Strand 

End 37724 

Method TBLASTX : Soybean 

End 35510 

Score 154 

2631, 2629.. 2691, 



525. .668, 690. .764, 2271. .2624, 2278. 
2664. .2702, 8500.. 8859, 8507. .8860, 8848.. 8931, 8858.. 8920, 
27445. .27531, 27556 .. 27612, 27616 .. 27702 , 27718 .. 27756, 
27765. .27857, 27766 .. 27870, 35169 .. 35237 , 35177 .. 35233, 
35237. .35317, 35238. .35324, 35334. .35510, 35342. .35506 



15843 
33553 
37582 

OJ990527_22 . 9B17 . C5 . o2 . tm 

525 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_22 . 9B17 .C5 
37724 

TBLASTX : Maize 
35516 
126 

525. .671, 526. .669, 551. .673, 2271. .2495, 2277. .2606, 
2374. .2604, 2520. .2612, 8500. .8769, 8506. .8832, 8507. .8833, 
8511. .8846, 8794. .8847, 27552 .. 27599, 27553 .. 27 600, 
27616. .27726, 27 625.-27855, 27753 .. 27842 , 27850 .. 27888 , 
35180. .35224, 35181 .. 35225, 35237 35323, 35247 35324 , 
35330. .35503, 35334. .35516 



15843 
33553 
37582 
OJ99052 
2262 
none 
2262. .2 
8500. .8 
27616. . 
27832. . 
35237. . 



7 22.9B17.C5.ol.tc 



432, 2271. .2459, 2448. 
688, 8504. .8695, 8677. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527 22.9B17.C5 



37724 

TBLASTX: Cress 
35516 
72 

2606, 2664. .2702, 8500. .8676, 
8871, 27445. .27501, 2754 1 .. 27591 , 
27702, 27724 . .27753, 27765 .. 27836, 277 66 .. 2784 9, 
27894, 35079. .35135, 35166 .. 35216, 35196 .. 35225 , 
35323, 35238. .35324, 35333 .. 35506, 35334.. 35516 



Seq. No. 15843 Seq. ID 

Gene No. 33553 Strand 

Start 37582 End 

Name OJ990527 22 . 9B17 . C5 . o7 : tw Method 



OJ990527_22.9B17.C5 
37724 

TBLASTX: Wheat 



16437 



Start 


15034 




End 


15436 




GI 


none 




Score 


283 




Exons 


15034. .15303, 15035, 


. .15436 








Seq. No. 


15843 




Seq. ID 


OJ990527_22.9B17 


.C5 




J J J J J 




Strand 






Start 


37582 




End 


37724 




Name 


OJ990527 22.9B17.C5. 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


16016 




End 


16473 




GI 


none 




Score 


146 




Exons 


16016. .16192, 16237. 


. .16473, 


16241. . 16471 




Seq. No. 


15843 




Seq. ID 


OJ990527 22.9B17 


.C5 


uene ino . 


o o c c o 
JJJJJ 




Strand 






Start 


37582 




End 


31124 




Name 


OJ990527 22.9B17.C5, 


, ol . tw 


Metnod 


TBLASTX : Wheat 




Start 


16693 




End 


1/14 9 




GI 


none 




Score 


481 




Exons 


16693. . 17148, 16694 . 


, .17149 








Seq. No. 


15843 




Seq. ID 


OJ990527 22.9B17 


.C5 


bene no . 


JJJJJ 




Strand 






Start 


37582 




bnd 


O "7 1 O A 

o 1 1 24 




Name 


OJ990527 22.9B17.C5. 


o4 . ts 


Metnoa 


TBLASTX : Soybean 




Start 


16733 




End 


l /oyo 




GI 


none 




Score 


133 




Exons 


16733. . 16957, 16964. 


. 17098 








Seq. No. 


15843 




Seq. ID 


OJ990527_22.9B17 


.C5 


*jtrIlG INO . 


JJJJJ 




Strand 






Start 


37582 




End 


37724 




Name 


OJ990527 22.9B17.C5. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


16822 




End 


17179 




GI 


none 




Score 


365 




Exons 


16822. .17169, 16823. 


. 17179 








Seq. No. 


15843 




Seq. ID 


OJ990527_22.9B17 


,C5 


(~1 ana NT /~\ 

bene wo * 


rs "3 c c o 
jjjjj 




Strand 






Start 


37582 




End 


37724 




Name 


OJ990527 22.9B17.C5. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


17264 




End 


17688 




GI 


none 




Score 


420 




Exons 


17264. .17683, 17311. 


.17685, 


17362. . 17688 




Seq. No. 


15843 




Seq. ID 


OJ990527_22. 9B17 


.C5 




O -3 C C O 
JJJJJ 




Strand 






Start 


37582 




End 


37724 




Name 


OJ990527 22.9B17.C5. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


17342 




End 


17743 




GI 


none 




Score 


280 




Exons 


17342. .17743, 17359. 


.17502, 


17375.. 17734 




Seq. No. 


15843 




Seq. ID 


OJ990527_22.9B17, 


,C5 


Gene No. 


33553 




Strand 






Start 


37582 




End 


37724 




Name 


OJ990527 22.9B17.C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


17414 




End 


17854 





16438 




GI 


none 




Score 


266 




Exons 


17414. .17665, 17443 


. .17664, 


17686. .17817, 17687. .17830, 






17828. .17854 










Seq. No. 


15843 




Seq. ID 


OJ990527_22. 9B17 


.C5 


Gene No . 


JJJJJ 




Strand 






Start 


37582 




End 


37724 




Name 


OJ990527 22.9B17.C5 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


17692 




End 


17977 




GI 


none 




Score 


267 




Exons 


17692. .17769, 17693 


. .17974, 


17882. . 17977 




Seq. No. 


15843 




Seq. ID 


OJ990527_22. 9B17 


.C5 


Gene No . 






Strand 






Start 


37582 




End 


37724 




Name 


OJ990527 22.9B17.C5 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


17969 




End 


18357 




GI 


none 




Score 


71 




Exons 


17969. .18073, 18109 


. .18357, 


18113. .18355 




Seq. No. 


15843 




Seq. ID 


OJ990527_22. 9B17 


.C5 


Gene No . 


J JJ J J 




Strand 






Start 


37582 




End 


37724 




Name 


OJ990527 22.9B17.C5 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


17978 




End 


18400 




GI 


none 




Score 


385 




Exons 


17978. .18400, 17983 


. . 18324 








Seq. No. 


15843 




Seq. ID 


OJ990527_22. 9B17 


C5 


bene no . 


JJJJJ 




Strand 






Start 


37582 




End 


37724 




Name 


OJ990527 22.9B17.C5 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


18032 




End 


18304 




GI 


none 




Score 


134 




Exons 


18032. .18202, 18206 


. .18304 








Seq. No. 


15843 




Seq. ID 


OJ990527_22. 9B17 


C5 


Gene No . 


O *5 a C "3 




Strand 






Start 


37582 




End 


37724 




Name 


OJ990527 22.9B17.C5 


ol . tm 


Method 


TBLASTX: Maize 




Start 


18718 




End 


19040 




GI 


none 




Score 


75 




Exons 


18718. .18780, 18783 


.19040, 


18797. .19039 




Seq. No. 


15843 




Seq. ID 


OJ990527_22.9B17. 


C5 


Gene No . 


o o c c o 
JJJJJ 




Strand 






Start 


37582 




End 


37724 




Name 


OJ990527 22.9B17.C5 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


18855 




End 


19237 




GI 


none 




Score 


396 




Exons 


18855. . 19235, 18855. 


. 19109, 


18860. .19237 




Seq. No. 


15843 




Seq. ID 


OJ990527_22.9B17. 


C5 


Gene No. 


33553 




Strand 






Start 


37582 




End 


37724 




Name 


OJ990527 22.9B17.C5. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


19182 




End 


19454 





16439 



GI 


none 




Score 


92 




Exons 


19182. .19271, 19275 


. . 19358, 


19368. . 19454 




Seq. No. 


15843 




Seq. ID 


OJ990527_22.9B17 


.C5 




rtry c c o 
jjjjj 




Strand 






Start 


37582 




End 


37724 




Name 


OJ990527 22.9B17.C5 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


19239 




End 


19757 




GI 


none 




Score 


340 




Exons 


19239. .19715, 19385 


. .19588, 


19707. .19757 




Seq. No. 


15843 




Seq. ID 


OJ990527_22. 9B17 


.C5 


Gene No. 


33553 




Strand 






o u a it 


J / JO<£ 




End 


37724 




Name 


OJ990527 22.9B17.C5 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


19536 




End 


19780 




GI 


none 




Score 


169 




Exons 


19536. .19718, 19565 


. 19615, 


19658. . 19717, 19697 . . 19780, 






19698. .19775 










Seq. No. 


15843 




Seq. ID 


OJ990527_22. 9B17 


.C5 


uene LNO . 


O O C C O 
JJJJ J 




Strand 






Start 


37582 




End 


37724 




Name 


OJ990527. 22.9B17.C5. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


25524 




End 


25815 




GI 


none 




Score 


97 




Exons 


25524. .25814, 25561. 


.25815 








Seq. No. 


15843 




Seq. ID 


OJ990527_22. 9B17 


.C5 




O O C C *5 
JJJJJ 




Strand 






Start 


37582 




End 


37724 




Name 


OJ990527 22.9B17.C5. 


oil . gs 


Method 


GENSCAN 




Start 


37582 




End 


37724 




GI 


none 




Score 


.68 




Exons 


37582. .37724 










Seq. No. 


15844 




Seq. ID 


OJ990527_22. 9B17 


.C6 


Gene No. 


33554 




Strand 


+ 




Start 


1 




End 


696 




Name 


OJ990527 22.9B17.C6. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


696 




GI 


2909637 




Score 


121 




Exons 


1..340, 393. .696 











GI Descrip. (AL021942) PE_PGRS [Mycobacterium tuberculosis] 



Seq. No. 15844 

Gene No. 33555 

Start 221 

Name OJ990527_22 . 9B17 . C6 . ol . gs 

Start 221 

GI none 

Exons 221.. 301, 394.. 507 

Seq. No. 15845 

Gene No. 33556 

Start 13443 

Name OJ990917_20 . 9B1 6 . CI . o2 . np 



Seq. ID OJ990527_22.9B17.C6 

Strand 

End 507 

Method GENSCAN 

End 507 

Score .53 



Seq. ID OJ990917_20. 9B16.C1 

Strand -f 

End 15500 

Method AAT/NAP 



16440 



Start 1344 3 End 15500 

GI 6069646 Score 957 

Exons 13443. . 14239, 14521.. 15500 

GI Descrip. (AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15845 
33557 
1 

OJ990917_20. 9B16.Cl.ol.gp 
1 

237_1.R1084 
1..36, 64. .136, 953. 



OJ990917 20.9B16.C1 



Seq. ID _ 
Strand 

End 2161 
Method AAT/GAP 
End 2161 
Score 1614 
1767, 2059.. 2161 

'1705734/sp|P53683|CDP2_ORYSA 0.0e+00 CALCIUM-DEPENDENT PROTEIN 

KINASE, ISOFORM 2 (CDPK 2) >gi_1362176_pir S56652 probable 

calcium-dependent protein kinase (clone OSCPK2) - rice 
>gi_5874 98_emb_CAA57157_ (X81394) calcium-dependent protein 
kinase [Oryza sativa] 1 



15845 Seq. ID 

.33557 Strand 
1 End 
OJ990917_20. 9B16.Cl.ol.np Method 
980 End 
1705734 Score 
980. .1701 

CALCIUM-DEPENDENT PROTEIN KINASE, 'ISOFORM 2 (CDPK 2) 
gi I 1362176 | pir | IS56652 probable calcium-dependent protein kinase 
(clone OSCPK2) - rice gi I 5874 98 | emb | CAA57 157 | (X81394) 
calcium-dependent protein kinase [Oryza sativa] 



OJ990917_20. 9B16.C1 

2161 
AAT/NAP 
1701 
1099 



Seq. No. 


15845 


Seq. ID 


OJ990917_20. 9B16 


.CI 


Gene No. 


33557 


Strand 






Start 


1 


End 


2161 




Name 


OJ990917 20. 9B16.Cl.ol.gs 


Method 


GENSCAN 




Start 


984 


End 


1701 




GI 


none 


Score 


.94 




Exons 


984. .1701 








Seq. No. 


15845 


Seq. ID 


OJ990917_20. 9B16 


.CI 


Gene No. 


33558 


Strand 






Start 


16515 


End 


19784 




Name 


OJ990917 20.9B16.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


965 


End 


1491 




GI 


none 


Score 


276 




Exons 


965. .1270, 976. .1491, 1315 


.1464, 1352 


..I486 




Seq. No. 


15845 


Seq. ID 


OJ990917_20. 9B16. 


CI 


Gene No. 


33558 


Strand 






Start 


16515 


End 


19784 




Name 


OJ990917 20. 9B16.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


965 


End 


1765 




GI 


none 


Score 


139 




Exons 


965. .1078, 973. .1080, 975.. 


1094, 976.. 


1077, 983.. 1093, 





16441 






996.. 1259, 1004.. 1267, 1006. 


.1491, 1008.. 1508, 1302.. 1538, 




1511.. 1564, 1512.. 1577, 1537 


..1674, 1575.. 1703, 1576.. 1704 




1576. .1704, 1578. .1706, 1690 


..1737, 1706.. 1765 


Seq. No. 


15845 


Seq. ID 


OJ99091 / 20.9B16.C1 


Gene No. 


33558 


Strand 




Start 


16515 


End 


19784 


Name 


OJ990917 20.9B16.Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 


974 


End 


1629 


GI 


none 


Score 


274 


Exons 


974. .1270, 976. .1491, 1352.. 


1492, 1394 


. .1492, 1567. .1629, 




1570. .1623 






Seq. No. 


15845 


Seq. ID 


OJ990917_20.9B16.C1 


Gene No . 


O "5 c c o 

33558 


Strand 




Start 


16515 


End 


19784 


Name 


OJ990917 20.9B16.Cl.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1033 


End 


10446 


GI 


none 


Score 


176 


Exons 


1033.. 1323, 1037.. 1228, 1057 


. .1245, 10366. .10446 


Seq. No. 


15845 


Seq. ID 


OJ990917_20.9B16.C1 


Gene No . 


o o c c o 

33558 


Strand 




Start 


16515 


End 


19784 


Name 


OJ990917 20. 9B16.Cl.o7.tm 


Method* 


TBLASTX: Maize 


Start 


12349 


End 


12619 


GI 


none 


Score 


133 


Exons 


1234 9. . 124 95, 12374 . . 12511, 


12515. . 12619, 12541. . 12588 


Seq. No. 


15845 


Seq. ID 


OJ990917_20. 9B16.C1 


Gene ' No . 


33558 


Strand 




Start 


16515 


End 


19784 


Name 


OJ990917 20. 9B16.Cl.o3.tw 


Method 


TBLASTX: Wheat 


Start 


12442 


End 


12762 


GI 


none 


Score 


212 


Exons 


12442. . 127 62, 124 4 9. . 1274 5 






Seq. No. 


15845 


Seq. ID 


OJ990917__20. 9B16.C1 


Gene No . 


o o c c o 


Strand 




Start 


16515 ' 


End 


19784 


Name 


OJ990917 20. 9B16.Cl.o4 . tm 


Method 


TBLASTX: Maize 


Start 


12821 


End 


13255 


GI 


none 


Score 


371 


Exons 


12821. . 13255, 12976 .. 13059, 


13088. . 13150 


Seq. No. 


15845 


Seq. ID 


OJ990917_20.9B16.C1 


Gene No. 


~i *D c c o 

33558 


Strand 




Start 


16515 


End 


19784 


Name 


OJ990917 20. 9B16.Cl.o4.tw 


Method -j 


TBLASTX: Wheat 


Start 


13340 


End 


13675 


GI 


none 


Score 


84 


Exons 


1334 0. . 134 80, 134 93. . 13675 






Seq. No. 


15845 


Seq. ID 


OJ990917_20. 9B16.C1 


Gene No. 


33558 


Strand 




Start 


16515 


End 


19784 


Name 


OJ990917 20. 9B16.Cl.o2.tm 


Method 


TBLASTX: Maize 



16442 



Start 13421 

GI none 

Exons 13421. .13843, 134 30 1384 6, 

Seq. No. 15845 

Gene No. 33558 

Start 16515 

Name OJ990917_20 . 9B16 . CI . o3 . tm. 

Start 13850 

GI none 

Exons 13850. .14467, 13876.. 14310 

Seq. No. 15845 

Gene No. 33558 

Start 16515 

Name OJ990917_20 . 9B16 . CI . ol . tw 

Start 14104 

GI none 

Exons 14104 .. 14379, 14105 .. 14404, 
14448. .14537 



End 13846 
Score 437 
13600. .13845 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_20.9B16.C1 
19784 

TBLASTX: Maize 

14467 

372 



OJ990917_20.9B16.C1 
19784 

TBLASTX: Wheat 

14541 

278 



14210. .14 38 6, 14 353. .14 541, 



Seq. No. 15845 

Gene No. 33558 

Start 16515 

Name OJ990917_20 . 9B16 . CI . 06 . tm 

Start 14517 

GI none 

Exons 14517. .14696, 14518 .. 14697, 

Seq. No. 15845 

Gene No. 33558 

Start 16515 

Name OJ990917_20 . 9B16 . CI . o5 . tm 

Start 14917 

GI none 

Exons 14917. .15123, 15034 .. 15123, 
15438. .15485 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_20.9B16.C1 
19784 

TBLASTX: Maize 

14811 

179 



14701. . 14811 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_20. 9B16.C1 
19784 

TBLASTX: Maize 

15485 

180 



15120. . 15215, 15309. . 15422, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15845 
33558 
16515 

OJ990917_20. 9B16.Cl.o3.np 

16515 
6806911 

16515. .16539, 19347 .. 194 60, 



OJ990917 20.9B16.C1 



Seq. ID _ 
Strand 

End 19784 
Method AAT/NAP 
End 19784 
Score 113 
19537. .19784 

formin gi | 54 4 34 6 | sp | Q05860 | FORM_MOUSE FORMIN (LIMB DEFORMITY 

PROTEIN) gi | 478571 Ipiri IS11515 formin - mouse 

gi I 52878 | emb|CAA37668 | (X53599) formin [Mus musculus] 

gi I 227109 | prf | | 1614 337 A fprmin [Mus musculus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15845 Seq. ID 

33558 Strand 

16515 End 

OJ990917_20. 9B16.Cl.o3.gs Method 

19291 End 

none Score 
19291. .19738 



OJ990917_20.9B16.C1 

19784 
GENSCAN 
19738 
. 45 



16443 



Seq. No. 15846 

Gene No. 33559 

Start 240 

Name OJ990917_20 . 9B1 6 . C2 . ol . gs 

Start 240 

GI . none 

Exons 



Seq. ID OJ990917_20. 9B16.C2 
Strand 

End * 3006 

Method GENSCAN 

End 3006 

Score . 63 



240. .505, 567. .762, 1038. .1067, 1156. .1229, 1374. .1410, 
2899. .3006 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15847 
33560 
1 

OJ990917_20. 9B16.C4.ol.np 
1 

3645898 
1. .1057, 1274. .1345 

(U68408) in-frame stop codon; possibly a post-transposition 
mutation [Zea mays] 



Seq. ID OJ990917_20.9B16.C4 

Strand + 

End 1345 

Method AAT/NAP 

End 1345 

Score 510 



15847 
33560 
1 

OJ990917__20. 9B16.C4.ol.gs 

13 

none 

13. .265, 441. .1337 



Seq. ID OJ990917__20.9B16.C4 

Strand + 

End 1345 

Method GENSCAN 

End 1337 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15847 
33560 
1 

OJ990917_20. 9B16.C4.ol.tm 

214 

none 

214. .240, 370. .708, 371. .721 



Seq. ID OJ990917_20. 9B16.C4 

Strand + 

End 1345 

Method TBLASTX : Maize 

End 721 

Score 41 



15848 
33561 
1 

OJ990917_20. 9B16.C5.ol.np 

1 

6630685 

1..572, 687. .962, 1373. .1405 

(AP000969) Similar to copia-type pol polyprotein 
[Oryza sativa] 



Seq. ID OJ990917_20. 9B16.C5 
Strand + 

1405 
AAT/NAP 
1405 
864 



End 

Method 

End 

Score 



(AF105716) 



Seq. No. 15848 

Gene No. 33561 

Start 1 . 

Name OJ990917_20 . 9B16 . C5 . ol . tm 

Start 1 

GI none 

Exons 1..108, 2. .373, 3. .416, 3. 



Seq. ID OJ990917_20. 9B16.C5 

Strand + 

End 1405 

Method TBLASTX: Maize 

End 416 

Score 452 



,410 



Seq. No. 
Gene No. 
Start 



15848 
33561 
1 



Seq. ID OJ990917_20. 9B16.C5 
Strand + 
End 1405 



16444 




Name 


OJ990917 20. 9B16.C5.o2.ts 


Method 


TBLASTX : Soybean 




Start 


2 


End 


365 




GI 


none 


Score 


158 




Exons 


2. .94, 3. .215, 264. .365 








Seq. No. 


15848 


Seq. ID 


OJ990917_20.9B16. 


C5 


bene no . 


O OD bl 


Strand 


+ 




Start 


1 


End 


1405 




Name 


OJ990917 20. 9B16.C5.ol.gs 


Method 


GENSCAN 




Start 


39 


End 


980 




GI 


none 


Score 


.99 




Exons 


39. .980 








Seq. No. 


15848 


Seq. ID 


OJ990917_20. 9B16. 


C5 


Gene No . 




Strand 


+ 




Start 


1 


End 


1405 




Name 


OJ990917 20. 9B16.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


147 


End 


407 




GI 


none 


Score 


91 




Exons 


147. .215, 224. .373, 249. .386, 


261. .407 






Seq. No. 


15848 


Seq. ID 


OJ990917_20.9B16. 


C5 


Gene No. 


JJo bi 


Strand 


+ 




Start 


1 


End 


1405 




Name 


OJ990917 20. 9B16.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


696 


End 


965 




GI 


none 


Score 


346 




Exons 


696. .965, 732. .956 








Seq. No. 


15848 


Seq. ID 


OJ990917_20. 9B16. 


C5 


Gene No. 


33561 


Strand 


+ 




brar u 


i 
l 


End 


14Uo 




Name 


OJ990917 20.9B16.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


758 


End 


968 




GI 


5509260 


Score 


226 




Exons 


758. .967, 759. .968 








GI Descrip. 


- 








Seq. No. 


15849 


Seq. ID 


OJ990917_20. 9B16. 


C6 


Gene No. 


33562 


Strand 


+ 




Start 


1 


End 


2003 




Name 


OJ990917 20.9B16.C6.ol.np 


Method 


AAT/NAP 




O L ciL L 


1 


End 


2003 




GI 


6063554 


Score 


355 




Exons 


1..334, 452. .691, 1163. .1190, 


1829. .2003 




GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) ,C71850 (E04 64) ,C98 611 {E0 


464 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


15849 - 


Seq. ID 


OJ990917_20. 9B16. 


C6 


Gene No. 


33562 


Strand 


+ 




Start 


1 


End 


2003 




Name 


OJ990917 20. 9B16.C6.ol.gp 


Method 


AAT/GAP 




Start 


1409 


End 


1843 




GI 


2428185 


Score 


580 




Exons 


1409. .1843 








GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 





16445 




indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 





Seq. No. 


15849 




Seq. ID 


OJ990917_20.9B16.C6 




UCllC • 


33563 




Strand 


+ 




Start 


2375 




End 


2647 




Name 


OJ990917 20.9B16.C6.o2. 


• gp 


Method 


AAT/GAP 




Start 


2375 




End 


2647 




GI 


61605 1.R1084 




Score 


466 




Exons 


2375. .2647 










GI Descrip. 


•5852170/emb|AL117265.] 


UOST17804 l.Oe 


-137 Oryza sativa 






indica (GLA4) genomic DNA, chromosome 


4, BAC clone:tl7804 1 






15849 




Seq. ID 


PiTQQDQI'7 OH QD1 C C 




Gene No. 


33564 




Strand 


+ 




Start 


3244 




End 


8458 




Name 


OJ990917 20.9B16.C6.o2. 


np 


Method 


AAT/NAP 




Start 


3244 




End 


8458 




GI 


4680179 




Score 


674 




Exons 


3244. .4247, 8413. .8458 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa ; 


subsp. indica] 




Seq. No. 


15849 




Seq. ID 


OJ990917_20.9B16.C6 




Gene No. 


33564 




Strand 


+ 


'S ST 


u Lai L 


3244 




End 


8458 


;. ~! 


Name 


OJ990917 20.9B16.C6.o3. 


np 


Method 


AAT/NAP 


m 


Start 


3471 




End 


6975 




GI 


6063554 




Score 


112 


i 


Exons 


3471. .3575, 5059. .5331, 


5449. 


.5618, 6901.. 6975 


•3ZT 

i . i 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 


Uf 




correspond to a region 


of the 


predicted gene.; hypothetical 






protein [Oryza sativa] 








!'L! 


Seq. No. 


15849 




Seq. ID 


OJ990917_20.9B16.C6 


.331 


Gene No. 


33564 




Strand 


+ 


;. : 


Start 


3244 




End 


8458 


M 


Name 


OJ990917 20.9B16.C6.o2. 


gs 


Method 


GENSCAN 




Start 


5488 




End 


8063 


"| 


GI 


none 




Score 


.48 




Exons 


5488. .5549, 6109. . 6233, 


7395. . 


.7728, 7751. .8063 


□ 


Seq. No. 


15849 




Seq. ID 


OJ990917_20. 9B16.C6 




Gene No. 


33565 




Strand 






Start 


6290 




End 


8926 




Name 


OJ990917 20.9B16.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3600 




End 


3896 




GI 


none 




Score 


245 




Exons 


3600. .3896, 3623. .3787, 


3828. . 


,3896 






Seq,, No. 


15849 




Seq. ID 


OJ990917_20.9B16.C6 




Gene No. 


33565 




Strand 






Start 


6290 




End 


8926 




Name 


OJ990917 20. 9B16.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3600 




End 


3896 




GI 


none 




Score 


287 




Exons 


3600.. 3896, 3623.. 3793, 


3624. . 


3794 






Seq. No. 


15849 




Seq. ID 


OJ990917_20.9B16.C6 



16446 



Gene No. 


33565 




Strand 




Start 


6290 




End 


8926 


Name 


OJ990917 20.9B16.C6.o4.np 




Method 


AAT/NAP 


O +- -I V +- 

btart 


6290 




End 


8926 


GI 


6063554 




Score 


177 


Exons 


6290. .6461, 7530. .7574, 7659. 


.7862, 8905. .8926 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 61 1 (E04 64 




correspond to a region of 


the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


15849 




Seq. ID 


OJ990917 20 9B16 C6 


Gene No. 


33565 




Strand 




Start 


6290 




End 


8926 


Name 


OJ990917 20.9B16.C6.o3.gs 




Method 


GENSCAN 


Start 


8695 




End 


8799 


GI 


none 




Score 


.57 


Exons 


8695. .8799 








Seq. No. 


15850 




Seq. ID 


OJ990917_20. 9B16.C7 


Gene No. 


33566 




Strand 


+ 


Start 


1 




End 


3991 


Name 


OJ990917 20. 9B16.C7 .ol.np 




Method 


AAT/NAP 


Start 


1 




End 


1373 


GI 


6630685 




Score 


2021 


Exons 


1. .1373 








GI Descrip. 


(AP000969) Similar to copia-type pol polyprotein. (AF105716; 




[Oryza sativa] 








Seq. No. 


15850 




Seq. ID 


OJ990917 20.9B16.C7 


Gene No. 


33566 




Strand 


+ 


Start 


1 




End 


3991 


Name 


OJ990917 20.9B16.C7.o2.ts 




Method 


TBLASTX : Soybean 


Start 


1 




End 


346 


GI 


5509260 




Score 


177 


Exons 


1..141, 3. .131, 146. .346, 


150, 


. .344 




GI Descrip. 










Seq. No. 


15850 




Seq. ID 


OJ990917_20. 9B16.C7 


Gene No . 


33566 




Strand 


+ 


Start 


1 




End 


3991 


Name 


OJ990917 20. 9B16.C7.ol.tw 




Method 


TBLASTX: Wheat 


Start 


3 




End 


332 


GI 


none 




Score 


190 


Exons 


3. .134, 4. .147, 148. .318, 


152. 


..319, 156. .332 


Seq. No. 


15850 




Seq. ID 


OJ990917_20. 9B16.C7 


Gene No. 


33566 




Strand 


+ 


Start 


1 




End 


3991 


Name 


OJ990917 20. 9B16.C7.o3.tm 




Method 


TBLASTX: Maize 


Start 


7 




End 


147 


GI 


none 




Score 


195 


Exons 


7. .147, 9. .146 








Seq. No. 


15850 




Seq. ID 


OJ990917_20.9B16.C7 


Gene No. 


33566 




Strand 


+ 


Start 


1 




End 


3991 


Name 


OJ990917 20. 9B16.C7.o2.tm 




Method 


TBLASTX: Maize 



16447 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



149 
none 

149. .574, 150. .584 

15850 
33566 
1 

OJ990917_20.9B16.C7.ol.gs 

486 

none 

486. .1338, 2304. .3991 

15850 
33566 
1 

OJ990917_20 .9B16.C7.o3. tw 

522 

none 

522. .671, 576. .656, 696. .848 

15850 
33566 
1 

OJ990917_20 . 9B16 . C7 . ol . tm 

699 

none 



End 
Score 



584 
616 



699. .1370, 706. .1155, 707. .1306, 1080 



Seq. ID OJ990917_20.9B16.C7 

Strand + 

End 3991 

Method GENSCAN 

End 3991 

Score .45 



Seq. ID OJ990917_20.9B16.C7 

Strand + 

End 3991 

Method TBLASTX : Wheat 

End 84 8 

Score 96 



Seq. ID OJ990917_20.9B16.C7 

Strand + 

End 3991 

Method TBLASTX: Maize 

End 137 6 

Score 1007 
1376 



15850 
33566 
1 

OJ990917_20. 9B16.C7.ol.ts 

717 

none 



Seq. ID OJ990917_20.9B16.C7 

Strand + 

End 3991 

Method TBLASTX : Soybean 

End 1358 

Score 290 



717. .1115, 941. .1105, 1125. .1358 



15850 
33566 
1 

OJ990917_20. 9B16.C7 .'o2. tw 

855 

none 



Seq. ID OJ990917_20.9B16.C7 

Strand + 

End 3991 

Method TBLASTX : Wheat 

End 1310 

Score 123 



855. .1112, 1010. .1111, 1134. .1310, 1193. .1306 



15850 
33566 
1 

OJ990917_20. 9B16.C7 .ol.tc 

897 

none 



Seq. ID OJ990917_20. 9B16.C7 

Strand + 

End 3991 

Method TBLASTX : Cress 

End 1355 

Score 63 



897. .986, 990. .1124, 1136. .1309, 1143. .1355 



Seq. No. 15851 

Gene No. 33567 

Start 77 

Name OJ990917_20 . 9B16 . C8 . ol . gs 

Start 77 



Seq. ID OJ990917_20.9B16.C8 
Strand 

End 157 

Method GENSCAN 

End 157 



16448 



GI 

Exons 



none 
77. .157 



Score 



.43 



Seq. No. 15852 Seq. ID 

Gene No. 33568 Strand- 

Start 2583 End 

Name OJ990917_20 . 9B16 . C9 . ol . gs Method 

Start 2583 End . 

GI none Score 

Exons 2583. .2765 



OJ990917_20.9B16.C9 
2765 

GENSCAN ' * 

2765 

.82 



Seq. No. 15853 Seq. ID 

Gene No. 33569 Strand 

Start 833 End 

Name OJ990917_20 . 9B16 . C12 . ol . gs Method 

Start 833 End 

GI none Score 

Exons 833. .1291 



OJ990917_20.9B16.C12 
+ 

1291 
GENSCAN 
1291 
.99 



LI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

J Gene No. 

if Start 

l\ Name 

l\ Start 

s? GI 

Exons 

~\ GI Descrip. 
f 

~l 

■ ; Seq. No. 
=i Gene No. 
^ Start 

Name 
II Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ990917_20.9B16.C15 
+ 

4403 
GENSCAN 
4403 
1 



15854 Seq. ID 

33570 Strand 
3921 End 
OJ990917_20. 9B16.C15.o2.gs Method 
3921 End 
none Score 
3921. .4403 

15854 Seq. ID 

33571 Strand 
5244 End 
OJ990917_20. 9B16.C15.o3.np Method 
5244 End 
5902381 Score 
5244. .5284, 7069. .7193 

(AC009322) Similar to DNAJ proteins [Arabidopsis thaliana] 



OJ990917_20.9B16.C15 
+ 

7193 
AAT/NAP 
7193 
54 



15854 Seq. ID 

33572 Strand 

7 900 End 
OJ990917_20. 9B16.C15.o3.gs Method 

7900 End 

none Score 

7900. .8341, 8752. .8942, 10014. .10097 



OJ990917_20.9B16.C15 
+ 

•10589 
GENSCAN 
10097 
.85 



15854 
33572 
7900 

OJ990917_20. 9B16.C15.o4 .np 

7900 

5732053 

7900. .8341, 8752. .8941, 9421. 



OJ990917_20.9B16.C15 
+ 

10589 
AAT/NAP 
10589 
801 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9539, 10062/. 10444, 10556. .10589 



(AF149414) contains similarity to Pfam family PF00145 (C-5 
cytosine-specif ic DNA methylase) ; score=10.4. E-0.051, N=l 
[Arabidopsis thaliana] 



15854 
33573 



Seq. ID OJ990917_20.9B16.C15 
Strand 



16449 






Start 


396 


End 


2743 




Name 


OJ990917 20. 9B16.C15.ol.gs 


Method 


GENSCAN 




Start 


396 


End 


2743 




GI 


none 


Score 


.84 




Exons 


396.-842, 1661. .1765, 2074.. 


2248, 2661. 


. .2743 




Seq. .No. 


15854 


Seq. ID 


OJ990917_20.9B16.C15 




Gene No. 


33573 


Strand 






Start 


396 


End 


2743 




Name 


OJ990917 20. 9B16.C15.ol.np 


Method 


AAT/NAP 




Start 


788 


End 


2211 




GI 


6907088 


Score 


1164 




Exons 


788. .1172, 1661. .1898, 2074. 


.2211 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


15855 


Seq. ID 


OJ990917_20.9B16.C16 




Gene No. 


33574 


Strand 


+ 




Start 


1 


End 


1164 




Name 


OJ990917 20. 9B16.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1156 




GI 


5732053 


Score 


732 




Exons 


1..564, 619. .1156 








GI Descrip. 


(AF149414) contains similarity to Pfam 


family PF00145 (C-5 


Us! 




cytosine-specif ic DNA methylase) ; score=10.4. E=0.051, N=l 






[Arabidopsis thaliana] 






:~! g 


Seq. No. 


15855 


Seq. ID 


OJ990917_20.9B16.C16 


.0 3j 


Gene No. 


33574 


Strand 


+ 




Start 


1 


End 


1164 


hi 


Name 


OJ990917 20. 9B16.C16.ol.gs 


Method 


GENSCAN 


: ! 


Start 


94 


End 


1164 


5 57 

»i t 


GI*"' 


none 


Score 


.9 


! z\ 


Exons 


94. .1164 








Seq. No. 


15856 


Seq. ID 


OJ990917_20.9B16.C17 


N '-f 


Gene No. 


33575 


Strand 


+ 




Start 


1 


End 


1467 




Name 


OJ990917 20. 9B16.C17.ol.np 


Method 


AAT/NAP 


W 


Start 


1 


End 


1299 




GI 


5732053 


Score 


352 




Exons 


1..177, 260. .336, 1157. .1299 








GI Descrip. 


(AF149414) contains similarity to Pfam 


family PF00145 (C-5 






cytosine-specif ic DNA methylase) ; score=10.4. E=0.051, N=l 






[Arabidopsis thaliana] 








Seq. No. 


15856 


Seq. ID 


OJ990917_20.9B16.C17 




Gene No. 


33575 


Strand 


4- 




Start 


1 


End 


1467 




Name 


OJ990917 20.9B16.C17.ol.tc 


Method 


TBLASTX: Cress 




Start 


15 


End 


177 




GI 


none 


Score 


216 




Exons 


15. .173, 22. .177 








Seq. No. 


15856 


Seq. ID 


OJ990917_20.9B16.C17 




Gene No. 


33575 


Strand 


+ 




Start 


1 


End 


1467 




Name 


OJ990917 20. 9B16.C17.ol.gs 


Method 


GENSCAN 



16450 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1157 
none 

1157. .1263, 1361. .1461 

15856 
33575 
1 

OJ990917_20. 9B16.C17 .ol.tm 

1224 

none 



End 
Score 



1461 
.83 



Seq. ID OJ990917_20.9B16.C17 

Strand + 

End 14 67 

Method TBLASTX : Mai ze 

End 14 67 

Score 51 



1224 . ,1265, 1227. .1265, 1359. . 14 66, 1360. . 14 67 



15857 
33576 
1 

OJ990917_20. 9B16.C19.o2.np 
1 

4680183 
1..36, 577. .668 

(AF1 11709) gag-pol protein [Oryza sativa subsp . indica] 



Seq. ID OJ990917_20. 9B16.C19 

Strand + 

End 668 

Method AAT/NAP 

End 668 

Score 130 



15857 
33576 
1 

OJ990917_20. 9B16.C19.ol.gs 

311 

none 

311. .416 



Seq. ID OJ990917_20.9B16.C19 

Strand + 

End 668 

Method GENSCAN 

End 416 

Score .51 



Seq. No. 15857 

Gene No. 33577 

Start 1 

Name OJ990917_20 . 9B16 . CI 9 . ol . np 

Start 1 

GI 6721561 

Exons 1. .71, 460. .546 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ990917_20. 9B16.C19 

Strand 

End 54 6 

Method AAT/NAP 

End 546 

Score 77 





gi| 6815086 |dbj IBAA90372 


.11 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region 


of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


15857 




Seq. ID 


OJ990917_20. 9B16.C19 


Gene No. 


33578 




Strand 




Start 


1471 




End 


1937 


Name 


OJ990917 20.9B16.C19.o2 


.gs 


Method 


GENSCAN 


Start 


1471 




End 


1937 


GI 


none 




Score 


.78 


Exons 


1471. .1595, 1695. .1763, 


178 


1..1803, 1846. .1937 


Seq. No. 


15858 




Seq. ID 


OJ990917_20.9B16.C21 


Gene No. 


33579 




Strand 


+ 


Start 


39 




End 


1105 


Name 


OJ990917 20. 9B16.C21.ol 


.gs 


Method 


GENSCAN 


Start 


39 




End 


1105 


GI 


none 




. Score 


.52 


Exons 


39. .84, 212. .417, 650..' 


764, 


1053. .1105 





16451 



Seq. No. 15858 Seq. ID 

Gene No. 33580 Strand 

Start 2632 End 

Name OJ990917_20 . 9B1 6 . C21 . o2 . np Method 

Start 2632 End 

GI 6630699 Score 
Exons 2632.. 2654, 3889.. 3976 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gil 6721536 |dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ990917_20.9B16.C21 
+ 

3976 
AAT/NAP 
3976 
77 



Seq. No. 15858 Seq. ID 

Gene No. 33581 Strand 

Start 6322 End 

Name OJ990917_20 . 9B16 . C21 . o4 . gs Method 

Start 6322 End 

GI none Score 

Exons 6322.. 6433, 7202.. 7305, 7335.. 9052 



OJ990917_20.9B16.C21 
+ 

9052 
GENSCAN 
9052 
.65 



i'fi 



! if 
. =s 



Seq. No. 15858 Seq. ID OJ990917_20.9B16.C21 

Gene No. 33581 Strand + 

Start 6322 End 9052 

Name OJ990917_20 . 9B1 6 . C2 1 . o4 . np Method AAT/NAP 

Start 7380 End 8625 

GI 6721562 Score 1851 

Exons 7380. . 8625 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



u 

•5 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15858 Seq. ID OJ990917_20.9B16.C21 

33582 Strand 

169 End 3838 

OJ990917_20-. 9B16 . C21 . ol . np Method AAT/NAP 

169 End 3838 

5922620 Score 724 

169. .299, 1658. .1697, 1914. .1958, 1995. .2171, 2219. .2377, 

2670. .2707, 3344. .3368, 3701. .3838 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 15858 

Gene No. 33582 

Start 16? 

Name OJ990917_20 . 9B16 . C21 . o2 . gs 

Start 1888 

GI none 

Exons 1888. .2242, 
3572. .3690 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_20. 9B16.C21 

3838 
GENSCAN 
3690 
. 69 



2518. .2594, 2868. .3031, 3344. .3368, 3414. .3534, 



Seq. No. 



15858 



Seq. ID OJ990917 20.9B16.C21 



16452 



Gene No. 33583 Strand 

Start 4112 End 5820 

Name OJ990917_20 . 9B1 6 . C21 . o3 . gs Method GENSCAN 

Start 4112 End 4337 

GI none Score .47 

Exons 4112. .4244, 4246. .4337 



OJ990917 20.9B16.C21 



Seq. .No. 15858 ,-. Seq. ID _ 

Gene No. 33583 Strand 

Start 4112 End 5820 

Name OJ990917_20 . 9B16 . C21 . o3 . np Method AAT/NAP 

Start 4115 End 5820 

GI 5922620 Score 112 

Exons 4115.. 4285, 5800.. 5820 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj | BAA85196. 1 1 (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15858 
33584 
8034 

OJ990917_20. 9B16.C21.ol.tw 

8034 • 

none 



Seq. ID OJ990917_20.9B16.C21 
Strand 

End 8426 

Method TBLASTX : Wheat 

End 8426 

Score 58 . 



8034. .8081, 8088. .8186, 8093. .8185, 8153. .8392, 8169. .8426 



15858 
33584 
8034 

OJ990917_20.9B16.C21.ol.tm 

8039 

none 

8039. .8323, 8076. .8324 



Seq. ID OJ990917_20.9B16.C21 
Strand 

End 8426 

Method TBLASTX: Maize 

End 8324 

Score 197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15859 
33585 
1 

OJ990917__20.9B16.C22.ol.np 
1 

6498441 

1..526, 590. .963, 1147. 
2542. .3939, 4033. .4314 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_20.9B16.C22 
+ 

4320 
AAT/NAP 
4314 
5309 



1281, 1456. .1811, 2003. .2370, 



Seq. No. 15859 

Gene No. 33585 

.Start 1 

Name OJ990917_20 . 9B16 .C22 . o4 . tw 

Start 8 

GI none 

Exons . 8. .433, 17. .397, 142. .402 



, Seq. ID OJ990917_20.9B16.C22 

Strand + 

End 4320 

Method TBLASTX : Wheat 

End 433 

Score 360 



Seq. No. 



15859 



Seq. ID OJ990917 20.9B16.C22 



16453 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



33585 Strand 

1 End 

OJ990917_20 . 9B16 . C22 . ol . tw Method 

597 End 

none Score 



+ 

4320 

TBLASTX: Wheat 

1060 

206 



597. .1040, 598. .1053, 599. .1060, 599. .1054 



Seq. No. 15859 

Gene No. 33585 

Start 1 

Name OJ990917_20 . 9B1 6 . C22 . o3 . ts 

Start 638 

GI none 

Exons 638.. 862, 869.. 1003 



Seq. ID OJ990917_20. 9B16.C22 

Strand + 

End 4 320 

Method TBLASTX : Soybean 

End 1003 

Score 118 



Seq. No. 15859 

Gene No. 33585 

Start 1 

Name OJ990917_20 . 9B16 . C22 . ol . tm 

Start 728 

GI none 

Exons 728.. 1084, 763.. 1074, 779.. 



Seq. ID OJ990917_20.9B16.C22 

Strand + 

End 4320 

Method TBLASTX : Mai ze 

End 1084 

Score 392 
1084 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15859 
33585 
1 

OJ990917_20. 9B16.C22.o2.tm 

1111 

none 



Seq. ID OJ990917_20.9B1j5.C22 

Strand + 

End £320 

Method TBLASTX : Mai ze 

End 14 95 

Score 361 



1111. .1197, 1112. .1495, 1146. .1328, 1255. .1476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15859 
33585 
1 

OJ990917_20. 9B16.C22.o2.tw 

1169 

none 



Seq. ID OJ990917_20.9B16.C22 

Strand + 

End 4320 

Method TBLASTX : Wheat 

End 1588 

Score .48 9 



1169. .1588, 1170. .1358, 1267. .1581 



Seq. No. 15859 

Gene No. 33585 

Start 1 

Name OJ990917_20 . 9B16 . C22 . ol . ts 

Start 1217 

GI none 

Exons 1217. .1618, 12 64. .14 07 



Seq. ID OJ990917_20.9B16.C22 

Strand + 

End 4320 

Method TBLASTX : Soybean 

End 1618 

Score 283 



Seq. No. 15859 

Gene No. 33585 

Start 1 

Name OJ990917_20 . 9B16 . C22 . o5 . tw 

Start 2218 

GI none 
Exons 



Seq. ID OJ990917_20. 9B16.C22 

Strand + 

•End 4320 

Method TBLASTX : Wheat 

End 267 6 

Score 237 



2218. .2472, 2242. .2493, 2307. .2492, 2527. .2676, 2538. .2675 



Seq. No. 
Gene No. 



15859 
33585 



Seq. ID OJ990917_20. 9B16.C22 
Strand + 



16454 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ990917_20.9B16.C22.o2.ts 
2365 
5666795 

2365.. 2463, 2539 
4206306 2.0e-10 



End 4 320 

Method TBLASTX : Soybean 
End 2931 
Score 68 
..2676, 2731. .2931 
(AF049110) prpol [Zea mays] 



Seq. No. 15859 

Gene No. 33585 

Start 1 

Name OJ990917_20 . 9B16 . C22 . o7 . tw 

Start 2679 

GI none 

Exons 2679.. 2855, 2731.. 2991 



Seq. ID OJ990917_20.9B16.C22 

Strand + 

End 4320 

Method TBLASTX : Wheat 

End 2991 

Score 190 



Seq. No. 15859 

Gene No. 33585 

Start 1 

Name OJ990917_20 . 9B16 . 

Start 3184 

GI none 

Exons 3184.. 3507, 3213. 



C22.o3.tm 



Seq. ID OJ990917_20.9B16.C22 

Strand + 

End 4320 

Method TBLASTX : Mai ze 

End 354 6 

Score 353 



.3494, 3304. .3516, 3499. .3546 



Seq. No. 15859 

Gene No. 33585 

Start 1 

Name OJ990917_20 . 9B16 . 

Start 3321 

GI none 

Exons 3321.. 3377, 3322. 



Seq. ID OJ990917_20.9B16.C22 

Strand + 

End 4320 

C22.o3.tw Method TBLASTX : Wheat 

End 3702 

Score 375 
.3702, 3325. .3663, 3423. .3671 



Seq. No. 15859 

Gene No. 33585 

Start 1 

Name OJ990917_20 . 9B16 

Start 3703 

GI none 

Exons 3703.. 3987, 3708 



Seq. ID OJ990917_20.9B16.C22 

Strand + 

End 4320 

.C22.o6.tw Method TBLASTX : Wheat 

End 4305 

Score' 264 
..3986, 4111. .4152, 4179. .4301, 4180. .4305 



Seq. No. 15859 

Gene No. 33585 

Start 1 

Name OJ990917_20 . 9B16 . C22 . o4 . tm 

Start 4174 

GI none 

Exons 4174.. 4320, 4179.. 4313 



Seq. ID OJ990917_20.9B16.C22 

Strand + 

End 4320 

Method TBLASTX : Mai ze 

End 4320 

Score 186 



Seq. No. 15860 

Gene No. 33586 . } 

Start 830 

Name OJ990917_20 . 9B16 . 

Start 830 

GI none 

Exons 830. . 1086 



C23.o2.gs 



Seq. ID OJ990917_20.9B16.C23 
Strand 

End 1167 

Method GENSCAN 

End 1086 

Score . 92 



Seq. No. 
Gene No. 



15860 
33586 



Seq. ID OJ990917_20.9B16.C23 
Strand 



16455 



I'll 



ru 









End 


1 1 CI 

lib/ 


Name 


OJ990917 20.9B16.C23.ol. 


np 


Method 


AAT/NAP 


Start 


833 




End 


1167 


GI 


6539586 




Score 


546 


Exons 


833. .1167 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


15861 




Seq. ID 


OJ990917_20 


Gene No. 


33587 




Strand 




o tare 


i 
i 




End 




Name 


OJ990917 20.9B16.C24.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


2298 


GI 


6907089 




Score 


3399 


Exons 


1. .942, 1037. .2298 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq.. No. 


15861 




Seq. ID 


OJ990917_20 


Gene No . 






Strand 




Start 


1 




End 


2298 


Name 


OJ990917 20.9B16.C24.ol. 


gs 


Method 


GENSCAN 


Start 


18 




End 


2298 


GI 


none 




Score 


. 92 


Exons 


18.'. 942, 1037. .2298 








Seq. No. 


15862 




Seq. ID 


OJ990917_20 


Gene No." 


o o c o a 




Strand 


+ 


Start 


272 




End 


601 


Name 


OJ990917 20.9B16.C25.ol. 


gs 


Method 


GENSCAN 


Start 


272 




End 


601 


GI 


none 




Score 


.95 


Exons 


272. .601 








Seq. No. 


15862 




Seq. ID 


OJ990917_20 


bene No. 






Strand 




Start 


1611 




End 


4918 


Name 


OJ990917 20.9B16.C25.o2. 


gs 


Method 


GENSCAN 


Start 


1611 




End 


4918 


GI 


none 




Score 


. 88 


Exons 


1611. .2191, 4906. .4918 








Seq. No. 


15863 




Seq. ID 


OJ990917_20 


Gene No. 


33590 




Strand 


+ 


Start 


1 




End 


682 


Name 


OJ990917 20. 9B16.C27.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


682 


GI 


1705734 




Score 


465 


Exons 


1..132, 220. .348, 576. .6 


82 






GI Descrip. 


CALCIUM- DEPENDENT PROTEIN KINASE, ISOFORM 2 (CDPK ; 



Seq. No. 
Gene No. 
Start 
Name 
Start 



, 9B16.C27 



gi I 1362176 | pir M S56652 probable calcium-dependent protein kinase 
(clone OSCPK2) - rice gi | 587498 | emb | CAA57157 | (X81394) 
calcium-dependent protein kinase [Oryza sativa] 



15863 Seq. ID 

33590 Strand 

1 End 

OJ990917_20. 9B16.C27.ol. tc Method 

1 End 



OJ9909.17_20.9B16.C27 
+ 

682 

TBLASTX: Cress 
672 



16456 



GI 

Exons 



none Score 186 

1..132, 4. .72, 6. .134, 6. .131, 222. .269, 223. .270, 292, 

293. .349, 577. .672 



351, 



Seq. No. 15863 Seq. ID 

Gene No. 33590 Strand 

Start 1 End 

Name OJ9-90917_20 . 9B16 . C27 . ol . ts Method 

Start 1 End 

GI none Score 
Exons 



OJ990917_20.9B16.C27 
+ 

682 

TBLASTX: Soybean 

674 

206 



1..132, 4. .72, 6. .134, 6. .131, 104. .133, 221. .268, 222. .269, 
222. .269, 223. .270, 290. .343, 292. .348, 293. .349, 571. .666, 
572. .670, 575. .667, 576. .674, 577. .672 



rn 



w 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15863 
33590 
1 

OJ990917_20. 9B16.C27 .ol.tm 
1 

none 



Seq. ID OJ990917_20.9B16.C27 

Strand + 

End 682 

Method TBLASTX: Maize 

End 67 4 

Score 206 



1..132, 4. .72, 6. .131, 7. .132, 221. .268, 222. .269, 222. .269, 
223. .270, 290. .343, 292. .327, 292. .348, 293. .349, 571. .666, 
572. .670, 576. .674, 577. .672 



OJ990917_20.9B16.C27 
+ 

682 

AAT/GAP 

682 

629 



15863 Seq. ID 

33590 Strand 
1 End 
OJ990917_20.9B16.C27.ol.gp Method 
1 End 
237_1.R1084 Score 
1..132, 220. .348, 576. .682 

'1705734/sp|P53683|CDP2_ORYSA 0.0e+00 CALCIUM-DEPENDENT PROTEIN 

KINASE, ISOFORM 2 (CDPK 2) >gi_1362176_pir S56652 probable 

calcium-dependent protein kinase (clone 0SCPK2) - rice 
>gi_5874 98_emb_CAA57157_ (X81394) calcium-dependent protein 
kinase [Oryza sativa] 1 



Seq. No. 


15863 


Gene No. 


33590 


Start ' 


1 


Name 


OJ990917 


Start 


25 


GI 


none 


Exons 


25. .132, 


Seq. No. 


15864 


Gene No. 


33591 


Start 


1 


Name 


OJ990917 


Start 


1 


GI 


3760511 


Exons 


1 . .207 


Seq. No. 


15865 


Gene No. 


33592 


Start 


564 


Name 


OJ990617 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 



OJ990917_20.9B16.C27 
+ 

682 

GENSCAN 

303 

.6 



OJ990917 20.9B16.C28 



207 

AAT/GAP 

207 

394 



OJ990617 14.9B23.C1 



962 

AAT/NAP 



16457 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



564 End 962 

6598511 Score 191 

564. .670, 869. .962 

(AC006069) unknown protein [Arabidopsis thaliana] 



15866 
33593 
1 

OJ990617_14 . 9B23.C2.ol .np 
1 

.6598511 
1..92, 273. .362 

(AC006069) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990617_14 . 9B23.C2 
Strand 

End 362 

Method AAT/NAP 

End 362 

Score 186 - 



15866 
33593 
1 

OJ990617_14 . 9B23.C2.ol.gs 
23 

none 

23. .92, 273. .362 

15867 
33594 
306 

OJ990617j_14.9B23.C3.ol.gs 
306 
none 

306. .504, 648. .672, 840. .1078, 1096. .1326, 1332. .1381, 
1420. .1671 



Seq. ID OJ990617_14 . 9B23.C2 
Strand 

End 362 

Method GENSCAN 

End 362 

Score .85 



Seq. ID OJ990617_14 . 9B23.C3 

Strand + 

End 1671 

Method GENSCAN 

End 1671 

Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990617_14 . 9B23.C3 

Strand + 

End 1671 

Method AAT/NAP 

End 1145 

Score 176 



15867 
33594 
306 

OJ990617_14.9B23.C3.ol.np 
760 

5091497 
760. .1145 

(AB023482) Similar to Arabidopsis thaliana mRNA for DREB1B, 
complete cds . {AB0077 88 ) [Oryza sativa] 



15868 
33595 
288 

OJ990617_14 . 9B23.C4 .ol.gs 

288 

none 

288. .422 



Seq. ID OJ990617_14.9B23.C4 

Strand + 

End 422 

Method GENSCAN 

End 422 

Score .8 



Seq. No. 15869 

Gene No. 33596 

Start 529 

Name OJ990617_14 . 9B23 . C5 . ol . gp 

Start 529 

GI LIB34 33-025-P1-K1-A10 

Exons 529.. 792, 1074.. 1161 

GI Descrip. ' 2605623/dbj i BAA2334 0 | 1.0e-119 (D88620) OSMYB4 [Oryza sativa] 1 



Seq. ID OJ990617_14 . 9B23.C5 
Strand + 

2267 
AAT/GAP 
1161 
583 



End 

Method 

End 

Score 



16458 




jcq. IMO . 


1 JOu j 


beq. lu 


uj yyuoi/ in 


.9B23 


.C5 


Gene No. 


33596 


Strand 


+ 






Start 


529 


End 


2267 






Name 


OJ990617 14.9B23.C5.ol.gs 


Method 


GENSCAN 






Start 


588 


End * 


2267 






GI 


none 


Score 


.77 






Exons 


'588.. 792, 1074.. 1273, 1638.. 


1848, 1942 


..2095, 2216 


. .2267 


Seq. No. 


15869 


Seq. ID 


OJ990617_14 


. 9B23 


. C5 




33596 


Strand 


+ 






Start 


529 


End 


2267 






Name 


OJ990617 14.9B23.C5.ol.np 


Method 


AAT/NAP 






Start 


643 


End 


2096 






GI 


6692689 


Score 


248 






Exons 


643. .792, 1074. .1273, 1638.. 


2096 








GI Descrip. 


(AC007592) F12K11.16 [Arabidopsis thaliana] 






Seq. No. 


15869 


Seq. ID 


OJ990617_14 , 


.9B23, 


.C5 


Gene No. 


33597 


Strand 


+ 








3123 


End 


3566 






Name 


OJ990617 14 .9B23.C5.o2.gp 


Method 


AAT/GAP 






Start 


3123 


End 


3566 






GI 


2443115 


Score 


860 






'Exons 


3123. .3566 










GI Descrip. 


5817002/emb ICAB53657.il 2 . Oe 


-20 (AL110123) potassium 






channel-like protein [Arabidopsis thaliana] 






Seq. No. 


15869 


Seq. ID 


OJ990617_14 . 


.9B23. 


.C5 


Gene No. 


33598 


Strand 


+ 






Start 


6609 


End 


6686 






Name 


OJ990617 14.9B23.C5.o3.np 


Method 


AAT/NAP 






Start 


6609 


End 


6686 






GI 


6630699 


Score 


73 






Exons 


6609. .6686 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gi| 6721536 |dbj |BAA89566.1| (AP001073) ] 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


15869 


Seq. ID 


OJ990617_14 . 


,9B23. 


,C5 




33599 


Strand 


+ 






Start 


6813 


End 


8931 






Name 


OJ990617 14.9B23.C5.o4.np 


Method 


AAT/NAP 






Start 


6813 


End 


8803 






GI 


6539570 


Score 


68 






Exons 


6813. .7042, 8770. .8803 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


• 15869 


Seq. ID 


OJ990617_14 . 


9B23. 


C5 


Gene No. 


33599 


Strand 


+ 






Start 


6813 


End 


8931 






Name 


OJ990617 14.9B23.C5.o6.np 


Method 


AAT/NAP 






Start 


7031 


End 


8931 






GI 


6069659 


Score 


108 






Exons 


7031.. 7092, 8555. .8689, 8902 


. .8931 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 







16459 




Seq. No. 


15869 




Seq. ID 


OJ990617_14 . 9B23 


,C5 


Gene No. 


33599 




Strand 


+ 






DOl J 




End 


ft Q^l 
O 3 J 1 




Name 


OJ990617 14 


. 9B23.C5.o5.np 


Method 


AAT/NAP 




Start 


7874 




End 


8931 




GI 


6907088 




Score 


554 




Exons 


7874. .8011, 


8187.. 8424, 8892. 


.8931 






GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa ] 




Seq. No. 


15869 




Seq. ID 


OJ990617_14 . 9B23 


.C5 


Gene No. 


33600 




Strand 






D La 17 L 






End 


3999 




Name 


OJ990617 14 


.9B23.C5.o2.np 


Method 


AAT/NAP 




Start 


2696 




End 


3999 




GI 


5817002 




Score 


596 




Exons 


2696. .2847, 


3285. .3999 








GI Descrip. 


(AL110123) 


potassium channel- 


like protein [Arabidopsis 


tha; 


Seq. No. 


15869 




Seq. ID 


OJ990617_14 . 9B23 


• C5 


Gene No . 


33601 




Strand 






Start 


7032 




End 


7527 




Name 


OJ990617 14 


.9B23.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


688 




End 


1279 




GI 


none 




Score 


37 




Exons 


688. .711, 708. .791, 1072. .1275, 1073.. 


1279 ' 




Seq. No. 


15869 




Seq. ID 


OJ990617_14 . 9B23 


.C5 


Gene No. 


33601 




Strand 






Start 


7032 




End 


7527 




Name 


OJ990617 14 


. 9B23.C5.o2.tc 


Method 


TBLASTX: Cress 




Start 


1072 




End 


1279 




GI 


none 




Score 


212 




Exons 


1072. .1272, 


1073. .1279 








Seq. No. 


15869 




Seq. ID 


OJ990617_14 . 9B23 


.C5 


bene lno . 


33601 




Strand 






Start 


7032 




End 


7527 




Name 


OJ990617 14 


. 9B23.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


2715 




End 


3988 




GI 


none 




Score 


73 




Exons 


2715. .2840, 


2715.. 2843, 3311. 


.3685, 3449. .3538, 3707. .3988 


Seq. No. 


15869 




Seq. ID 


OJ990617_14 . 9B23 


.C5 


bene lno . 


33601 




Strand 






Start 


7032 




End 


7527 




Name 


OJ990617 14 


. 9B23.C5.o2. tm 


Method 


TBLASTX: Maize 




Start 


2718 




End 


3853 




GI 


none 




Score 


83 




Exons 


2718. .2843, 


3311.. 3574, 3689. 


.3853 






Seq. No. 


15869 




Seq. ID 


OJ990617_14 .9B23 


.C5 


Gene No. 


33601 




Strand 






Start 


7032 




End 


7527 




Name 


OJ990617 14 


.9B23.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3332 




End 


3889 




GI 


none 




Score 


157 




Exons 


3332. .3667, 


3345. .3623, 3782. 


.3889 







16460 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15869 
33601 
7032 

OJ990617_14 . 9B23 . C5 . o3 . gp 
7032 

38782_1.R1084 
7032.. 7527 

1 6069643/dbj IAP000616.1 IAP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. ID OJ990617_14.9B23.C5 
Strand 

7527 
AAT/GAP 
7527 
781 



End 

Method 

End 

Score 



15870 
33602 
1 

OJ990617_14 . 9B23 . C7 . ol . np 
1 

3377509 
1..63, 271. .401, 504. .564 

(AF056027) auxin transport protein REH1 [Oryza sativa] 



Seq. ID OJ990617_14 . 9B23.C7 
Strand 

End 564 

Method AAT/NAP 

End 564 

Score 54 



15870 
33602 
1 

OJ990617_14 .9B23.C7.ol. gs 

224 

none 

224. .401 



Seq. ID OJ990617_14 . 9B23.C7 

Strand 

End 564 

Method GENSCAN 

End- 401 

Score .58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15871 
33603 
1 

OJ990617_14 . 9B23.C8.ol.np 
1 

6850873 
1. .687 

(AL132959) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990617_14 . 9B23.C8 

Strand + 

End 693 

Method AAT/NAP 

End 687 

Score 224 



15871 
33603 
1 

OJ990617_14 . 9B23 . C8 . ol . gs 
55 

none 
55. .693 



Seq. ID OJ990617_14 . 9B23.C8 

Strand + 

End 693 

Method GENSCAN 

End 693 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



15872 
33604 
317 

OJ990617__14.9B23.C9.ol.gp 
317 

LIB3433-025-P1-K1-A10 
317. .406 

, 2605623/dbj |BAA23340| 1.0e-119 (D88620) OSMYB4 [Oryza sativa] 1 



Seq. ID OJ990617_14 . 9B23.C9 
Strand + 

406 

AAT/GAP 
406 
159 



End 

Method 

End 

Score 



15872 
33605 
1 



Seq. ID OJ990617_14 . 9B23.C9 
Strand 

End 4 09 



16461 




Name 


OJ990617 14.9B23.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


409 




GI 


6692689 


Score 


104 




Exons 


1..84, 188. .409 








GI Descrip. 


(AC007592) F12K11.16 [Arabidopsis thaliana] 




Seq. No. 


15872 


Seq. ID 


OJ990617_14.9B23 


.C9 


Gene No. 


o n d f\ c 

33605 


Strand 


— 




Start 


1 


End 


409 




Name 


OJ990617 14.9B23.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


178 


End 


408 




GI 


none 


Score 


87 




Exons 


178. . 28 5, 182. . 28 6, 18 6. . 299, 


268. . 408, 


, 322. .405 




Seq. No. 


15873 


Seq. ID 


OJ990617_14 . 9B23 


.C10 


Gene No. 


33606 


Strand 


— 




Start 


4 97 


End 


1522 




Name 


OJ990617 14 . 9B23.C10.ol . gs 


Method 


GEN SCAN 




Start 


497 


End 


1419 




GI 


none 


Score 


.71 




Exons 


497. .606, 920. .1419 








Seq. No. 


15873 


Seq. ID 


OJ990617_14.9B23 


.C10 


Gene No. 


33606 


Strand 








497 


End 


1522 




Name 


OJ990617 14.9B23.C10.ol.gp 


Method 


AAT/GAP 




Start 


747 


End 


1419 ' 




GI 


2605622 


Score 


1346 




Exons 


747. .1419 " 








GI Descrip. 


2605623/dbj |BAA23340| 1.0e-119 (D88 620) 


■ OSMYB4 [Oryza sativa 


Seq. No. 


15873 


Seq. ID 


OJ990617_14.9B23. 


.C10 


Gene No. 


33606 


Strand 






O Call 


497 


End 


1522 




Name 


OJ990617 14.9B23.C10.ol.np 


Method 


AAT/NAP 




Start 


882 


End 


1522 




GI 


2605623 


Score 


932 




Exons 


882. .1422, 1470. .1522 








GI Descrip. 


(D88620) 0SMYB4 [Oryza 'sativa] 








Seq. No. 


15873 


Seq. ID 


OJ990617_14.9B23. 


■ C10 


bene no . 


33606 


Strand 






Start 


497 


End 


1522 




Name 


OJ990617 14.9B23.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


1291 


End 


1439 




GI 


none 


Score 


139 




Exons 


1291. .1419, 1293. .1424, 1300.. 


1422, 1314.. 1439 




Seq. No. 


15873 


Seq. ID 


OJ990§17_14. 9B23. 


C10 


Gene No . 


33606 


Strand 






Start 


497 


End 


1522 




Name 


OJ990617 14.9B23.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


1296 


End 


1437 




GI 


none 


Score 


133 




Exons 


1296.. 1421, 1300.. 1437 








Seq. No. 


15873 


Seq. ID 


OJ990617_14 . 9B23. 


C10 



16462 




Gene No . 


JJOU b 








Strand 






Start 


497 








End 


1522 




Name 


OJ990617 14 


. 9B23 


.ClO.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1296 








End 


1422 


GI 


none 








Score 


124 




Exons 


1296. .1421, 


1300 


. .1422 










Seq. No. 


15873 








Seq. ID 


OJ990617 


_14.9B23.C10 


Gene No . 


o JbUb 








Strand 






Start 


497 








End 


1522 




Name 


OJ990617 14 


.9B23, 


.ClO.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


1305 








End 


1422 




GI 


none 








Score 


127 




Exons 


1305. .1421, 


1306. 


. .1422 










Seq. No. 


15874 








Seq. ID 


OJ990617 


_14.9B23.C11 


Gene No . 










Strand 


+ 




Start 


31 








End 


3105 




Name 


OJ990617 14 


. 9B23, 


.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


31 








End 


3105 




GI 


none 








Score 


.7 




Exons 


31. .207, 24 


1..449, 1528 


. . 1663, 


2030.. 2315, 2987 


. .3105 


Seq. No. 


15874 








Seq. ID 


OJ990617 


_14 . 9B23.C11 


Gene No. 


33608 








Strand 


+ 




Start 


3363. 








End 


7408 




Name 


n TQQflfil 1 "1/1 


.9B23. 


.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


3321 








End 


7408 




GI 


3522943 








Score 


1659 




Exons 


3321. .3623, 


3713. 


, .3773, 


4621. . 


,4796, 5073. .5294, 


5393. .5631, 




6445. .6970, 


7062. 


, .7408 










GI Descrip. 


(AC004411) 


putative ABC 


transporter [Arabidopsis thaliana] 


Seq. No. 


15874 








Seq. ID 


OJ990617 


_14.9B23.C11 


Gene No. 


33608 








Strand 


+ 




o car z 










End 


7408 




Name 


OJ990617 14 


.9B23, 


Cll.o2 


.gs 


Method 


GENSCAN 




Start 


3363 








End 


7340 




GI 


none 








Score 


.87 




Exons 


3363.'. 3632, 


3719. 


.3773, 


4621. . 


4796, 5073.. 5294, 


5393. .5631, 




6445. . 6970, 


7062. 


.7340 










Seq. No. 


15874 








Seq. ID 


OJ990617 


_14.9B23.C11 


Gene No. 


33608 








Strand 


+ . 




Start 


3363 








End 


7408 




Name 


OJ990617_14 


. 9B23. 


Cll.ol 


.tc 


Method 


TBLASTX: 


Cress 


CM > v- 4- 

btart 


*3 A A O 








End 


7337 




GI 


none 








Score 


107 




Exons 


3449. .3592, 


3450. 


.3593, 


4562. . 


480-2, 4620.. 4805, 


4629. .4718, 




5075. .5188, 


5240. 


.5296, 


5393. . 


5620, 5393.. 5566, 


6431. . 6967, 




6569. .7009, 


6604. 


.6888, 


6610. . 


6966, 6674.. 6967, 


7059. .7337, 




7059. .7337, 


7061. 


.7336, 


7061. . 


7336 






Seq. No. 


15874 








Seq. ID 


OJ990617 


_14 . 9B23.C11 


Gene No. 


33608 








Strand 


+ 




Start 


3363 








End 


7408 




Name 


OJ990617 14 


.9B23. 


Cll.o3. 


.ts 


Method 


TBLASTX:; 


Soybean 



16463 



Start 
GI 

Exons 



5390 
none 

5390.. 5659, 5473.. 5622 



End 
Score 



5659 
233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15874 
33608 
3363 

OJ990617_14 .9B23.Cll.o2.tm' 

5452 
none 



Seq. ID OJ990617_14.9B23.C11 

Strand + 

End 7 408 

Method TBLASTX : Maize 

End 64 93 

Score 237 



5452. .5628, 5453. .5629, 6446. .6493 



Seq. No. 15874 

Gene No. 33608 

Start 3363 

Name OJ990617_14 . 9B23 . CI 1 . ol . ts 

Start 6449 

GI none 
Exons 



m 



Seq. ID OJ990617_14.9B23.C11 

Strand + 

End 7408 

Method TBLASTX : Soybean 

End 6970 

Score 615 



6449. .6967, 6452.. 6544, 6504. .6653, 6505.. 6966, 6611.. 6970 



Seq. No. 15874 

Gene No. 33608 

Start 3363 

Name OJ990617_14 . 9B23 . CI 1 . ol . tm 

Start 6494 

GI none 
Exons 



Seq. ID OJ990617_14.9B23.C11 

Strand + 

End 7408 

Method TBLASTX : Maize 

End 7345 

Score 543 



6494. .6967, 6502. .6966, 7059. .7337, 7059. .7337, 7061. .7345 



IMS 



i. t 
''I 

Q 



Seq. No. 15874 

Gene No. 33608 

Start 3363 

Name OJ990617__14 . 9B23 . Cll . o2 . ts 

Start 7059 

GI none 

Exons 7059.. 7337, 7059.. 7340 

Seq. No. 15874 

Gene No. 33608 

Start 3363 

Name OJ990617_14 . 9B23 . CI 1 . ol . tw 

Start 7070 

GI none 

Exons 7070.. 7318, 7071.. 7322 



Seq. ID OJ990617_14 . 9B23.C11 

Strand + 

End 7408 

Method TBLASTX : Soybean 

End 7340 

Score 349 



Seq. ID OJ990617_14. 9B23.C11 

Strand + 

End 7408 

Method TBLASTX : Wheat 

End 7322 

Score 297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



15875 
33609 
1 

OJ990617_14 . 9B23.C12.ol.np 
1 

6899925 



Seq. ID OJ990617_14.9B23.C12 

Strand + 

End 4774 

Method AAT/NAP 

End 3042 

Score 2120 



1..357, 456. .1074, 1168. .1396, 1523. .1777, 1866. .2128, 
2398. .3042 

(AL138651) P-glycoprotein-like proetin [Arabidopsis thaliana] 



15875 
33609 
1 



Seq. ID OJ990617_14.9B23.C12 
Strand + 
End 4774 



16464 






Name 


OJ990617 14. 


.9B23. 


,C12.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


80 








End 


2985 




GI 


none 








Score 


143 




Exons 


80. .178, 81. 


.179, 


169. . 


225, 176.. 238, 


177. .356, 2614. .2787, 






2616. .2783, 


2656. 


.2784, 


2785. , 


.2985, 2865.. 2984 




Seq. No. 


15875 








Seq. ID 


OJ990617_14 . 9B23.C12 




Gene No. 


33609 








Strand 


+ 




Start 


1 








End 


4774 




Name 






C12.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


81 








End 


3050 




GI 


none 








Score 


368 




Exons 


81. .359, 81. 


.329, 


83. .358, 455. .514, 


905. .1072, 1151. .1405, 






1165. .1389, 


1508. 


.1624, 


1513. . 


.1683, 1514. .1780, 1717. .1779, 






1896. .1937, 


1931. 


.2128, 


1936. . 


.2109, 2395.. 3030, 2397.. 3050 




Seq. No. 


15875 








Seq. ID 


OJ990617_14 . 9B23.C12 




Gene No. 


33609 








Strand 


+ 




Start 


1 








End 


4774 




Name 


OJ990617 14. 


9B23. 


C12.ol 


. tc 


Method 


TBLASTX: Cress 




O La. J. L. 


ft 1 








End 


3039 




GI 


none 








Score 


341 




Exons 


81. .359, 81. 


.359, 


83.. 358, 83. 


.358, 455. .541, 701. .1072, 


Q 




1166. .1381, 


1166. 


.1351, 


1505. . 


1777, 1936.. 2127, 2009.. 2131, 


i. _i 




2018. .2128, 


2352. 


.2480, 


2370. . 


2642, 2395. .2655, 2397. .2609, 


i" t\ 




2401. .2631, 


2616. 


.3002, 


2617. . 


3036, 2623.. 3039, 2631.. 3005 


J U 


Seq. No. 


15875 








Seq. ID 


OJ990617_14 . 9B23.C12 




ocllc LNVJ . 


j jdu ? 








Strand 


+ 


: . t 


Start 


1 








End 


4774 


!.=? 


Name 


OJ990617 14. 


9B23. 


C12.ol 


.gs 


Method 


GENSCAN 




Start 


84 








End 


4742 


r lp 


GI 


none 








Score 


.65 


□ 


Exons 


84. .357, 456 


;..713, 1221 


. .1396, 


2398. .; 


2998, 3767. .4742 




Seq. No. 


15875 








Seq. ID 


OJ990617_14 . 9B23.C12 


j: a: 


CI ci *n o Mo 


O O O U .7 








Strand 


+ 




Start 


1 








End 


4774 




Name 


OJ990617 14. 


9B23. 


C12.ol 


.tw 


Method 


TBLASTX: Wheat 


□ 


Start 


92 








End 


2952 


Li 


GI 


none 








Score 


297 




Exons 


92. .340, 93. 


.344, 


2700. 


.2948, 


2710. .2952 




Seq. No. 


15875 








Seq. ID 


OJ990617_14.9B23.C12 




(?onci Mo 


33609 








Strand 


+ 




Start 


1 








End 


4774 




Name 


OJ990617 14. 


9B23. 


C12.o3 


. tm 


Method 


TBLASTX: Maize 




•Start 


725 








End 


904 




GI 


none 








Score 


188 




Exons 


725. .904, 733. .903 










Seq. No. 


15875 








Seq. ID 


OJ990617_14 . 9B23.C12 




Gene No. 


33609 








Strand 


+ 




Start 


1 








End 


4774 




Name 


OJ990617 14. 


9B23. 


C12.ol, 


. ts 


Method 


TBLASTX: Soybean 




Start 


728 








End 


2597 




GI 


none 








Score 


206 



16465 



Exons 



728.-928, 733. .927, 935. .1072, 968. .1060, 1165. .1389, 
1166. .1405, 1491. .1625, 1508. .1621, 1513. .1683, 1514. .1780, 
1842. .1910, 1843. .1926, 1930. .2121, 2009. .2128, 2395. .2595, 
2397.. 2597 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15875 Seq. ID 

33609 Strand 
1 End 
OJ990617_14 . 9B23 . C12 . ol . gp Method 
2733 End 
4715477 Score 
2733. .3215 

3522943/gb|AAC34225.1| 2.0e-32 (AC004411) putative 
p-glycoprotein [Arabidopsis thaliana] 



OJ990617_14 . 9B23 .C12 
+ 

4774 
AAT/GAP 
3215 
860 



15875 Seq. ID 

33609 Strand 
1 End 
OJ990617_14 . 9B23.C12.o2.np Method 
3787 End 
5295971 Score 
3787. .4774 

(AB026295) EST D24 315 ( R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) . [Oryza sativa] 



OJ990617_14 . 9B23 . C12 
+ 

4774 
AAT/NAP 
4774 
1565 



15875 
33609 
1 

OJ990617_14 .9B23.C12.o2.tm 

4176 

none 



Seq. ID OJ990617 14.9B23.C12 



Strand 
End 

Method 

End 

Score 



+ 

4774 

TBLASTX: Maize 

4470 

349 



4176. .4208, 4179. .4418, 4180. .4470, 4243. .4470 



Seq. No. 15876 Seq. ID 

Gene No. 33610 Strand 

Start 1 End 

Name . OJ990617_14 . 9B23 . C13 . ol . np Method 

Start 1 End 

GI 5295971 Score 

Exons 1..1243, 3537.. 3583 

GI Descrip. (AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ990617_14 . 9B23.C13 

+ 

3583 
AAT/NAP 
3583 
1910 



Seq. No. 15876 

Gene No. 33611 

Start 2788 

Name ' OJ990617_14 . 9B23 . C13 . o2 . tm 

Start 1 

GI none 

Exons 1..177, 1..246, 3. .278, 3. .278 

Seq. No. 15876 

Gene No. 33611 

Start 2788 

Name OJ990617 14 . 9B23 . C13 . ol . tw 



Seq. ID OJ990617_14.9B23.C13 
Strand 

End 3387 

Method TBLASTX : Maize 

End 278 

Score 167 



Seq. ID OJ990 617_14 . 9B23.C13 
Strand 

End 3387 

Method TBLASTX : Wheat 



16466 



Start 
GI 

Exons 



203 
none 

203.. 508, 204.. 569, 207. .584, 



End 656 
Score 342 
564. .656, 576. .656 



Seq. No. 15876 Seq. ID 

Gene No. 33611 Strand 

Start 2788 End 

Name ' OJ990617_14 . 9B23 . C13 . o3 . tm Method 

Start 293 End 

GI none Score 

Exons 293.. 532, 294.. 533 



OJ990617_14.9B23.C13 
3387 

TBLASTX: Maize 

533 

309 



Seq. No. 15876 Seq. ID 

Gene No. 33611 Strand 

Start 2788 End 

Name OJ990617_14 . 9B23 . CI 3 . o2 . ts Method 

Start 594 End 

GI none Score 

Exons 594 . . 869, 690. .77 0 



OJ990617_14 . 9B23.C13 
3387 

TBLASTX: Soybean 

869 

195 



Seq. No. 15876 Seq. ID 

Gene No. 33611 Strand 

Start 2788 End 

Name OJ990617_14 . 9B23 . C13 . o2 . tw Method 

Start 729 End 

GI none Score 

Exons 729.. 869, 927.. 1136, 944.. 1093 



OJ990617_14 . 9B23.C13 
3387 

TBLASTX: Wheat 

1136 

111 



Seq. No. 15876 Seq. ID 

Gene No. 33611 Strand 

Start 2788 End 

Name OJ990617_14 . 9B23 . CI 3 . ol . tm Method 

Start 932 End 

GI none Score 

Exons 932.. 1138, 936.. 1139, 963.. 1139 

Seq. No. 15876 Seq. ID 

Gene No. 33611 Strand 

Start 2788 End 

Name OJ990617JL4 . 9B23 . C13 . ol . ts Method 

Start 963 End 

GI none Score 

Exons 963. .1139, 968. .1138 



OJ990617_14.9B23.C13 
3387 

TBLASTX: Maize 

1139 

328 



OJ990617_14.9B23.C13 
3387 

TBLASTX: Soybean 

1139 

198 



Seq. No. 15876 Seq. ID 

Gene No. 33611 Strand 

Start 2788 End 

Name OJ990617_14 . 9B23 . C13 . o2 . gs Method 

§tart 2788 End 

GI none ' Score 

Exons 2788. .3387 



OJ990617_14 . 9B23.C13 

3387, 
GENSCAN 
3387 
1 



Seq. No. 15877 ' Seq. ID 

Gene No. 33612 Strand 

Start 179 End 

Name OJ990617__14 . 9B23 . C14 . ol . np Method 

Start 179 End 



OJ990617_14.9B23.C14 

1667 

AAT/NAP 

1667 



16467 




GI 


3522943 




Score 


1032 




Exons 


179. .826, 1232. .1495, 1578. .1667 






GI Descrip. 


(AC004411) putative ABC 


transporter [Arabidopsis thaliana] 


Seq. No. 


15877 




Seq. ID 


OJ990617_14 . 9B23 


.C14 


Gene No. 


33612 




Strand 


— 




Start 


179 




End 


1667 




Name 


OJ990617 14.9B23.C14 .ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


182 




End 


833 




GI 


none 




Score 


98 




Exons 


182. .226, 243. .440, 250. 


.441, 


344 . .445, 


438. . 614, 439. . 


552, 




567. .713, 619. .702, 707. 


.829, 


720. .833 






Seq. No. 


15877 




Seq. ID 


OJ990617_14.9B23 


. C14 


Gene No. 


33612 




Strand 






Start 


179 




End 


1667 




Name 


OJ990617 14.9B23.C14.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


191 




End < 


1664 




GI 


none 




Score 


233 




Exons 


191. .244, 243. .713, 250. 


.534, 


601. .696, 


713. .829, 720. . 


827, 




722. .829, 729. .833, 1232 


I..1498, 1233. .1466, 1575. .1664 




Seq. No. 


15877 




Seq. ID 


OJ990617_14 . 9B23 


.C14 


Gene No . 


33612 




Strand 


— 




Start 


179 " 




End 


1667 




Name 


OJ990617 14.9B23.C14.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


243 




End 


1483 




GI 


none 




Score 


93 




Exons 


243. .614, 249. .542, 252. 


. 602, 


259. .543, 


259. .552, 396.. 


566, 




588. .713, 594. .713, 610. 


.714, 


616. .702, 


704. .829, 704.. 


823, 




711. .821, 720. .827, 729. 


.827, 


1229. .148 


13, 1232.. 1342, 






1233. . 1343, 1233. . 1424 










Seq. No. 


15877 




Seq. ID 


OJ990617_14.9B23 


. C14 


Gene No. 


33612 




Strand 






Start 


179 




End 


1667 




Name 


OJ990617 14.9B23.C14.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


276 ' 




End 


524 




GI 


none 




Score 


186 




Exons 


276. .524, 277. .516 










Seq. No. 


15877 




Seq. ID 


OJ990617_.14.9B23 


.C14 


Gene No. 


33612 




Strand 






Start 


179 




End 


1667 




Name 


OJ990617 14.9B23.C14.ol. 


gs 


Method 


GEN SCAN 




Start 


357 




End 


1444 




GI 


none 




Score 


. 65 




Exons 


357. .533, 1232. .1444 










Seq. No. 


15877 




Seq. ID 


OJ990617_14 . 9B23 


.C14 


Gene No . 


33612 




Strand 






Start 


179 




End 


1667 




Name 


OJ990617 14 . 9B23.C14 .o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1232 




End 


1664 




GI 


none 




Score 


156 




Exons 


1232. .1498, 1236. .1466, 


1400. 


.1543, 1575.. 1664 





16468 






Seq. No. 


15878 




Seq. ID 


OJ990617_14 . 9B23.C15 




Gene No. 


33613 




Strand 






Start 


203 




End 


1024 




Name 


OJ990617 14. 9B23.C15.ol 


. gs 


Method 


GENSCAN 




Start 


203 




End 


815 




GI 


none 




Score 


.42 




Exons 


203. .4.66, 549. .815 










Seq. No. 


15878 




Seq. ID 


OJ990617_14 . 9B23.C15 




Gene No. 


33613 




Strand 






Start 


203 




End 


1024 




Name 


OJ990617 14 . 9B23.C15.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


203 




End 


469 




GI 


none 




Score 


126 




Exons 


203. .469, 207. .434 










Seq. No. 


15878 




Seq. ID 


OJ990617_14.9B23.C15 




Gene No. 


33613 




Strand 






Start 


203 




End 


1024 




Name 


OJ990617 14 . 9B23.C15.ol, 


.ts 


Method 


TBLASTX: Soybean 




Start 


203 




End 


818 




GI 


none 




Score 


156 




Exons 


203. .469, 207. .437, 546, 


. .818, 


547. .813, 


690. .818 


!: l\ 


Seq. No. 


15878 




Seq. ID 


OJ990617_14 . 9B23.C15 


's =; 

.3 s; 


Gene No. 


33613 




Strand 




i.i e 


btart 


203 




End 


1024 


ill 


Name 


OJ990617 14 . 9B23.C15.ol. 


,np 


Method 


AAT/NAP 


V\ 


Start 


203 




End 


1024 


\ \\ 


GI 


3522943 




Score 


421 




Exons 


203. .4 66, 54 9. .812, 1002. .102- 


4 




ill 


GI Descrip. 


(AC004411) putative ABC 


transporter [Arabidopsis thaliana] 




Seq. No. 


15878 




Seq. ID 


OJ990617_14 . 9B23.C15 




Gene No. 


33613 




Strand 






Start 


203 




End 


1024 


• 7 


Name 


OJ990617 14 . 9B23.C15.ol. 


, tm 


Method 


TBLASTX : Maize 


a: 


Start 


257 




End 


786 




GI 


none 




Score 


147 


■3 

,3 C£ 


Exons 


257. .469, 261. .437, 264. 


, .476, 


537. .779, 


546. .785, 547. .786 




Seq. No. 


15879 




Seq. ID 


OJ990617_14 . 9B23.C16 




Gene No. 


33614 




Strand 






ot art 


1 




End 


1252 




Name 


OJ990617 14.9B23.C16.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1252 




GI 


3522943 




Score 


740 




Exons 


1..112, 198. .837, 944. .1252 








GI Descrip. 


(AC004411) putative ABC 


transporter [Arabidopsis thaliana] 




Seq. No. 


15879 




Seq. ID 


OJ990617_14 . 9B23.C16 




Gene No. 


33614 




Strand 






Start 


1 




End 


1252 




Name 


OJ990617 14 .9B2'3.C16.ol. 


gs 


Method 


GENSCAN 




Start 


198 




End 


1205 




GI 


none - 




Score 


.72 




Exons 


198. .837, 944. .1205 









16469 



Seq. No. 15879 

Gene No. 33614 

Start 1 

Name OJ990617_14 . 9B23 . C16 . o2 . ts 

Start 200 

GI- none 

Exons 200.. 307, 338.. 544, 351.. 539 



Seq. ID OJ990617_14.9B23.C16 
Strand 

End 1252 

Method TBLASTX : Soybean 

End 54 4 

Score 87 



Seq. No. 15879 

Gene No. 33614 

Start 1 

Name OJ990617_14 . 9B23 . CI 6 . ol . tc 

Start 212 

GI none 
Exons 



Seq. ID OJ990617_14.9B23.C16 
Strand 

1252 

TBLASTX: Cress 
1214 
41 



End 

Method 
End 
Score 

212. .544, 770. .832, 770. .838, 773. .838, 940. .1032, 942. .1214, 
942. .1214, 943. .1212, 972. .1199, 1099. .1209 



r\ 

•3 sr 

: 

cs. 

I'll 



i 3 -fe 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15879 
33614 
1 

OJ990617_14 . 9B23 . C16 . o2 . tm 

293 

none 

293..S44, 354. .539 



Seq. ID OJ990617_14.9B23.C16 
Strand 

End 1252 

Method TBLASTX : Maize 

End 54 4 

Score 97 



Seq. ID OJ990617_14.9B23.C16 
Strand 

1252 
AAT / GAP 
830 
880 



15879 
33614 
1 

OJ990617_14 . 9B23.C16.ol.gp 
363 

LIB34 32-04 3-P1-K1-B3 
363. .830 

, 5816991/emb|CAB53646.1| 4.0e-18 (AL110123) multidrug resistance 
protein/P-glycoprotein-like [Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



15879 
33614 
1 

OJ990617_14 . 9B23.C16.ol.tm 
761 
none 

761. .838, 942. .1214, 943. .1212 



Seq. ID OJ990617_14.9B23.C16 
Strand 

End 1252 

Method TBLASTX : Mai ze 

End 1214 

Score 205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15879 
33614 
1 

OJ990617_14 . 9B23.C16.ol . ts 

767 

none 



Seq. ID OJ990617_14.9B23.C16 
Strand 

End 1252 

Method TBLASTX : Soybean 

End 1220 ■ 

Score 145 



7.67. .838, 940. .1209, 942. .1214, 1017. .1220 



Seq. No. 15879 

Gene No. 33614 

Start 1 

Name OJ990 617^14 . 9B23 . CI 6 . ol . tw 

Start 957 



Seq. ID OJ990617_14.9B23.C16 
Strand 

End 1252 

Method TBLASTX : Wheat 

End 1208 



16470 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

957. .1208, 970. .1191 

15880 
33615 
1 

OJ990617_14 . 9B23.C17.ol . np 
1 

3522943 



Score 



133 



Seq. ID OJ990617_14.9B23.C17 
Strand 

End 5515 

Method AAT/NAP 

End 4203 

Score 929 



1..354, 985. .1223, 1333. .1554, 2157. .2332, 2990. .3044, 
4183.. 4203 

(AC004411) putative ABC transporter [Arabidopsis thaliana] 



15880 
33615 
1 

OJ990617_14 . 9B23.C17 .ol.tc 
3 

none 

3. .401, 4. .279 



Seq. ID OJ990617_14.9B23.C17 
Strand 

End 5515 

Method TBLASTX : Cress 

End 401 

Score 139 



Seq. No. 15880 

Gene No. 33615 

Start 1 

Name OJ990617_14 . 9B23 . C17 . ol . tm 

Start 6 

GI none 

Exons 6. . 305, 7 . . 303 

Seq. No. 15880 

Gene No. 33615 

Start 1 

Name OJ990617_14 . 9B23 . C17 . ol . ts 

Start 6 

GI none 

Exons 6.. 350, 12.. 266, 13.. 348 

Seq. No. 15880 

Gene No. 33615 

^Start 1 

Name OJ990617_14 . 9B23 . CI 7 . ol . gs 

Start 89 

GI none 
Exons 



Seq. ID OJ990617_14.9B23.C17 
Strand 

End 5515 

Method TBLASTX : Mai ze 

End - 305 

Score 236 



Seq. ID OJ990617_14.9B23.C17 
Strand 

End 5515 

Method TBLASTX : Soybean 

End 350 

Score 129 



Seq. ID OJ990617_14.9B23.C17 
Strand 

End 5515 

Method GENSCAN 

End 5515 

Score . 61 



89. .354, 985. .1086, 1333. .1427, 2157. .2332, 2990. .3061, 
4463. .4575, 4672. .4850, 5289. .5392, 5407. .5515 



Seq. No. 15880 

Gene No. 33615 

Start 1 

Name OJ990617_14 . 9B23 . C17 . o2 . ts 

Start 984 

GI none 

Exons 984.. 1226 



Seq. ID OJ990617_14.9B23.C17 
Strand 

End 5515 ' ' 

Method TBLASTX : Soybean 

End 1226 

Score 201 



Seq. No. 
Gene No. 
Start 



15881 
33616 
1636 



Seq. ID OJ990617_14 . 9B23.C18 
Strand + 
End 2017 



16471 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990617_14 . 9B23.C18.ol.gs 

1636 

none 

1636. .1726, 1842. .2017 

15882 
33617 
2249 

OJ990617_14 . 9B23.C19.ol.gs 

2249 

none 

2249.. 2255, 2664.. 2734 

15882 
33618 
5356 

OJ990617_14 . 9B23.C19.ol.np 

5356 

5295951 



Method 

End 

Score 



GEN SCAN 

2017 

.78 



Seq. ID OJ990617_14.9B23.C19 

Strand + 

End 2734 

Method GEN SCAN 

End 2734 

Score .85 



Seq. ID OJ990617_14.9B23.C19 

Strand + 

End 7000 

Method AAT/NAP 

End 7000 

Score 133 



5356. .5399, 6164. .6342, 6910. .7000 

(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds.(U23857) [Oryza sativa] 



15882 
33619 
6197 . 

OJ990617_14 . 9B23.C19.ol.gp 
5751 

LIB3477-003-P1-K1-E9 
5751. .5850 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ990617_14 . 9B23.C19 
Strand 

End 6802 

Method AAT/GAP 

End 5850 

Score 113 



Seq. No. 15882 
Gene No. * 33619 

Start 6197 

Name OJ990617_14 . 9B23 . C19 . o2 . gs 

Start 6197 

GI none 

Exons 6197.. 6414, 6721.. 6802 

Seq. No. 15883 

Gene No. 33620 

Start 15 

Name OJ990617_14 . 9B23 . C20 . ol . gs 

Start 15 

GI none 

Exons 15.. 235, 509.. 590 

Seq. No. 15884 

Gene No. 33621 

Start 238 

Name 0 J9 90 6 1 7_1 4 . 9B2 3 . C23 . ol . gs 

Start 238 

GI none 

Exons 238 . . 340 



Seq. ID OJ990617_14 . 9B23.C19 
Strand 

End 6802 

Method GENSCAN 

End 6802 - 

Score . 68 



Seq. ID OJ990617_14.9B23.C20 

Strand 

End 590 

Method GENSCAN 

End 590 

Score . 67 



Seq. ID OJ990617_14.9B23.C23 

Strand + 

End 34 0 

Method GENSCAN 

End 340 

Score . 63 



16472 



Seq. No. 


15885 


Seq. ID 


OJ990617 






Strand 


+ 


Start 


1 


End 


1034 


Name 


OJ990617 14.9B23.C25.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1028 


GI 


4263792 


Score . 


272 


Exons 


1..99, 701. .787, 864. .1028 






GI Descrip. 


(AC006068) unknown protein 


[Arabidopsis thalian 


beq. wo. 


1 CQQC 

loobo 


Seq. ID 


OJ990617 


Gene No. 


33622 


Strand 


+ 


Start 


1 


End 


1034 


Name 


OJ990617 14.9B23.C25.ol.gs 


Method 


GEN SCAN 


Start 


433 


End 


1034 


GI 


none 


Score 


. 52 


Exons 


433. .531, 1002. .1034 






beq. no. 


1 coo c 
loo OJ 


Seq. ID 


OJ990617 


Gene No. 


33622 


Strand 


+ 


Start 


1 


End 


1034 


Name 


OJ990617 14 . 9B23.C25.ol.ts 


Method 


TBLASTX : , 


Start 


863 


End 


1028 


GI 


none 


Score 


111 


Exons 


863. .1003, 869. .1024, 870.. 


1028, 876.. 


1025 


beq. No. 


15885 


Seq. ID 


OJ990617 


Gene No. 


33622 


Strand 


+ 


Start 


1 


End 


1034 


Name 


OJ990617 14 . 9B23.C25.ol.tc 


Method 


TBLASTX : i 


Start 


863 


End 


1027 


GI 


none 


Score 


47 


Exons 


863. .919, 869. .922, 870. .935, 938. .1003, 938. .1' 


Seq. No. 


15886 


Seq. ID 


OJ990617 


Gene No. 


33623 


Strand 




Start 


58 


End 


264 


Name 


OJ990617 14 . 9B23.C27.ol.gs 


Method 


GENSCAN 


Start 


58 


End 


264 


GI 


none 


Score 


.87 


Exons 


58. .264 






Seq. No. 


15887 


Seq. ID 


OJ990617_ 




33624 


Strand 


+ 


Start 


495 


End 


1957 


Name 


OJ990617 14.9B23.C28.ol.np 


Method 


AAT/NAP 


Start 


495 


End 


1957 


GI 


6907086 


Score 


1040 


Exons 


495.. 1255, 1316.. 1473, 1721 


..1957 .. 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


15887 


Seq. ID 


OJ990617_ 


Gene No. 


33624 


Strand 


+ 


Start 


495 


End 


1957 


Name 


OJ990617 14 . 9B23.C28.ol.gs 


Method 


GENSCAN 


Start 


697 


End 


1230 


GI 


none 


Score 


1 



16473 



Exons 



697. .1230 



Seq. No. 15888 Seq. ID 

Gene No. 33625 Strand 

Start 4 65 End 

Name OJ990617_14 . 9B23 .C29 . ol . gs Method 

Start 465 End 

GI none Score 

Exons 465. . 601 



OJ990617_14 . 9B23.C29 
601 

GEN SCAN 

601 

.78 



Seq. No. 15889 Seq. ID 

Gene No. 33626 Strand 

Start 4 64 End 

Name OJ990617_14 . 9B23 .C31 . ol . gs Method 

Start 464 End 

GI none Score 

Exons 464 . . 500 



OJ990617_14.9B23.C31 
+ 

500 

GENSCAN 

500 

.71 



Seq. No; 15890 * Seq. ID OJ990617 

Gene No. 33627 Strand + 

Start 3061 End 5120 

Name OJ990617_14 . 9B23 .C32 . o2 . gp Method AAT/GAP 

Start 3061 End 3463 

GI 3760510 Score 744 

Exons 3061.. 3463 



14.9B23.C32 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15890 Seq. ID 

33627 Strand 

3061 End 

OJ990617_14 . 9B23 . C32 . o2 . np Method 

3103 End 

6358799 Score 
3103. .4773, 4804. .5120 

(AC010675) unknown protein [Arabidopsis thaliana] 



OJ990617_14.9B23.C32 
+ 

5120 
AAT/NAP 
5120 
818 



15890 
33628 
58 

OJ990617_14 .9B23.C32.ol.gp 

58 

45844_1.R1084 
58. .181 

f 5816991/emb|CAB53646.1| 1.0e-35 (AL110123) multidrug resistance 
protein/P-glycoprotein-like [Arabidopsis thaliana] 1 



Seq. ID OJ990617_14.9B23.C32 
Strand 

End 181 

Method AAT/GAP 

End ' 181 

Score 222 



Seq. No. 


15890 






Seq. ID 


OJ990617 


Gene No. 


33629 






Strand 




Start 


560 






End 


1934 


Name 


OJ990617 


14.9B23.C32, 


. ol . gs-j 


i Method 


GENSCAN 


Start 


560 






End 


1578 


GI 


none 






Score 


.68 


Exons 


560. .772, 


791. .1058, 


1148. . 


, 1578 




Seq. No. 


15890 






Seq. ID 


OJ990617 


Gene No. 


33629 






Strand 




Start 


560 






End 


1934 


Name 


OJ990617 


14.9B23.C32. 


. ol . np 


Method 


AAT/NAP 



16474 



Start 560 End 1934 

GI 6911873 Score 503 

Exons 560.. 1471, 1810.. 1934 

GI Descrip. (AL138655) putative protein [Arabidopsis thaliana] 



Seq. No. 


15890 




Seq. ID 


Gene No. 


33629 




Strand 


Start 


560 




End 


Name 


OJ990617 14.9B23.C32 


. o3 . tm 


Method 


Start 


566 




End 


GI 


none 




Score 


Exons 


566. .637, 740. .1081, 


756. .860, 


1091. .: 




1163. .1270, 1357. .1404, 1358.. 


1408, 1< 


Seq. No. 


15890 




Seq. ID 


Gene No. 


33629 




Strand 


Start 


560 




End 


Name 


OJ990617 14.9B23.C32 


. o3 . ts 


Method 


Start 


659 




End 


GI 


none 




Score 


Exons 


659. .958, 699. .947 






Seq. No. 


15890 




Seq. ID 


Gene No. 


33629 




Strand 


Start 


560 




End 


Name 


OJ990617 14.9B23.C32 


. ol . tc 


Method 


Start 


782 




End 


GI 


none 




Score 


Exons 


782. .1009, 786. .860, 


909.. 1010, 1043., 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1934 

TBLASTX: Maize 

1434 

73 



1934 

TBLASTX: Soybean 

958 

90 



1934 

TBLASTX: Cress 

1461 

46 



1162. .1257, 1163. .1258, 1363. .1404, 1414. .1461 



15890 
33629 
560 

OJ990617_14 . 9B23.C32.ol.ts 

983 

none 



Seq. ID OJ990617_14.9B23.C32 
Strand 

End 1934 

Method TBLASTX : Soybean 

End 1405 

Score 84 



983. .1147, 1162. .1260, 1163. .1273, 1312. .1404, 1331. .1405 



15890 
33630 
3069 

OJ990617_14 . 9B23.C32.o2.tm 

3069 

none 



Seq. ID OJ990617_14.9B23.C32 
Strand 

End 3397 

Method TBLASTX : Maize 

End 3397 

Score 458 



3069. .3392, 3070. .3393, 3077. .3388, 3257. .3397 



15890 
33631 ' 
.. 3398 

OJ990617_14 . 9B23 . C32 . ol . tm 

3398 

none 

3398. .3877, 3399. .3878, 3401. 

15890 
33631 



Seq. ID OJ990617_14.9B23.C32 
Strand 

End 3926 

Method TBLASTX : Mai ze 

End • 3880 

Score 755 
.3880 

Seq. ID OJ990617_14.9B23.C32 
Strand 



16475 




Start 


3398 








End 


3926 


Name 


OJ990617 14. 


.9B23 


.C32.o2, 


. ts 


Method 


TBLASTX : Soybean 


Start 


3477 








End 


3893 


GI 


none 








Score 


179 


Exons 


3477. .3752, 


3483 


. .3701, 


3759. 


.3893 




Seq. No. 


15890 








Seq. ID 


OJ990617_14 . 9B23.C32 


Gene No . 










Strand 




Start 


3398 








End 


3926 


Name 


OJ990617 14. 


9B23 


.C32.o2. 


. tc 


Method 


TBLASTX: Cress 


Start 


3540 








End 


3926 


GI 


none 








Score 


142 


Exons 


3540. .3752, 


3753. 


. .3926 








Seq. No. 


15890 








Seq. ID 


OJ990617_14.9B23.C32 


Gene No . 










Strand 




Start 


3926 








End 


5124 


Name 


OJ990617 14. 


9B23, 


.C32.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


3926 








End 


4352 


GI 


none 








Score 


226 


Exons 


3926. .4159, 


3958. 


. .4158, 


3999. 


.4169, 4251. .4352, 4257. .4352 


Seq. No. 


15890 








Seq. ID 


OJ990617_14.9B23.C32 


P - XT _ 

Gene No . 










Strand 




Start 


3926 








.End 


5124 


Name 


OJ990617 14. 


9B23, 


,C32.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


4005 








End 


4633 


GI. 


none 








Score 


79 


Exons 


4005. .4148, 


4155, 


. .4337, 


4361. 


.4399, 4365. .4625, 4442. .4633 


Seq. No. 


15890 








Seq. ID 


OJ990617_14.9B23.C32 


Gene No. 


33632 








Strand 




btart 


jyz b 








End 


5124 


Name 


OJ990617 14. 


9B23. 


,C32.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


4449 








End 


5111 


GI 


none 








Score 


111 


Exons 


4449. .4655, 


4 4 60. 


, .4567, 


'4788. 


.4883, 4820. .4876, 4908. .5006, 




4910. .5014, 


5004. 


.5111, 


5055. 


.5099 




Seq. No. 


15890 








Seq. ID 


OJ990617_14.9B23.C32 


Gene No . 


j J b 3 A 








Strand 




Start 


3926 








End 


5124 


Name 


OJ990617 14. 


9B23. 


C32.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


4665 








End 


4886 


GI 


none 








Score 


308 


Exons 


4665. .4886, 


4665. 


.4874, 


4667. 


.4885 




Seq. No. 


15890 








Seq. ID 


OJ990617_14 . 9B23.C32 


Gene No . 


Jo oa t Z 








Strand 




Start 


3926 








End 


5124 


Name 


OJ990617 14. 


9B23. 


C32.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


4887 








End 


5124 


GI 


none 








Score 


378 


Exons 


4887. .5114, 


4888. 


.5124, 


4889. 


.5113 




Seq. No. 


15891 








Seq. ID 


OJ990617_14.9B23.C33 


Gene No. 


33633 








Strand 


+ 



16476 






Start 


1 


End 


654 






Name 


OJ990617 14 . 9B23.C33.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


501 






GI 


6358799 


Score 


189 






Exons 


1. .501 










GI Descrip. 


(AC010675) unknown protein [Arabidopsis thaliana] 






Seq. No. 


15891 


Seq. ID 


OJ990617_14 . 9B23 


.C33 




L*ene wo. 


33633 


Strand 


+ 






Start 


1 


End 


654 






Name 


OJ990617_14 . 9B23.C33.ol.gs 


Method 


GENSCAN 






Start 


109 


End 


654 






GI 


none 


Score 


.47 






Exons 


109. . 496, 584 . . 654 










Seq. No. 


15891 


Seq. ID 


OJ990617_14 . 9B23 


.C33 




Gene No . 


33634 


Strand 


+ 






Start 


584 


End 


1936 






Name 


OJ990617_14 . 9B23.C33.ol.gp 


Method 


AAT/GAP 






Start 


584 


End 


1936 






GI 


3760511 


Score 


662 






Exons 


584 . . 654 , 1648 . .1936 








!. _s 


Seq. No. 


158 91 


Seq. ID 


OJ990617_14 . 9B23 


.C33 


■ 5 E 


bene tvio . 


33635 


Strand 






s cr 
;•?: 


Start 


1576 


End 


1677 






Name 


OJ990617_14 . 9B23.C33.o2.tm 


Method 


TBLASTX : Maize 




m 


Start 


4 6 


End 


267 




.IB* 

Us* 


GI 


none 


Score 


308 






Exons 


46. .267, 46. .255, 48. .266 








i tt * 
'= =? 

i=t £ 


Seq. No. 


158 91 


Seq. ID 


OJ990617_14.9B23 


.C33 


i 




33635 


Strand 








Start 


1576 


End 


1677 






Name 


OJ990617_14 .9B23.C33.ol.ts 


Method 


TBLASTX : Soybean 




\\ 


Start 


i *r ft 
169 


End 


492 






GI 


none 


Score 


102 




W 


Exons 


169. .264, 201. .257, 289. .387, 


291. . 395, 


385. .492, 436. .480 


*; ar 


Seq. No. 


158 91 


Seq. ID 


OJ990617_14 . 9B23 


C33 






33635 


Strand 








Start 


1576 


End 


1677 






Name 


OJ990617_14 .9B23.C33.ol.tm 


Method 


TBLASTX: Maize 






Start 


268 


End 


657 






GI 


none 


Score 


378 






Exons 


268. .495, 270. .494, 583. .657, 


583. . 657 








Seq. No. 


15891 


Seq. ID 


OJ990617JL4. 9B23. 


C33 




Gene IjJo. 


33635 


Strand 








Start 


1576 


End 


1677 






Name 


OJ990617 14 .9B23.C33.o2.gs 


Method 


GENSCAN 






Start 


1576 


End 


1677 






GI 


none 


Score 


.51 






Exons 


1576. .1677 










Seq. No. 


15892 


Seq. ID 


OJ990617_14 . 9B23. 


C34 




Gene No. 


33636 


Strand 


+ 





16477 




b cart 


1 




End 


682 




Name 


OJ990617 14.9B23.C34.ol, 


,np 


Method 


AAT/NAP 




Start 


1 




End 


682 




GI 


3377509 




Score 


39 




Exons . 


1..21, 283. .421, 624. .682 








GI Descrip. 


(AF056027) auxin transport protein REH1 [Oryza sativa] 




Seq. No. 


15892 




Seq. ID 


OJ990617_14 . 9B23 


.C34 


Gene No. 


33637 




Strand 


— 




Start 


210 




End 


393 




Name 


OJ990617 14.9B23.C34.ol. 


,gs 


Method 


GENSCAN 




Start 


210 




End 


393 




GI 


none 




Score 


.6 




Exons 


210 . . 393 










Seq. No. 


15893 




Seq. ID 


OJ990617_14.9B23 


.C35 


Gene No. 


33638 




Strand 


+ 




otart 


1 




End 


809 




Name 


OJ990617 14.9B23.C35.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


809 




GI 


3522943 




Score 


478 




Exons 


1..574, 670. .809 










GI Descrip. 


(AC004411) putative ABC 


transporter [Arabidopsis thaliana] 


Seq. No. 


15893 




Seq. ID 


OJ990617_14 . 9B23 


.C35 


Gene No. 


33638 




Strand 


+ 




Start 


1 




End 


809 




Name 


OJ990617_14.9B23.C35.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


96 




End 


479 




GI 


none 




Score 


75 




Exons 


96. .203, 216. .479, 224. . 


457 








Seq. No. 


15893 




Seq. ID 


OJ990617_14 . 9B23 


.C35 


Gene No. 


33638 




Strand 


+ 




Start 


1 




End 


809 




Name 


OJ990617 14.9B23.C35.ol. 


gs 


Method 


GENSCAN 




Start 


154 




End 


751 




GI 


none 




Score 


.6 




Exons 


154 . .269, 626. .751 










Seq. No. 


15893 




Seq. ID 


OJ990617_14 . 9B23 


.C35 


Gene No. 


33638 




Strand 


+ 




Start 


1 




End 


809 




Name 


OJ990617_14 . 9B23 .C35. ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


Z Lb 




End 


808 




GI 


none 




Score 


207 




Exons 


216. .443, 242. .427, 321. 


.431, 


438. .572, 


471. .563, 539..! 


574, 




650. .808, 651. .704, 667. 


.807 








Seq. No. 


15893 




Seq. ID 


OJ990617_14.9B23 


.C35 


Gene No. 


33638 




Strand 


+ 




Start 


1 




End 


809 




Name 


OJ990617 14.9B23.C35.ol. 


gp 


Method 


AAT/GAP 




Start 


325 




End 


809 




GI 


58845 1.R1084 




Score 


705 




Exons 


325. .574, 670. .809 










GI Descrip. 


f 2739309/emb|CAA75922 | 4 


.0e-34 


(Y15990) 


P-glycoprotein-like 



16478 



protein [Arabidopsis thaliana] 1 



Seq. No. 


15893 




Seq. ID 


OJ990617 14.9B23 


.C35 


Gene No. 


33638 




Strand 


+ 




Start 


1 




End 


809 




Name 


OJ990617 14.9B23.C35.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


480 




End 


808 




GI 


none 




Score 


91 




Exons 


480.. 572, 650.. 808, 667 


. .786 








Seq. No. 


15894 




Seq. ID 


OJ990617_14.9B23 


.C36 


bene no . 


O "5 C -3 Q 




Strand 


+ 




Start 


1 




End 


508 




Name 


OJ990617 14. 9B23.C36.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


369 




GI 


2309956 




Score 


387 




Exons 


1..50, 185. .369 










GI Descrip. 


5816991/emb|CAB5364 6. 1 | 


l.Oe 


-35 (AL110123) multidrug resist. 




protein/ P-glycoprotein- 


like 


[Arabidopsis thaliana] 




Seq. No. 


15894 




Seq. ID 


OJ990617_14.9B23 


.C36 


Gene No . 


33639 




Strand 


+ 




Start 


1 




End 


508 




Name 


OJ990617 14 . 9B23.C36.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


508 




GI 


5816991 




Score 


311 




Exons 


1..50, 185. .508 










GI Descrip. 


(AL110123) multidrug resistance protein/P-glycoprotein-. 


like 




.[Arabidopsis thaliana] 










Seq. No. 


15894 




Seq. ID 


OJ990617_14 . 9B23 


.C36 


Gene No. 


33639 




Strand 


+ 




Start 


1 




End 


508 




Name 


OJ990617 14. 9B23.C36.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


1 




End 


398 




GI 


none 




Score 


55 




Exons 


1..51, 2. .52, 3. .53, 6. 


.53, 


173. .325, 


175. .393, 176. .394, 




177. .398 










Seq. No. 


15894 




Seq. ID 


OJ990617_14.9B23 


.C36 


Gene No . 


33639 




Strand 


+ 




Start 


1 




End 


508 




Name 


OJ990617 14. 9B23.C36.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


24 




End 


448 




GI 


none 




Score 


43 




Exons 


24. .53, 29. .52, 168. .416, 170. .421, 175. .444, 176. .448 




Seq. No. 


15894 




Seq. ID 


OJ990617_14.9B23 


.C36 


Gene No. 


33639 




Strand 


+ 




Start 


1 




End ' 


508 




Name 


OJ990617 14. 9B23.C36.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


168 




End 


453 




GI 


none 




Score 


59 




Exons 


168. .323, 175. .453, 176 


. .448 








Seq. No. 


15895 




Seq. ID 


OJ990617_14.9B23 


.C37 


Gene No. 


33640 




Strand 







16479 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



121 End 

OJ990617_14 . 9B23 . C37 . ol . gs Method 

121 End 

none Score 
121. .219 



219 

GENSCAN 

219 

.68 



15896 



Seq. ID OJ990617_14.9B23.C39 



33641 Strand 
1 End 687 

OJ990617_14 . 9B23 . C39 . ol . np Method AAT/NAP 
1 End 687 

6069646 Score 455 

1. .687 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



15896 
33641 
1 

OJ990 617_14 . 9B23 . C39 . o2 . tm 
31 

none 

31. .225, 107. .226 

15896 
33641 
1 

OJ990617_14 . 9B23 . C39 . ol . tw 
88 

none 

88. .384, 98. .244 

15896 
33641 
1 

OJ990617_14 . 9B23.C39.ol.tm 

229 

none 

229. .654, 230. .643 

15897 
33642 
447 

OJ990617_14. 9B23.C41.ol.gs 

447 

none 

447. .564 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_14.9B23.C39 
687 

TBLASTX: Maize 

226 

80 



OJ990617_14 . 9B23.C39 
687 

TBLASTX: Wheat 

384 

79 



OJ990617_14 . 9B23.C39 
687 

TBLASTX: Maize 

654 

245 



Seq. ID OJ990617_14.9B23.C41 

Strand 

End 564 

Method GENSCAN 

End 564 

Score .83 



Seq. No. 15898 Seq. ID 

Gene No. 33643 Strand 

Start 988 End 

Name OJ990 617_14. 9B23 . C4 3 . ol . gs Method 

Start 988 End 

GI none Score 



OJ990617_14 . 9B23.C4 3 

1506 
GENSCAN 
1506 
1 



16480 




Exons 


988. .1506 














Seq. No. 


15899 








Seq. ID 


OJ990617 


_14.9B23.C44 


Gene No. 


3364 4 








Strand 


+ 




Start 


1342 








End 


1757 




Name 


OJ990617 14 


.9B23 


.C44.ol 


. gs 


Method 


GENSCAN 




Start 


1342 








End 


1757 




GI 


none 








Score 


.49 




Exons 


1342. . 1435, 


1601 


. . 1757 










Seq. No. 


15900 








Seq. ID 


OJ990617 


_14.9B23.C45 


Gene No . 


33645 








Strand 


+ 




Start 


2042 








End 


2351 




Name 


OJ990617 14 


.9B23 


.C45.ol. 


. gs 


Method 


GENSCAN 




Start 


2042 








End 


2351 




GI 


none 








Score 


.88 




Exons 


2042. .2351 














Seq. No. 


15901 








Seq. ID 


OJ990617 


_14 . 9B23.C46 


Gene No. 


33646 








Strand 


+ 




Start 


854 








End 


4633 




Name 


OJ990617 14 


. 9B23 


.C46.ol 


.gs 


Method 


GENSCAN 




Start 


854 








End 


4633 




GI 


none 








Score 


. 69 




Exons 


854. .996, 1418..; 


2197, 3233.. 


4633 






Seq. No. 


* 15901 








Seq. ID 


OJ990617 


_14.9B23.C46 


Gene No. 


33647 








"Strand 






Start . 


4289 








End 


4732 




Name 


OJ990617 14, 


.9B23 


,C46.ol. 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1405 








End 


2200 




GI 


none 








Score 


358 




Exons 


1405. .1647, 


1409 


. .1618, 


1665 


. .1835, 1665. .1850, 


1676. . 1858, 




1706. .1849, 


1864 


. .1956, 


1874 


..1981, 1880. .1975, 


1978. .2124, 




1986. .2198, 


2003 


. .2191, 


2012 


. .2200 






Seq. No. 


15901 








• Seq. ID 


OJ990617 


_14 . 9B23.C46 


Gene No. 


33647 








Strand 






Start 


4289 








End 


4732 




Name 


OJ990617 14, 


. 9B23 


,C46.ol, 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1405 








End 


1627 




GI 


none 








Score 


286 




Exons 


1405. . 1617, 


1406 


. .1627 










Seq. No. 


15901 








Seq. ID 


OJ990617 


_14 . 9B23.C46 


Gene No. 


33647 








Strand 






Start 


4289 








End 


4732 




Name 


OJ990617 14. 


.9B23 


,C46.o2. 


.tm 


Method 


TBLASTX: 


Maize 


Start 


3300 








End 


3705 




GI 


none 








Score 


34 




Exons 


3300. .3359, 


3300 


. .3374, 


3393 


..3473, 3399. .3464, 


3439. .3474, 




3457. .3489, 


3524 


. .3691, 


3561 


..3701, 3571. .3705, 


3604 . .3705 


Seq. No. 


15901 








Seq. ID 


OJ990617 


_14 . 9B23.C46 


Gene No. 


33647 








Strand 






Start 


4289 








End 


4732 




Name 


OJ990617 14. 


,9B23 


,C46.ol. 


.gp 


Method 


AAT/GAP 





16481 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4289 End 4732 

4584 4_1.R1084 Score 7 90 

4289. .4732 

, 5816991/emb|CAB53646.1| 1.0e-35 (AL110123) multidrug resistance 
protein/P-glycoprotein-like [Arabidopsis thaliana] 1 



15902 
33648 
174 

OJ990617_14 . 9B23 . C47 . ol . gs 

174 

none 

174. .319, 393. .537 



Seq. ID OJ990617_14.9B23.C47 
Strand 

End 537 

Method GENSCAN 

End 537 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 



15903 
33649 
1 

OJ990617_14. 9B23.C48.bl.np 
1 

3522943 
1. .556 

(AC004411) putative ABC transporter [Arabidopsis thaliana] 



Seq. ID OJ990617_14.9B23.C48 
Strand + 

556 

AAT/NAP 
556 
512 



End 

Method 

End 

Score 



15903 
33649 
1 

OJ990617_14 . 9B23.C4 8.ol.tc 
33 

none 



Seq. ID OJ990617_14.9B23.C48 

Strand + 

End 556 

Method TBLASTX : Cress 

End 554 

Score 422 



33..5S4, 74. .502, 168. .551, 206. .511, 306. .539, 354. .539 



15903 
33649 
1 

OJ990617_14 . 9B23.C4 8.ol.gs 
68 

none 
68. .510 



Seq. ID OJ990617_14.9B23.C48 

Strand + 

End 556 

Method GENSCAN 

End , 510 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



15903 
33649 
1 

OJ990617_14 . 9B23.C48.ol.ts 

72 

none 

72. .554, 74. .511, 156. .548 

15903 
33649 
1 

OJ990617_14 . 9B23 . C48 . ol . tm 

117 

none 

117. .554, 119. .511, 321. .554 

15904 
33650 



Seq. ID OJ990617_14.9B23.C48 

Strand + 

End . 556 

Method TBLASTX: Soybean 

End 554 

Score 544 



Seq. ID OJ990617_14.9B23.C48 

Strand + 

End 556 

Method TBLASTX : Mai ze 

End 554 

Score 494 



Seq. ID OJ990617JL4 . 9B23.C51 
Strand 



16482 



Start 1 End 1053 

Name OJ990617_14 . 9B23 . C51 . ol . np Method AAT/NAP 

Start 1 End 1053 

GI 6692724 Score 715 

Exons 1..86, 181.. 342, 620.. 900, 998.. 1053 
GI Descrip. (AC012679) putative 

S-adenosyl-methionine-stefol-C-methyltransf erase, 5 1 partial 

[Arabidopsis t ha liana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



15904 
33650 
1 

OJ990617_14 . 9B23 . C51 . ol .gp 
19 

8157 1.R1084 



Seq. ID OJ990617_14.9B23.C51 
Strand 

End 1053 

Method AAT/GAP 

End 1053 

Score 996 



19. .86, 181. .342, 620. .900, 998. .1053 

'1458245 9.0e-39 (U64834) coded for by C. elegans cDNA cml7al; 
coded for by C. elegans cDNA cm7gl; coded for by C. elegans cDNA 
CEMSE26F; similar to methyltransf erases [Caenorhabditis 
elegans] 1 



15904 
33650 
1 

OJ990617_14 .9B23.C51.ol .tc 
27 

none 



Seq. ID OJ990617_14.9B23.C51 
Strand 

1053 

TBLASTX: Cress 
1053 
53 



End 

Method 
End 
Score 

27. .89, 34. .87, 167. .343, 175. .348, 620. .682, 624 .. 683, 

659. .892, 671. .901, 672. .902, 995. .1045, 1002. .1052, 1003. .1053, 

1003.. 1053 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15904 
33650 
1 

OJ990617_14 .9B23.C51.ol.tm 
27 

none 



Seq. ID OJ990617_14.9B23.C51 
Strand 

End 1053 
Method TBLASTX : Mai ze 
End 1053 
Score 69 

27. .89, 33. .89, 40. .93, 44. .94, 160. .345, 175. .348, 176. .346, 
618. .902, 621. .899, 623. .901, 625. .921, 999. .1052, 1002. .1052, 
1003. .1053 



Seq. No. 15904 

Gene No. 33650 

Start 1 

Name OJ990617_14 . 9B23 . C51 . ol . gs 

Start 33 

GI none 

Exons 33. .86, 181. .342, 620. .900 



Seq. ID OJ990617_14.9B23.C51 
Strand 

End 1053 

Method GENSCAN 

End 900 

Score .9 



Seq. No. 15904 

Gene No. 33650 

Start 1 

Name OJ990617_14 . 9B23 . C51 . ol . ts 

Start 36 

GI none 

Exons 36. .89, 40. .87, 175. .348, 215. .343, 607. .900, 620. .901, 
624. .905, 636. .902, 640. .906, 999. .1052, 1003. .1053 



Seq. ID OJ990617_14.9B23.C51 
Strand 

End 1053 

Method TBLASTX : Soybean 

End 1053 

Score 55 



16483 



Seq. No. 


l oyUo 




Seq. ID 


OJ990617 


_14 


. 9B23. 


C52 


Gene No. 


33651 




Strand 


+ 








Start 


4186 




End 


5522 








Name 


OJ990617 14.9B23.C52.o2, 


. gs 


Method 


GENSCAN 








Start 


4186 




End 


5522 








GI 


none 




Score 


.73 








Exons 


4186. .4325, 4327. .4462, 


4561. 


.4668, '5082. .5522 








Seq. No. 


15905 




Seq. ID 


OJ990617 


_14 . 


.9B23. 


C52 


Gene No. 


33652 




Strand 










Start 


1 




End 


2939 








Name 


OJ990617 14.9B23.C52.ol. 


.np 


Method 


AAT/NAP 








Start 


1 




End 


331 








GI 


6692724 




Score 


258 








Exons 


1..172, 257. .331 














GI Descrip. 


(AC01267 9) putative 















S-adenosyl-methionine-sterol-C-methyltransf erase, 5 1 partial 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Q GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617 14.9B23.C52 



2939 
AAT/NAP 
2766 
206 



15905 
33652 
1 

OJ990617_14 . 9B23.C52.o2.np 
1 

1055130 

1..172, 257. .367, 589. .732, 
2732. .2766 

(U39998) coded for by C. elegans cDNA yk92bll.3; coded for by C. 
elegans cDNA yk92bll.5; coded for by C. elegans cDNA yk78c2.5; 
coded for by C. elegans cDNA cm9a8; coded for by C. elegans cDNA 
yk66h8.3; coded for by C. elegans cDNA yk78c2.3 ... 



938. .1075, 1221. .1358, 2562. .2657, 



15905 
33652 
1 

OJ990617_14 . 9B23.C52.ol.gp 
56 

8157_1.R1084 
56. .172, 257. .367, 589. .699 

'1458245 9.0e-39 (U64834) coded for by C. elegans cDNA cml7al; 
coded for by C. elegans cDNA cm7gl; coded for by C. elegans cDNA 
CEMSE26F; similar to methyltransf erases [Caenorhabditis 
elegans] 1 



Seq. ID OJ990617_14.9B23.C52 
Strand 

End 2939 

Method AAT/GAP 

End 699 

Score 580 



Seq. No. 15905 Seq. ID 

Gene No. 33652 Strand 

Start 1 End 

Name OJ990617_14 . 9B23 . C52 . ol . ts Method 

Start 56 End 

GI none Score 

Exons 56. .175, 60. .173, 254. .367, 257. .370 



OJ990617_14 . 9B23.C52 
2939 

TBLASTX: Soybean 

370 

96 



Seq. No. 15905 Seq. ID 

Gene No. 33652 Strand 

Start 1 End 

Name OJ990617 14 . 9B23 . C52 . ol . tm Method 



OJ990617_14 . 9B23.C52 
2939 

TBLASTX: Maize 



16484 



Start 
GI 

Exons 



56 End 2672 

none Score 142 

56. .175, 57. .173, 61. .183, 254. .370, 254. .367, 457. .498, 

566. .742, 586. .732, 935. .1075, 936. .1079, 937. .1080, 937. .1077, 

1221.. 1343, 1222.. 1359, 1222.. 1359, 2556.. 2672, 2562.. 2627, 

2608. .2661 



Seq._No. 15905 

Gene No. 33652 

Start 1 

Name OJ990617_14 . 9B23 . C52 . ol . tc 

Start 56 

GI none 
Exons 



End 

Method 
End 
Score 

56. .175, 57. .173, 58. .174, 253.-345, 254. .370, 254. .367, 
457. .495, 586. .633 



Seq. ID OJ990617_14.9B23.C52 
Strand 

2939 

TBLASTX: Cress 
633 
113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15905 Seq. ID 

33652 Strand 

1 End 

OJ990617_14.9B23.C52.ol.tw Method 

56 End 

none Score 



OJ990617_14 . 9B23.C52 
2939 

TBLASTX: Wheat 

733 

135 



56. .175, 57. .173, 62. .175, 222. .368, 254. .370, 254. .367, 
457. .498, 578. .733, 586. .732, 587. .733 



Seq. No. 15905 

Gene No. 33652 

Start 1 

Name OJ990617_14 . 9B23 . C52 . ol . g 

Start 257 

GI none 

Exons 257.. 367, 589.. 732, 938.. 

2562.. 2689, 2909.. 2939 

Seq. No. 15905 

Gene No. 33652 

Start 1 

Name OJ990617_14 . 9B23 . C52 . o2 . t 

Start 622 

GI none 

Exons 622.. 732, 623.. 733, 935.. 

1222.. 1353, 1231.. 1347, 2 

Seq. No. 15905 

Gene No. 33652 

Start 1 

Name OJ990617_14 . 9B23 . C52 . o2 . t 

Start 935 

GI none 

Exons 935.. 1078, 935.. 1075, *936 
1221. .1343, 1222. .1356, 1 



Seq. ID OJ990617_14.9B23.C52 
Strand 

End 2939 

s Method GENSCAN 

End 2939 

Score .84 
1075, 1221.. 1358, 2388.. 2450, 



Seq. ID OJ990617_14.9B23.C52 
Strand 

End 2939 
s Method TBLASTX : Soybean 

End 2702 

Score 120 
1075, 936.. 1079, 938.. 1090, 1221.. 1343, 
556. .2702, 2559. .2627 

Seq. ID OJ990617_14.9B23.C52 
Strand 

End 2939 
c Method TBLASTX : Cress 

End. 2675 

Score 101 
..1079, 937. .1077, 949. .1086, 
264. .1368, 2556. .2675, 2608. .2658 



Seq. No. 15906 Seq. ID OJ990617_14.9B23.C53 

Gene No. 33653 Strand + 

Start 21 End 387 

Name OJ990617_14 . 9B23 . C53 . ol . gs Method GENSCAN 

Start 21 End 387 



16485 



GI 

Exons 



none 
21. .387 



Score 



.65 



Seq. No. 15907 

Gene No. 33654 

Start 66 

Name OJ990617_14 . 9B23 . C54 . ol . gs 

Start 66 

GI none 

Exons 66. . 505 



Seq. ID OJ990617_14.9B23.C54 

Strand + 

End 505 

Method GENSCAN 

End 505 

Score .57 



Seq. No. 15908 Seq. ID 

Gene No. 33655 Strand 

Start 64 End 

Name OJ990617_14 . 9B23 . C55 . ol . gs Method 

Start 64 End 

GI none Score 

Exons 64.. 195 



OJ990617_14.9B23.C55 
195 

GENSCAN 

195 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15909 
33656 
1 

OJ990617_14 . 9B23 . C56 . ol . np 
1 

6539553 
1. .721 
(AP0008 
(D85597 
Similar 
[Oryza 



Seq. ID OJ990617_14.9B23.C56 

Strand + 

End 721 

Mejthod AAT/NAP 

End 721 

Score 1221 



36) Similar to Oryza australiensis retrotransposon RIRE1 
) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
to Oryza australiensis retrotransposon RIRE1 (D85597) 
sativa] 



15909 
33656 
1 

OJ990617_14 . 9B23.C56.ol.gs 
2 

none 
2. .497 



Seq. ID OJ990617_14.9B23.C56 

Strand + 

End 721 

Method GENSCAN 

End 4 97 

Score .53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15909 
33656 
1 

OJ990617_14 . 9B23.C56.ol.ts 
20 

5509260 

20. .436, 67. .285, 358. .417 



15909 . } 

33656 

1 

OJ990617_14 . 9B23.C56.ol. tc 
65 

none 

65..32S, 67. .237 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_14 . 9B23.C56 
+ 

721 

TBLASTX: Soybean 

436 

353 



OJ990617_14 . 9B23.C56 
+ 

721 

TBLASTX: Cress 

325 

275 



Seq. No. 



15909 



Seq. ID OJ990617 14.9B23.C56 



16486 



IJCllC IN W • 


JJUJU 






oirana 


+ 






Start 


1 






End 


721 






Name 


OJ990617 14.9B23.C56 


.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


106 






End 


571 






GI 


none 






Score 


350 






Exons 


106. .288, 107. .571, 


242 


. .424, 


358. .468 








Seq. No. 


15909 






Seq. ID 


OJ990617 


_14 .9B23 


.C56 




J JOJv) 






C +- v- 3 nH 

oirana 


+ 






Start 


1 






End 


721 






Name 


OJ990617 14.9B23.C56 


.ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


107 






End 


652 






GI 


none 






Score 


308 






Exons 


107. .451, 254. .427, 


446 


. .652, 


520. .642 








Seq. No. 


15909 






Seq. ID 


OJ990617 


_14 .9B23 


.C56 




j jojd 






otrana 


+ 






Start 


1 






End 


721 






Name 


OJ990617 14.9B23.C56 


.o2 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


505 






End 


718 




GI 


none 






Score 


223 






Exons 


505. .705, 506. .718 














Seq. No. 


15910 






Seq. ID 


OJ990617 


_14 .9B23 


.C57 


otriitr In (J. 


J jDj / 






Strand 








Start 


490 






End 


995 






Name 


OJ990617 14.9B23.C57 


.ol 


.gs 


Method 


GEN SCAN 






Start 


4 90 






End 


995 






GI 


none 






Score 


.55 






Exons 


490. .740, 790. .995 














Seq. No. 


15911 






Seq. ID 


OJ990617 


_14.9B23 


.C59 


Gene No. 


33658 






Strand 








Start 


102 






End 


810 






Name 


OJ990617 14.9B23.C59 


.ol 


np 


Method 


AAT/NAP 






Start 


102 






End 


810 






GI 


5777617 






Score 


90 






Exons 


102. .199, 784. .810 














GI Descrip. 


(AJ245900) CAA30375. 


1 protein 


[Oryza sativa] 






Seq. No. 


15911 






Seq. ID 


OJ990617 


_14 .9B23 


.C59 


UC1JC L\\J * 


JJuJO 






Strand 








Start 


102 






End- 


810 






Name 


OJ990617 14.9B23.C59 


.ol. 


gs 


Method 


GENSCAN 






Start 


106 






End 


780 






GI 


none 






Score 


.43 






Exons 


106. .261, 733. .780 














Seq. No. 


15912 






Seq. ID 


OJ990617 


_14.9B23 


.C60 


Gene No. 


33659 






Strand 


+ 






Start 


1 






End 


874 






Name 


OJ990617 14.9B23.C60 


.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


721 






GI 


5042454 






Score 


179 . 






Exons 


1..203, 668. .721 















GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



16487 





Seq. No. 


15912 


Seq. ID 


OJ990617_14 . 9B23 .C60 




f" ana M t~\ 




ol rana 


t 

T 




Start 


1 


End 


874 




Name 


OJ990617 14.9B23.C60.ol.gs 


Method 


GENSCAN 




Start 


114 


End 


874 




GI 


none 


Score 


.56 




Exons 


114. .203, 707. .874 








Seq. No. 


15913 


Seq. ID 


OJ990617_14.9B23.C61 




Gene No. 


33660 


Strand 






Cha r-t 
O L. d-L. L. 


1 


End 


1 Oft 




Name 


OJ990617 14.9B23.C61.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


108 




GI 


6899925 


Score 


138 




Exons 


1. .108 








GI Descrip. 


(AL138651) P-glycoprotein-like proetin 


[Arabidopsis thaliana] 




Seq. No. 


1 CQ1 /I 


Seq. ID 


OJ990617_14 . 9B23.C62 




u trite LNO . 


33661 


Strand 






Start 


425 


End 


643 




Name 


vjjyyuDi/ in . )?d/l j . udz . oi . gs 


Method 


GENSCAN 




Start 




End 


643 




GI 


none 


Score 


.77 




Exons 


4Z 0 . . Ofi O 






:. i 
: sr 


Seq. No. 




Seq. ID 


OJ990617_14.9B23.C63 


iji 


Gene No. 




Strand 


+ 


I s ! ! 
1 cF 


Start 


1 


End 


713 


LJ 


Name 


OJ990617 14 . 9B23.C63.ol.np 


Method 


AAT/NAP 


J i ! 


Start 


1 


End 


713 


*i 


GI 


6598511 


Score 


116 




Exons 


1..188, 474. .713 






ru 


GI Descrip. 


(AC006069) unknown protein 


[Arabidopsis thaliana] 


;= 

i "| 
'■e c? 


Seq. No. 


15915 


Seq. ID 


OJ990617_14 . 9B23 . C63 


! i. i 




33662 


Strand 


+ 




Start 


1 


End 


713 


jsss 


Name 


OJ990617 14. 9B23.C63.ol.gs 


Method 


GENSCAN 




Start 


143 


End 


646 


CI! 


GI 


none 


Score 


1 


.3 31 

: : 


Exons 


143. .196, 467. .646 








Seq. No. 


15916 


Seq. ID 


OJ990617_14.9B23.C64 




Gene No. 


33663 


Strand 


+ 




Start 


1 


End 


4029 




Name 


OJ990617 14.9B23.C64.ol.np 


Method 


AAT/NAP 




OLdl L 


1 


End 


4000 




GI 


6598511 


Score 


962 


"i 


Exons 


1..193, 269. .396, 526. .618, 


733. .783, 1431. .1496, 1594. .1659, 






1750. .1830, 1926. .1995, 2281. .2453, 2532. .2607, 2696. .2817, 






3599. .4000 








GI Descrip. 


(AC006069) unknown protein 


[Arabidopsis 


i thaliana] 




Seq. No. 


15916 


Seq. ID 


OJ990617_14.9B23.C64 




Gene No. 


33663 


Strand 


+ 




Start 


1 


End 


4029 




Name 


OJ990617 14 . 9B23.C64 .ol. tc 


Method 


TBLASTX: Cress 



16488 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54 End 397 

none Score 198 

54. .188, 55. .192, 267. .374, 268. .396, 269. .397 



15916 
33663 
1 

OJ990617_14 . 9B23 . C64 . o2 . tm 
54 

none 



Seq. ID OJ990617_14.9B23.C64 

Strand + 

End 4029 

Method TBLASTX : Mai ze 

End 786 

Score 198 



54. .188, 55. .192, 55. .195, 56. .196, 267. .395, 268. .396, 
268. .396, 269. .397, 272. .397, 523. .618, 524. .619, 524. .616, 
730. .786, 732. .785, 736. .786 



15916 Seq. ID 

33663 Strand 

1 . End 

OJ990617_14 . 9B23 .C64 . ol . gs Method 

55 End 

none Score 



OJ990617_14.9B23.C64 
+ 

4029 
GENSCAN 
3961 
.95 



55. .193, 269. .396, 526. .618, 733. .783, 1431. .1496, 1926. .2003, 
2274. .2453, 2532. .2607, 2690. .2817, 3599. .3961 



15916 
33663 
1 . 

OJ990617_14 . 9B23.C64 .ol.tw 
102 
none 

102. .188, 103 
269.. 397, 271 
732. .785, 733 
1591. .1620 



Seq. ID OJ9 : 90617_14 .9B23.C64 
Strand + 
End 4029 
Method TBLASTX : Wheat 
End 1620 
Score 131 
192, 103. .192, 104. .202, 267. .395, 268. .396, 
399, 524. .619, 524. .616, 729. .785, 730. .786, 
786, 1421. .1495, 1425. .1496, 1591. .1620, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



15916 
33663 
1 

OJ990617_14 . 9B23.C64 .ol. ts 

535 

none 

535. .618, 551. .619, 729. .785, 
1425.. 1496, 1591.. 1659, 1591. 
1902. .1991, .1925. .1984 

15916 
33663 
1 

OJ990617JL4. 9B23.C64 .ol.tm 

1406 

none 

1406. .1495, 1418. .1486, 1425. 
1592. .1660, 174 8. .1828,- 174 9. 
1899.. 2003, 1899. .2060, 1924. 



Seq. ID OJ990617_14.9B23.C64 

Strand + 

End 4029 

Method TBLASTX : Soybean 

End 1991 

Score 56 

730. .786, 732. .785, 1421. .1495, 
.1659, 1749. .1829, 1750. .1830, 



Seq. ID 
Strand 
End 

Method 
End 

Score 8 
.1496, 1591 
.1829, 1749 



OJ990617_14.9B23.C64 
+ 

4029 

TBLASTX: Maize 
2826 
85 

1659, 1591.. 1659, 
1829, 1750.. 1830, 



.2013, 2270.. 2395, 2532.. 2606, 
2532. .2606, 2542. .2610, 2700. .2789, 2703. .2771, 2725. .2826 



15916 
33663 



Seg. ID OJ990617_14.9B23.C64 
Strand + 



16489 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ990617_14 . 9B23.C64 .o2.tc 

1433 

none 



End 

Method 

End 

Score 



4029 

TBLASTX: Cress 

1991 

97 



1433. .1495, 1440. .1496, 1591. .1659, 1591. .1659, 1747. .1821, 
1749. .1829, 1750.. 1830, 1899. .1991, 1925.. 1984 



15916 
33663 
1 

OJ990617_14 . 9B23.C64 .ol.gp 

2537 

700508 



Seq. ID OJ990617_14.9B23.C64 

Strand + 

End 4029 

Method AAT/GAP 

End 3712 

Score 549 



2537. .2607, 2690. .2817, 3599. .3712 

3785989 8.0e-14 (AC005560) unknown protein [Arabidopsis 
thaliana] 



15916 Seq. ID 

33663 Strand 

1 End 

OJ990617_14 . 9B23 . C64 . o3 . tm Method 

3574 End 

none Score 



OJ990617_14 . 9B23.C64 
+ 

4029 

TBLASTX: Maize 

3961 

63 



3574.. 3636, 3576.. 3653, 3599.. 3655, 3676.. 3774, 3677.. 3760, 
3833. .3961, 3835.. 3960 



15916 
33663 

.,1 

OJ990617_14 . 9B23.C64 . o2 . gp 
3809 

LIB3477-009-P1-K1-A7 
3809. .4029 

'3785989 8.0e-14 (AC005560) unknown protein [Arabidopsis 
thaliana] ■ 



Seq. ID OJ990617_14.9B23.C64 

Strand + 

End 4 029 

Method AAT/GAP 

End 4029 

Score 442 



OJ990617 14.9B23.C65 



15917 Seq. ID 

33664 Strand 

477 End 634 
OJ990617_14 . 9B23.C65.ol .np Method AAT/NAP 

477 End 634 

4558552 Score 165 
477. .634 

(AC007138) putative P-glycoprotein-like protein [Arabidopsis 
thaliana] 



15917 
33664 
477 

OJ990617_14. 9B23.C65.ol.ts 

480 

none 

480. .632, 502. .633 

15918 
33665 
14 



Seq. ID OJ990617_14.9B23.C65 

Strand 

End 634 

Method TBLASTX : Soybean 

End 633 

Score 148 



Seq. ID OJ990617_14.9B23.C66. 
Strand 

End 907 



164 90 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No: 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990617_14 . 9B23 . C66 . ol . gs Method GENSCAN 

14 End 907 

none . Score . 8 

14. .252, 382. .532, 788. .907 



15918 Seq. ID 

33665 Strand 

14 End 907 
OJ990617_14.9B23.C66.ol.np .. Method AAT/NAP 

394 End 503 

5777617 Score 67 
394. .503 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990617 14.9B23.C66 



15919 Seq. ID 

33666 Strand 

180 End 
OJ990617_14 .9B23.C67.ol.gs Method 

180 End 

none Score 
180. .314 



OJ990617_14.9B23.C67 
314 

GENSCAN 

314 

.57 



Seq. No. 15920 Seq. ID OJ990617 

Gene No. 33667 . Strand + 

Start 623 End 1144 

Name OJ990617_14 . 9B23 . C69 . ol . gs Method GENSCAN 

Start 623 End 1144 

GI none Score • . 99 

Exons 623.. 1144 



14.9B23.C69 



Seq. No. 15921 Seq. ID OJ990617 

Gene No. 33668 Strand + 

Start 15 End 4 9 

Name OJ990617_14 . 9B23 . C70 . ol . gs Method GENSCAN 

Start 15 End 4 9 

GI none Score .87 

Exons 15. .49 



14 . 9B23.C70 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15922 Seq. ID 

33669 Strand 
1 End 
OJ990617_14 . 9B23.C72.ol.np Method 
1 End 
2073375 Score 
1. .242 

(D85317) farnesyl pyrophosphate synthase [Oryza sativa] 
gi|4063829|dbj |BAA36276| (AB021747) farnesyl diphosphate 
synthase [Oryza sativa] 



OJ990617JL4 . 9B23.C72 
242 

AAT/NAP 
242 
118 



15922 Seq. ID 

33669 Strand 

1 End 
OJ990617_14 .9B23.C72.ol.ts Method 

28 End 

none Score 

28. .144, 46. .144, 47. .145 



OJ990617JL4 . 9B23.C72 
242 

TBLASTX: Soybean 

145 

85 



16491 



Seq. No. 15922 Seq. ID 

Gene No. 33669 Strand 

Start 1 End 

Name OJ990617_14 . 9B23 . C72 . ol . gs Method 

Start 52 End 

GI none Score 

Exons 52.. 138 



OJ990617_14 . 9B23.C72 
242 

GEN SCAN 

138 

.81 



Seq. No. 15923 Seq. ID OJ990617_14.9B23.C73 

Gene No. 33670 Strand + 

Start 1 End 477 

Name OJ990617_14 . 9B23 . C73 . ol . np Method AAT/NAP 

Start 1 End 477 

GI 6692724 Score 199 

Exons 1..112, 218. .292, 382. .477 

GI Descrip. (AC012679) putative 

S-adenosyl-methionine-sterol-C-methyltransf erase, 5' partial 

[Arabidopsis thaliana] 





Seq. No. 


15923 




Seq. ID 


OJ990617_14 


.9B23.C73 




Gene No. 


33670 




Strand 


+ 






Start 


1 




End 


477 






Name 


OJ990617 14 


. 9B23.C73.ol.gs 


Method 


GENSCAN 




.: s*. 


Start 


59 




End 


477 




i i 
•» 


GI 


none 




Score 


. 96 




i. s i 


Exons 


59. .112, 21 


8. .292, 382;. 477 








ijl 

l 1 ! { 


Seq. No. 


15923 




Seq. ID 


OJ990617_14 


. 9B23.C73 


Q 


Gene No. 


33671 




Strand 


+ 






Start 


503 




End 


765 




Ul 

31. 


Name 


OJ990617 14 


.9B23.C73.o2.gp 


Method 


AAT/GAP 




!. s 
a sr 


Start 


503 




End 


765 




■•I I 
\ hr 


GI 


5607393 




Score 


501 






Exons 


503. .765 










Q 


Seq. No. 


15923 




Seq. ID 


OJ990617_14 


.9B23.C73 




Gene No. 


33672 




Strand 






\s s: 


Start 


56 • • 




End 


126 




"i sf 


Name 


OJ990617 14 


. 9B23.C73.ol.gp 


Method 


AAT/GAP 




!"! 


Start 


56 




End 


126 




5 


GI 


8157 1.R108 


4 


Score 


87 






Exons 


56. .126 












GI Descrip. 


'1458245 9. 


Oe-39 (U64834) coded for by 


C. elegans 


cDNA cml7al; 



coded for by C. elegans cDNA cm7gl; coded for by C. elegans cDNA 
CEMSE26F; similar to methyltransf erases [Caenorhabditis 
elegans] 1 



Seq. No. 15923 

Gene No. 33673 

Start 881 

Name OJ990617_14 . 9B23 . C7 3 . ol . tc 

Start 56 

GI none 
Exons 



Seq. ID OJ990617_14.9B23.C73 
Strand 
End 

Method 
End 
Score 



2509 

TBLASTX: Cress 

479 

83 



56. .118, 215. .292, 373. .474, 381. .479 



Seq. No. 
Gene No. 



15923 
33673 



Seq. ID OJ990617_14.9B23.C73 
Strand 



16492 



Start 
Name 
Start 
GI 

Exons 



881 End 

OJ990617_14 . 9B23 . C73 . ol . tm Method 

56 End 

none Score 



• 



2509 

TBLASTX: Maize 

479 

82 



56. .118, 56. .112, 170. .292, 215. .292, 373.-477, 379. .477, 
380. .478, 381. .479 



Seq. No. 15923- 

Gene No. 33673 

Start 881 

Name OJ990617_14 . 9B23 . C73 . o2 . gs 

Start 881 

GI none 
Exons 



881. .924, 990. .1081, 1456. .1713, 2455 



Seq. ID OJ990617_14.9B23.C73 
Strand 

End 2509 

Method GENSCAN 

End 2509 

Score .47 
2509 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



15924 
33674 
1 

OJ990617_14 . 9B23.C74 .ol.np 
1 

3157941 



Seq. ID OJ990617_14.9B23.C74 

Strand + 

End 2860 

Method AAT/NAP 

End 2860 

Score 330 



1..202, 295. .417, 2132. .2278, 2699. .2860 

(AC002131) Contains similarity to hypothetical protein gb|U95973. 
from A. thaliana. [Arabidopsis thaliana] 



15924- 

33674 

1 

OJ990617_14 . 9B23.C74 .ol.gp 
121 

LIB34 34-035-P1-K1-G6 



Seq. ID OJ990617_14.9B23.C74 

Strand + 

End 2860 

Method AAT/GAP 

End 2752 

Score 884 



121. .202, 295. .375, 1236. .1277, 1702. .1735, 1966. .2031, 
2132. .2278, 2699. .2752 

'2073375/dbj |BAA19856| 4.0e-18 (D85317) farnesyl pyrophosphate 
synthase [Oryza sativa] >gi_4 063829_dbj_BAA3627 6_ (AB021747) 
farnesyl diphosphate synthase [Oryza sativa] 1 



15924 Seq. ID 

33674 Strand 
1 End 
OJ990617_14 . 9B23.C7 4 .ol.gs Method 
121 End 
none Score 
121. .202, 295. .375, 1236. .1277, 1697.. 
2132. .2278, 2326. .2340 

15924 Seq. ID 

33675 Strand 
2930 End 
OJ990617_14 . 9B23.C7 4 .ol.tm Method 
1964 End 
none Score 
1964. .2029, 1965. .2030, 1965. .2066, 1966. .2067, 2131. .2277, 
2132.. 2281, 2166. .2282, 2183.. 2335 



OJ990617_14 . 9B23.C74 
+ 

2860 
GENSCAN 
2340 
.82 

1735, 1966.. 2031, 



OJ990617 14.9B23.C74 



4672 -j 
TBLASTX: Maize 
2335 
71 



15924 
33675 



Seq. ID OJ990617_14.9B23.C74 
Strand 



16493 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



• 



Start 


2930 




End 


4672 




Name 


OJ990617 14.9B23.C74.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


1984 




End 


2281 




GI 


none 




Score 


78 




Exons 


1984 . .2067, 1986. .2069, 


2144. 


.2281, 2149. .2274 




Seq. No. 


15924 




Seq. ID 


OJ990617 


_14 . 9B23.C74 


Gene No. 


33675 




Strand 






Start 


2930 




End 


4672 




Name 


OJ990617 14.9B23.C74.o2. 


gs 


Method 


GENSCAN 




Start 


2930 




End 


4397 




GI 


none 




Score 


. 68 




Exons 


2930.. 2976, 3476.. 3629, 


3748. 


.3907, 4273..4397 




Seq. No. 


15924 




Seq. ID 


OJ990617 


_14 . 9B23.C74 


Gene No. 


33675 




Strand 






Start 


2930 




End 


4672 




Name 


OJ990617 14 .9B23.C74.o2. 


gp 


Method 


AAT/GAP 




Start 


4224 




End 


4402 




GI 


2796691 




Score 


276 




Exons 


4224 . .4402 










GI Descrip. 


2073375/dbj | BAA19856 | 4 . 


Oe-18 


(D85317) 


f arnesyl 


pyrophosphate 



synthase [Oryza sativa] >gi_4063829_dbj_BAA36276_ 
farnesyl diphosphate synthase [Oryza sativa] 



(AB021747) 



15924 Seq. ID OJ990617_14.9B23.C74 

33675 Strand 

2930 - End 4672 

OJ990617_14 . 9B23.C74 ,o2.np Method AAT/NAP 

4272 End 4672 

2073375 Score 128 

4272. .4409, 4637. .4672 

(D85317) farnesyl pyrophosphate synthase [Oryza sativa] 
gi|4063829|dbj IBAA36276I (AB021747) farnesyl diphosphate 
synthase [Oryza sativa] 



15925 
33676 
1 

OJ990617_14 . 9B23.C75.ol.np 
1 

2073375 



OJ99061'7_14 .-9B23.C75 

1939 
AAT/NAP 
1939 
639 

1..67, 156. .200, 306. .401, 812. .863, 1000. .1088, 1169. .1285, 
1627. .1713, 1811. .1939 

(D85317) farnesyl pyrophosphate synthase [Oryza sativa] 
gi|4063829|dbj IBAA36276I (AB021747) farnesyl diphosphate 
synthase [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 15925 

Gene No. 33676 

Start 1 

Name OJ990617_14 . 9B23 . C75 . ol . tm 

Start 2 

GI none 

Exons 2. .70, 3. .68, 132. .203, 145. 



Seq. ^D OJ990617_14.9B23.C75 
Strand 
End 

Method 
End 
Score 
,204, 158 



1939 

TBLASTX: Maize 
1841 
67 

217, 305. .403, 306. .401, 



809. .856, 996. .1088, 1000. .1089, 1164. .1286, 1166. .1300, 
1199. .1288, 1624. .1713, 1625. .1714, 1808. .1840, 1809. .1841 



16494 



Seq. No. 15925 

Gene No. 33676 

Start 1 

Name OJ990617_14 . 9B23 . C75 . bl . tc 

Start 5 

GI none 
Exons 



Seq. ID OJ990617_14.9B23.C75 
Strand 

End 1939 

Method TBLASTX : Cress 

End 1864 

Score 61 



5. .70, 8. .76, 9. .125, 145. .201, 147.. 203, 147. .203, 306. 
809.. 862, 996.. 1088, 1012.. 1089, 1154.. 1300, 1158.. 1286, 
1609.. 1713, 1625.. 1708, 1808. .1861, 1811.. 1864 



401, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15925 
33676 
1 

OJ990617_14 . 9B23.C75.ol.ts 

145 

none 



Seq. ID OJ990617_14.9B23.C75 
Strand 

End 1939 

Method TBLASTX : Soybean 

End 1861 

Score 48 



145. .201, 147. .212, 147. .203, 306. .401, 306. .401, 313. .402, 
809. .871, 996. .1088, 1009. .1089, 1164. .1286, 1166. .1300, 
1624. .1713, 1625. .1714, 1626. .1763, 1671. .1727, 1790. .1858, 
1808. .1861 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15925 
33676 
1 

OJ990617_14. 9B23.C75.ol.gs 

156 

none 



Seq. ID OJ990617_14.9B23-.C75 
Strand 

End 1939 

Method GENSCAN 

End 1713 

Score .81 



156. .200, 306. .401, 812. .863, 1015. .1088, 1169. .1285, 1627. .1713 



15926 
33677 
391 

OJ990617_14 . 9B23.C76.ol.gs 
391 
none 

391. .4 90, 572. . 673," 7 62. . 1198 



Seq. ID OJ990617_14.9B23.C76 

Strand + 

End 1198 

Method GENSCAN 

End 1198 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990617JL4 . 9B23 . C76 
485 

AAT/NAP 

485 

75 



15926 Seq. ID 

33678 Strand 
1 End 
OJ990617_14 . 9B23.C76.ol.np Method 
1 End 
2146730 Score 
1..75, 124. .148, 375. .485 

farnesyl diphosphate synthase (EC 2.5.1.10) FPS2 - Arabidopsis 
thaliana gi 11146161 (L4 6350) farnesyl diphosphate synthase 
[Arabidopsis thaliana] gi 11146163 (L46349) farnesyl diphosphate 
synthase [Arabidopsis thaliana] gi | 224 5078 | emb | CAB10500 . 1 |* 
(Z97343) contains EST gb: 1217531 [Arabidopsis thaliana] 



15926 Seq. ID 

33679 Strand 

1692 End 

OJ990617_14 . 9B23.C76.o2.gs Method 

1692 End 

none Score 



OJ990617_14.9B23.C76 

4371 
GENSCAN 
4367 
. 67 



16495 



Exons 



1692.. 1920, 2309.. 2488, 2885.. 3014, 3309.. 3623, 3900.. 3942, 
3975. .4367 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



15926 
33679 
1692 

OJ990617_14 . 9B23 . C7 6 . ol . tm 

3529 

none 



Seq. ID OJ990617_14.9B23.C76 
Strand 

End 4371 

Method TBLASTX : Mai ze 

End 4371 

Score 122 



3529. .3621, 3530. .3631, 3902. .3943, 3904. .3942, 3999. .4220, 
4023. .4181, 4254. .4367, 4258. .4368, 4282. .4371 



15927 
33680 
119 

OJ990617JL4 . 9B23 . C77 . ol . gs 

119 

none 

119. .192 



Seq. ID OJ990617_14.9B23.C77 

Strand + 

End 192 

Method GEN SCAN 

End 192 

Score .54 



Seq. No. 
Gene No. 
Start 
Name 

Start . . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15928 
33681 
1 

OJ990617_14 . 9B23 . C7§ . ol . np 
1 

6539553 
1. .999 

(AP000836) Similar ,to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206*. 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID OJ990617_14.9B23.C78 
Strand 

End 1005 

Method AAT/NAP 

End 999 

Score 1736 



15928 
33681 
1 

OJ990617_14.9B23.C78.ol.gs 

149 

none 

149. .999 



Seq. ID OJ990617_14.9B23.C78 
Strand 

End 1005 

Method GENSCAN 

End 999 

Score . 57 



Seq. No. 15928 

Gene No. 33681 

Start 1 

Name OJ990617_14 . 9B23 . C78 . ol . tm 

Start 557 

GI none 

Exons 557.. 862, 559.. 870 

Seq. No. 15928 

Gene No. 33681 

Start 1 

Name OJ990617_14 . 9B23 . C78 . ol . tw 

Start . 619 

GI none 

Exons 619.. 1005, 620.. 994 



Seq. ID OJ990617_14.9B23.C78 
Strand 

End 1005 

Method TBLASTX : Mai ze 

End 870 

Score 291 



Seq. ID OJ990617_14.9B23.C78 
Strand 

End 1005 

Method TBLASTX : Wheat 

End 1005 

Score 258 



Seq. No. 



15929 



Seq. ID OJ990617_14.9B23.C79 



16496 



Gene No. 33682 Strand 

Start 1 End 1365 

Name OJ990617_14 . 9B23 . C79 . ol . np Method AAT/NAP 

Start 1 End 1365 

GI 6539553 Score 2247 

Exons 1..1365 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 15929 Seq. ID 

Gene No. 33682 Strand 

Start 1 End 

Name OJ990617_14 . 9B23 . C79 . ol . tw Method 

Start 57 End 

GI none Score 

Exons 57. .515, 58. .507 



OJ990617_14.9B23.C79 
1365 

TBLASTX: Wheat 

515 

394 



Seq. No. 15929 Seq. ID 

Gene No. 33682 Strand 

Start 1 End 

Name OJ990617_14 . 9B23 . C79 . ol . tc Method 

Start 141 End 

GI none Score 

Exons 141.. 335, 348.. 530 



OJ990617_14.9B23.C79 
1365 

TBLASTX: Cress 

530 

112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15929 Seq. ID 

33682 Strand 

1 End 
OJ990617_14 . 9B23.C79.ol.ts Method 

165 End 

none Score 

165. .338, 292. .330, 339. .563, 384. .554 



OJ990617_14.9B23.C79 
1365 

TBLASTX: Soybean 

563 

38 

, 385. .555 



Seq. No. 15929 Seq. ID 

Gene No. 33682 Strand 

Start 1 End 

Name OJ990617_14 . 9B23 . C79 . o2 . tm Method 

Start 351 End 

GI none Score 

Exons 351.. 785, 376.. 576 



OJ990617_14.9B23.C79 
1365 

TBLASTX: Maize 

785 

84 



Seq. No. 15929 Seq. ID 

Gene No. 33682 Strand 

Start 1 End 

Name OJ990617_14 . 9B23 . C79 . o2 . tw Method 

Start 516 End. 

GI npne • Score 

Exons 516.. 707, 516.. 707, 637.. 708 



OJ990617_14.9B23.C79 
1365 

TBLASTX: Wheat 

708 

186 



Seq. No. 15929 Seq. ID 

Gene No. 33682 Strand 

Start 1 End 

Name OJ990617_14 . 9B23 . C79 . ol . tm Method 

Start 989 End 

GI none Score 



OJ990617_14.9B23.C79 
1365 

TBLASTX: Maize 

1311 

395 



16497 



Exons 



989. .1156, 990. .1304, 991. .1284, 1057. .1311 



Seq. No. 15930 

Gene No. 33683 

Start 1 

Name OJ990617_14 . 9B23 . C81 . ol . np 

Start 1 

GI 6899925 

Exons 1 . . 658 

GI Descrip. (AL138651) P-glycoprotein-like proetin [Arabidopsis thaliana] 



Seq. ID OJ990617_14.9B23.C81 

Strand + 

End 658 

Method AAT/NAP 

End 658 

Score 795 



Seq. No. 15930 

Gene No. 33683 

Start 1 

Name OJ990617_14 . 9B23 . C81 . ol . tc 

Start 19 

GI none 
Exons 



Seq. ID OJ990617_14.9B23.C81 

Strand + 

End 658 

Method TBLASTX : Cress 

End 64 6 

Score 229 ■ 



19. .246, 19. .252, 20. .247, 20. .274, 232. .627, 233. .634, 
239. .646, 242. .541, 298. .615 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15930 
33683 
1 

OJ990617_14 . 9B23.C81 .ol.ts 

19 

none 



Seq. ID OJ990617_14.9B23.C81 

Strand + 

End 658 

Method TBLASTX : Soybean 

End 604 

Score 274 



19. .270, 20. .274, 232. .402, 233. .403, 400. .597, 401. .604 



Seq. No. 15930 

Gene No. 33683 

Start 1 

Name OJ990617_14 . 9B23 . C8 1 . ol . tm 

Start 19 

GI none 

Exons 19.. 231, 19.. 633, 20.. 634 



.Seq. ID OJ990617_14.9B23.C81 

Strand + 

End 658 

Method TBLASTX : Mai ze 

End 634 

Score 105 



Seq. No. 15930 

Gene No. 33683 

Start 1 

Name OJ990617_14 . 9B23 . C8 1 . ol . gs 

Start 158 

GI none 

Exons 158 . . 563 



Seq. ID OJ990617_14.9B23.C81 

Strand + 

End 658 

Method GENSCAN 

End 563 

Score .82 



Seq. No. 15930 

Gene No. 33683 

Start 1 

Name OJ990617_14 . 9B23 . C81 . ol . tw 

Sta,rt 317 

GI none 

Exons 317.. 565, 325.. 564 



Seq. ID OJ990617_14.9B23.C81 

Strand + 

End 658 

Method TBLASTX : Wheat 

End 565 

Score 318 



Seq. No. 15931 

Gene No. 33684 

Start 77 

Name OJ990617_14 . 9B23 . C82 . ol . gs 

Start 77 



Seq. ID OJ990617_14.9B23.C82 

Strand + 

End 429 

Method GENSCAN 

End 429 



16498 



GI 

Exons 



none 

77. .157, 256. .429 



Score 



.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15931 Seq. ID 

33685 ' Strand 

1076 End 

OJ990617_14 . 9B23 . C82 . ol . np Method 

1050 End 

3548810 Score 
1050. .1527 

(AC005313) putative chloroplast nucleoid DNA binding protein 
[Arabidopsis thaliana] 



OJ990617_14.9B23.C82 
+ 

1527 
AAT/NAP 
1527 
127 



15931 Seq. ID 

33685 Strand 

1076 End 
OJ990617_14 . 9B23.C82.o2.gs Method 

1076 End 

none Score 
1076. . 1503 



OJ990617_14 . 9B23.C82 
+ 

1527 
GENSCAN 
1503 
. 65 



Seq. No. 
Gene No. 
Start 
Name 
Start 

i:ri gi 

['LI Exons 



i t 



Seq. No. 
Gene No. 
W Start 
I'll Name 
i9 Start 

Exons 
; '* f GI Descrip. 

j.'i 



15932 Seq. ID 

33686 Strand 
240 End 
OJ990617JL4 . 9B23 . C83 . ol . gs Method 
240 End 
none Score 
240. .359, 361. .502, 562. .695 

15933 Seq. ID 

33687 Strand 
1 End 
OJ990617_14 . 9B23.C84 .ol.np Method 
1 End 
6539553 Score 
1. .515 

(AP0008 
(D85597 
•Similar 
[Oryza 



OJ990617_14.9B23.C83 
+ 

695 

GENSCAN 

695 

.45 



OJ990617_14 . 9B23.C8' 
+ 



2294 
AAT/NAP 
515 
852 



36) Similar to Oryza australiensis retrotransposon RIRE1 
) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
to Oryza australiensis retrotransposon RIRE1 (D85597) 
sativa] 





Seq. No. 


15933 






Seq. ID 


OJ990617_14 . 9B23, 


.C84 




Gene No. 


33687 






Strand 


+ 






Start 


1 






End 


2294 






Name 


OJ990617 14.9B23 


.C84. 


ol . gs 


Method 


GENSCAN 






Start 


177 






End 


2294 






GI 


none 






Score 


.77 






Exons 


177.. 514, 1317.. 


1466, 


1622. . 


1896, 2161, 


. .2294 






Seq. No. 


15933 






Seq. ID 


OJ990617_14 . 9B23. 


X84 




Gene No. 


33688 






Strand 








Start 


720 






End 


■2235 






Name 


OJ990617 14.9B23 


.C84. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


3 






End 


379 






GI 


none 






Score 


514 






Exons 


3. .344, 11. .379, 


12. . 


341, 14 


. .379 







16499 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



15933 Seq. ID 

33688 Strand 

720 End 

OJ990617_14 .9B23.C84 ,o2.np Method 

720 End 

1944504 Score 
720.. 762, 2065.. 2235 

(D64036) protein cdc2 kinase [Oryza s'ativa] 



OJ990617_14.9B23.C84 

2235 
AAT/NAP 
2235 
56 



15934 Seq. ID 

33689 Strand 

82 End 
OJ990617_14 .9B23.C85.ol.gs Method 

82 End 

none Score 
82. .194 



OJ990617_14 . 9B23.C85 
+ 

194 

GENSCAN 

194 

.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15934 Seq. ID OJ990617_14.9B23.C85 

33690 . Strand + 

4654 End 4791 

OJ990617_14 .9B23.C85.o2.np Method AAT/NAP 

4654 End 4791 

5091523 Score 103 

4654 . .4791 

(AB023482) Similar to Gallus gallus mRNA for attachment region 
binding protein (ARBP) . (Y14166) [Oryza sativa] 



15934 Seq. ID 

33691 Strand 

1303 ' End 
OJ990617_14 .9B23.C85.o2.gs Method 

1303 End 

none Score 
1303. .2757 



OJ990617_14 . 9B23.C85 

2757 
GENSCAN 
2757 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



OJ990617 14.9B23.C85 



15934 Seq. ID 

33691 Strand 

1303 . End 2757 

OJ990617_14 . 9B23 . C85 . ol . np Method AAT/NAP 

1309 End 2453 

4115538 Score 719 
1309. .2453 

(AB012116) UDP-glycose: flavonoid glycosyltransf erase [Vigna 
mungo] 



15934 
33691 
1303 

OJ990617_14 . 9B23.C85.ol. ts 
1318 
none 
1318. 
1808. 
2504. 



1494, 1319. .1486, 1468. 
1966, 1819.. 1965, 1978. 



,2572, 2614. .2715, 2657. .2695 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1788, 1504 
.2037, 2239 



OJ990617 14.9B23.C85 



2757 

TBLASTX: Soybean 
2715 
45 

,1635, 1538. .1747, 
,2409, 2503.. 2589, 



15934 
33691 



Seq. ID OJ990617_14.9B23.C85 
Strand 



16500 



Start 


1303 








End 


2757 




in at tic 






. LoD . OI 


. cm 


Method 


TBLASTX: 


Maize 


Start 


1321 








End 


2755 




GI 


none 








Score 


118 




Exons 


1321. .1542, 


1325, 


. . 1489, 


1495. 


.1941, 1501. .1635, 


1538. . 1942, 




1939. .2514, 


1940. 


. .2512, 


2485. 


.2625, 2507. .2614, 


2602. .2751, 




2606. .2755, 


2669, 


. .2755 








Seq. No. 


15934 






.-; 


Seq. ID 


OJ990617 


_14.9B23.C85 


Gene No. 


33691 








Strand 






o Lai L 










End 


2757 




Name 


OJ990617 14 


.9B23, 


.C85.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


1639 








End 


2715 




GI 


none 








Score 


98 




Exons 


1639. .1776, 


1640. 


, . 1747, 


1805. 


.1984, 1813. .1983, 


2053. .2241, 




2267. .2407, 


2275. 


. .2409, 


2449. 


.2493, 2491. .2571, 


2605. .2715 


Seq. No. 


15934 








Seq. ID 


OJ990617 


_14 . 9B23.C85 


Gene No. 


33691 








Strand 






>J UClL L 


i *^n^ 

IjUj 








End 


2757 




Name 


OJ990617 14. 


. 9B23. 


C85.ol. 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


1646 








End 


2113 




GI 


none 








Score 


89 




Exons 


1646. . 1705, 


1648. 


.1704, 


1706. 


.1747, 1708. .1752, 


1738. .2043, 




1793. .2044, 


2050. 


.2112, 


2051. 


.2113 




Seq. No. 


15935 








Seq. ID 


OJ990617 


_14 . 9B23.C86 




33692 








Strand 


+ 




Start 


136 








End 


480 




Name 


OJ990617 14. 


, 9B23. 


C86.0I. 


.gs 


Method 


GENSCAN 




Start 


136 








End 


480 




GI 


none 








Score 


.84 




Exons 


136. .188, 363. .480 










Seq. No. 


15935 








Seq. ID 


OJ990617 


_14 . 9B23.C86 


Gene No. 


33693 








Strand 








3356 








End 


6182 




Name 


OJ990617 14. 


9B23. 


C86.o2. 


gs 


Method 


GENSCAN 




Start 


3356 








End 


6112 




GI 


none 








Score 


.42 




Exons 


3356. .3548, 


3886. 


.4078, 


4349. 


.4577, 4735. .4959,. 


5149. .5238, 




5464 . .5583, 


5700. 


.5807, 


5992. 


.6112 




Seq. No. 


15935 








Seq. ID 


OJ990617 


J. 4 . 9B23.C86' 


Gene No. 


33693 








Strand 






Start 


3356 








End 


6182 




Name 


OJ990617 14. 


9B23. 


C86;ol. 


np 


Method 


AAT/NAP 




Start 


4123 






End 


6182 




GI 


6069646- 








Score 


'958 




Exons 


4123. .5112, 


5395. 


.6182 











GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907 112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 

Seq. No. 15935 Seq. ID OJ990617_14 . 9B23 . C8 6 

16501 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



33693 
3356 

OJ990617_14. 
4249 
none 

4249. .4296, 

15935 
33693 
3356 

OJ990617_14 . 
4325 
none 

4325. .4609, 

15935 
33693 
3356 

OJ990617_14 
4834 
none 

4834. .4929, 

15935 
33693 
3356 

OJ990617_14 . 
5020 
none 

5020. .5148, 

15935 
33693 
3356 

OJ990617_14. 
5098 
none 

5098. .5256, 

15935 
33693 
3356 

OJ990617_14. 
5179 
none 

5179. .5853, 

15935 
33693 
3356 

OJ990617_14. 

5653 

none 

5653. .5958, 

15935 
33693 



9B23.C86.o3.tw 
4411. .4596, 4433. 

9B23.C86.o2.tm 
4330.. 4605, 4411. 

.9B23.C86.o4.tm 
4879. .4929, 4942. 

9B23.C86.ol.ts 
5179.. 5202, 5209. 

9B23.C86.ol.tw 
5242. .5538, 5246. 

9B23.C86.ol.tm 



Strand 
End 

Method 
End 
Score 
,4600 



6182 

TBLASTX: Wheat 

4600 

69 



Seq. ID OJ990617_14.9B23.C86 
Strand 

6182 

TBLASTX: Maize 
4611 
106 



End 

Method 
End 
Score 
.4611 



Seq. ID OJ990617_14.9B23.C86 
Strand 

End 6182 

Method TBLASTX : Mai ze 

End 5118 

Score 42 
.5118, 4943. .5113 

Seq. ID OJ990617_14.9B23.C86 
Strand 

618-2 

TBLASTX : Soybean 
5559 
161 



End 

Method 
End 
Score 
.5559 



Seq. ID OJ990617_14.9B23.C86 
Strand 

6182 

TBLASTX: Wheat 
5538 
123 



End 

Method 
End 
Score 
.5536 



Seq. ID OJ990617_14.9B23.C86 
Strand 

End 6182 

Method* TBLASTX : Mai ze 

End 5853 

Score 72 



5246. .5452, 5528. .5686, 5711. .5815 



9B23.C86.o2.tw 



5663. . 5809 



Seq. ID OJ990617_14.9B23.C86 
Strand 

End 6182 

Method TBLASTX : Wheat 

End 5958 

Score 79 



Seq. ID OJ990617_14.9B23.C86 
Strand 



16502 




Start 


3356 




End 


6182 




Name 


OJ990617 14.9B23.C86.o3 


,tm 


Method 


TBLASTX: Maize 




Start 


5854 




End 


6127 




GI 


none 




Score 


145 




Exons 


5854.. 6126, 5855.. 6127 










Seq. No. 


15936 




Seq. ID 


OJ990617_14.9B23 


.C87 


Gene No. 


Joby4 




Strand 






Start 


83 




End 


775 




Name 


OJ990617 14 .9B23.C87.ol 


.gs 


Method 


GENSCAN 




Start 


83 




End 


771 




GI 


none 




Score 


.98 




Exons 


83. .771 










Seq. No. 


15936 




Seq. ID 


OJ990617_14.9B23 


.C87 


Gene No. 


O *3 c fl A 




Strand 






Start 


83 




End 


775 




Name 


OJ990617 14.9B23.C87.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


94 




End 


379 




GI 


none 




Score 


148 




Exons 


94. .378, 128. .379 










Seq. No. 


15936 




Seq. ID 


OJ990617_14 .9B23 


.C87 


Gene No. 


33694 




Strand 






Start 


83 




End 


775 




Name 


OJ990617 14 .9B23.C87.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


385 




End 


775 




GI 


none 




Score 


100 




Exons 


385.-774, 494. .673, 499 


. .750, 


707 . .775 






Seq. No. 


15937 




Seq. ID 


OJ990617_14 . 9B23 


.C88 


Gene No . 






Strand 






Start 


90 




End 


705 




Name 


OJ990617 14.9B23.C88.ol 


.gs 


Method 


GENSCAN 




Start 


90 




End 


705 




GI 


none 




Score 


.65 




Exons 


90. .404, 459. .705 










Seq. No. 


15938 




Seq. ID 


OJ990617_14.9B23 


.C90 


Gene No. 






Strand 






Start 


1034 




End 


1074 




Name 


OJ990617 14 . 9B23.C90.ol 


.gs 


Method 


GENSCAN 




Start 


1034 




End 


1074 




GI 


none 




Score 


.8 




Exons 


1034 . . 1074 










Seq. No. 


15939 




Seq. ID 


OJ990617_14.9B23 


.C91 


Gene No. 


33697 




Strand 






Start 


1 




End 


3358 - j 




Name 


OJ990617 14.9B23.C91.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


3358 




GI 


1491621 




Score 


134 




Exons 


1. .85, 138. .1001, 2162. 


.2532, 


3320. .3358 




GI Descrip. 


(Z78205) UL36 [Bovine herpesvirus 1] gi 


.12653311 | emb|CAA06097 



(AJ004801) very large virion protein (tegument) [Bovine 
herpesvirus type 1.1] 



16503 






Seq. No. 


15939 


Seq. ID 


OJ990617_14 . 9B23.C91 




Gene no . 


33697 


Strand 






Start 


1 


End 


3358 




Name 


OJ990617 14.9B23.C91.ol.gs 


Method 


GENSCAN 




Start 


231 


End 


2611 




GI 


none 


Score 


.83 




Exons 


231. .341, 525. .828, 1140. .1277, 2026. 


.2611 




Seq. No. 


15940 


Seq. ID 


OJ990617_14.9B23.C94 




Gene No. 


33698 


Strand 






Start 


1 


End 


737 




Name 


OJ990617 14.9B23.C94.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


737 




GI 


4558552 


Score 


168 




Exons 


1..230, 642. .737 








GI Descrip. 


(AC007138) putative P-glycoprotein-like protein [Arabidopsis 






thaliana] 








Seq. No. 


15940 


Seq. ID 


OJ990617_14 . 9B23.C94 




Gene No. 


33698 


Strand 






Start 


1 


End 


737 




Name 


OJ990617 14.9B23.C94.ol.gs 


Method 


GENSCAN 




Start 


42 


End 


192 


□ 


GI 


none 


Score 


.54 


m 


Exons 


42. .192 






i U 


Seq. No. 


15941 


Seq. ID 


OJ990617_14 . 9B23.C96 


i »r. 


Gene No. 


33699 


Strand 


+ 




Start 


25 


' End 


114 


! if 


Name 


OJ990617 14.9B23.C96.ol.gp 


Method 


AAT/GAP 




Start 


25 


End 


114 




GI 


uC-osf Icyp022c06b2 


Score 


137 


Exons 


25. .114 






, !S . 


GI Descrip. 


'5042437/gb|AC007789. 1 IAC007789 8.0e-25 Oryza sativa BAC T49B20 


! a s : 




genomic sequence, complete 


sequence ' 




M= 


Seq. No. 


15942 


Seq. ID 


OJ990617_14 . 9B23.C98 




Gene No. 


33700 


Strand 






Start 


1 


End 


971 




Name 


OJ990617 14. 9B23.C98.o2.tm 


Method 


TBLASTX: Maize 


□ 


Start 


1 


End 


271 




GI 


none 


Score 


123 




Exons 


1..267, 5. .271, 7. .264, 56. 


.271 






Seq. No. 


15942 


Seq. ID 


OJ990617_14 . 9B23.C98 




Gene No. 


33700 


Strand 






Start 


1 


End 


971 




Name 


OJ990617 14.9B23.C98.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


9,66 




GI 


none 


Score 


109 




Exons 


1..384, 7. .267, 56. .241, 56 


..385, 451. 


.696, 494. .718, 517. .696, 






772. . 966, 895. . 963 








Seq. No. 


15942 


Seq. ID 


OJ990617_14.9B23.C98 




Gene No. 


33700 


Strand 






Start 


1 


End 


971 




Name 


OJ990617 14.9B23.C98.ol.np 


Method 


AAT/NAP 



16504 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



971 
870 



3522943 
1..379, 452. .690, 784. .971 

(AC004411) putative ABC transporter [Arabidopsis thaliana] 



15942 
33700 
1 • 

OJ990617_14 .9B23.C98.ol.ts 
1 

none 

1..375, 7. .363, 56. .373 



Seq. ID OJ990617_14.9B23.C98 

Strand 

End 971 

Method TBLASTX : Soybean 

End 375 

Score 194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15942 
33700 
1 

OJ990617_14 . 9B23.C98.ol.gs 
63 

none 

63. .379, 452. .690, 784. .921 

15942 
33700 
1 

OJ990617_14 . 9B23.C98 .ol. tm 

277 

none 



Seq. ID OJ990617_14.9B23.C98 
Strand 

End 971 

Method GEN SCAN 

End 921 

Score 1 



Seq. ID OJ990617__14.9B23.C98 
Strand 

End 971 

Method TBLASTX : Maize 

End 630 

Score 135 



277. .378, 278. .382, 282. .395, 449. .628, 450. .629, 451. .630, 
452. .628, 519. .629 



15942 
33700 
1 

OJ990617_14 .9B23.C98.o2.ts 

451 

none 

451. .693, 452. .691 



Seq. ID OJ990617_14.9B23.C98 

Strand 

End 971 

Method TBLASTX : Soybean 

End 693 

Score 122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15943 
33701 
2726 

OJ990617_14 .9B23.C99.o2.gs 

2726 

none 

2726.. 2730, 3991.. 4375 



Seq. ID OJ990617_14.9B23.C99 

Strand + 

End 4375 

Method GENSCAN 

End 4375 

Score .78 



15943 
33702 
1 

OJ990617_14 .9B23.C99.ol .np 
1 

4558552 

1..199, 783. .837, 2056. .2271 

(AC007138) putative P-glycoprotein-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990617_14.9B23.C99 
Strand 

End 2343 

Method AAT/NAP 

End 2271 

Score 361 



Seq. No. 



15943 



Seq. ID. OJ990617_14.9B23.C99 



16505 




Gene No. 


O *3 "7 r\ o 


Strand 








Start 


1 


End 


2343 






Name 


OJ990617 14.9B23.C99.oi:gs 


Method 


GENSCAN 






Start 


24 


End 


2343 






GI 


none 


Score 


.87 






Exons 


24. .199, 783.. 837, 2056. .2343 










Seq. No. 


15943 


Seq. ID 


OJ990617 


_14 .9B23 


.C99 


Gene No. 


3.3703 


Strand 








Start 


6012 


End 


6161 






Name 


OJ990617 14.9B23.C99.ol.tc 


Method 


TBLASTX : 


Cress 




Start 


10 


End 


2235 






GI 


none 


Score 


106 






Exons 


10. .216, 12. .215, 72. .200, 2089. .2235 








Seq. No. 


15943 


Seq. ID 


OJ990617 


_14 . 9B23 


.C99 


Gene No. 


33703 


Strand 








o tart 


6012 


End 


6161 






Name 


OJ990617 14 . 9B23.C99.ol.tm 


Method 


TBLASTX : 


Maize 




Start 


5643 


End 


5877 






GI 


none 


Score 


97 






Exons 


5643. .5762, 5651. .5755, 5652. 


.5759, 5747. .5863, 


5748. .5861, 




5755.. 5862, 5755.. 5877 










Seq. No. 


15943 


Seq. ID 


OJ990617 


_14 .9B23 


C99 


Gene No. 


33703 


Strand 








Start 


6012 


End 


6161 






Name 


OJ990617 14.9B23.C99.o2.np 


Method 


AAT/NAP 






Start 


5645 


End 


5779 






GI 


4539658 


Score 


90 






Exons 


5645. .5779 










GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 










Seq. No. 


15943 


Seq. ID 


OJ990617 


JL4.9B23 


C99 


Gene No. 


33703 


Strand 








Start 


6012 


End 


6161 






Name 


OJ990617 14.9B23.C99.o3.gs 


Method 


GENSCAN 






Start 


6012 


End 


6161 






GI 


none 


Score 


.51 






Exons 


6012. .6161 










Seq. No. 


15944 


Seq. ID 


OJ990617 


_14 .9B23. 


C10 


Gene No . 


33704 


Strand 


+ 






Start 


1750 


End 


1914 






Name 


OJ990617 14.9B23.C100.ol.gs 


Method 


GENSCAN 






Start 


1750 


End 


1914 






GI 


none 


Score 


.88 






Exons 


1750. .1914 










Seq. No. 


15944 


Seq. ID 


OJ990617_ 


_14 . 9B23. 


C10( 


Gene No. 


33705 


Strand 








Start 


3145 


End 


3234 






Name 


OJ990617 14 . 9B23.C100.ol.gp 


Method 


AAT/GAP 






Start 


3145 


End 


3234 






GI 


uC-osf Icyp022c06b2 


Score 


137 







Exons 3145.. 3234 

16506 




GI Descrip. • 50424 37/gb | AC007789 , 1 | AC007789 8.0e-25 Oryza sativa BAC T49B20 
genomic sequence, complete sequence* 



Seq. No. 


15945 




Seq. ID 


OJ990617_14 . 9B23.C101 


Gene No. 


33706 * 




Strand 


+ 


Start 


87 




End 


1356 


Name 


OJ990617 14.9B23.C101.ol 


• gs 


Method 


GENSCAN 


Start 


87 




End 


1356 


GI 


none 




Score 


.41 


Exons 


o / . .14// llJb. . Ijjd 








Seq. No. 


15945 




Seq. ID 


OJ990617 14.9B23.C101 


Gene No. 


33707 




Strand 


- 


Start 


1676 




End 


2628 


Name 


OJ990617 14. 9B23.C101.o2 


.gs 


Method 


GENSCAN 


Start 


1676 


End 


2628 


GI 


none 




Score 


.76 


Exons 


1676. .1888, 1916. .2014, : 


2545. 


.2628 




oeq . no . 


i d y 4 d 




Seq. ID 


OJ990617_14.9B23.C102 


Gene No. 


33708 




Strand 




Start 


190 




End 


789 


Name 


OJ990617 14.9B23.C102.ol 


.np 


Method 


AAT/NAP 


Start 


190 




End 


789 


GI 


82486 




Score 


113 


Exons 


190. .341, 689. .789 








GI Descrip. 


hypothetical protein 3 - 


rice 


gi 120381 | emb | CAA29824 | (X06611) 




put. ORF 1 [Oryza sativa 


] 






o c q . IN o . 


15947 




Seq. ID 


OJ990617_14.9B23.C104 


Gene No. 


33709 




Strand 




Start 


1 




End 


234 


Name 


OJ990617 14.9B23.C104.ol 


• gp 


Method 


AAT/GAP 


Start 


1 




End 


234 


GI 


45844 1.R1084 




Score 


452 


Exons 


1. .234 








GI Descrip. 


' 5816991/emb I CAB5364 6 . 1 1 


l.Oe- 


-35 (AL110123) multidrug resista 




protein/P-glycoprotein-like [Arabidopsis thaliana] ' 


Seq. No. 


15948 




Seq. ID 


OJ990617_14 . 9B23.C106 


Gene No . 


33710 




Strand 




Start 


78 




End 


438 


Name 


OJ990617 14. 9B23.C106.ol 


.gs 


Method 


GENSCAN 


Start 


78 




End 


438 


GI 


none 




Score 


.84 


Exons 


78. .257, 408. .438 








Seq. No. 


15949 




Seq. ID 


OJ990617_14 . 9B23 .C107 


Gene No. 


33711.. 




Strand 




Start 


356 




End 


640 


Name 


OJ990617 14.9B23.C107.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


356 




End 


640 


GI 


none 




Score 


318 


Exons 


356. . 640, 360. . 635 








Seq. No. 


15950 




Seq. ID 


OJ990617_14 . 9B23.C108 


Gene No. 


33712 




Strand 


+ 



16507 



Start 
Name 
Start 
GI 

Exons 



387 End 

OJ990617_14 . 9B23 . C108 . ol . tm Method 

195 End 

none Score 



701 

TBLASTX: Maize 

701 

60 



195.. 284, 196.. 267, 200.. 271, 379.. 432, 387.. 605, 387.. 590, 
451. .597, 591. .701, 602. .700 



Seq. No. 15950 Seq. ID 

Gene No. 33712 Strand 

Start 387 End 

Name OJ990617_14 . 9B23 . C108 . ol . gs Method 

Start 387 ' End 

GI none Score 

Exons 387.. 599 



OJ990617_14.9B23.C108 
+ 

701 

GENSCAN 

599 

.81 



Seq. No. 15951 Seq. ID 

Gene No. 33713 Strand 

Start 91 End 

Name OJ990617_14 . 9B23 . C109 . ol . gs Method 

Start 91 End 

GI none Score 

Exons 91.. 303, 331.. 429 



OJ990617_14.9B23.C109 
429 

GENSCAN 

429 

.85 



Seq. No. 15952 Seq. ID 

Gene No.' 33714 Strand 

Start - "65 End 

Name OJ990617_14 . 9B23 . Clll . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..48, 16. .48, 67. .309, 96. .305 



OJ990617_14 . 9B23.C111 
309 

TBLASTX: Maize 

309 

60 



Seq. No. 15952 Seq. ID 

Gene No. 33714 Strand 

Start 65 End 

Name OJ990617_14 . 9B23 . CI 11 . ol . gs Method 

Start 65 End 

GI none Score 

Exons 65 . . 296 



OJ990617_14.9B23.C111 
309 

GENSCAN 

296 

.45 



Seq. No. 15952 Seq. ID 

Gene No. 33714 Strand 

Start 65 End 

Name OJ990617_14 . 9B23 . Clll . ol . ts Method 

Start 87 End 

GI none Score 

Exons 87.. 308, 97.. 309 



OJ990617_14 . 9B23.C111 
309 

TBLASTX: Soybean . 

309 

155 



Seq. No. 15953 Seq. ID 

Gene No., 33715 • Strand 

Start 413 End 

Name OJ990617_14 . 9B23 . C112 . ol . gs Method 

Start 413 End 

GI none Score 

Exons 413. .445 



OJ990617_14.9B23.C112 
+ 

445 

GENSCAN 

445 

.7 



Seq. No. 
Gene No. 



15954 
33716 



Seq. ID 
Strand 



OJ990617 14.9B23.C114 



16508 




Start 


27 


End 


164 


Name 


OJ990617 14.9B23.C114.ol.gs 


Method 


GENSCAN 


Start 


27 


End 


164 


GI 


none 


Score 


.98 


Exons 


27. .164 






Seq. No. 


15955 


Seq. ID 


OJ990617_14.9B23.C11 


Gene No. 


33717 


Strand 




Start 


1 


End 


733 


Name 


OJ990617 14.9B23.C116.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


733 


GI 


5816991 


Score 


197 


Exons 


1..22, 450. .733 






GI Descrip. 


(AL110123) multidrug resistance protein/P-glycoprotein-like 




[Arabidopsis thaliana] 









Seq. No. 


15955 






Seq. ID 


OJ990617_14.9B23.C116 




Gene No. 


33717 






Strand 






Start 


1 






End 


733 




Name 


OJ990617 


14.9B23.C116.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


449 






End 


629 




GI 


none 






Score 


147 




Exons 


449. . 628, 


453. .629, 456. 


.629 






a 


Seq. No. 


15955 






Seq. ID 


OJ990617_14 . 9B23.C116 


\j\ 


Gene No . 


33 /l / 






Strand 




i'il 


Start 


1 






End 


733 


! fe? 
.is; 


Name 


OJ990617 


14.9B23.C116.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


449 






End 


691 


U! 


GI 


none 






Score 


84 




Exons 


449. .691, 


459. .608 








j cf 


Seq. No. 


15955 






Seq. ID 


OJ990617_14.9B23.C116 




Gene No. 


33717 






Strand 




□ 


Start 


1 






End 


733 




Name 


OJ990617 


14.9B23.C116.ol 


.gs 


Method 


GENSCAN 


It it 


Start 


450 






End 


688 




GI 


none 






Score 


.56 


: 3 =c 
!. -I 


Exons 


450. .688 










U! 


Seq. No. 


15956 






Seq. ID 


OJ990617_14.9B23.C117 




Gene No. 


33718 






Strand 






Start 


192 






End 


648 




Name 


OJ990617 


14.9B23.C117.ol 


.gs 


Method 


GENSCAN 




Start 


192 






End 


566 




GI 


none 






Score 


.79 




Exons 


192. .246, 


333. .566 








i 


Seq. No. 


15956 






Seq. ID 


OJ990617_14.9B23.C117 




Gene No. 


33718 






Strand 






Start 


192 






End 


648 




Name 


OJ990617 


14.9B23.C117.ol 


.np 


Method 


AAT/NAP 




Start 


192 






End 


648 




GI 


3522943 






Score 


116 




Exons 


192. .252, 


342. .648 










GI Descrip. 


(AC004411) putative ABC transporter [Arabidopsis thaliana] 



16509 




Seq. No. 15957 Seq. ID OJ990617_13 . 9B24 . CI 

Gene No. 33719 Strand 



Start 


1 






End 


12479 




Name 


OJ990617 13 


.9B24.Cl.ol.np 




Method 


AAT/NAP 




Start 


1 






End 


12479 




GI 


6714410 






Score 


787 




Exons 


1..497, 1121. .1281, 1395.. 


1587, 3162.. 


3225, 3559.. 3724, 






3799. .3904, 


4959. .5122, 5749. 


.5883, 5953.. 6178, 12431.. 


124 


GI Descrip. 


(AC012328) 


unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


15957 






Seq. ID 


OJ990617_13. 9B24 


.CI 


Gene No. 


33719 






Strand 






Start 


i 
i 






End 


12479 




Name 


OJ990617 13 


.9B24 .Cl.ol.gs 




Method 


GENSCAN 




Start 


1395 






End 


3814 




GI 


none 






Score 


.82 




Exons 


1395. .1587, 


3162.. 3252, 3592. 


.3723, 3799. .3814 




Seq. No. 


15957 






Seq. ID 


OJ990617_13. 9B24 


.CI 


Gene No. 


33719 






Strand 






Start 


1 . 






End 


12479 




Name 


OJy yU Dl / 1 J 


.9B24.Cl.ol.gp 




Method 


AAT/GAP 




Start 


3597 






End 


5129 




GI 


426419 






Score 


705 




Exons 


3597. .3723, 


3799. .3924, 49 


82. 


.5129 *" 






beq. No. 


15957 






Seq. ID 


OJ990617_13. 9B24 


.CI 


Gene No. 


33719 






Strand 






Start 


1 






End 


12479 




Name 


UJ y y U Dl / 1 J 


.9B24.Cl.o2.gs 




Method 


GENSCAN 




Start 


4558 






End 


6399 




GI 


none 






Score 


.78 




Exons 


4558. .4579, 


4870. .4937, 49 


82. 


.5122, 5243. .5304, 5385. .5472, 




5749. .5976, 


6007.. 6178, 6293. 


. 6399 






Seq. No. 


15957 






Seq. ID 


OJ990617_13. 9B24 


.CI 


Gene No. 


33719 






Strand 






Start 


1 






End 


12479 




Name 


OJ990617 13 


.9B24.Cl.o3.gs 




Method 


GENSCAN * 




Start 


7342 






End 


12255 




GI 


none 






Score 


.78 




Exons 


7342. .7649, 


11051. .11104, : 


11453. .11564 


, 11994. .12255 




Seq. No. 


15957 






Seq. ID 


OJ990617JL3. 9B24 


.CI 


Gene No. 


33719 






Strand 






Start 


1 






End 


12479 




Name 


OJ990617 13 


■9B24.Cl.o2.gp 




Method 


AAT/GAP 




Start 


12018 






End 


12295 




GI 


none 






Score 


• 437 




Exons 


12018 . . 12295 










Seq. No. 


15958 






Seq. ID 


OJ990617_13. 9B24 


.C2 


Gene No. 


33720 






Strand 


+ 




Start 


5656 






End 


9566 




Name 


OJ990617 13. 


. 9B24 .C2.ol.np 




Method 


AAT/NAP 




Start 


5656 






End 


9566 




GI 


4206306 






Score 


2876 





16510 




Exons 


5656. .9566 












GI Descrip. 


(AF049110) 


prpol 


[Zea mays] 








Seq. No. 


15958 






Seq. ID 


OJ990617_13.9B24 


.C2 


Ljene wo . 


Jj 1 z 1 






Strand 






Start 


11459 






End 


17886 




Name 


OJ990617 13 


.9B24 


.C2.o5.tw 


Method 


TBLASTX: Wheat 




Start 


5902 






End 


6244 




GI 


none 






Score 


66 




Exons 


5902. .6033, 


6029 


..6244, 6067. 


.6243 






Seq. No. 


15958 






Seq. ID 


OJ990617_13.9B24 


,C2 


i^ene ino . 


"3 "3 "7 9 1 






Strand 






Start 


11459 






End 


17886 




Name 


OJ990617 13 


. 9B24 


-C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6449 






End 


6903 




GI 


none 






Score 


357 




Exons 


6449. . 6820, 


6475 


..6813, 6509. 


.6820, 6820.. 6903, 6831.. 6902 


Seq. No. 


15958 






Seq. ID 


OJ990617_13. 9B24 


. C2 


Gene No . 


JJ / ^l 






Strand 






Start 


11459 






End 


17886 




Name 


OJ990617 13 


. 9B24 


.C2 .o2. tm 


Method 


TBLASTX: Maize 




Start 


6577 






End 


6933 




GI 


none 






Score 


276 




Exons 


6577. .6810, 


6578, 


..6811, 6768. 


.6932, 6817.. 6933 




Seq. No. 


15958 






Seq. ID 


OJ990617_13. 9B24 


.C2 


Gene No . 


/z 1 






Strand 






Start 


11459 






End 


17886 




Name 


OJ990617 13 


. 9B24 . 


.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


6961 






End 


7344 




GI 


none 






Score 


398 




Exons 


6961. .7344, 


7071, 


. .7331 








Seq. No. 


15958 






Seq. ID 


OJ990617_13.9B24 


.C2 


Gene No . 


* o o n o -i 
JJ / Z 1 






Strand 






Start 


11459 






End 


17886 




Name 


OJ990617 13 


. 9B24 . 


C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7018 






End 


7442 




GI 


none 






Score 


453 




Exons 


7018. .7437, 


7018. 


.7410, 7071. 


.7442 






Seq. No. 


15958 






Seq. ID 


OJ990617_13. 9B24 , 


.C2 


Gene No . 


0 0*701 
J J / Z 1 






Strand 






Start 


11459 






End 


17886 




Name 


OJ990617 13. 


. 9B24. 


C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


7063 






End 


7437 




GI 


none 






Score 


267 




Exons 


7063. .7437, 


7113. 


.7256 








Seq. No. 


15958 - 






Seq. ID 


OJ990617_13. 9B24 . 


.C2 


Gene No. 


33721 






Strand 






Start 


11459 






End 


17886 




Name 


OJ990617 13. 


,9B24. 


C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


7712 






End 


8144 




GI 


none 






Score 


287 





16511 






Exons 


7712. .8137, 7713. .8144 












Seq. No. 


15958 


Seq. ID 


OJ990617 


_13.9B24 


.C2 




Gene No. 


33721 


Strand 










Start 


11459 


End 


17886 








Name 


OJ990617 13.9B24.C2.o5.tm 


Method 


TBLASTX : 


Maize 






Start 


8079 


End 


8324 








GI 


none 


Score 


190 








Exons 


8079. .8324 












Seq. No. 


15958 


Seq. ID 


OJ990617 


_13.9B24 


.C2 




Gene No. 


33721 


Strand 










Start 


11459 


End 


17886 








Name 


OJ990617 13.9B24.C2.o4.tm 


Method 


TBLASTX: 


Maize 






Start 


8349 


End 


8613 








GI 


none 


Score 


217 








Exons 


8349. .8612, 8392. .8613, 8474 


. .8611 










Seq. No. 


15958 


Seq. ID 


OJ990617 


_13.9B24 


,C2 




Gene No. 


33721 


Strand 










Start 


11459 


End 


17886 








Name 


OJ990617 13.9B24.C2.o4.tw 


Method 


TBLASTX : 


Wheat 






Start 


8454 


End 


8840 






r *\ 


GI 


none 


Score 


259 






w 


Exons 


8454. .8840 












Seq. No. 


15958 


Seq. ID 


OJ990617 


_13.9B24 


.C2 


i tF 


Gene No. 


33721 


Strand 








i ss i 

: J Bp 


Start 


11459 


End 


17886 






1 : ! 


Name 


OJ990617 13. 9B24 .C2.o3.tm 


Method 


TBLASTX: 


Maize 






Start 


8613 


End 


8976 






;s : « 


GI 


none 


Score 


208 






! LI 


Exons 


8613. .8840, 8705. .8839, 8835 


..8975, 8839. .8976 






is 

□ 


Seq. No. 


15958 


Seq. ID 


OJ990617 


_13.9B24 


.C2 




Gene No. 


33721 


Strand 










Start 


11459 


End 


17886 






i; si 


Name 


OJ990617 13. 9B24 .C2.o6.tw - 


Method 


TBLASTX: 


Wheat 




^1 


Start 


8962 


End 


9541 








GI 


none 


Score 


100 






r B s 
Is J 


Exons 


8962. .9081, 9118. .9240, 9122 


. . 9241, 9434 . . 9541 








Seq. No. 


15958 


Seq. ID 


OJ990617 


_13.9B24 


.C2 




Gene No. 


33721 


Strand 










Start 


11459 


End 


17886 








Name 


OJ990617_13. 9B24 .C2.o2.gs 


Method 


GENSCAN 








Start 


11459 


End 


17886 








GI 


none 


Score 


.51 








Exons 


114 59. . 11635, 1174 0. .11993, 


12086. .12262, 12332 


. . 12646, 








12814 . . 12993, 13058. . 13271, 


13527. .13641, 13795 


. . 13891, 








14108. .1424 0, 15025. .15157, 


16356. .16398, 16928 


. .16986, 








17065. .17165, 17 698. .17886 












Seq. No. 


15958 


Seq. ID 


OJ990617 


_13.9B24 


.C2 




Gene No. 


33721 


Strand 










Start 


11459 


End 


17886 








Name 


OJ990617 13.9B24.C2.o2.np 


Method 


AAT/NAP 







16512 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14243 End 15889 

6721516 Score 483 

14243. . 14388, 14 88 6 .. 15233, 15648. .15889 
(AP001072) hypothetical protein [Oryza sativa] 



15959 
33722 
64 

OJ990617_13. 9B24 .C3.ol.gs 
64 

none 

64. .174, 707. .847 



Seq. ID OJ990617_13.9B24.C3 

Strand 

End 847 

Method GENSCAN 

End 847 

Score .42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



15960 
33723 
5392 

OJ990617_13 . 9B24 . C4 . o2 . np 
5392 
6498461 

5392. .5472, 5697. .5783, 5810. .6217 

(AP000816) hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_13. 9B24 .C4 

Strand + 

End 6217 

Method AAT/NAP 

End 6217 

Score 816 



15960 
33723 
5392 

OJ990617_13. 9B24 .C4 .o3.gs 

5392 

none 

5392.. 5472, 5697.. 5830, 6012, 



Seq. ID OJ990617_13.9B24 .C4 

Strand + 

End 6217 

Method GENSCAN 

End 6171 

Score .56 
. 6171 



Seq. No. 15960 

Gene No. 33724 

Start 288 

Name OJ990617_13 . 9B24 . C4 . ol . gs 

Start 288 

GI none 

Exons 288.. 1115, 1192.. 1878 



Seq. ID OJ990617_13. 9B24 .C4 
Strand 

End 1878 

Method GENSCAN 

End 1878 

Score .98 



□ 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15960 
33724 
288 

OJ990617_13. 9B24 .C4 .ol.np 
339 

4835245 
339. . 1821 

(AL049862) putative mitochondrial protein [Arabidopsis thaliana] 



Seq. ID OJ990617_13.9B24 .C4 
Strand 

End 1878 

Method AAT/NAP 

End 1821 

Score 841 



15960 
33725 
2668 

OJ990 617_13.9B24.C4.ol.tc 

372 

none 

372. .497, 498. .713, 511. .705 



Seq. ID OJ990617_13. 9B24 .C4 
Strand 

End 3483 

Method TBLASTX : Cress 

End 713 

Score 131 



Seq. No. 
Gene No. 



15960 
33725 



Seq. ID OJ990617_13. 9B24 .C4 
Strand 



16513 




Start 


2668 




End 


3483 




Name 


OJ990617 13.9B24.C4 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


372 




End 


588 




GI 


none 




Score 


38 




Exons 


372. .410, 372. .587, 


445. .588 








Seq. No. 


15960 




Seq. ID 


OJ990617_13. 9B24 


.C4 


Gene No. 


, 33725 ■ 




Strand 






Start 


2668 




End 


3483 




Name 


OJ990617 13.9B24.C4 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


372 




End 


657 




GI 


none 




Score 


40 




Exons 


372. .416, 372. .458, 


450. .656, 


451. .657 






Seq. No. 


15960 




Seq. ID 


OJ990617_13.9B24 


.C4 


Gene No. 


33725 




Strand 






Start 


2668 




End 


3483 




Name 


OJ990617 13.9B24.C4 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


420 




End 


1160 




GI 


none 




Score 


109 




Exons 


420. .716, 445. .705, 


588. .716, 


822. .1160, 847. .897, 1000 


. .1059 


Seq. No. 


15960 




Seq. ID 


OJ990617_13. 9B24 


.C4 


Gene No. 


33725 




Strand 






Start 


2668 




End 


3483 




Name 


OJ990617 13.9B24.C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


588 




End 


1160 




GI 


none 




Score 


132 




Exons 


588. .707, 588. .707, 


822. . 1160 


, 847. .891, 1002. .1133 




Seq. No. 


15960 




Seq. ID 


OJ990617_13.9B24 


.C4 


Gene No. 


33725 




Strand 






Start 


2668 




End 


3483 




Name 


OJ990617 13.9B24.C4 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


963 




End 


1169 




GI 


none 




Score 


168 




Exon's 


963. .1025, 1026. .1169 








Seq. No. 


15960 




Seq. ID 


OJ990617_13. 9B24 


.C4 


Gene No. 


33725 




Strand 






Start 


2668 




End 


3483 




Name 


OJ990617 13.9B24.C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


1387 




End 


1800 




GI 


none 




Score 


141 




Exons 


1387. .1800, 1403. .1657, 1540. 


.1719 






Seq. No. 


15960 




Seq. ID 


OJ990617JL3. 9B24 


C4 


Gene No. 


33725 




Strand 






Start 


2668 




End 


3483, 




Name 


OJ990617 13.9B24.C4 


. o2 . gs 


Method 


GENSCAN 




Start 


2668 




End 


3483 




GI 


none 




Score 


. 62 




Exons 


2668. .3483 










Seq. No. 


15961 




Seq. ID 


OJ990617_13.9B24 


C5 


Gene No. 


33726 




Strand 


+ 




Start 


319 




End 


387 





16514 



Q 



Name 


OJ990617 13. 


9B24 .C5.ol.gs 


Method 


GENSCAN 








Start 


319 




End 


387 








GI 


none 




Score 


.89 








Exons 


319. .387 














Seq. No. 


15961 




Seq. ID 


OJ990617 


_13. 


. 9B24 


.C5 


bene No . 


J J 1 z / 




Strand 


+ 








Start 


2568 




End 


3134 








Name 


OJ990617 13. 


9B24 .C5.o2.gs 


Method 


GENSCAN 








Start 


2568 




End 


3134 








GI 


none 




Score 


.64 








Exons 


2568. .2671, 


3074 . .3134 












Seq. No. 


15961 




Seq. ID 


OJ990617 


_13. 


, 9B24 


,C5 


Gene No. 


33728 




Strand 










Start 


4108 




End 


6477 








Name 


OJ990617 13. 


9B24.C5.ol.gp 


Method 


AAT/GAP 








Start 


3830 




End 


4283 








GI 


LIB3431-045- 


P1-N1-A10 


Score 


848 








Exons 


3830. .4283 














GI Descrip. 


'5441876/dbj 


|AP000367.1|AP000367 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig b) ' 








Seq. No. 


15961 




Seq. ID 


OJ990617 


_13. 


, 9B24 


.C5 


Gene No. 


33728 




Strand 










Start 


4108 




End 


6477 








Name 


OJ990617 13. 


9B24.C5.o2.np 


Method 


AAT/NAP 








Start 


3870 




End 


6477 








GI 


6815062 




Score 


125 








Exons 


3870. .3889, 


5794. .6051, 6144. 


.6477 











S'J GI Descrip. 

Til 



(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 15961 

Gene No. 33728 

Start 4108 

Name OJ990617_13 . 9B24 . C5 . o3 . gs 

Start 4108 

GI none 

Exons 4108. .4268, ' 4 404. .4 437, 4 504. 

5183. .5365, 5458. .5664, 5906. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4621, 4738 
.6091, 6181 



OJ990617 13.9B24.C5 



6477 
GENSCAN 
6306 
.53 

,4869, 4970. .5025, 
, 6306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



15961 Seq. ID OJ990617_13 . 9B24 . C5 

33728 Strand 
4108 End 6477 

OJ990 617_13. 9B24 .C5.ol.np Method AAT/NAP 

4387 End 6091 

5441880 Scpre 1608 

4387. .4621, 4738. .4869, 5116. .5213, 5458. .5716, 5793. .6091 
(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



15961 
33728 
4108 



Seq. ID 

Strand 

End 



OJ990617 13.9B24.C5 



6477 



16515 



Name OJ990617_13 . 9B24 . C5 . o2 . gp Method AAT/GAP 

Start 5466 End 5965 

GI LIB3475-007-P1-K1-G8 Score 785 

Exons 5466.. 5716, 5793.. 5965 

GI Descrip. 1 54 4 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15962 
33729 
1 

OJ990617_13. 9B24 .C6.ol.np 
1 

5441880 



Seq. ID OJ990617_13.9B24.C6 
Strand 

End 1704 

Method AAT/NAP 

End 1704 

Score 768 



1..38, 1104. .1444, 1550. .1704 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


15962 




Seq. ID 


OJ990617_13.9B24.C6 


Gene No. 


33729 




Strand 




Start 


1 




End 


1704 


Name 


OJ990617 13.9B24.C6.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


955 




End 


1386 


GI 


none 




Score 


95 


Exons 


955. . 987, 1105. .1140, 


1195. 


1323, 1205 


..1324, 1333. .1386 


Seq. No. 


15963 




Seq. ID 


OJ990617__13.9B24.C7 


Gene No. 


33730 




Strand 




Start 


1 




End 


3035 


Name 


OJ990617 13.9B24.C7.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1964 


GI 


5441880 




Score 


2142 


Exons 


1..228, 487. .518, 962. 


.1964 







GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 15963 

Gene No. 33730 

Start 1 

Name OJ990617_13 . 9B24 . C7 . ol . gs 

Start 189 

GI none 
Exons 



Seq. ID OJ990617_13. 9B24 . C7 
Strand 

End 3035 

Method GENSCAN 

End 2135 

Score .44 



189. .843, 1008. .1604, 1769. .1911, 1940. .2135 



Seq. No. 15963 

Gene No. 33730 

Start 1 -j 

Name . OJ990617_13 . 9B24 . C7 . ol . tw 

Start 733 

GI none 
Exons 



Seq. ID OJ990617_13. 9B24 .C7 
Strand 

End 3035 

Method TBLASTX : Wheat 

End 1112 

Score 63 



733. .873, 794. .877, 906. .1103, 918. .1112 



Seq. No. 
Gene No. 
Start 



15963 
33730 
1 



Seq. ID OJ990617_13. 9B24 .C7 
Strand 

End 3035 



16516 



Name OJ990617_13 . 9B24 .C7 . ol . gp Method AAT/GAP 

Start 932 End 1363 

GI 5701669 Score 849 

Exons 932. . 1363 

GI Descrip. 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C6294 5) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981). [Oryza sativa] 



J 

n 
u 



Seq. No. 


15963 




Seq. ID 


OJ990617_13.9B24.C7 


Gene No. 


33730 




Strand 




OLdlt 


i 
i 




End 


3035 


Name 


OJ990617 13.9B24.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


945 




End 


1406 


GI 


none 




Score 


145 


Exons 


945. .1244, 1006. .1197, 


1278. 


.1406, 1300.. 1398 


Seq. No. 


15963 




Seq. ID 


OJ990617 13.9B24.C7 


Gene No. 


33730 




Strand 




Start 


1 




End 


O A O C 

3035 


Name 


OJ990617_13. 9B24.C7.o2. 


np 


Method 


AAT/NAP 


otart 


i y / / 




End 


3035 


GI 


6721543 




Score 


178 


Exons 


1977.. 2093, 2907.. 3035 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


15963 




Seq. ID 


ojyyuoi / 13.9B24.C7 


Gene No. 


33730 




Strand 




Start 


1 




End 


O f\ ~3 C 

3035 


Name 


ujyyubi/ io . ytJzfi . c / . oz . 


gp 


Method 


AAT/GAP 


Start 


2869 




End 


3020 


GI 


7406 1.R1084 




Score 


230 


Exons 


2869. .3020 








GI Descrip. 


, 1122315/emb|CAA63901 | 


7.0e- 


10 (X94191) 


heat shock protein 17.0 




[Pennisetum glaucum] 1 








Seq. No. 


15964 




Seq. ID 


OJ990617_13. 9B24.C8 


.Gene No. 


33731 




Strand 


+ 


Start 


93 




End 


1021 


Name 


ujyyuoi/ 1,3 . yt3Z4i . to . oi . 


gs 


Method 


GENSCAN 


Start 


93 




End 


1021 


GI 


none 




Score 


.76 


Exons 


93. .189, 671. .800, 874. 


.1021 






Seq. No. 


15964 




Seq. ID 


OJ990617_13.9B24.C8 


Gene No. 


33732 




Strand 


+ 


Start 


6960 




End 


10219 


Name 


OJ990617 13.9B24 .C8.o2. 


np 


Method 


AAT/NAP 


Start 


6960 




End 


10219 


.GI 


4755191 




Score 


67 


Exons 


6960.. 6981, 9877.. 10219 








GI Descrip. 


(AC007018) putative non 


-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


15964 




Seq. ID 


OJ990617_13. 9B24 . C8 


Gene No. 


33733 




Strand 


+ 


Start 


11859 




End 


14815 


Name 


OJ990617 13.9B24.C8.o3. 


np 


Method 


AAT/NAP 



16517 




Start 


11472 


End 


14670 






GI 


6539588 


Score 


182 






Exons 


11472. .11498, 12214. .12465, 


14585. .14670 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


15964 


Seq. ID 


OJ990617 


_13.9B24 


.C8 


Gene No. 


33733 


Strand 


+ 






oLan 


11859 


End 


14815 






Name 


OJ990617_13. 9B24 . C8 .o3.gs 


Method 


GENSCAN 






Start 


11859 


End 


14815 






GI 


none 


Score 


.68 






Exons 


11859. . 11978, 1224 5. .124 61, 


12779. .12977, 13031 


. .13751, 






14156. .14336, 14 4 48. .14 815 










Seq. No. 


15964 


Seq. ID 


OJ990617 


_13.9B24 


.C8 


Gene No. 


33734 


Strand 








Start 


3262 


End 


9235 






Name 


OJ990617_13 . 9B24 . C8 . o2 . gs 


Method 


GENSCAN 






Start 


3262 


End 


9235 






GI 


none 


Score 


.66 






Exons 


3262.. 3506, 3835.. 4506, 4678 


. .4923, 5332. .5466, 


6549. . 6699, 




6849.. 6975, 7220.. 7403, 7732 


..7968, 8253.. 8384, 


8470. .8538, 




8828. .8929, 9181. .9235 










O Seq . No . 


15964 


Seq. ID 


OJ990617 


_13.9B24 


.C8 


U\ Gene No . 


33734 


Strand 








Start 


3262 


End 


9235 






.s=i Name 


OJ990617 13.9B24.C8.ol.np 


Method 


AAT/NAP 






!"! Start 


3388 


End 


7981 






4 ! GI 


6815052 


Score 


1769 






Exons 


3388.. 3506, 3775.. 3854, 3936 


..4624, 4673. .4822, 


5591. .5683, 


I s LI 


6549. .6651, 7287. .7403, 7672 


. .7742, 7824. .7981 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


15964 


Seq. ID 


OJ990617_ 


_13.9B24 , 


.C8 


*i Gene No . 


33734 


Strand 








H« Start 


3262 


End 


9235 






i a j Name 


OJ990617 13.9B24.C8.o2.tw 


Method 


TBLASTX: Wheat 




.«[ Start 


4729 


End 


5377 






GI 


none 


Score 


78 






L '-- Exons 


4729.. 4797, 4883.. 5173, 5198 


. .5377 








Seq. No. 


15964 


Seq. ID 


OJ990617_ 


_13.9B24 . 


,C8 


uene jno . 


33735 


Strand 








Start 


10011 


End 


10368 






Name 


OJ990617 13.9B24.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10011 


End 


10368 






GI 


none 


Score 


217 






Exons .j 


10011. .10070, 10012. . 10236, 10125 .. 10208 , 10303. 


.10368 




Seq. No. 


15965 


Seq. ID 


OJ990617 


_13.9B24. 


C10 


Gene No. 


33736 


Strand 


+ 






Start 


1 


End 


5088 






Name 


OJ990617 13. 9B24.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2982 






GI 


4263792 


Score 


614 






Exons 


1..72, 204. .257, 776. .889, 1684. .1831, 


1934.. 2053, 2655. 


.2741, 



16518 



2818. .2982 

(AC006068) unknown protein [Arabidopsis thaliana] 



GI Descrip. 

Seq. No. 15965 

Gene No. 33736 

Start 1 

Name' ". OJ990617_13 . 9B24 . CIO . ol . gp 

Start 1731 

GI LIB3477-002-P1-K1-H11 

Exons 1731.. 1842 

GI Descrip. '3608127 3.0e-28 (AC005314) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990617_13 . 9B24 . CIO 

Strand + 

End 5088 

Method AAT/GAP 

End 1842 

Score 181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15965 
33736 
1 

OJ990617_13. 9B24 .C10.ol.gs 

1733 

none 



Seq. ID OJ990617_13 . 9B24 . CIO 

Strand + 

End 5088 

Method GENSCAN 

End 5088 

Score .9 



1733. .1831, 1934. .2053, 2655. .2741, 2818. .2988, 4918. .5088 



15965 
33737 
5735 

>- 'OJ990617_13. 9B24 .C10.o2.tc 
46 

none 



Seq. ID OJ990617_13 . 9B24 . C10 
Strand 

End 6356 

Method TBLASTX : Cress 

End 1828 

Score 71 

46. .99, 186. .260, 774. .890, 775. .897, 776. .892, 1714. .1815, 
1718. .1828 



Seq. No. 15965 

Gene No. 33737 

Start 5735 

Name OJ990617_13 . 9B24 . C10 . ol . tm 

Start 189 

GI none 
Exons 



Seq. ID OJ990617_13.9B24.C10 
Strand 

End 6356 
Method TBLASTX : Mai ze 
End 2011 
Score 98 

189. .260, 195. .257, 203. .262, 768. .890, 775. .891, 776. .892, 
776. .892, 1714. .1839, 1718. .1840, 1730. .1840, 1931. .2008, 
1937. .2011 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15965 
33737 
5735 

OJ990617_13. 9B24 .C10.o2.ts 

215 

none 



Seq. ID OJ990617_13 . 9B24 .C10 
Strand 

End 6356 

Method TBLASTX : Soybean 

End 1834 

Score 60 



215. .262, 216. .260, 775. .891, 776. .892, 779. .892, 780. .896, 
1718. .1834, 1732. .1833 



Seq. No. 15965 

Gene No. 33737 

Start 5735 

Name OJ990617_13-. 9B24 . C10 . ol . tc 

Start 2817 

GI none . 
Exons 



Seq. ID OJ990617_13.9B24.C10 
Strand 

End 6356 

Method TBLASTX : Cress 

End 2981 

Score 47 



2817. .2873, 2823. .2876, 2824. .2889, 2892. .2957, 2892. .2981, 
2893. .2979 



16519 




Seq. No. 


1 C. Ci c c 

15965 


Seq. ID 


OJ990617 


13 . 9B24 


. C10 


Gene No. 


33737 


Strand 








Start 


5735 


End 


6356 






Name 


OJ990617 13. 9B24.C10.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


2817 


End 


2982 






GI 


none 


Score 


111 






Exons 


2817.. 2957, 2823.. 2978, 2824 


. .2982 








Seq. No. 


1 c n t? c 

15965 


Seq. ID 


OJ990617 


13 . 9B24 


. C10 


Gene No. 


33737 


Strand 








Start 


5735 


End 


6356 






Name 


OJ990617 13. 9B24.C10.o2.gs 


Method 


GEN SCAN 






Start 


5735 


End 


6356 






GI 


none 


Score 


.68 






Exons 


5735. .6152, 6158. .6356 










Seq. No. 


15966 


Seq. ID 


OJ990617 


_13. 9B24, 


.Cll 


Gene No. 


O O "7 o o 

337 38 


Strand 


+ 






Start 


49 


End 


7552 






Name 


OJ990617 13. 9B24.Cll.ol.gs 


Method 


GENSCAN 






Start 


49 


End 


7552 






GI 


none 


Score 


.84 






Exons 


49. .238, 243. .534, 594. .760, 


2316.. 2338, 3967.. 


4072, 4732.. 4787, 




4954. .5137, 5544. .5639, 6695 


..7165, 7300.. 7552 






Seq. No. 


15966 


Seq. ID 


OJ990617 


_13.9B24, 


.Cll 


Gene No. 


33739 


Strand 


+ 






Start 


9230 


End 


15895 






Name 


OJ990617 13.9B24.Cll.o2.gs 


Method 


GENSCAN 






Start 


9230 


End 


12535 






GI 


none 


Score 


.57 






Exons 


9230. .9278, 9820. .10078, 104 96 . . 1054 0 , 


11460. . 11563, 






11595. .11836, 11884. .11997, 


12062. .12535 






Seq. No. 


15966 


Seq. ID 


OJ990617 


_13.9B24. 


.Cll 


Gene No. 


33739 


- Strand 


+ 






Start 


9230 


End 


15895 






Name 


OJ990617 13.9B24.Cll.ol.np 


Method 


AAT/NAP 






Start 


9924 


End 


15700 






GI 


6815052 


Score 


1924 






Exons 


9924. .10078, 10160 .. 10234 , 104 96 .. 10613 , 10914. 


.11012, 






13379. .13471, 14252 .. 14387 , 


14436. .15167, 15249 


. . 15323, 






15585. .15700 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


15966 


Seq. ID 


OJ990617 


_13.9B24. 


,C11 


Gene No. 


33739 


Strand 


+ 






Start 


9230 


End 


15895 






Name 


OJ990617 13.9B24.Cll.o3.gs 


Method 


GENSCAN 






Start 


13593 


End 


15895 






GI 


none 


Score 


.42 






Exons 


13593. .13685, 14252 .. 14 357 , 


14994. .15167, 15585 


. .15655, 






15704. .15895 










Seq. No. 


15966 


Seq. ID 


OJ990617 


_13.9B24 . 


Cll 


Gene No. 


33740 


Strand 









16520 




Start 


19130 




Enci 


20513 


Name 


OJ990617 13.9B24.C11 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


13698 




End 


14197 


GI 


none 




Score 


104 


Exons 


13698. .13916, 13925. 


.14197 






Seq. No. 


15966 




Seq. ID 


OJ990617_13,9B24 


Gene No. 


33740 




Strand 




OLalL 


X zt 1 JU 




End 


20513 


Name 


OJ990617 13.9B24.C11 


.o2.np 


Method 


AAT/NAP 


Start 


19103 




End 


20513 


GI 


4996642 




Score 


281 


Exons 


19103. .19635, 19722. 


.20177, 


20370. .20513 


GI Descrip. 


(AB028130) Dof zinc 


finger 


protein [Oryza sativa] 


Seq. No. 


15966 




Seq. ID 


OJ990617_13.9B24 


Gene No. 


Jo / 4 U 




Strand 




Start 


19130 




End . 


20513 


Name 


OJ990617 13.9B24.C11 


. o4 . gs 


Method 


GEN'S CAN 


Start 


19130 


End 


20245 


GI 


none 




Score 


.91 


Exons 


19130. .19453, 19595. 


.20245 






Seq. No. 


15966 




Seq. ID 


OJ990617_13.9B24 


Gene No. 


J J / 4 U 




Strand 




Start 


19130 




End 


20513 


Name 


OJ990617 13.9B24.C11 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


19944 




End 


20104 


GI 


none 




Score 


76 


Exons 


19944 . .20036, 19955. 


.20104, 


20061. .20099 


Seq. No. 


15966 




Seq. ID 


OJ990617_13.9B24 


Gene No . 






Strand 




Start 


19130 




End 


20513 


Name 


OJ990617 13.9B24.C11 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


19944 




End 


20105 


GI 


none 




Score 


171 


Exons 


19944 . .20105, 19955. 


.20104 






Seq. No. 


15966 




Seq. ID 


OJ990617_13.9B24 


Gene No. 


33740 




Strand 




o car z 


i y i ju 




End 


20513 


Name 


OJ990617 13.9B24.C11 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


19944 




End 


20179 


GI 


5606389 




Score 


115 


Exons 


19944 . .20036, 19955. , 


.20179, 


20061.. 20099 


GI Descrip. 


- 








Seq. No. 


15967 




Seq. ID 


OJ990617_13.9B24 


Gene No . 


33741 




Strand 


+ . 


Start 


2917 




End 


3586 


Name 


OJ990617 13.9B24.C12, 


. o2 . gs 


Method 


GENSCAN 


Start 


2917 




End 


3586 


GI 


none 




Score 


. 68 


Exons 


2917. .2972, 3138. .3346, 3462. .3586 




Seq. No. 


15968 




Seq. ID 


OJ990617_13.9B24. 



16521 




bene no. 


33 l $2. 




Strand 


+ 




Start 


412 




End 


1176 




Name 


OJ990617 13.9B24.C13.ol 


.gs 


Method 


GENSCAN 




Start 


412 




End 


1176 




GI 


none 




Score 


.67 




Exons 

- 


412. .1176 










Seq. No. 


15969 




Seq. ID - 


; OJ990617_13. 9B24 


.C14 


Gene No. 


63 1 4 J 




Strand 






Start 


52 




End 


1635 




Name 


OJ990617 13.9B24.C14.ol 


,gs 


Method 


GENSCAN 




Start 


52 




End 


1635 




GI 


none 




Score 


.42 




Exons 


52.. 488, 1527.. 1635 










Seq. No. 


15970 




Seq. ID 


OJ990617_13. 9B24 


.C15 


Gene No. 


33744 




Strand 








x 




End 


1^4 5 




Name 


OJ990617 13.9B24.C15.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1245 




GI 


6539588 




Score 


257 




Exons 


1..36, 218. .500, 1219.. 


1245 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


. 15971 




Seq. ID" 


OJ990617_13.9B24, 


.C16 


bene No . 


3 3 1 4 o 




Strand 






Start 


224 




End 


762 




Name 


OJ990617 13.9B24.C16.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


194 




End 


667 




GI 


none 




Score 


144 




Exons 


194. .472, 491. .667 










Seq. No. 


15971 




Seq. ID 


OJ990617_13. 9B24 , 


.C16 


Gene No. 


• 33745 




Strand 






Start 


224 




End 


762 




Name 


OJ990617 13.9B24.C16.ol 


.np 


Method 


AAT/NAP 




Start 


224 




End 


762 




GI 


6630685 




Score 


514 




Exons 


224. .762 










GI Descrip. 


(AP000969) Similar to copia- 


■type pol polyprotein. (AF105716) 




[Oryza sativa] 










Seq. No. 


15971 




Seq. ID 


OJ990617_13.9B24. 


C16 


Gene No . 


33745 




Strand 






Start 


224 




End 


762 




Name 


OJ990617 13.9B24.C16.ol. 


. tc 


Method 


TBLASTX: Cress 




Start 


245 




End 


607 




GI 


none 




Score 


70 




Exons 


245. .454, 491. .607 










Seq. No. 


15971 




Seq. ID 


OJ990617_13. 9B24 . 


C16 


Gene No. 


33745 




Strand 






Start 


224 




End 


762 




Name 


OJ990617 13.9B24.C16.ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


245 




End 


761 




GI 


none 




Score 


218 





Exons 245. .664, 273. .662, 717. .761 



16522 




beq. No. 


159 / 1 


Seq. ID 


OJ990617 


_13 


.9B24 


.C16 


Gene No. 


33745 


Strand 










Start 


224 


End 


762 








Name 


OJ990617 13.9B24.C16.ol.tw 


Method 


TBLASTX : 


Wheat " 




Start 


287 


End 


655 








GI 


none 


Score 


76 








Exons 


287. .478, 287. .463, 491. .655 












Seq. No. 


15972- 


Seq. ID 


OJ990617 


_13 


. 9B24 


.C18 


Gene No. 


33746 


Strand 










Start 


1 


End 


140 








Name 


OJ990617 13.9B24.C18.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


140 








GI 


6705984 


Score 


64 








Exons 


1. .140 












GI Descrip. 


(AB033235) gaq-pol polyprotein [Oryza 


sativa] 








Seq. No. 


15972 


Seq. ID 


OJ990617 


_13. 


. 9B24 


.C18 


Gene No. 


33747 


Strand 










Start 


201 


End 


314 








Name 


OJ990617 13.9B24.C18.ol.gs 


Method 


GENSCAN 








Start 


201 


End 


314 








GI 


none 


Score 


.52 








Exons 


201. .314 










... 


Seq. No. 


15972 


Seq. ID 


OJ990617 


_13. 


, 9B24 


.C18 


Gene No . 


33748 


Strand 










Start 


432 


End 


566 








Name 


OJ990617 13.9B24.C18.o2.np 


Method 


AAT/NAP 








Start 


432 


End 


566 








GI 


6815052 


Score 


99 








Exons 


432. .566 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


15973 


Seq. ID 


OJ990617 


_11. 


9B19 


. C3 


Gene No. 


33749 


Strand 


+ 








Start 


134 


End 


234 








Name 


OJ990617 11. 9B19.C3.ol.gs 


Method 


GENSCAN 








Start 


134 


End 


234 








GI 


none 


Score 


.69 








Exons 


134.. 234 












Seq. No. 


15974 


Seq. ID 


OJ990617 


_11. 


9B19. 


.C4 


Gene No. 


33750 


Strand 


+ 








Start 


257 


End 


297 








Name 


OJ990617 11.9B19.C4.ol.gs 


Method 


GENSCAN 








Start 


257 


End 


297 








GI 


none 


Score 


.97 






■f 


Exons 


257. .297 












Seq. No. 


15975 


Seq. ID 


OJ990617_ 


_11. 


9B19. 


,C6 


Gene No. 


33751 


Strand 










Start 


1 


End 


451 








Name 


OJ990617 11.9B19.C6.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


451 








GI 


6498441 


Score 


258 









16523 



Exons 1..179, 407.. 451 

GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


15975 








Seq. ID 


OJ990617_11.9B19 


.C6 


Gene No. 


33751 








Strand 






Start 


1 








End 


451 




Name 


OJ990617_ 


11. 


9B19.C6.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


10 








End 


317 




GI 


none 








Score 


59 




Exons 


10. .294, 


11. 


.100, 122. 


.295, 


240. .281, 


291. .317 




Seq. No. 


15975 








Seq. ID 


OJ990617_11.9B19 


C6 


Gene No. 


33751 








Strand 






Start 


1 








End 


451 




Name 


OJ990617 


11. 


9B19.C6.ol 


.gs 


Method 


GENSCAN 




Start 


13 






End 


372 




GI 


none 








Score 


.79 




Exons 


13. .372 














Seq. No. 


15976 








Seq. ID 


OJ990617 11.9B19. 


C8 


Gene No. 


33752 








Strand 


+ 




Start 


1 








End 


194 




Name 


OJ990617 


11. 


9B19.C8.ol 


.np 


^ Method 


AAT/NAP 




Start 


1 






End 


194 




GI 


6671947 








Score 


99 





Exons 1 . . 194 

GI Descrip. (AC016795) putative ubiquitin carboxyl-terminal hydrolase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



15977 Seq. ID 

33753 Strand 

1 End 

OJ990617_1 1 . 9B19 . C12 . o2 . np Method 

1 End 

4507857 Score 



OJ990617_11.9B19.C12 
+ 

17267 
AAT/NAP 
8249 
760 



1..135, 2810.. 3067, 3150.. 3368, 3438.. 3546, 3637. .3752, 
3983. .4081, 5996. .6077, 6669. .6756, 7608. .7696, 7831. .7934, 
8164. .8249 

Herpes virus-associated ubiquitin-specif ic protease 
gi|25014 60|sp|Q93009|UBP7_HUMAN UBIQUITIN CARBOXYL-TERMINAL 
HYDROLASE 7 (UBIQUITIN THIOLESTERASE 7) ( UBIQUITIN-SPECI FIC 
PROCESSING PROTEASE 7) ( DEUBIQUITINATING ENZYME 7) (HERPESVIRUS 
ASSOCIATED UBIQUITIN-SPECI FIC PROTEASE) gi | 154 5952 | emb | CAA96580 | 
(Z72499) herpesvirus associated ubiquitin-specif ic protease 
(HAUSP) [ 



Seq. No. . 15977 
Gene No. 33753 
Start 1 

Name OJ990617_11 . 9B19 . C12 . ol . gs 

Start 629 
GI none 

Exons 629.. 1016, 1115.. 1143, 1181.. 

2802.. 3067, 3150.. 3368, 3438. 
5996.. 6105, 6682.. 6756, 7608. 



Seq 

Strand 
End 

Method 
End 
Score 



ID OJ990617._11.9B19.C12 



+ 

17267 
GENSCAN 
17267 
.72 

1322, 1468. .1618, 1713. .1870, 
.3546, 3637. .3752, 3983. .4081, 
.7686, 7788. .7934, 8164. .8244, 



16524 



8345. .8464, 8588. .8710, 9072. .9149, 9305. .9393, 9478. .9661, 
9950. .10060, 12461. .12516, 12611 .. 12788 , 14201 .. 14284 , 
14395. . 14511, 14969. .15043, 15140 .. 15226, 16529 .. 1 6594 , 
17085. . 17267 





Seq. No. 


15977 








Seq. ID 


OJ990617 




Gene No. 


33753 








. Strand 


+ 




Start 


1 








End 


17267 




Name 


OJ990617 11 


.9B19 


.C12.ol 


. gp 


Method 


AAT/GAP 




Start 


823 








End 


1016 




C T 


none 








Score 






Exons 


823. .1016 














Seq. No. 


15977 








Seq. ID 


OJ990617 




Gene No. 


33753 








Strand 


+ 




Start 


1 








End 


17267 




Name 


OJ990617 11 


. 9B19, 


.C12.ol. 


.np 


Method 


AAT/NAP 




Start 


1478 








End 


2581 ^ 




GI 


3776084 








Score 


203 




Exons 


1478. . 1618, 


1713, 


. .1876, 


2487. 


.2581 






GI Descrip. 


(Y18251) NtN2 [Medicago 


truncatula] 






Seq. No. 


15977 








Seq. ID 


OJ990617 


n 


Gene No. 


33753 








Strand 


+ 


- : 

'• ' ! 


Start 


1 








End 


17267 


•is! 

m 


Name 


OJ990617 11 


.9B19. 


,C12.o2, 


-gp 


Method 


AAT/GAP 




Start 


6402 








End 


6923 


rii 


GI 


none 








Score 


1037 


: I 
fj 


Exons 


6402. .6923 










- 


• "i 


Seq. No. 


15977 








Seq. ID 


OJ990617 




Gene No. 


33753 








Strand 


+ 


i If 


Start 


1 








End 


17267 


■= 


Name 


OJ990617 11 


.9B19, 


■C12.o3. 


• gp 


Method 


AAT/GAP 


a 


Start 


7478 








End 


8204 


Hi 


GI 


none 








Score 


920 




Exons 


7478. .7934, 


8164 . 


, .8204 










Seq. No. 


15977 








Seq. ID 


OJ990617 




Gene No. 


33753 








Strand 


+ 


□ 


Start 


1 








End 


17267 




Name 


OJ990617 11 


.9B19. 


,C12.o4 . 


gp 


Method 


AAT/GAP 




Start 


8215 








End 


9849 




GI 


27404 1.R1084 






Score 


985 




Exons 


8215. .8244, 


8345. 


.8464, 


8588. 


.8710, 9072. . 9149, 






9478. .9586, 


9797. 


.9849 









11.9B19.C12 



9305. . 9393, 

GI Descrip. 1 4 507857 /ref | NP_0034 61 . 1 | pUSP7 | 3.0e-10 Herpes virus-associated 
ubiquitin-specif ic protease >gi_25014 60_sp_Q93009_UBPH_HUMAN 
PROBABLE UBIQUITIN CARBOXYL- TERMINAL, HYDROLASE HAUSP {UBIQUITIN 
THIOLESTERASE HAUSP) ( UBIQUITIN-SPECIFIC PROCESSING PROTEASE 
HAUSP j (DEUBIQUITINATING ENZYME HAUSP) (HERPESVIRUS ASSOCIATED 
UBIQUITIN-SPECIFIC PROTEASE) >gi_154 5952_emb_CAA96580_ (Z72499) 
herpesvir T 



Seq. No. 
Gene No. 
Start 



15977 
33753 
1 



Seq. ID OJ990617_11.9B19.C12 
Strand + 
End 17267 



16525 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990617_ll.9B19.C12.o5.gp 
12452 



none 



Method 

End 

Score 



AAT/GAP 

14285 

1026 



12452. .12516, 12611 .. 12788 , 12884 12985, 13066 13137 , 
13799. .13864, 13999 .. 14064 , 14201.. 14285 



15977 
33754 
18001 

OJ990617_11. 9B19.C12 .o2.gs 
18001 
none 

18001. .18363, 19501. .19628, 19721 
20133. .20327 



Seq. ID- OJ990617_11.9B19.C12 

Strand + 

End 20327 

Method GENSCAN 

End 20327 

Score .56 



19801, 19909. .20014, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15977 Seq. ID OJ990617_11.9B19.C12 

33755 Strand + 

21386 End 21961 

OJ990617_11 . 9B19 . C12 . o3 . np Method AAT/NAP 

21166 End 21839 

6324539 Score 116 

21166. .21268, 21473 .. 21 64 9, 21765. .21839 

Yol034wp gi|2131997|pir| IS66717 hypothetical protein YOL034w 
yeast (Saccharomyces cerevisiae) gi | 1419827 | emb | CAA99034 | 
(Z74776) ORF YOL034w [Saccharomyces cerevisiae] 



15977 Seq. ID OJ990617 

33755 Strand + 

21386 ... End 21961 * 

OJ990617_11. 9B19.C12 .o3.gs Method GENSCAN 

21386 End 21961 

none Score . 8 
21386. .21961 



11.9B19.C12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15977 
33756 
16234 

OJ990 617_11. 9B19.C12.o3.ts 

1463 

none 

1463. .1639, 1467. .1619, 1518. 
1713. .1847, 1713. .1856, 1714. 

15977 
33756 
16234 

OJ990617_11. 9B19.C12.o5.tm 
1463 

none ^ 
1463. .1618, 1467. .1619, 1518. 
1714. .1791 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990617 11.9B19.C12 



16665 

TBLASTX : Soybean 
2863 
205 

1643, 1670. .1846, 1712. .1846, 
1869, 2800. .2859, 2801. .2863 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_11.9B19.C12 
16665 

TBLASTX: Maize 

1791 

239 



1643, 1713.. 1775, 1713.. 1790, 



Seq. No. 15977 Seq. ID 

Gene No. 33756 Strand 

Start 16234 End 

Name OJ990617_11 . 9B19 . C12 . o5 . tc Method 

Start 1484 End 



OJ990617_11.9B19.C12 
16665 

TBLASTX: Cress 
1787 



16526 



GI none 

Exons 1484.. 1639, 1485.. 1619, 1518, 

Seq. No. 15977 
Gene No. 33756 
Start 16234 

Name OJ990617_11 . 9B19 . C12 . ol . tm 

Start 2824 
GI none 

Exons 2824.. 2856, 2828.. 2857, 2858. 

2984.. 3079, 3126. .3368, .3138. 
3439.. 3561, 3440.. 3544, 3635. 
3980.. 4105, 3982. .4077, 5990. 
7609.. 7698, 7611.. 7688, 7782. 



Score 193 

.1643, 1713. .1787, 1714. .1785 

Seq. ID OJ990617_11.9B19.C12 
Strand 

End 16665 
Method TBLASTX : Maize 
End 7838 
Score 58 

.2932, 2861.. 3079, 2866.. 3066, 
.3377, 3140.. 3379, 3438.. 3545, 
.3754, 3636.. 3752, 3647.. 3754, 
.6103, 6006. .6104, 6719. .6757, 
.7838 



Seq. No. 


15977 








Seq. ID 


OJ990617 


_11.9B19.C12 


Gene No. 


33756 








Strand 






Start 


16234 








End 


16665 




Name 


OJ990617_11, 


. 9B19. 


C12.ol, 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2864 








End 


3320 




GI 


none 








Score 


271 




Exons 


2864. .3079, 


2866. 


.3066, 


2946. 


.3074, 2981. .3079, 


3134. .3319, 




3137. .3319, 


3138. 


.3320 










Seq. No. 


15977 








Seq. ID 


OJ990617 


11. 9B19.C12 


Gene No. 


33756 








' Strand 




... 


Start 


16234 








End 


16665 




Name 


OJ990617 11, 


. 9B19. 


C12.o2. 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2980 








End . 


3324 




GI 


none 








Score 


161 




Exons 


2980. .3066, 


2981. 


.3079, 


3126. 


.3323, 3133. .3324, 


3138. .3323 


Seq. No. 


15977 








Seq. ID 


OJ990617 


_11.9B19.C12 


Gene No. 


33756 








Strand 






Start 


16234 








End 


16665 




Name 


OJ990617 11, 


.9B19. 


C12.o3. 


. tc 


Method 


TBLASTX: 


Cress 


Start 


3321 








End 


4069 




GI 


none 








Score 


84 




Exons 


3321. .3374, 


3321. 


.3368, 


3440. 


.3544, 3441. .3545, 


3635. .3754, 




3636. .3752, 


3637. 


.3753, 


3638. 


.3787, 3980. .4069, 


3982. .4068 


Seq. No. 


15977 








Seq. ID 


OJ990617 


_11.9B19.C12 


Gene No. 


33756 








Strand 






Start 


16234 








End 


16665 




Name 


OJ990617 11. 


. 9B19. 


C12.o4, 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


3326 








End 


7936 




GI 


none 








Score 


74 




Exons 


3326. .3373, 


3327. 


.3374, 


3440. 


.3544, 3440. .3544, 


3441. .3545, 




3635. .3760, 


3636. 


.-3752, 


3638. 


.3754, 3980. .4105, 


3982. .4080, 




5989. . 6105, 


5990. 


. 6103, 


6719. 


. 6757," 7607. .7684, 


7608. .7685, 




7609.'. 7698, 


7782. 


.7934, 


7782. 


.7934, 7783. .7935, 


7787. .7936 



Seq. No. 15977 Seq. ID OJ990617_11.9B19.C12 

Gene No. 33756 Strand 

Start 16234 End 16665 

Name OJ990617_11 . 9B19 . C12 . o4 . tc Method TBLASTX : Cress 

Start 5990 End 7937 



16527 



GI 

Exons 



none Score 179 

5990. .6103, 6680. .6757, 6719. .6757, 7608. .7685, 7609. .7689, 
7778. .7849, 7782. .7937, 7782. .7937 



fli 

i 5 f! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15977 
33756 
16234 

OJ990617_11. 9B19.C12.o4 . tm 

7839 

none 

7839. .7937, 7840.. 7929, 7845. 
8345. .8485, 8347. .8484, 8586. 
9071. .9151, 9072. .9149, 9085. 

15977 
33756 
16234 

OJ990617_ll.9B19.C12.ol.ts 

8328 
none 

8328. .8417, 
8587. .8712, 
9273. . 9380, 
9794. .9868, 



Seq. ID OJ990617_11.9B19.C12 
Strand 

End 16665 
Method TBLASTX: Maize 
End 9364 
Score 165 

.7937, 8217. .8243, 8343. .8465, 
.8708, 8587. .8712, 8588. .8713, 
.9150, 9305.. 9364 



10012, 
12612, 
13065. 
14001. 
14395. 
15135. 



,10062 
,12794 
,13151 
,14063 
, 14511 
, 15197 



8342. .8428, 8344 
8588. .8713, 8621 
9305.. 9400, 9479 
9796.. 9861, 9946 
, 12458. .12517, 



12627. 
13066. 
14198. 
14966. 



,12791, 
13140, 
14287, 
15043, 



15136. .15207, 



Seq. ID OJ990617_11.9B19.C12 
Strand 

End 16665 
Method TBLASTX : Soybean 
End 16069 
Score 55 
.8481, 8354. .8470, 8426. .8485, 
.8719, 9071. .9133, 9072. .9134, 
.9586, 9481. .9588, 9481. .9681, 
.10002, 9950. .10003, 10010 .. 100 63, 
124 60. .12513, 12610. .12678, 
128 66. .12991, 12883. .12993, 
13796. .13867, 13999. . 14067, 
14198. .14287, 14394. .14510, 
14968. .15039, 15133 .. 15207, 
15137. .15226, 16025. .16069 



15977 
33756 
16234 

OJ990617_11. 9B19.C12.o6.tc 
8606 

none . . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_11.9B19.C12 
16665 

TBLASTX: Cress 

9868 

172 



8606.. 8713, 8608. .8712, l 9.071. .9139, 9072.. 9140, 9303.. 9389, 
9305. .9397, 9469. .9561, 9476. .9586, 9794. .9868, 9796. .9843 



15977 
33756 
16234 

OJ990617_11.9B19.C12.o2.tm 
9365 
none 

9365. .9400, 
9794. .9874, 
L?447. .12521 
12612. .12794 
12866. .12991 
13066. .13140 
13998. .14063 
14239. . 14292 
14394 . . 14531 
15129. . 15224 
16016. .16078 



Seq. ID OJ990617_11.9B19.C12 
Strand 

End 16665 
Method TBLASTX : Maize 
End 16078 
Score 4 4 

9469. .9681, 9479. .9586, 9759. .9863, 9794. .9868, 
9935. .10060, 9948. .10061, 9949. .10062, 9950. .10063, 
, 12456. .12524, 12607 .. 12678 , 1261 1 .. 12736, 
, 12613. .12819, 12674. .12787, 12699 .. 127 91 , 
, 12883. .12987, 12896 .. 12991 , 13065 .. 13139, 
13796. .13867, 137 98 .. 138 99, 13996 .. 14064 , 

14290, 14198. .14293, 
14510, 14392. .14511, 
15043, 14966. .15043, 
15225, 15137. .15226, 



13999. 
14383. 
14860. 
15134 . 



14067, 14198. 

,14511, 14391. 

,15039, 14960. 

,15226, 15136. 



16528 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15977 
33756 
16234 

OJ990617_11. 9B19.C12.ol.tw 
9521 
none 

9521. .9586, 9794. .9868, 9794, 

12457. .12510, 12458. .12511, 12612 .. 12677 , 12627. .12677 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_11.9B19.C12 
16665 

TBLASTX: Wheat 
12677 
75 



.9874, 9919.. 10071, 9950.. 10063, 



15977 
33756 
16234 

OJ990617_11. 9B19.C12.o2.tc 
12457 
none 

12457. .12516, 12458 
12866. .12991, 12883 
13796. .13867, 13998 
14383. .14511, 14394 
15137. .15226, 15139 



Seq. ID OJ990617_11.9B19.C12 
Strand 

16665 

TBLASTX: Cress 
16069 
63 



End 

Method 
End 
Score 

12517, 12621. .12788, 12624 
12999, 13065. .13139, 13066 
14063, 13999. .14067, 14198 
14510, 14960. .15043, 14968 
15219, 16025.. 16069 



12794, 
13140, 
14281, 
15042, 



Seq. No. 


15977 




Seq. ID 


OJ990617_11. 9B19. 


,C12 


Gene No. 


33756 




Strand 






Start 


16234 




End y 


16665 




Name 


OJ990617 11.9B19.C12 


. 06 . gp 


Method 


AAT/GAP 




Start 


16234 




End 


16665 




GI 


none 




Score 


807 




Exons 


16234.. 16665 










Seq. No. 


15977 




Seq. ID 


OJ990617_11. 9B19. 


C12 


Gene No. 


33757 




Strand 






Start 


21467 




End 


21925 




Name 


OJ990617 11.9B19.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


21467 




End 


21925 




GI 


none 




Score 


258 




Exons 


21467. .21652, 21472. 


.21549, 


21765. .21S 


145, 21765. .21830, 






21818. .21919, 21838. 


.21924, 


21839. .21925 




Seq. No. 


15978 




Seq. ID 


OJ990617_11. 9B19. 


C13 


Gene No. 


33758 




Strand 


+ 




Start 


91 




End 


2349 




Name 


OJ990617 11.9B19.C13 


. ol . gs 


Method 


GENSCAN 




Start 


91 




End 


2102 




GI 


none 




Score 


.8 




Exons 


91. .1044, 1859. .2102 










Seq. No. 


15978 




Seq. ID 


OJ990617_11. 9B19. 


C13 


Gene No. 


33758 




Strand 


+ 




Start 


91 




End 


2349 




Name 


OJ990617 11.9B19.C13. 


, o 1 . np 


Method 


AAT/NAP 




Start 


177 




End 


2349 




GI 


1572766 




Score 


316 




Exons 


177. .478, 608. .1036, 


2329. . 


2349 







GI Descrip. (U70849) F29B9.4 gene product [Caenorhabditis elegans] 

Seq. No. 15978 Seq. ID OJ990617_11.9B19.C13 



16529 



Gene No. 


33759 






Strand 




Start 


3019 






End 


6954 


Name 


OJ990617 11 


.9B19.C13.ol. 


. ts 


Method 


TBLASTX : Soybean 


Start 


116 






End 


1068 


GI 


none 






Score 


75 


Exons 


116. .208, 401. .481, 518. 


, . 688, 


5 62 . . 663 , 


655.. 798, 680.. 835, 




848. .904, 922. .1038, 923. .1054, 925. .1068 


Seq. No. 


15978 






Seq. ID 


OJ990617 11.9B19.C13 


Gene No. 


33759 






Strand 




Start 


3019 






End 


6954 


Name 


OJ990617 11 


.9B19.C13.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


539 






End 


1009 


GI 


none 






Score 


115 


Exons 


539.. 676, S62..663, 655. 


.798, 


680. .835, 


698. .850, 926. .1009, 




931. .1008 










Seq. No. 


15978 






Seq. ID 


OJ990617_11.9B19.C13 


Gene No. 


33759 






Strand 




Start 


3019 






End 


6954 


Name 


OJ990617_11 


.9B19.C13.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


18 63 






End 


2101 


GI 


none 






Score 


171 


Exons 


1863. .1991, 


1863. .1991, 


1865 . 


.1993, 1868.. 2008, 1948.. 2007, 




2030. .2101, 


2033. .2101 








Seq. No. 


15978 






Seq. ID 


OJ990617_11.9B19.C13 


Gene No. 


33759 






Strand 




Start 


3019 






End 


6954 


Name 


OJ990617 11 


.9B19.C13.ol. 


gp 


Method 


AAT/GAP 


Start 


2963 






End 


3600 


GI 


none 






Score 


805 


Exons 


2963. .3353, 


3530. .3600 








Seq. No. 


15978 






Seq. ID 


OJ990617_11.9B19.C13 


Gene No. 


33759 






Strand 




Start 


3019 






End 


6954 


Name 


OJ990617 11 


.9B19.C13.o2. 


gs 


Method 


GENSCAN 


Start 


3019 






End 


6954 


GI 


none 






Score 


. 9 


Exons 


3019. .3113, 


3530. .3638, 


4007. 


.4120, 4961.. 5113, 5191.. 5247, 




5343. .5408, 


5859. .6065, 


6565. 


. 6954 




Seq. No. 


15978 






Seq. ID 


OJ990617_11.9B19.C13 


Gene No. 


33759 






Strand 




Start 


3019 






End 


6954 


Name 


OJ990617 11 


.9B19.C13.o2. 


np 


Method 


AAT/NAP 


Start 


3522 






End 


6768 


GI 


1001311 






Score 


1241 


Exons 


3522. .3638, 


3728. .3834, 


4003. , 


.4120, 422 


8. .4359, 4476. .4624, 




4809. .4887, 


4961. .5113, 


5191. , 


.5247, 5343. .5425, 5636. .5735, 



5859.. 6065, 6565.. 6768 
GI Descrip. (D64006) hypothetical protein [Synechocystis sp. ] 

Seq. No. 15978 Seq. ID OJ990617_11.9B19.C13 

Gene No. 33759 . Strand 

Start 3019 End 6954 



16530 






Name 


uj yyuoi / 1 1 


. yoi y . 


C\ "X ^1 

.LiJ.Ol 


. cm 


Method 


TBLASTX: 


Mai ze 




Start 


3535 








End 


4350 






GI 


none 








Score 


160 






Exons 


3535. .3639, 


3537. 


. .3638, 


3556. 


.3645, 3723.. 3839, 


3724. .3840, 






3728. .3841, 


3999, 


, .4121, 


4002. 


.4121, 4004. .4123, 


4004. .4123, 






4228. .4350, 


4229, 


. .4348, 


4231. 


.4350 








Seq. No. 


15978 








Seq. ID 


OJ990617 


_11.9B19.C13 




Gene No. 


33759 








Strand 








Of--, _4- 

jLdlU 










End 


6954 






Name 


OJ990617 11, 


.9B19. 


,C13.o2 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


4240 








End 


4600 




GI 


none 








Score 


61 






Exons 


4240. .4365, 


4248. 


.4346, 


4248. 


.4382, 4250. .4357, 


4458. .4583, 






4475. .4600, 


4477. 


.4569 












Seq. No. 


15978 








Seq. ID 


OJ990617 


_11 . 9B19.C13 




bene ino . 


jj / Dy 








Strand 








Start 


3019 








End 


6954 






Name 


OJ990617 11. 


,9B19. 


C13.o4 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


4775 








End 


5054 




GI 


none 








Score 


103 






Exons 


4775. .4888, 


4817. 


.4879, 


4819. 


.4887, 4958.. 5053, 


4959. .5054 




Seq. No. 


15978 








Seq. ID . 


OJ990617 


_11.9B19.C13 




Gene No. 


33759 ■ 








Strand 






rii 


Start 


3019 








End 


6954 






Name 




Qni Q 


. OO 


. t s 


Method 


TBLASTX: 


Soybean 




Start 


5075 








End 


5964 


U! 


GI 


none 








Score 


89 




. 

:. : 

S ST 


Exons 


5075. .5113, 


5188. 


.5247, 


5189. 


.5248, 5191. .5250, 


5343. .5423, 


w 




5343. .5426, 


5344 . 


.5430, 


5637. 


.5678, 5638.. 5736, 


5641. .5721, 


!==■ 




5856. .5963, 


5859. 


.5960, 


5860. 


.5964 








Seq. No. 


15978 








Seq. ID 


OJ990617 


_11.9B19.C13 


-A 




-3 -57 c: Q 

jj / 








Strand 








Start 


3019 








End 


6954 






Name 


OJ990617 11. 


9B19. 


C13.o3. 


.tm 


Method 


TBLASTX: 


Maize 




Start 


6024 








End 


6750 




! : nr 


GI 


none 








Score 


68 






Exons 


6024 . . 6068, 


6024 . 


.6068, 


6560. 


.6703, 6565. .6750 






Seq. No. 


15978 








Seq. ID 


OJ990617 


_11.9B19.C13 




bene ino . 


jj / Dy 








Strand 








Start 


3019 








End 


6954 






Name 


OJ990617 11. 


9B19. 


C13.o3. 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


6580 








End 


6747 




GI 


none 








Score 


131 






Exons 


6580. . 6747, 


6581. 


.6703 












Seq. No. 


15979 








Seq. ID 


OJ990617 


_11.9B19.C14 




Gene No. 


33760 








Strand 


+ 






Start 


195 








End 


461 






Name 


OJ990617 11. 


9B19. 


C14.ol. 


,gp 


Method 


AAT/GAP 






Start 


195 








End 


461 






GI 


LIB3431-021- 


Pl-Kl 


-E3 




Score 


486 






Exons 


195. .461 















16531 




GI Descrip. '3063453 1.0e-18 (AC003981) F22013.15 [Arabidopsis thaliana] * 



Seq. No. 


15980 


Seq. ID 


OJ990617 11.9B19.C18 


Gene No. 


33761 


Strand 


+ 


Start 


292 


End 


745 


Name 


OJ990617 11.9B19.C18.ol.gp 


. Method 


AAT/GAP 


Start 


292 


End 


745 


GI 


none 


Score 


815 


Exons 


292. .745 






Seq. No. 


15980 


Seq. ID 


OJ990617_11.9B19.C18 


Gene No. 


33 1 bZ 


Strand 




Start 


980 


End 


2332 


Name 


OJ990617 11.9B19.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


287 


End 


967 


GI 


none 


Score 


204 


Exons 


287. .757, 288. .704, 290. .757, 


340. .759, 


752. .799, 758. .799, 




800. .826, 801. .830, 801. .830, 


802. .834, 


827. .946, 831. .947, 




831. .950, 832. .948, 887. .967 






Seq. No. 


15980 


Seq. ID 


OJ990617_11.9B19.C18 


Gene No. 


33762 


Strand 


- 


Start 


980 


End 


2332 


Name 


OJ990617 11.9B19.C18.ol.gs 


Method 


GENSCAN 


Start 


980 


End 


2332 


GI 


none 


Score - 


.47 


Exons 


980. .1071, 1484. .1644, 2070.. 


2332 




beq. no. 


15981 


Seq. ID 


OJ990617_11.9B19.C19 


Gene No. 


33763 


Strand 




Start 


1 


End 


2084 


Name 


OJ990617 11. 9B19.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2084 


GI 


5042454 


Score 


99 


Exons 


1..324, 423. .665, 1410. .1594, 


1925. .2084 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


15981 


Seq. ID 


OJ990617_11.9B19.C19 


Gene No. 


33763. 


Strand 




Start 


1 


End 


2084 


Name 


OJ990617 11.9B19.C19.ol.gs 


Method 


GENSCAN 


Start 


119 


End 


1997 


GI 


none 


Score 


.51 


Exons 


119. .721, 1200. .1219, 1390. .1450, 1524. 


.1694, 1929. .1997 


oeq . no . 


15982 


Seq. ID 


OJ990617_11.9B19.C20 


Gene No. 


33764 


Strand 


+ 


Start 


264 


End 


4646 


Name 


OJ990617 11. 9B19.C20.ol.np 


Method 


AAT/NAP • 


Start 


264 


End 


3319 


GI 


4680179 


Score 


4991 


Exons 


264. .3319 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


15982 


Seq. ID 


OJ990617_11.9B19.C20 


Gene No. 


33764 


Strand 


+ 


Start 


264 


End 


4646 



16532 




Name 


OJ990617 11.9B19.C20.ol.gs 


Method 


GENSCAN 




Start 


312 


End 


4646 




GI 


none 


Score 


. 63 




Exons 


312.. 1093, 1196.. 3184, 4023.. 


4266, 4358. .4453, 4498 


. .4646 


Seq. No. 


15982 


Seq. ID 


r\ TQQA £ 1 "7 11 

ujyyubi / ii. 


9B19.C20 


Gene No. 


33765 


Strand 


+ 




b tar l 


7511 


End 


1U DO 1 




Name 


OJ990617 11.9B19.C20.o3.np 


Method 


A7\T / MA D 




Start 


7511 


End 


1 n C A Q 
1U Dfi O 




GI 


6907089 


Score 


4611 




Exons 


7511. .8771, 8866. .10648 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa ] 




Seq. No. 


15982 


Seq. ID 


uj yyuoi / ii. 


9B19.C20 


bene no . 


33765 


Strand 


+ 




Start 


7511 


End 


1 U DO 1 




Name 


OJ990617 11.9B19.C20.o3.gs 


Method 






Start 


7766 


End 


1 U OO 1 




GI 


none 


Score 


. y*J 




Exons 


7766. .7907, 7925.. 8771, 8866. 


.10651 






Seq. No. 


15982 


Seq. ID 


uj yyub i / 1 1 . 


9B19.C20 


Gene No. 


33766 


Strand 






Start 


878 


End 


1 boo 




Name 


OJ990617 11.9B19.C20.ol.gp 


Method 


7\ 7\ rp / /-> t\ T-> 

PJ\l / bAr 




Start 


878 


End 


1 bOo 




GI 


4107134 


Score 


I 1 to 

I I bo 




Exons 


878. .1658 








GI Descrip. 


4680179/gb|AAD27547.1|AF111709 1 3.0e- 


97 (AF111709) 


polyprotein 




[Oryza sativa subsp. indica] 








Seq. No. 


15982 


Seq. ID 


OJ990617_11. 


9B19.C20 


Gene No. 


33767 


Strand 






Start 


3566 


End 


8845 




Name 


OJ990617 11.9B19.C20.o2.np 


Method 


AAT/NAP 




Of 3 vf 


3566 


End 


8845 




GI 


5295955 


Score 


488 




Exons 


3566. .3667, 3695.. 4228, 4357. 


.4811, 54 


97'. .5610, 6149. .6217, 




8545. .8845 








GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 








Seq. No. 


15982 


Seq. ID 


OJ990617_11. 


9B19.C20 


Gene No . 


33767 


Strand 






Start 


3566 


End 


8845 




Name 


OJ990617 11.9B19.C20.o2.gs 


Method 


GENSCAN 




Start 


4991 


End 


7563 




GI 


none 


Score 


.6 




Exons 


4991. .5072, 5556. .5674, 6081. 


.6217, 6831. .6907, 7466. .7563 


Seq. No. 


15982 


Seq. ID 


OJ990617_11. 


9B19.C20 


Gene No. 


33767 


Strand 






Start 


3566 


End 


8845 




Name 


OJ990617 11.9B19.C20.o2.gp 


Method 


AAT/GAP 




Start 


6422 


End 


6529 




GI 


uOosflcypl72a09al 


Score 


163 





16533 



Exons 6422.. 6529 

GI Descrip. • 5803242/dbj | AP000399 . 1 | AP000399 1.0e-35 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 15982 

Gene No. 33768 

Start 10887 

.Name OJ990617_11 . 9B19 . C20 . o4 . tw 

Start 482 

GI none 

Exons 482.. 964, 586.. 921 



Seq. ID OJ990617_11.9B19.C20 
Strand 

End 11085 

Method TBLASTX : Wheat 

End 964 

Score • 546 



Seq. No. 15982 

Gene No. 33768 

Start 10887 

Name OJ990617_11 . 9B19 . C20 . o4 . ts 

Start 518 

GI none 

Exons 518 . . 832 



Seq. ID OJ990617_11.9B19.C20 
Strand 

End 11085 

Method TBLASTX : Soybean 

End 832 

Score 183 



Seq. No. 15982 

Gene No. 33768 

Start 10887 

Name OJ990617_11 . 9B19 . C20 . o4 . tm 

Start 551 

GI none 

Exons 551.. 988, 622.. 921 



Seq. ID OJ990617_11.9B19.C20 
Strand 

End 11085 

Method TBLASTX : Mai ze 

End 988 

Score 367 



Seq. No. 15982 

Gene No. 33768 

Start 10887 

Name OJ990617_11 . 9B19 . C20 . ol . ts 

Start 905 

GI none 

Exons 905. .937, 907. .933, 941. .994, 948. .1088, 953. .1270, 1049. .1300, 
1057. .1299 



Seq. ID OJ990617_11.9B19.C20 
Strand 

End 11085 

Method TBLASTX : Soybean 

End 1300 

Score 57 



Seq. No. 15982 

Gene No. 33768 

Start 10887 

Name 0 J990 6 1 7_1 1 . 9B1 9 . C2 0 . o5 . tw 

Start 1014 

GI none 
Exons 



Seq. ID OJ990617_11.9B19.C20 
Strand 

End 11085 

Method TBLASTX : Wheat 

End 1315 

Score 53 



1014. .1094, 1016. .1306, 1051. .1314, 1052. .1315 



Seq. No. 15982 

Gene No. 33768 

Start 10887 

Name OJ990617_11 . 9B19 . C20 . o5 . tm 

Start 1049 

GI none 

Exons 1049.. 1387, 1102.. 1380 



Seq. ID OJ990617_11.9B19.C20 
Strand 

End 11085 

Method TBLASTX : Maize, 

End 1387 

Score 314 



Seq. No. 15982 

Gene No. 33768 

Start 10887 

Name OJ990617 11 . 9B19 . C20 . o2 . tw 



Seq. ID OJ990617_11.9B19.C20 
Strand 

End 11085 

Method TBLASTX : Wheat 



16534 






Start 


1316 








End 


1825 






GI 


none 








Score 


624 






Exons 


1316. .1825, 


1324 


. .1734, 


1355. 


.1738 








Seq. No. 


15982 








Seq. ID 


OJ990617_11.9B19. 


,C20 




bene no. 


66 1 DO 








Strand ■ 








Start 


10887 








End 


11085 






Name 


OJ990617 11 


.9B19 


.C20.O3. 


. ts 


Method ' 


TBLASTX : Soybean 






Start 


1322 








End 


1567 






GI 


none 








Score 


209 






Exons 


1322. .1567 
















Seq. No. 


15982 








Seq. ID 


OJ990617_11. 9B19. 


C20 




Gene No . 


66 1 DO 








Strand 








Start 


10887 








End 


11085 






Name 


OJ990617 11 


.9B19, 


.C20.O2. 


tm 


Method 


TBLASTX: Maize 






Start 


1388 








End 


1748 






GI 


none 








Score 


477 






Exons 


1388. .1741, 


1390 


. .1734, 


1549. 


.1746, 1596. .1748 






Seq. No. 


15982 








Seq. ID 


OJ990617 11.9B19. 


C20 




Gene No . 


0 *d ~i a 0 
66 1 00 








Strand 








Start 


10887 








End 


11085 






Name 


OJ990617 11 


.9B19, 


.C20.o3. 


tw 


Method 


TBLASTX : Wheat 






Start 


1829 








End 


2308 






GI 


none 








Score 


594 




Vi 

j 8 l 1 


Exons 


1829. .2308, 


1862. 


. .2275, 


2053. 


.2307 






\"i 


Seq. No. 


15982 








Seq. ID 


OJ990617 11.9B19. 


C20 


Ui 


bene No . 


66 / bo 








Strand 






SI 


Start 


10887 








End 


11085 






Name 


OJ990617 11 


. 9B19. 


.C20.ol. 


tc 


Method 


TBLASTX : Cress 




i U 


Start 


2015 








End 


2332 




:3 


GI 


none 








Score 


89 




5 :cf 


Exons 


2015. .2188, 


2189, 


. .2332, 


2191. 


.2331 






j.j. 


Seq. No. 


15982 








Seq. ID 


OJ990617_11.9B19. 


C20 


. = t 


Gene No . 


. 66 I bo 








Strand 






'i 


Start 


10887 








End 


11085 






Name 


OJ990617 11 


.9B19. 


.C20.O2. 


ts 


Method 


TBLASTX : Soybean 




Q 


Start 


2096 








End 


2356 






GI 


none 








Score 


299 






Exons 


2096. .2356, 


2101. 


, .2355 












Seq. No. 


15982 








Seq. ID 


OJ990617JL1. 9B19. 


C20 




Gene No . 


66 1 do 








Strand 








Start 


10887 








End 


11085 






Name 


OJ990617 11 


. 9B19. 


,C20.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


2155 








End 


2-^4 6 






GI 


none 








Score 


390 






Exons 


2155. .2442, 


2156. 


.2446 












Seq. No. 


15982 








Seq. ID 


OJ990617_11. 9B19. 


C20 




Gene No. 


33768 








Strand 








Start 


10887 








End 


11085 






Name 


OJ990617 11 


.9B19. 


C20.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


2315 








End 


2941 





16535 



Q 

is n 



GI 


none 


Score 


732 




Exons 


2315. .2941, 2317. .2940 








Seq. No. 


15982 


Seq. ID 


OJ990617_11.9B19 


.C20 


Gene No. 


*3 O "7 C O 

33768 


Strand 






Start 


10887 


End 


11085 




Name 


OJ990617 11. 9B19.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


2495 


End 


3082 




GI 


none 


Score 


226 




Exons 


2495.. 2656, 2503.. 2649, 2654 


..3082, 2656.. 3081 




Seq. No. 


15982 


Seq. ID 


OJ990617_11. 9B19 


.C20 


Gene No. 


33768 


Strand 


— 




Start 


10887 


End 


11085 




Name 


OJ990617 11. 9B19.C20.o6.tw 


Method 


TBLASTX: Wheat 




Start 


2941 


- End 


3309 




GI 


none 


Score 


325 




Exons 


2941.. 3141, 2942.. 3274, 3256 


. .3309 






Seq. No. 


15982 


Seq. ID 


OJ990617_11.9B19 


.C20 


Gene No. 


33768 


Strand 






Start 


10887 


End 


11085 




Name 


OJ990617 11. 9B19.C20.o4 . gs 


Method 


GENSCAN 




Start 


10887 


End 


11085 




GI 


none 


Score 


.4 




Exons 


10887, .11085 








Seq. No. 


15983 


Seq. ID 


OJ990617_11.9B19 


.C21 


Gene No. 


33769 


Strand 


+ 




Start 


9664 


End 


20239 




Name 


OJ990617 11.9B19.C21.o3.gs 


Method 


GENSCAN 




Start 


9664 


End 


20239 




GI 


none 


Score 


.77 




Exons 


9664. .9774, 1034 6 .. 10963, 11033 .. 11100, 


11249. .11324, 






11401. .11462, 11542. .11693, 


11979. .12142, 1227 9. .124 07, 






12507. .12917, 13328. .13381, 


13547. .13716, 14 355 .. 14 4 4 5, 






15100. .15281, 16501. . 16534, 


16912. .17004, 17572. .17818, 






18395. . 18680, 20143. .20239 









Us Seq. No. 
Q Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



15983 Seq. ID OJ990617_11.9B19.C21 

33769 Strand + 

9664 End 20239 

OJ990617_11 . 9B19.C21.o3.np Method AAT/NAP 

12086 End 16644 

3845304 • Score 298 

12086. . 12142, 12219. . 12407, 12507 .. 12586, 12707 .. 12917 , 

13328. .13381, 13547. .13708, 14347 .. 14 4 45, 15100. .15281, 

16571.. 16644 

(AE001423) replication facto^ C, 140 kDa subunit (ATPase) 
[Plasmodium falciparum] 



15983 Seq. ID 

33769 Strand 

9664 End 

OJ990617_11. 9B19.C21.o2.gp Method 

15575 End 

6782 1.R1084 Score 



OJ990617_11.9B19.C21 
+ 

20239 
AAT/GAP 
18576 
932 



16536 




Exons 15575. . 15619, 16462 16534 , 16912 . . 17004 , 17572. . 17818, 

18395. . 18454, 18551. .18576 

GI Descrip. ' 3334456/sp | P35251 | AC15_HUMAN 2.0e-09 ACTIVATOR 1 140 KD SUBUNIT 
(REPLICATION FACTOR C LARGE SUBUNIT) (Al 140 KD SUBUNIT) (RF-C 
14 0 KD SUBUNIT) (ACTIVATOR 1 LARGE SUBUNIT) (DNA-BINDING PROTEIN 

PO-GA) >gi_422807_pir JN0599 DNA-binding protein PO-GA - human 

>gi_296908_emb_CAA80355_ (Z22642) PO-GA [Homo sapiens] 
>gi_307338 (L14922) DNA-binding protein [Homo sapiens] 
>gi_2827257 (AF04025' 



Seq. No. 15983 Seq. ID 

Gene No. 33770 Strand 

Start 23762 - End 

Name OJ990617_11 . 9B19 . C21 . o4 . gp Method 

Start 21076 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 21076. .21159, 21456.. 21478 

GI Descrip. ' 2498586/sp IQ40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990617_11.9B19.C21 
+ 

28056 
AAT/GAP 
21478 
102 



Seq. No. 


15983 




Seq. ID 


OJ990617 


_11. 


9B19.C21 


Gene No. 


33770 




Strand 


+ 






Start 


23762 




End 


28056 






Name 


OJ990617 11.9B19.C21 


. o4 . gs 


Method 


GENSCAN 






Start 


23762 




End 


28056 






GI 


none 




Score 


.46 






Exons 


23762. .23836, 27904. 


.28056 










Seq. No. 


15983 




Seq. ID 


OJ990617 


_11. 


9B19.C21 


Gene No. 


33771 




Strand 


+ 






Start 


38683 




End 


45310 






Name 


OJ990617 11.9B19.C21 


. 06 . gs 


Method 


GENSCAN 






Start 


38683 




End 


38857 






GI 


none 




Score 


.95 






Exons 


38683. .38760, 38807. 


.38857 










Seq. No. 


15983 




Seq. ID 


OJ990617 


_11. 


9B19.C21 


Gene No. 


33771 




Strand 


+ 






Start 


38683 




End 


45310 






Name 


OJ990617 11.9B19.C21 


. o7 . np 


Method 


AAT/NAP 






Start 


38726 




End 


41955 






GI 


6523547 




Score 


160 






Exons 


38726. .38815, 39967. 


.40232, 


41797. .41955 






GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-; 


HRGP 


[Volvox 



carteri f. nagariensis] 



Seq. No. 15983 Seq. ID 

Gene No. 33771 Strand 

Start 38683 End 

Name OJ990617_11 . 9B19 . C21 . o7 . gs Method 

Start 39622 End 

GI none Score 

Exons 39622. .39777, 39994.. 40194 



OJ990617_11.9B19.C21 
+ 

45310 
GENSCAN 
40194 
.7 



Seq. No. 
Gene No. 



15983 
33771 



Seq. ID OJ990617_11.9B19.C21 
Strand + 



16537 




Start 


38683 


End 


45310 






Name 


OJ990617 11.9B19.C21.o5.gp 


Method 


AAT/GAP 






Start 


41482 


End 


41671 






GI 


none 


Score 


344 






Exons 


41482. .41671 










Seq. No. 


15983 


Seq. ID 


OJ990617_ 


_11.9B19 


,C21 


Gene No. 


33771 


Strand 


+ 






Start 


38683 


End 


45310 






Name 


O.TQQnfil7 11 QR1 Q P91 r\ft nc 


Method 


GENSCAN 






Start 


41826 


End 


45310 






GI 


none 


Score 


.78 






Exons 


41826. .41961, 4204 3. .42122, 


42696. .42782, 42885, 


. .42962, 






43043. .43134, 43228 .. 43429, 


43740. .43791, 44259. 


. .44317, 






44509. .44657, 4 4 758 44 839, 


44924. .45310 






Seq. No. 


15983 


Seq. ID 


OJ990617_ 


11.9B19 


.C21 


Gene No. 


33771 


Strand 


+ 






Start 


38683 


End 


45310 






Name 


OJ990617 11.9B19.C21.o8.np 


Method 


AAT/NAP 






Start 


42663 


End 


45310 






GI 


3063453 


Score 


1378 






Exons 


42 663. .4 2782, 42885 .. 42962, 


43043. .43429, 43740. 


.43830, 






4 4259. .4 4317, 44 509 . . 4 4 661 , 


44924. .45310 




GI Descrip. 


(AC003981) F22013.15 [Arabidopsis thaliana] 






Seq. No. 


15983 


Seq. ID 


OJ990617_ 


11.9B19, 


.C21 


Gene No. 


33771 


Strand 


+ 






Start 


38683 


End 


45310 






Name 


OJ990617 11.9B19.C21.o6.gp 


Method 


AAT/GAP 






Start 


44005 


End 


44634 






GI 


LIB3431-021-P1-K1-E3 


Score 


819 






Exons 


44005. .44317, 44509. .44634 










GI Descrip. 


'3063453 1.0e-18 (AC003981) 


F22013. 15 


[Arabidopsis thaliana] 


Seq. No. • 


15983 


Seq. ID 


OJ990617_ 


11.9B19. 


C21 


Gene No. 


33772 


Strand 


+ 






Start 


50624 


End 


51121 








OJ990617 11. 9B19.C21.ol0.np 


Method 


AAT/NAP 






Start 


50624 


End 


51121 






GI 


6523547 


Score 


117 






Exons 


50624 . .51121 










GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 










Seq. No. 


15983 


Seq. ID 


OJ990617_ 


11.9B19. 


C21 


Gene No. 


33773 


Strand 








Start 


1 


End 


13023 






Name 


OJ9906.;7 11.9B19.C21.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


5596 






GI 


6498441 


Score 


6821 






Exons 


1..230, 324. .1721, 1893. .2189, 2382. .2: 


808, 2983. 


.3117, 






3301. .3674, 3738. .4201, 4532 


. .5596 









GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



16538 






Seq. No. 


15983 


Seq. ID 


OJ990617_ 


11.9B19 


.C21 




oene no . 


33773 


Strand 










Start 


1 


End 


13023 








Name 


OJ990617 11. 9B19.C21.ol.gs 


Method 


GENSCAN 








Start 


62 


End 


3611 








GI 


none 


Score 


.89 








Exons 


62. .392, 402. .1967, 2091. .3611 










Seq. No. 


15983 


Seq. ID 


OJ990617_ 


11.9B19 


.C21 




uene wo . 


33773 


Strand 










Start 


1 


End 


13023 








Name 


OJ990617 11.9B19.C21.o2.gs 


Method 


GENSCAN 








Start 


3675 


End 


7165 








GI 


none 


Score 


.85 








Exons 


3675. .6119, 6176. .6382, 6617. .6706, 6806. .6878, 


7056. .7165 




Seq. No. 


15983 


Seq. ID 


✓-\ Tonne 1 i 


11 . 9B19 


C21 




Gene No. 


33773 


Strand 










OLdIL 


1 


End 


13023 








Name 


OJ990617 11. 9B19.C21.o2.np 


Method 


AAT/NAP 








Start 


6329 


End 


13023 








GI 


5042454 


Score 


230 








Exons 


6329. .6382, 6617. .6804, 12979. .13023 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


15983 


Seq. ID 


OJ990617_ 


11 . 9B19 


C21 


w 


Gene No . 


33774 


Strand 










Start 


18732 


End 


18964 








Name 


OJ990617 ll.ftB19.C21.o3.gp 


Method 


AAT/GAP 






us 


Start 


18732 


End 


18964 








GI 


3106569 


Score 


395 






r Ll 


Exons 


18732. .18964 












Seq. No. 


15983 


Seq. ID 


OJ990617_ 


11.9B19 


C21 


Q 


Gene No. 


33775 


Strand 












28478 


End 


38172 








Name 


OJ990617 11. 9B19.C21.o5.gs 


Method 


GENSCAN 








Start 


28478 


End 


38172 






: "t 


GI 


none 


Score 


.51 






: : ~i 


Exons 


28478. .30393, 31536. .31682, 


34559. .34660, 35298. 


.37263, 








37540. .38172 












Seq. No. 


15983 


Seq. ID 


OJ990617_ 


11. 9B19. 


C21 




Gene No. 


33775 


Strand 










Start 


28478 


End 


38172 








Name 


OJ990617 11.9B19.C21.o4.np 


Method 


AAT/NAP 








Start 


31525 


End 


35656 








GI 


5001454 


Score 


101 








Exons -j 


31525. .31570, 33605 .. 33858 , 


35632. .35656 








GI Descrip. 


(AC007730) putative non-LTR 


retrolelement reverse transcript 






[Arabidopsis thaliana] 












Seq. No. 


15983 


Seq. ID 


OJ990617_ 


11. 9B19. 


C21 




Gene No. 


33775 


Strand 










Start 


28478 


End 


38172 








Name 


OJ990617 11. 9B19.C21.o6.np 


Method 


AAT/NAP 








Start 


36658 


End 


37674 







16539 




GI 


2792248 


Score 


191 




Exons 


36658. .37263, 37540.. 37674 








GI Descrip. 


(AF032702) NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 


15983 


Seq. ID 


OJ990617_11 . 9B19 . 


C21 


Gene No. 


33776 


Strand 






Start 


45220 


End 


45706 




Name 


OJ990617_11 . 9B19 . C21 . o7 . gp 


Method 


AAT/GAP 




Start 


45220 


End 


45706 




GI 


none 


Score 


954 




Exons 


45220. .45706 








Seq. No. 


15983 


Seq. ID 


OJ990617_11 . 9B19 . 


C21 


Gene No. 


33777 


Strand 






Start 


46950 


End 


51066 




Name 


OJ990617 11.9B19.C21.o7.tw 


Method 


TBLASTX : Wheat 




Start 


3 


End 


560 




GI 


none 


Score 


168 




Exons 


3. .83, 250. .558, 270. .560, 277. .555 






Seq. No. 


15983 


Seq. ID 


OJ990617_11.9B19. 


C21 


Gene No. 


33777 


Strand 






Start 


a c n c n 
4 0950 


End 


51066 




Q Name 


OJ990617 11 . 9B19 . C21 . o4 . tw 


Method 


TBLASTX: Wheat 




• : [ Start 


561 


End 


942 




gi 


none 


Score 


166 




Exons 

1 LI 


561. .941, 592. .840, 600. .938, 


886. .942 




Q Seq. No. 


15983 


Seq. ID 


OJ990617_11.9B19. 


C21 


m Gene No . 


33777 


Strand 






ijj Start 


46950 


End 


51066 




iSrj Name 


OJ990617 11.9B19.C21.o6.tm 


Method 


TBLASTX: Maize 




1 Start 


756 


End 


1079 






none 


Score 


203 




U! Exons 


756.. 1079, 769.. 1050 








'"4 

y, Seq, No. 


15983 


Seq. ID 


OJ990617_11.9B19. 


C21 


[ si Gene No . 


33777 


Strand 






' Start 


46950 


End 


51066 




Name 


OJ990617 11.9B19.C21.ol0.tw 


Method 


TBLASTX: Wheat 




Q Start 


1272 


End 


1584 




gi 


none 


Score 


62 




Exons 


1272. .1532, 1408. .1584 








Seq. No. 


15983 


Seq. ID 


OJ990617_11.9B19. 


C21 


Gene No. 


33777 


Strand 






C 4- -* -v- 4- 

btart 


46950 


End 


51066 




Name 


OJ990617 11. 9B19.C21.o8.ts 


Method 


TBLASTX: Soybean 




Start 


1332 


End 


.1898 




GI 


5666795 


Score 


69 




Exons 


1332. .1532, 1587. .1724, 1800. 


.1898 






GI Descrip. 


4206306 2.0e-10 (AF049110) prpol [Zea 


mays] 




Seq. No. 


15983 


Seq. ID 


OJ990617_11. 9B19. 


C21 


Gene No. 


33777 


Strand 






Start 


46950 


End 


51066 




Name 


OJ990617 11.9B19.C21.o5.tw 


Method 


TBLASTX: Wheat 





16540 




Start 


1587 








End 


5047 




GI 


none 








Score 


88 




Exons 


1587. .1736, 


1588 


. .1725, 


1590. 


.1727, 1770.. 2021, 1771. .1956, 




1791. .2045, 


4994 


. .5047 










Seq. No. 


15983 








Seq. ID 


OJ990617_11. 9B19 


.C21 


Gene No. 


JJ / / / 








Strand 


— 




Start 


46950 








End 


51066 




Name 


OJ990617 11 


.9B19 


.C21.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2701 








End 


3096 




GI 


none 








Score 


295 




Exons 


2701. .3096, 


2712 


. .3095 










Seq. No. 


15983 








Seq. ID 


OJ990617_11. 9B19 


.C21 


Gene No . 


oo 1 1 1 








Strand 


- 




Start 


46950 








End 


51066 




Name 


OJ990617 11 


-9B19 


.C21.o5. 


ts 


Method 


TBLASTX: Soybean 




Start 


2712 








End 


3047 




GI 


none 








Score 


90 




Exons 


2712. .3047, 


2857 


. .3000 










Seq. No. 


15983 








Seq. ID 


OJ990617JL1. 9B19 


.C21 


Gene No . 


JJ / / / 








Strand 


- 




Start 


46950 








End 


51066 




Name 


OJ990617 11 


. 9B19 


.C21.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2769 








End 


3153 




GI 


none 








Score 


230 




Exons 


2769. .3152, 


2788 


. .3153 










Seq. No. 


15983 








Seq. ID 


OJ990617__11. 9B19 


C21 


Gene No. 


O. "3 "7 "7 1 
OO III 








Strand 


- 




Start 


46950 








End 


51066 




Name 


OJ990617 11 


. 9B19 


,C21.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3180 








End 


3536 




GI 


none 








Score 


125 




Exons 


3180. .3485, 


3180 


. .3536, 


3190. 








Seq. No. 


15983 








Seq. ID 


OJ990617_11. 9B19 


C21 


Gene No . 


33 III 








Strand 


- 




Start 


46950 








End 


51066 




Name 


OJ990617 11 


. 9B19 


.C21.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3204 








End 


3666 




GI 


none 








Score 


220 




Exons 


3204. .3665, 


3210 


. .3665, 


3211. 


-3 c. a a 
. 6 ODD 






Seq. No. 


15983 








Seq. ID 


OJ990617_11. 9B19. 


C21 


Gene No. 


00-7-7-7 
55 111 








Strand 


_ 




Start 


46950 








End 


51066 




Name 


OJ990617 11 


. 9B19 


.C21.oll 


.ts 


Method 


TBLASTX: Soybean 




Start 


3261 








End 


3626 




GI 


none 








Score 


119 




Exons 


3261. .3395, 


3402 


. .3626 










Seq. No. 


15983 








Seq. ID 


OJ990617_11. 9B19. 


C21 


Gene No. 


33777 








Strand 






Start 


46950 








End 


51066 




Name 


OJ990617 11 


9B19 


.C21.o3. 


tw 


Method 


TBLASTX: Wheat 





16541 




Start 


3831 






End 


4317 






GI 


none 






Score 


166 






Exons 


3831. . 


4316, 3862. .4122, 4144. .4317 








Seq. No. 


15983 






Seq. ID 


OJ990617 


_11.9B19 


.C21 


Gene No. 


33777 






Strand 








Start 


46950 






End 


51066 






Name 


OJ990617 11.9B19.C21 


.06. tw 


Method 


TBLASTX: 


Wheat 




Start 


5055 






End 


5447 






GI 


none 






Score 


100 






Exons 


5055. . 


5312, 5089.. 5328, 5295.. 5393, 5296.. 5388, 


5400. .5447 


Seq. No. 


15983 






Seq. ID 


OJ990617 


_11.9B19 


.C21 


Gene No. 


33777 






Strand 








Start 


46950 






End 


51066 






Name 


OJ990617 11.9B19.C21 


. ol2. tm 


Method 


TBLASTX : 


Maize 




Start 


5157 






End 


5405 






GI 


none 






Score 


194 






Exons 


5157. . 


5405 












Seq. No. 


15983 






Seq. ID 


OJ990617 


_11.9B19, 


.C21 


Gene No. 


33777 






Strand 








Start 


46950 






End 


51066 






Name 


OJ9906 


17_11.9B19.C21, 


. o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


10939 






End 


11693 






GI 


none 






Score 


49 






Exons 


10939. 


.10965, 10940., 


. 10963, 


11029. . 11112, 11031 


. .11087, 






11033. 


.11098, 11242., 


. 11322, 


11246. . 11323, 11247 


. .11324, 






11247. 


.11324, 11248., 


. 11325, 


11399. . 11461, 11401 


. .11475, 






11403. 


.11462, 11542., 


. 11685, 


11543. . 11692, 11547 


. .11693, 






11547. 


.11693 












Seq. No. 


15983 






Seq. ID 


OJ990617 


_11. 9B19, 


■ C21 


Gene No. 


33777 






Strand 








Start 


46950 






End 


51066 






Name 


OJ990617 11.9B19.C21, 


. o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


12279 






End 


12622 




GI . . 


none 






Score 


160 






Exons 


12279. 


.12410, 12287., 


, 12409, 


12504. .1261 


.4, 12506 


. .12622 




Seq. No. 


15983 






Seq. ID 


OJ990617 


_11.9B19. 


.C21 


Gene No. 


33777 






Strand 








Start 


46950 






End 


51066 






Name 


OJ990617 11.9B19.C21. 


olO. ts 


Method 


TBLASTX: 


Soybean 




Start 


12797 






End 


13620 




GI 


none 






Score 


202 






Exons 


12797. 


.12916, 12798.. 


12920, 


12805. .1294 


8, 13322 


. .13384, 






• 13323. 


.13382, 13549.. 


13620, 


13550. . 13618 






Seq.' No. 


15983 






Seq. ID 


OJ990617 


J.1.9B19. 


C21 


Gene No. 


33777 






Strand 








Start 


46950 






End 


51066 






Name 


OJ9906 


17_11.9B19.C21. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


13330 






End 


16529 






GI 


none 






Score 


86 






Exons 


13330. 


.13410, 13331.. 


13411, 


13529. . 13714, 13546 


. .13716, 






13547. 


.13717, 14353.. 


14445, 


14360. . 14446, 15091 


. .15282, 





16542 



15096. .15281, 15366. .15404, 15367. .15405, 15368. .15412, 
15370. .15423, 154 94. .15619, 154 95. .15620, 154 95. .15620, 
15496. .15630, 16452 .. 16520, 1 64 60 . . 16528 , 16461.. 16529 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15983 
33777 
46950 

OJ990617_ll.9B19.C21.o9.ts 

15126 

none 



Seq. ID OJ990617_11.9B19.C21 
Strand 

End .51066 

Method TBLASTX: Soybean 

End 15566 

Score 203 



15126. .15248, 15136. .15282, 15136. .15282, 154 94. .15565, 
15495. .15566 



Seq. No. 15983 
Gene No. 33777 
Start 46950 

Name OJ990617_11 . 9B19 . C21 . 08 . tm 

Start 16860 
GI none 
Exons 16860 . 

16911. 

17572. 

18549. 



16886, 16909. 

17003, 16939. 

17769, 17682. 

18584, 18550. 



,17004, 



17019, 17570 
17816, 18391 
18585 



Seq. ID 
Strand 
End 

Method 
End 
Score 
16910. . 16966, 
17827, 
18456, 



OJ990617 11.9B19.C21 



51066 

TBLASTX: Maize 
18585 
37 

16911. . 17006, 
17571. . 17639, 
18393. . 18455, 



Seq. No. 15983 

Gene No. 33777 

Start 46950 

Name OJ990617_11 . 9B19 . C21 . oil . tm 

Start 28571 

GI none 

Exons 28571. .28696, 28760 .. 29017 , 29111 
29259. .29438, 29336. .29455 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990617_11.9B19.C21 
51066 

TBLASTX: Maize 

294 9'4' 

65 



,29224, 29225. .29494, 



Seq. No. 15983 

Gene No. 33777 

Start 46950 

Name OJ990617_11 . 9B19 . C21 . ol . tc 

Start 35332 

GI none 

Exons 3S332..35463, 35527 .. 35 661 , 
37087. .37218 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_11.9B19.C21 
51066 

TBLASTX : Cress ' 

37218 

100 



36145. .36426, 364 51 367 14 , 



Seq. No. 15983 Seq. ID 

Gene No. 33777 Strand 

Start 46950 End 

Name OJ990617_11 . 9B19 . C21 . 06 . ts Method 

Start 42694 End 

GI none Score 

Exons 42694. .42780, 42695 .. 42781, 42702 .. 42782, 42702 

42703. .42783, 42878 42961, 42884 .. 42961, 42885 



OJ990617_11. 9B19.C21 
51066 

TBLASTX: Soybean 
42962 
76 

42782, 
42962 



Seq. No. 15983 Seq. ID 

Gene No. 33777 Strand 

Start 46950 End 

Name OJ990617_11 . 9B19 . C21 . o3 . tm Method 

Start 43045 End 

GI none Score 



OJ990617_11.9B19.C21 
51066 

TBLASTX: Maize 

44321 

157 



16543 






Exons 


43045. 


.43134, 43046. 


.43135, 


43228. .43428, 43229 4 3429, 








43737. 


.43856, 43737. 


.43856, 


43739. .43864, 43739. .43864, 








44219. 


.44317, 44238. 


.44321, 


44272. .44319 






Seq. No. 


15983 






Seq. ID 


OJ990617_11. 9B19. 


C21 




Gene No. 


33777 






Strand 








Start * 


46950 






End 


51066 






Name 


OJ990617 11.9B19.C21 


.o9. tm 


Method 


TBLASTX: Maize 






Start 


44476 






End 


45055 






GI 


none 






Score 


164 






Exons 


44476. 


.44658, 44559. 


.44657, 


4 4 740. .44 838, 44 759. .44842, 








44909. 


.45055 












Seq. No. 


15983 






Seq. ID 


OJ990617_11. 9B19. 


C21 




Gene No. 


33777 






Strand 








Start 


46950 






End 


51066 






Name 


OJ990617 11.9B19.C21 


. o3 . tc 


Method 


TBLASTX: Cress 






Start 


44590 






End 


44863 






GI 


none 






Score 


78 






Exons 


44590. 


.44637, 44635. 


.44658, 


44758. .44838, 4 4 759 4 4 8 63, 








44767. 


.44841 












Seq. No. 


15983 






Seq. ID 


OJ990617_11.9B19. 


C21 




Gene No. 


33777 






Strand 








Start 


46950 






End 


51066 






Name 


OJ990617 11.9B19.C21 


.ol.ts 


Method 


TBLASTX : Soybean 




I s ! i 


Start 


44623 






End 


45078 




i & 

.S 5V 


GI 


none 






Score 


69 




U 


Exons 


44623. 


.44658, 44625. 


44657, 


44741. .44842, 4 4 758 4 4 838 , 




U! 
ci 




44758. 


.44844, 44759. 


44842, 


44909. .45076, 44923. .45078 




m 


Seq. No. 


15983 






Seq. ID 


OJ990617_11. 9B19. 


C21 




Gene No . 


33777 






Strand 






.5 81 


Start 


46950 






End 


51066 




: : 


Name 


OJ990617 11.9B19.C21 


olO. tm 


Method 


TBLASTX: Maize 




\\ 


Start 


45121 






End 


45312 




• I 
IS 31 


GI 


none 






Score 


240 




hll 


Exons 


45121. 


.45312, 45122. 


45298 








■1 5? 
,3 SI 


Seq. No. 


15983 






Seq. ID 


OJ990617_11. 9B19. 


C21 




Gene No . 


33777 






Strand 








Start 


• 46950 






End 


51066 






Name 


OJ990617 11.9B19.C21 


o7 . ts 


Method 


TBLASTX: Soybean 






Start 


45146 






End 


45303 






GI 


none 






Score 


208 






Exons 


45146. 


.45292, 45154. 


45303 










Seq. No. 


15983 






Seq. ID 


OJ990617_11. 9B19. 


C21 




Gene No. 


33777 






Strand 








Start 


46950 






End 


51066 




Name 


OJ990617 11.9B19.C21. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


46257 






End 


49759 






GI 


none 






Score 


75 






Exons 


46257. 


46340, 46403.. 


46459, 


46917. .46979, 4 6918 4 6980, 








46936. 


46980, 47004.. 


47126, 


47017. .47109, 47028 .. 47 117 , 








47091. 


47288, 47115.. 


47309, 


47143. .47304, 47 355 .. 474 35 , 








47359. 


47436, 47360.. 


47437, 


47360. .47437, 474 4 4 .. 4 747 9, 





16544 








A 1 A A C A 1 A 1 C A 1 A A 1 

4 /4 4 b . . 4 / 4 id , 4/44/. 


A ^ A 1 C 

.4 / 4 lb, 


47555. .47665, 47556. 


. 4 7663, 








47557. .47694, 47557. 


.47664, 


47707. .47946, 47708. 


.47935, 








47709. .47948, 47764 . 


.47958, 


47871. .47948, 48034 . 


.48156, 








48036. .48185, 48251. 


.48328, 


48255. .48317, 49461. 


.49517, 








49468. .49518, 49470. 


.49517, 


49593. .49757, 49599. 


.49757, 








49606. .49758, 49607. 


.49759 












Seq. No. 


15983 




Seq. ID 


OJ990617_ 


11. 9B19. 


C21 




Gene No. 


33777 




Strand 










Start 


46950 




End 


51066 








Name 


OJ990617 11.9B19.C21 


. 08 .gp 


Method 


AAT/GAP 








Start 


46264 




End 


47865 








GI 


16696 1.R1084 




Score 


2011 








Exons 


46264. .46537, 46896. 


.47277, 


47363..47473, 47557. 


.47865 






GI Descrip. 


•3790587 1.0e-14 (AF079182) 


RING-H2 finger protein RHF2a 






[Arabidopsis thaliana] 1 












Seq. No. 


15983 




Seq. ID 


OJ990617_ 


11. 9B19. 


C21 




Gene No. 


33777 




Strand 










Start 


46950 




End 


51066 








Name 


OJ990617 11.9B19.C21 


. o9 . gs 


Method 


GENSCAN 








Start 


46950 




End 


51066 








GI 


none 




Score 


.78 






:« -J 


Exons 


46950. .47277, 47557. 


.47942, 


49602. .49767, 50931. 


.51066 




'i ef 


Seq. No. 


15983 




Seq. ID 


OJ990617_ 


11. 9B19. 


C21 


t : 
: t : 


Gene No. 


33777 




Strand 








: hi 

r = l 


Start 


46950 




End 


51066 








Name 


OJ990617 11.9B19.C21 


. o9 .np 


Method 


AAT/NAP 






i.W 


Start 


46953 




End 


49739 






"ill 


GI 


3790587 




Score 


868 






Hj 


Exons 


46953. .47277, 47363. 


.47463, 


47583. .47942, 48045. 


.48153, 




Is 




48255. .48317, 49471. 


.49517, 


49602. .49739 






□ 


GI Descrip. 


(AF079182) RING-H2 finger protein RHF2a [Arabidopsis thaliana 




Seq. No. 


15983 




Seq. ID 


OJ990617_ 


11. 9B19. 


C21 


Udz 


Gene No. 


33777 




Strand 








-I 


Start 


46950 




End 


51066 








Name 


OJ990617 11.9B19.C21 


.o2.tc 


Method 


TBLASTX: Cress 






Start 


47043 




End 


49751 






L -E 


GI 


none 




Score 


88 








Exons 


47043. .47309, 47122. 


.47313, 


47124 . .47288, 47143. 


.47310, 








47359.-47457, 47360. 


.47455, 


47766. .478 


04, 47783. 


.47926, 








47871. .47954, 48036. 


.48155, 


48041. .481 


84, 48045. 


.48155, 








48251. .48328, 48255. 


.48317, 


49461. .49517, 49470. 


.49517, 








49599. .49751, 49603. 


.49704 












Seq. No.' 


15983 




Seq. ID 


OJ990617_ 


11. 9B19. 


C21 




Gene No. 


33777 




Strand 










Start 


46950 




End 


51066 








Name 


OJ990617 11.9B19.C21 


. o4 . ts 


Method 


TBLASTX: Soybean 






Start 


47100 




End 


47401 








GI 


none 




Score 


115 








Exons 


47100. .47276, 47100. 


.47309, 


47143. .47304, 47360. 


.47401 






Seq. No. 


15983 




Seq. ID 


OJ990617_ 


11. 9B19. 


C21 




Gene No. 


33777 




Strand 









16545 



Start 
Name 
Start 
GI 

Exons 



4 6950 End 

OJ990617_11 . 9B19 . C21 . 08 . tw Method 

47112 End 

none Score 



51066 

TBLASTX: Wheat 

47280 

73 



47112. .47279, 47130 .. 47279, 47143.. 47280 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15983 
33777 
46950 

OJ990617_ll.9B19.C21.o2.ts 
47401 



Seq. ID 
Strand 
End 

Method 
End 

none • Score 

47401. .47472, 4 7568 .. 4 7 657 , 477 63 .. 4 7807 , 47767 
47787. .47993, 47794 .. 47925, 4 787 1 . . 4 7 954 , 48041 
48042. .48155, 48251 .. 48328, 4 8255 .. 48317 , 48259 
49468. .49515, 4 9470 .. 49517, 4 9599 .. 4 9703, 49606 
49607. .49702 



OJ9906.17 11.9B19.C21 



51066 

TBLASTX : Soybean 
49704 
94 

47868, 
48154, 
48318, 
49704, 



Seq. No. 15983 

Gene No. 33777 

Start 46950 

Name OJ990617_11 . 9B19 . C21 . o9 

Start 47759 

GI 16696_2.R1084 

Exons 47759. .47894, 48045.. 48 

GI Descrip. '3790587 5.0e-5T (AF079 
[Arabidopsis thaliana] 1 

Seq. No. 15983 

Gene No. 33777 

Start 46950 

Name OJ990617_1 1 . 9B19 . C21 . o9 

Start 47826 

GI none 

Exons 47826. .47954, 47827. .47 
47871. .47954, 48033. .48 

Seq. No. 15983 

Gene No. 33777 

Start 46950 

Name OJ990617_1 1 . 9B19 . C21 . ol 

Start 47860 

GI 16696_2.R1084 

Exons 47860. .47894, 48045.. 48 

GI Descrip. ' 3790587 5.0e-57 (AF079 
[Arabidopsis thaliana] 1 

Seq. No. 15983 

Gene No. 33777 

Start 46950 

Name OJ990617_11 . 9B19 . C21 . ol 

Start 49097 

GI 16696_2.R1084 

Exons 49097. .49123, 49462.. 49 

GI Descrip. '3790587 5.0e-57 (AF079 
[Arabidopsis thaliana] 1 



Seq. ID OJ990617_11.9B19.C21 
Strand 

End 51066 
.gp Method AAT/GAP 

End 48317 

Score 500 
153, 48255.. 48317 

182 ) RING-H2 finger protein RHF2a 



Seq. ID OJ990617_11.9B19.C21 
Strand 

End 51066 
.tw Method TBLASTX : Wheat 

End 48153 

Score 124 
955, 47831. .47941, 4 7842 .. 4 7 94 6, 
143, 48035. .48148, 48037. .48153 

Seq. ID OJ990617_11.9B19.C21 
Strand 

End 51066 
O.gp Method AAT/GAP 

End 48318 

Score 354 
153, 48255.. 48318 

182) RING-H2 finger protein RHF2a 



Seq. ID OJ990617_11.9B19.C21 
Strapd 

End 51066 
l.gp Method AAT/GAP 
End 49768 
Score 366 
517, 49602.. 49768 

182) RING-H2 finger protein RHF2a 



16546 




Seq. No. 


15984 


Seq. ID 


OJ990617_11 . 9B19 ,C22 


Gene No. 


33778 


Strand 




Start 


292 


End 


416 


Name 


OJ990617 11.9B19.C22.ol.gp 


Method 


AAT/GAP 


Start 


292 


End 


416 


GI 


16696 2.R1084 


Score 


222 


Exons 


292. .416 






GI Descrip. 


'3790587 5.0e-57 (AF079182) RING-H2 finger protein RHF2a 




[Arabidopsis thaliana] ' 






Seq. No. 


15985 


Seq. ID 


OJ990617_11.9B19.C23 


Gene No. 


33779 


Strand 


+ 


Start 


1 


End 


512 


Name 


OJ990617_11.9B19.C23.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


512 


GI 


6671947 


Score 


184 


Exons 


1..28, 188. .246, 341. .512 






GI Descrip. 


(AC016795) putative ubiquitin 


carboxyl- 


-terminal hydrolase 




[Arabidopsis thaliana] 






Seq. No. 


15985 


Seq. ID 


OJ990617_11.9B19.C23 


Gene No. 


33779 


Strand 


+ 


Start 


i 


End 


512 


Name 


OJ990617 11.9B19.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


' 173 


End 


511 


GI 


none 


Score 


103 


Exons 


173. .247, 183. .242, 184. .243, 


319. .498, 


322. .390, 335. .511, 




425. . 511 






Seq. No. 


15985 


Seq. ID 


OJ990617_11.9B19.C23 


Gene No. 


33779 


Strand 


+ 


Start 


1 


End 


512 


Name 


OJ990617 11.9B19.C23.ol.tc 


Method 


TBLASTX: Cress 


Start 


183 


End 


511 


GI 


none 


Score 


63 


Exons 


183. .242, 184. .243, 347. .511, 


350. .511 




Seq. No. 


15985 


Seq. ID 


OJ990617_11.9B19.C23 


Gene No. 


33779 


Strand 


+ 


Start 


1 


End 


512 


Name 


OJ990617 11.9B19.C23.ol.ts 


Method 


TBLASTX : Soybean 


Start 


184 


End 


511 


GI 


none . 


Score 


79 


Exons 


184. .243, 186. .239, 335. .511, 


335. .511 




Seq. No. 


15986 


Seq. ID 


OJ990727_10.9B05.C1 


Gene No. 


33780 


Strand 




Start 


334 


End 


1509 


Name 


OJ990727 10.9B05.Cl.ol^np 


Method 


AAT/NAP 


Start 


334 


End 


1509 


GI 


5042463 


Score 


61 


Exons 


334. .490, 1477. .1509 






GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 


Seq. No. 


15986 


Seq. ID 


OJ990727_10. 9B05.C1 


Gene No. 


33780 


Strand 




Start 


334 


End 


1509 



16547 



Name 


OJ990727 10.9B05.Cl.ol.gs 


Method 


GENSCAN 




Start 


669 


End 


892 




GI 


none 


Score 


.81 




Exons 


669.. 892 

- 








Seq. No. 


15987 


Seq. ID 


OJ990727_10. 9B05 


.C4 


Gene No. 


33781 


Strand 






Start 


16 


End 


185 




Name 


OJ990727 10.9B05.C4.ol.gs 


Method 


GENSCAN 




Start 


16 


End 


185 




GI 


none 


Score 


. 61 




Exons 


16. . 185 








Seq. No. 


15988 


Seq. ID 


OJ990727_10.9B05 


.C5 


Gene No. 


33782 


Strand 


+ 




Start 


1 


End 


5052 




Name 


OJ990727_10. 9B05.C5.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


5052 




GI 


5295955 


Score 


700 




Exons 


1..72, 1115. .1266, 2424. .2540, 


3083. . 


3197, 3878.. 4294, 






4373. .4448, 4488. .5052 








GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 








Seq. No. 


15988 


Seq. ID 


OJ9;90727_10.9B05. 


,C5 


Gene No. 


33783 


Strand 






Start 


1 


End 


5719 




Name 


OJ990727 10.9B05.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1461 




GI 


4680179 


Score 


1545 




Exons 


1. . 1461 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa ; 


subsp. indica] 




Seq. No. 


15988 


Seq. ID 


OJ990727__10.9B05, 


,C5 


Gene No. 


33783 


Strand 






Start 


1 


End 


5719 




Name 


OJ990727 10.9B05.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


148 


End 


384 




GI 


none 


Score 


74 




Exons 


148. .312, 170. .265, 319. .384 








Seq. No. 


15988 


Seq. ID 


OJ990727_10.9B05. 


,C5 


Gene No. 


33783 


Strand 






Start 


1 


End 


5719 




Name 


OJ990727 10.9B05.C5.ol.gs 


Method 


GENSCAN 




Start 


168 


End 


4853 




GI 


none 


Score 


.41 





Exons 



168. .1458, 1606. .1651, 3611. .3662, 4072. .4299, 4390. .4501, 
4 659. .4853., . • " 



Seq. No. 15988 

Gene No. 33783 

Start 1 

Name OJ990727_10 . 9B05 . C5 . ol . tm 

Start 652 

GI none 

Exons 652.. 948, 761.. 931 



Seq. ID OJ990727_10.9B05.C5 
Strand 

End 5719 

Method TBLASTX: Maize 

End 94 8 

Score 110 



16548 



Seq. No. 15988 Seq. ID 

Gene No. 33783 Strand 

Start 1 End 

Name OJ990727_10 . 9B05 . C5 . ol . tw Method 

Start 829 End 

GI none Score 

Exons 829.. 1188, 830.. 1063, 1088.. 1192 



OJ990727_10. 9B05.C5 
5719 

TBLASTX: Wheat 

1192 

84 



Seq. No. 15988 
Gene No. 33783 
Start 1 

Name OJ990727_10 . 9B05 . C5 . o3 . np 

Start 2195 

GI 2129618 

Exons 2195.. 2230, 5309.. 5694 

GI Descrip. hypothetical protein 1 

Athila gi|806535|embiCAA57397 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_10.9B05.C5 

5719 
AAT/NAP 
5694 
187 



Arabidopsis thaliana retrotransposon 
(X81801) Athila ORF 1 



Seq. No. 


15988 








Seq. ID 


OJ990727 


_10, 


. 9B05 


,C5 


Gene No. 


33783 








Strand 










Start 


1 








End 


5719 








Name 


OJ990727 10. 


9B05 


.C5.o3. 


, tw 


Method 


TBLASTX: 


Wheat 




Start ' 


5344 








End- 


5559 








GI 


none 








Score 


174 








Exons 


5344. .5559 


















Seq. No. 


15988 








Seq. ID 


OJ990727 


_10. 


. 9B05 


,C5 


Gene No. 


33783 








Strand 










Start 


1 








End 


5719 








Name 


OJ990727 10. 


9B05 


.C5.o2. 


gs 


Method 


GENSCAN 








Start 


5362 








End 


5719 








GI 


none 








Score 


.97 








Exons 


5362. .5719 


















Seq. No. 


15989 








Seq. ID 


OJ990727 


_10. 


, 9B05 


.C6 


Gene No. 


33784 








Strand 


+ 








Start 


180 








End 


2171 








Name 


OJ990727 10. 


9B05 


.C6.ol. 


gs 


Method 


GENSCAN 








Start 


180 








End 


2171 








GI 


none 








Score 


. 61 








Exons 


180. .344, 1171.. 


1286, 1317.. 


1662, 2028 


. .2171 








Seq. No. 


15989 








Seq. ID 


OJ990727 


_10. 


9B05 


.C6 


Gene No. 


33785 








Strand 










Start 


2745 








End 


3932 








Name 


OJ990727 10. 


9B05 


.C6.o2. 


gs 


Method 


GENSCAN 








Start 


2745 








End 


3932 








GI 


none 








Score 


.53 








Exons 


2745. .2975, 


3027 


. .3251, 


3269 


. .3342, 3683. .3932 








Seq. No. 


15989 








Seq. ID 


OJ990727_ 


_10. 


9B05 


.C6 


Gene No. 


33785 








Strand 










Start 


2745 








End 


3932 








Name 


OJ990727 10. 


9B05 


.C6.ol. 


np 


Method 


AAT/NAP 








Start 


3225 








End 


3932 









16549 



GI 


6815052 


Score 


403 




Exons 


3225.. 3342, 3623.. 3697, 3779. 


.3932 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


15990 


Seq. ID 


OJ990727_10.9B05 


.C8 


Gene No, 


337 8 6 


Strand 


+ 




Start 


506 


End 


582 




Name 


OJ990727_10. 9B05.C8 .ol .gs 


Method 


GENSCAN 




Start 


506 


End 


582 




GI 


none 


Score 


.65 




Exons 


506. .582 








Seq. No. 


15991 


Seq. ID 


OJ990727_10.9B05 


.C9 


Gene No. 


33787 


Strand 






btart 


257 


End 


14929 




Name 


OJ990727 10.9B05.C9.ol.np 


Method 


AAT/NAP 




Start 


257 


End 


11462 




GI 


4680179 


Score 


5720 




Exons 


257. .4579, 10699 .. 10772, 11346. .11462 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


15991 


Seq. ID 


OJ990727_10. 9B05 


.C9 


Gene No. 


33787 


Strand 






Start 


257 


End 


14929 




Name 


OJ990727 10.9B05.C9.o2.gs 


Method 


GENSCAN 




Start 


11134 


End 


14929 




GI 


none 


Score 


.83 




Exons 


11134. .11898, 14286. . 14527, 1' 


$878. .14929 




Seq. No. 


15991 


Seq. ID 


OJ990727_10.9B05 


.C9 


Gene No. 


33787 


Strand 






brart 


257 


End 


14929 




Name 


OJ990727 10.9B05.C9.o2.np 


Method 


AAT/NAP 




Start 


11137 


End 


11898 




GI 


4512229 


Score 


1230 




Exons 


11137. .11898 








GI Descrip. 


(AB014740). ORF0 protein [Oryza sativa] 






Seq. No. 


15991 


Seq. ID 


OJ990727_10. 9B05 


.C9 


Gene No. 


33788 


Strand 






Start 


15267 


End 


18119 




Name 


OJ990727 10.9B05.C9.o7.tm 


Method 


TBLASTX : Maize 




Start 


247 


End 


15506 




GI 


none 


Score 


48 




Exons 


247. .279, 247. .279, 281. .493, 


372. .482, 


15260. .15292, 






15260. .15301, 15294. .15476, 15294. .15506 




Seq. No. 


15991 


Seq. ID 


OJ990727_10. 9B05 


.C9 


Qene No. 


33788 


Strand 






Start 


15267 


End 


18119 




Name 


OJ990727 10.9B05.C9.o5.tw 


Method 


TBLASTX: Wheat 




Start 


302 


End 


15648 




GI 


none 


Score 


143 




Exons 


302. .634, 354. .635, 15315 .. 15647 , 15508 


. .15555, 15531. .1564 




15574. .15648 








Seq. No. 


15991 


Seq. ID 


OJ990727_10. 9B05 


C9 



16550 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33788 Strand 

15267 End 

OJ990727_10. 9B05.C9.ol. tm Method 

4 97 End 

none Score 



18119 

TBLASTX: Maize 

16094 

91 



497. .922, 498. .695, 759. .923, 920. .1081, 927. .1082, 
15510. .15935, 15633. .15821, 15634 .. 15936, 15931 1608 6, 
15933. .16094, 15940 .. 16086, 15942 16088 . 



15991 
33788 
15267 

OJ990727_10. 9B05.C9.ol.tw 

635 
none 



Seq. ID OJ990727_10. 9B05.C9 
Strand 

End 18119 

Method TBLASTX : Wheat 

End 16274 

Score 4 4 



635. .1261, 636. .695, 756. .1202, 15648 1 6274 , 1564 9 .. 157 17 , 
15653. .16075, 15654 .. 16181 , 15760. .16272 



Seq. No. 15991 

Gene No. 33788 

Start 15267 

Name OJ990727_10 . 9B05 . C9 . o3 . tm 

Start 1130 

GI none 

Exons 1130.. 1420, 1134.. 1421, 1134. 
16147. .16434 



Seq. ID OJ990727_10. 9B05.C9 
Strand 

End 18119 

Method TBLASTX : Mai ze 

End 16434 

Score 300 

,1421, 1219. .1422, 16143 16433, ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15991 
33788 
15267 

OJ990727_10. 9B05.C9.o2.ts 

1220 

none 



Seq. ID OJ990727_10. 9B05.C9 
Strand 

End 18119 

Method TBLASTX : Soybean 

End 16493 

Score 187 



1220. .1480, 1221. .1469, 16232 .. 1 64 50, 16233 .. 164 69, 
16233. .16493, 16234. .16491 



15991 
33788 
15267 

OJ990727_10. 9B05.C9.ol.tc 

1244 

none 

1244. .1387, 1245. .1385, 13E 
16401.. 16583 



Seq. ID OJ990727_10. 9B05.C9 
Strand 

End 18119 

Method TBLASTX : Cress 

End 16583 

Score 87 

.1570, 16257. .16400, 16258 .. 16398 , 



Seq. No. 


15991 








Seq. ID 


OJ990727_10. 9B05 


C9 


Gene No. 


33788 








Strand 






Start 


15267 








End 


18119 




Name 


OJ990727 10 


9B05 


,C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1268 








End 


16817 




GI 


none 








Score 


304 




Exons 


1268. .1807, 


1272 


. 1625, 


16281 


.16817, 


16282. .16815 




Seq. No. 


15991 








Seq. ID 


OJ990727_10. 9B05 


C9 


Gene No. 


33788 








Strand 






Start 


15267 








End 


18119 




Name 


OJ990727 10. 


9B05 


C9.o2. 


tm 


Method 


TBLASTX: Maize 





16551 




Start 


1835 




End 


17201 




GI 


none 




Score 


212 




Exons 


1835. .2188, 


1842.. 2183, 16848 


. .17201, 


16855. .16887, 






16863. .17195, 16933.. 17196 








Seq. No. 


15991 




Seq. ID 


OJ990727_10.9B05 


.C9 


Gene No. 


33788 




Strand 






Start 


15267 




End 


18119 




Name 


OJ990727 10 . 


. 9B05.C9.o3. tw 


Method 


TBLASTX: Wheat 




Start 


1835 




End 


17274 




GI 


none 




Score 


317 




Exons 


1835 . . 2260, 


1842 . . 2258, 16848 


. .17198, 


16848. .17273, 16855.. 


Seq. No. 


15991 




Seq. ID 


OJ990727_10. 9B05 


.C9 


Gene No. 


33788 




Strand 


— 




Start 


15267 




End 


18119 




Name 


OJ990727 10 . 


9B05.C9.o3. ts 


Method 


TBLASTX .-Soybean 




Start 


2006 




End 


17264 




GI 


none 




Score 


205 




Exons 


2006 . . 2254 , 


17019 . . 17264 








Seq. No. 


15991 




Seq. ID 


OJ990727_10. 9B05. 


.C9 


Gene No. 


33788 




Strand 






Start 


15267 




End . 


18119 




Name 


OJ990727 10 . 


9B05.C9. o5. tm 


Method 


TBLASTX: Maize 




Start 


2195 




End 


17540 




GI 


none 




Score 


144 




Exons 


2195. .2527, 


2196.. 2474, 17203 


. .17487, 


17208. .17540 




Seq. No. 


15991 




Seq. ID 


OJ990727_10. 9B05. 


,C9 


Gene No. 


33788 




Strand 






Start 


15267 




End 


18119 




Name 


OJ990727 10. 


9B05.C9.o6. tw 


Method 


TBLASTX: Wheat 




Start 


2261 




End 


17549 




GI 


none 




Score 


250 




Exons 


2261. .2524, 


2262.. 2522, 17275 


. .17529, 


17275. .17535, 






17277. . 17537, 17319 .. 17549, 17333. .17545 




Seq. No. 


15991 




Seq. ID 


OJ990727_10.9B05. 


C9 


Gene No. 


33788 




Strand 






Start 


15267 




End 


18119 




Name 


OJ990727 10. 


9B05.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2276 




End 


17684 




GI 


none 




Score 


189 




Exons 


2276. .2527, 


2286.. 2519, 2582., 


.2635, 2592.. 2633, 2639.. 2671, 




2639. .2671, 


17289. .17540, 17299 17529, 1734 6 .. 1754 3, 






17503. . 17646, 17568 .. 17 64 8 , 17595 17648, 17 652 .. 17 684 , 






17652. .17684 










Seq. No. 


. 15991 




Seq. ID 


OJ990727_10. 9B05. 


C9 


Gene No. 


33788 




Strand 






Start 


15267 




End 


18119 




Name 


OJ990727 10. 


9B05.C9.o4 .tm 


Method 


TBLASTX : Maize 




Start 


2582 




End 


18038 




GI 


none 




Score 


64 




Exons 


2582. .3025, 


2787.. 3029, 17595. 


, . 18038, 


17604. .17966 





16552 



Seq. No. 15991 

Gene No. 33788 

Start 15267 

Name OJ990727_10 . 9B05 . C9 . o4 . tw 

Start 2612 

GI none 
Exons 



Seq. ID OJ990727_10.9B05.C9 
Strand 

End 18119 

Method TBLASTX : Wheat 

End 18099 

Score 238 



2612. .3094, 2615. .3091, 2787. .3095, 17 625 18095, 17667 17996, 
17818.. 18099 



Seq. No. 15991 

Gene No. 33788 

Start 15267 

Name OJ990727_10 . 9B05 . C9 . o4 . ts 

Start 2741 

GI none 

Exons 2741.. 3058, 17757.. 18071 



Seq. ID OJ990727_10.9B05.C9 
Strand 

End 18119 

Method TBLASTX : Soybean 

End 18071 

Score 196 



Seq. No. 15991 

Gene No. 33788 

Start 15267 

Name OJ990727_10 . 9B05 . C9 . 08 . tm 

Start 3030 

GI none 
Exons 



Seq. ID OJ990727_10. 9B05.C9 
Strand 

End 18119 

Method TBLASTX : Maize 

End 18101 

Score 156 



3030. .3185, 3032. .3223, 9224. .9331, 9228. .9314, 18039. .18101 



Seq. No. 15991 

Gene No. 33788 

Start 15267 

Name OJ990727_10 . 9B05 . C9 . 08 . tw 

Start 3227 

GI none 

Exons 3227.. 3580, 3264.. 3404, 9371. 



Seq. ID OJ990727_10. 9B05.C9 
Strand 

End 18119 

Method TBLASTX : Wheat 

End 9691 

Score 93 
.9691, 9378.-9542 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15991 
33788 
15267 

OJ990727_10 . 9B05 . C9 . o7 . tw 

3914 

none 



Seq. ID OJ990727_10. 9B05.C9 
Strand 

End 18119 

Method TBLASTX : Wheat 

End 10416 

Score 4 9 



3914. .4264, 4048. .4116, 4092. .4265, 10072. .10416 



Seq. No. 15991 

Gene No. 33788 

Start 15267 

Name OJ990727_10 . 9B05 . C9 . 06 . tm 

Start 3959 

GI none 
Exons 



Seq. ID OJ990727_10. 9B05.C9 
Strand 

End . 18119 

Method TBLASTX : Mai ze 

End 10416 

Score 4 7 



3959.. 4264, 10117 .. 104 1 6, 10118 . .'10198 , 102 60 .. 10298 , 
10286. .10390 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15991 
33788 
15267 

OJ990727_10. 9B05.C9.o9.tw 

4316 

none 



Seq. ID OJ990727_10. 9B05.C9 
Strand 

End 18119 

Method TBLASTX : Wheat 

End 10650 

Score 135 



4316. .4513, 4317. .4514, 104 68 .. 10650, 10469. .10648 



16553 



Seq. No. 15991 Seq. ID 

Gene No. 33788 Strand 

Start 15267 End 

Name OJ990727_10 . 9B05 . C9 . o3 . gs Method 

Start 15267 End 

GI none Score 

Exons 15267. .18059 



OJ990727_10.9B05.C9 

18119 
GENSCAN 
18059 
1 



Seq. No. 


15991 






Seq. ID 


OJ990727_10. 9B05.C9 


Gene No. 


33788 






Strand 




btart 


15267 






End 


18119 


Name 


OJ990727 10 


.9B05.C9.o3. 


np 


Method 


AAT/NAP 


Start 


15270 






End 


18119 


GI 


4680179 






Score 


4289 


Exons 


15270. .18119 








GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp . indica] 


Seq. No. 


15992 






Seq. ID 


OJ990727_10. 9B05.C10 


Gene No. 


33789 






Strand 


+ 


Start 


1605 






End 


4054 


Name 


OJ990727 10 


. 9B05.C10.ol 


.gs 


Method 


GENSCAN 


Start 


1605 






End 


4054 


GI 


none 






Score 


.77 


Exons 


1605. .1963, 


2045. .2210, 


2217 . 


.2669, .2705. .2830, 2848.. 3129, 




3202. .3261, 


3332. .3442, 


"3523. 


.3677, 370 


16. .4054 


Seq. No. 


15992 






Seq. ID 


OJ990727JL0. 9B05.C10 


Gene No. 


33790 






Strand 


+■ 


Start 


5161 






End 


6869 


Name 


OJ990727 10 


. 9B05.C10.ol 


.np 


Method 


AAT/NAP 


Start 


5161 






End 


6869 


GI 


6063554 






Score 


314 


Exons 


5161. .5376, 


5495. .5754, 


6697. 


.6869 




GI Descrip. 


(AP000615) 


ESTs AU075609 (C63344) ,C71850 (E04 64) ,C98611 {E04 64 




correspond 


to a region 


of the 


predicted 


: gene.; hypothetical 



protein [Oryza sativa] 



Seq. No. 15992 Seq. ID- 
Gene No. 33791 Strand 
Start 5110 End 
Name OJ990727_10 . 9B05 .C10 . o2 . gs Method 
Start 5110 End 
GI none Score 
Exons 5110.. 5268, 5348.. 5405, 5478.. 5818 



OJ9907 27_10. 9B05.C10 

5818 
GENSCAN 
5818 
.47 



Seq. No. 15992 Seq. ID 

Gene No. 33792 Strand 

Start 7799 End 

Name OJ990727_10 . 9B05 . C10 . o3 . gs Method 

Start 7799 End 

GI none Score 

Exons 7799.. 8170 



OJ990727_10. 9B05.C10 

8170 
GENSCAN 
8170 
. 98 



Seq. No. 
Gene No. 
Start 



15993 
33793 
709 



Seq. ID OJ990727_10.9B05.C11 
Strand + 
End 897 



16554 



Name OJ990727_10. 9B05.C11 .ol.gp Method AAT/GAP 

Start 709 End 897 

GI LIB3433-026-P1-K1-C1 Score 268 

Exons 709.. 897 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-44 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 15993 
Gene No. 33794 
Start 1 

Name OJ990727_10 . 9B05 . CI 1 . ol . np 

Start 1 
GI 4378066 
Exons 1..427, 3870.. 3898 

GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. ID OJ990727_10.9B05.C11 
Strand 

End 5934 

Method AAT/NAP 

End 3898 

Score 282 



■est 

cn 

i a if 

1 z't 

w 



r LI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15993 
33794 
1 

OJ990727_10. 9B05.Cll.ol.gs 
115 
none 
115. .582 

15993 
33794 
1 < - 

OJ990727_10 . 9B05 . Cll . o2 . gs 
1984 
none 

1984. .2081, 2257. .2563, 2680. .2806, 3269. .3474, 3748. .4002, 
4381. .5244, 5437. .5862 



Seq. ID OJ990727_10.9B05.C11 
Strand 

End 5934 

Method GENSCAN 

End 582 

Score .69 



Seq. ID OJ990727_10. 9B05.C11 
Strand 

End 5934 

Method GENSCAN 

End 5862 

Score .43 



''I 



Seq. No. 15993 

Gene No. 33794 

Start 1 

Name OJ990727JL0 . 9B05 . Cll . o2 . np 

Start 1987 

GI 5852178 

Exons 1987.. 2494 

GI Descrip. (AL117265) zhb0008.1 [Oryza sativa] 



Seq. ID OJ990727_1.0. 9B05.C11 
Strand 

End 5934 

Method AAT/NAP 

End 24 94 

Score 244 



Seq. No. 15993 

Gene No. 33794 

Start 1 

Name OJ990727_10 . 9B05 . Cll . o3 . np 

Start 3211 

GI 4680179 

Exons 3211.. 5934 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990727_10. 9B05.C11 
Strand 

End 5934 

Method AAT/NAP 

End 5934 

Score ' 3916 



Seq. No. 15993 

Gene No. 33795 

Start 6611 

Name OJ990727 10 . 9B05 . Cll . o4 . tm 



Seq. ID OJ990727_10. 9B05.C11 
Strand 

End 6784 

Method TBLASTX : Maize 



16555 



Start 
GI 

Exons 



1 End 5931 

none Score 59 

1..156, 5536. .5706, 5722. .5931, 5795. .5902 



Seq. No. 15993 

Gene No. 337 95 

Start 6611 

Name OJ990727_10 . 9B05 . Cll . o4 . tw 

Start 1 

GI none 
Exons 



Seq. ID OJ990727_10. 9B05.C11 
Strand 

End 6784 

Method TBLASTX : Wheat 

End 5932 

Score 88 



1..156, 5566. .5733, 5609. .5725, 57 19 5931 , 5735 5932 



Seq. No. 15993 

Gene No. 33795 

Start 6611 

Name OJ990727_10 . 9B05 . Cll . o4 . ts 

Start 16 

GI none 
Exons 



Seq. ID OJ990727_10.9B05.C11 
Strand 

End 6784 

Method TBLASTX : Soybean 

End 5865 

Score 70 



16. .111, 118. .342, 152. .331, 5734.:5865 



Seq. No. 15993 

Gene No. 33795 

Start 6611 

Name OJ990727_10 . 9B05 . Cll . o7 . tw 

Start 178 

GI none 

Exons 178. .483, 179. .418 



Seq. ID OJ990727_10. 9B05.C11 
Strand 

End 6784 

Method TBLASTX : Wheat 

End 483 - 

Score 8 9 



Seq. No. 15993 

Gene No. 33795 

Start 6611 

Name OJ990727__10 . 9B05 . Cll . 06 . tw 

Start 3307 

GI none 

Exons 3307. .3588, 3308. .358 9 



Seq. ID OJ990727_10.9B05.C11 
Strand 

End 67 84 

Method TBLASTX : Wheat 

End 3589 

Score 124 



Seq. No. 15993 

Gene No. 33795 

Start 6611 

Name OJ990727_10 . 9B05 . Cll . ol . tm 

Start 3457 

GI none 
Exons 



Seq. ID OJ990727_10. 9B05.C11 
Strand 

End 678 4 

Method TBLASTX : Mai ze 

End 4036 

Score 82 



3457. .3876, 3461. .3649, 3472. .3756, 3713. .3877, 3874. .4035, 
3881. .4036, 3902. .4036 



Seq. No. 15993 

Gene No. 33795 

Start 6611 

Name OJ990727_10 . 9B05 . Cll . ol . tw 

Start 3589 End 

GI none Score 

Exons 3589.. 4215, 3590.. 3649, 3710.. 4213 



Seq. ID OJ990727_10. 9B05.C11 
Strand 

End 6784 



Method 



TBLASTX: Wheat 

4215 

44 



Seq. No. 15993 

Gene No. 33795 

Start 6611 

Name OJ990727 10 . 9B05 . Cll . o3 . tm 



Seq. ID OJ990727_10. 9B05.C11 
Strand 

End 6784 

Method TBLASTX : Mai ze 



16556 



Start 


4084 








End 


4375 




GI 


none 








Score 


288 




Exons 


4084 . .4374, 


4088 


. .4375, 


4088. 


.4375 






Seq. No. 


15993 








Seq. ID 


OJ990727_10.9B05 


.Cll 


Gene No . 










btrana 






Start 


. 6611 








End 


6784 




Name ^" 


OJ990727 10. 


9B05 


.Cll.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


4174 








End 


4434 




GI 


none 








Score 


177 




Exons 


4174 . .4434, 


4175 


. .4429 










Seq. No. 


15993 








Seq. ID 


OJ990727_10.9B05 


.Cll 


Gene No . 


oo i y d 








Strand 






Start 


6611 








End 


6784 




Name 


OJ990727 10. 


9B05 


.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4221 








End 


4758 




GI 


none 








Score 


159 




Exons 


4221. .4571, 


4222 


. .4758, 


4226. 


.4591 






Seq. No. 


15993 








Seq. ID 


OJ990727_10.9B05 


.Cll 


Gene No. 


jj / y o 








Strand 






Start 


6611 








End 


6784 




Name 


OJ990727 10. 


9B05 


.Cll.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


4789 








End 


5214 




GI 


none 








Score 


199 




Exons 


4789. .5097, 


4789 


. .5214, 


4796. 


.5212 






Seq. No. 


15993 








Seq. ID 


OJ990727_10.9B05 


.Cll 


Gene No. 


oo / yo 








Strand 






Start 


6611 








End 


6784 




Name 


OJ990727 10. 


9B05, 


.Cll.o2. 


. tm 


Method 


TBLASTX: Maize 




Start 


4903 








End 


5329 




GI 


none 








Score 


202 




Exons 


4903. .5328, 


4 916., 


. .532 9 










Seq. No. 


15993 








Seq. ID 


OJ990727_10.9B05 


.Cll 


Gene No . 










Strand 






Start 


6611 








End 


6784 




Name 


OJ990727 10. 


9B05, 


.C11.03. 


.ts 


Method 


TBLASTX: Soybean 




Start 


4960 








End 


5208 




GI 


none 








Score 


186 




Exons 


4960. .5208 














Seq. No. 


15993 








Seq. ID 


OJ990727_10. 9B05 


.Cll 


Gene No . 


o j / yo 








Strand 






Start 


6611 








End 


6784 




Name 


OJ990727 10. 


9B05. 


■Cll.oS. 


,tw 


Method 


TBLASTX: Wheat 




Start 


5215 






■j 


End 


5503 




GI 


none 








Score 


238 




Exons 


5215. .5478, 


5216. 


, .5476, 


5411. , 


.5503 






Seq. No. 


15993 








Seq. ID 


OJ990727_10. 9B05, 


.Cll 


Gene No. 


33795 








Strand 






Start 


6611 








End 


6784 




Name 


OJ990727 10. 


9B05, 


Cll.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5230 








End 


5625 





16557 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

5230. .5481, 5240. .5473, 5448, 
5566.. 5625, 5593.. 5625 



Score 170 

.5525, 5536.. 5589, 5546.. 5587, 



15993 Seq. ID 

33795 Strand 
6611 End 
OJ990727_10. 9B05.Cll.o4 . np Method 
6611 End 
6063554 Score 
6611. .6784 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990727_10 . 9B05 . Cll 

6784 
AAT/NAP 
6784 
167 



Seq. No. 


15994 


Seq. ID 


OJ990727_10.9B05.C12 


Gene No. 


33796 


Strand 


+ 


Start 


408 


End 


4102 


Name 


OJ990727 10.9B05.C12 


.ol.gs Method 


GENSCAN 


Start 


408 


End 


4102 


GI 


none 


Score 


.5 


Exons 


408.. 562, 583.. 720, 


1823.. 1979, 3534.. 


3952, 3964.. 4102 


Seq. No. 


15994 


Seq. ID 


OJ990727_10.9B05.C12 


Gene No . . 


33796 


Strand 


+ 


Start 


408 


End 


4102 


Name 


OJ990727 10.9B05.C12 


.ol.gp Method 


AAT/GAP 


Start 


510 


End 


1047 


GI 


uC-osf Icypl62a07al 


Score 


483 


Exons 


510. .538, 655. .720, 


820. .1047 




GI Descrip. 


'4680179/gb|AAD27547 


.1|AF111709_1 2.0e 


-40 (AF111709) polyprotein 




[Oryza sativa subsp. 


indica] f 




Seq. No. 


15994 


Seq. ID 


OJ990727_10.9B05.C12 


Gene No. 


33797 


Strand 


+ 


Start 


9204 


End 


9364 


Name 


OJ990727 10.9B05.C12 


.o3.gp Method 


AAT/GAP 


Start 


9204 


End 


9364 


GI 


LIB3433-026-P1-K1-C1 


Score 


235 


Exons 


9204 . . 9364 






GI Descrip. 


, 5852170/emb|AL117265. 1 IOST17804 1. Oe- 


44 Oryza sativa 




indica (GLA4 ) genomic 


DNA, chromosome 4, BAC clone : 1 17 804 1 


Seq. No. 


15994 


Seq. ID 


OJ990727_10.9B05.C12 


Gene No. 


33798 


Strand 


+ 


Start 


19072 


End 


20830 


Name 


OJ990727 10..9B05.C12 


. oS.gs Method 


GENSCAN 


Start 


19072 . 


End 


20830 


GI 


none 


Score 


.7 


Exons 


19072. .19234, 19789. 


.19841, 20186. .20358, 20420 .. 20588 , 




20684 . .20830 







Seq. No. 15994 Seq. ID OJ990727_10.9B05.C12 

Gene No. 33799 Strand 

Start 1 End 9349 

Name OJ990727_10 . 9B05 . C12 . ol . np Method AAT/NAP 

Start 1 End 7298 



16558 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680179 Score 1415 

1..19, 5760. .6455, 6483. .7298 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



15994 
33799 
1 

OJ990727_10 . 9B05 . C12 . o2 . np 
2194 
4680179 



9349 
AAT/NAP 
8069 
1453 

2194. .2238, 5779. .6455, 6483. .7412, 7964. .8069 
(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990727_10.9B05.C12 
Strand 
End 

Method 
End 
Score 



15994 Seq. ID 

33799 Strand 

1 End 
OJ990727JL0. 9B05 . C12 . o2 . gs Method 

5338 End 

none Score 

5338.-5394, 5820. .7478 



OJ990727_10.9B05.C12 

9349 
GENSCAN 
7478 
.51 



Seq. No. 15994 Seq. ID 

Gene No. 33799 Strand 

Start 1 , End 

Name OJ990727_10 . 9B05 . C12 . o3 . np Method 

Start 7766 End v 

GI 4512231 Score 

Exons 7766.. 8565 

GI Descrip. (AB014741) ORFO protein [Oryza sativa] 



OJ990727_10.9B05.C12 

9349 
AAT/NAP 
8565 
1150 



Seq. No. 15994 Seq. ID 

Gene No. 33799 Strand 

Start 1 End 

Name OJ990727_10 . 9B05 . C12 . o3 . gs Method 

Start 7768 End 

GI none Score 

Exons 7768.. 8565, 9341.. 9349 



OJ990727_10.9B05.C12 

9349 
GENSCAN 
9349 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15994 Seq. ID 

33800 Strand 

97 51 End 

OJ990727_10. 9B05.C12.o4 .np Method 

9751 End 

6063554 Score 



OJ990727_10.9B05.C12 

18475 
AAT/NAP 
15235 
224 



9751. .9957, 11082 .. 11317 , 15145. .15235 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



15994 Seq. ID 

33800 Strand 

9751 . End 
OJ990727_10 . 9B05 . C12 . o4 . gs Method 
10469 End 
none Score 



OJ990727_10.9B05.C12 

18475 
GENSCAN 
18475 
.51 



10469. . 10566, 11066 .. 11334 , 11562 . . 11 68 1 , 12083 .. 12223, 
12402. .12756, 12806 .. 13028 , 1304 1 .. 13126, 13856 .. 13907 , 



16559 





14670. .14703, 15969. 


.16270, 


16452. .16780, 17780 .. 17904 , 






17990. .18078, 18085. 


.18233, 


18427. .18475 




Seq. No. 


15994 




Seq. ID 


OJ990727_10. 9B05 


.C12 


Gene No. 


33801 




Strand 


— 




Start 


21128 




End 


29197 




Name 


OJ990727 10.9B05.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


656 




End - 


7061 




GI 


none 




Score 


83 




Exons 


656. .742, 6720. .7061 


, 6816. 


.6974 






Seq. No. 


15994 




Seq. ID 


OJ990727_10. 9B05 


.C12 


Gene No. 


33801 




Strand 






Start 


21128 




End 


29197 




Name 


OJ990727 10.9B05.C12 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


794 




End 


7311 




GI 


none 




Score 


79 




Exons 


794. .994, 794. .976, 


795. .995, 7113. .7295, 7114. .7311 




Seq. No. 


15994 




Seq. ID 


OJ990727_10. 9B05 


.C12 


Gene No. 


33801 




Strand 


— 




Start 


21128 




End 


29197 




Name 


OJ990727 10.9B05.C12 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


6024 




End 


6377 




GI 


none 




Score 


260 




Exons 


6024. .6377 










Seq. No. 


15994 




Seq. ID 


OJ990727_10. 9B05 


.C12 


Gene No. 


33801 




Strand 






Start 


21128 




End 


29197 




Name 


OJ990727 10.9B05.C12 


. o2. tm 


Method 


TBLASTX: Maize 




Start 


6723 




End 


7046 




GI 


none 




Score 


236 




Exons 


6723. .7046 










Seq. No. 


15994 




Seq. ID 


OJ990727_10. 9B05 


.C12 


Gene No. 


33801 




Strand 






Start 


21128 




End 


29197 




Name 


OJ990727 10.9B05.C12 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


17959 




End 


18204 




GI 


none 




Score 


87 




Exons 


17959. .18204, 17963. 


.18154 








Seq. No. 


15994 




Seq. ID 


OJ990727_10. 9B05 


.C12 


Gene No. 


33801 




Strand 






Start 


21128 




End 


29197 




Name 


OJ990727 10.9B05.C12 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


17959 




End 


18204 




GI 


none 




Score 


80 




Exons 


17959. .18204, 17963. 


.18043, 


18104. .18160 




Seq. No. 


15994 




Seq. ID 


OJ990727_10. 9B05 


.C12 


Gene No. 


33801 




Strand 






Start 


21128 




End 


29197 




Name 


OJ990727 10.9B05.C12 


. o4 . gp 


Method 


AAT/GAP 




Start 


21100 




End 


23731 




GI 


48248 1.R1084 




Score 


1137 





16560 




Exons 


21100. .21484, 22858. 


.22942, 


23067. .23158, 23683.. 23731 




GI Descrip. 


'3738312 6.0e-58 (AC005309) 


hypothetical protein [Arabidops 




thaliana] 1 










Seq. No. 


15994 




Seq. ID 


OJ990727__10.9B05 


-C12 


Gene No. 


33801 




Strand 






Start 


21128 




End 


29197 




Name 


OJ9 90727 10 . 9B05 . C12 


. ol . tm 


Met hod 


TBLASTX * Mai ze 




Start 


21128 ~ 




End 


21387 




GI 


none 




Score 


214 




Exons 


21128. .21286, 21129. 


. 21287, 


21135 . .212* 


J7, 21290 . .21376, 






21306. .21377, 21313. 


.21387 








Seq. No. 


15994 




Seq. ID 


OJ990727_10.9B05 


.C12 


Gene No. 


33801 




Strand 






Start 


21128 




End 


29197 




Name 


OJ990727 10. 9B05.C12 


, 06 . gs 


Method 


GENSCAN 




Start 


21128 ~ 




End 


26074 




GI 


none 




Score 


.58 




Exons 


21128 . . 21484 , 22858 . 


. 22942, 


23067. .23158, 23683 .. 23793, 






25985 . .26074 










Seq. No. 


15994 




Seq. ID 


OJ990727_10.9B05, 


.C12 


Gene No . 


33801 




Strand 






Start 


'21128 




End 


29197 




Name 


OJ990727 10.9B05.C12, 


. o5 . np 


Method 


AAT/NAP 




Start 


21131 




End 


29197 




GI 


3738312 




Score 


864 




Exons 


21131. .21484, 22858. , 


.22942, 


23067. .23158, 23683 .. 23793, 






26418. .26565, 27128., 


.27231, 


28636. .28925, 29154.. 29197 




GI Descrip. 


(AC005309) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


15994 




Seq. ID 


OJ990727_10.9B05. 


. C12 


Gene No. 


33801 




Strand 






Start 


21128 




End 


29197 




Name 


OJ990727 10.9B05.C12, 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


21209 




End 


21427 




GI 


none 




Score 


■80 




Exons 


21209. .21286, 21210., 


.21287, 


21284 . .21427, 21312.. 21398 




Seq. No. 


15994 




Seq. ID 


OJ990727_10. 9B05. 


,C12 


Gene No. 


33801 




Strand 






Start 


21128 




End 


29197 




Name 


OJ990727 10.9B05.C12. 


,o2.ts 


Method 


TBLASTX: Soybean 




Start 


21239 




End 


21487 




GI 


none 




Score 


62 




Exons 


21239. .21280, 21240.. 


,21275, 


21284 . .2148 


14, 21285. .21398, 






21387. .21485, 21389.. 


,21487 








Seq. No. 


15994 




Seq. ID 


OJ990727_10.9B05. 


C12 


Gene No. 


33801 




Strand 






Start 


21128 




End 


29197 




Name 


OJ990727 10.9B05.C12. 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


22894 




End 


26536 




GI 


none 




Score 


67 




Exons 


22894 . .22944, 22894.. 


,22944, 


23067. .2315 


18, 23069. .23158, 






23680. .23796, 23681.. 


,23797, 


26460. .26525, 26462. .26536 





16561 . 



is? 
:: i : 

i LP 



U 



Seq. No. 


15994 


Seq. ID 


OJ990727_10.9B05.C12 


Gene No. 


33801 


Strand 




Start 


21128 


End 


29197 


Name 


OJ990727 10.9B05.C12.ol.ts 


Method 


TBLASTX: Soybean 


Start 


23075 


End 


28885 


GI 


none 


Score 


89 


Exons 


23075. .23158, 23680 .. 23796, 


23681. .23794, 26451 26525, 




264S3..26539, 264 61 .. 26532, 


28647. .2874 


18, 28652. .28885, 




28770. .28844 






Seq. No. 


15994 


Seq. ID 


OJ990727_10.9B05.C12 


Gene No. 


33801 


Strand 




Start 


21128 


End 


29197 


Name 


OJ990727 10.9B05.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


28647 


End 


28891 


GI 


none 


Score 


84 


Exons 


28647. .28745, . 28 652 28744 , ■ 


28724. .28891, 28770.. 28844 


Seq. No. 


15995 


Seq. ID 


OJ990727_10.9B05.C13 


Gene No. 


33802 


Strand 


+ 


Start 


7326 


End 


7760 


Name 


OJ990727 10.9B05.C13.ol.gp 


Method 


AAT/GAP 


Start 


7326 


End 


7760 


GI 


3073 1.R1084 


Score 


777 


Exons 


7326. .7760 






GI Descrip. 


' 133936/sp| P12146IRR3 ORYSA 


5.0e-95 CHLOROPLAST 30S RIBOSOMAL 




PROTEIN S3 >gi 70867 pir R3R23 ribosomal protein S3 - rice 




chloroplast >gi 12025 emb CAA33934 (X15901) ribosomal protein 




S3 [Oryza sativa] >gi_226646 


prf 1603356BW ribosomal protein S3 




[Oryza sativa] ' 






Seq. No. 


15995 


Seq. ID 


OJ990727_10.9B05.C13 


Gene No. 


33803 


Strand 


+ 


Start 


10798 


End 


17225 


Name 


OJ990727 10. 9B05.C13.o5.np 


Method 


AAT/NAP 


Start 


10798 


End 


17225 


GI 


6751696 


Score 


51 


Exons 


10798. . 10821, 14131. . 14351, 


14433. .14714, 15234 .. 15389, 




17195. . 17225 






GI Descrip. 


(AC018908) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


15995 


Seq. ID 


OJ990727_10.9B05.C13 


Gene No. 


33804 


Strand 




Start 


6647 


End 


7058 


Name 


OJ990727 10.9B05.C13.ol.np 


Method 


AAT/NAP 


Start 


6647 


End 


7058 


GI 


6176571 


Score 


693 


Exons 


6647. .7058 






GI Descrip. 


HYPOTHETICAL 14.9 KD PROTEIN 


YCF72 (ORF137) gi | 82519 | pir | UQ0269 




hypothetical 15K protein (trnH-trnV intergenic region) - rice 




chloroplast gi | 1202 9 | emb | CAA33937 | (X15901) ORF137 [Oryza 




sativa] gi | 12073 | emb | CAA33 925 | (X15901) 


ORF137 [Oryza sativa] 




gi|226651|prf | I1603356CB ORE 


137 [Oryza 


sativa] 


Seq. No. 


15995 


Seq. ID 


OJ990727_10.9B05.C13 


Gene No. 


33805 


Strand 





16562 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7758 End 8938 

OJ990727_10 . 9B05 . C13 . o2 . gp Method AAT/GAP 
7758 End 8121 

5455469 Score 646 

7758. .8121 

131251/sp|P12094| PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 'photo'system II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 



15995 
33805 
7758 

OJ990727_10. 9B05.C13.o2.np 

7816 

131251 

7816. .8874 

PHOTOSYSTEM Q(B) PROTEIN (32 
(PHOTOSYSTEM II PROTEIN Dl) 
protein Dl precursor - rice 
(X15901) PSII 32kDa protein 
Q-B protein (psbA) [Oryza sa 
gene [Oryza sativa] gi 122640 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_10.9B05.C13 

8938 
AAT/NAP 
8874 
1801 



KD THYLAKOID MEMBRANE PROTEIN) 
gi | 72661 Ipir | | FMRZ32 photosystem II 
chloroplast gi | 11958 | emb | CAA34 007 | 
[Oryza sativa] gi 1343212 (M36191) 
tiva] gi | 226249 I prf | I1503143A psbA 
6|prf | I1510376A quinone bind 



Seq. No. 15995 Seq. ID OJ990727_10.9B05.C13 

Gene No. 33805 Strand 

Start 7758 End 8938 

Name OJ990727_10 . 9B05 . C13 . o3 . gp Method AAT/GAP 

Start 8485 End 8938 

GI 24570_1.R1084 Score 876 

Exons 8485. .8938 

GI Descrip. 1 131251/sp I P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII-32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_2264 06_prf 15' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15995 . Seq. ID OJ990727_10.9B05.C13 

33806 Strand 

9402 End 11901 

OJ990727_10. 9B05.C13.o3.np Method AAT/NAP 

9402 End 11028 

140506 Score 2760 

9402. .11028 

PROBABLE INTRON MATURASE gi | 8 2531 | pir | | JQ020 1 hypothetical 65K 
protein (trnK intron) - rice chloroplast gi I 11959 | emb | CAA34 008 | 
(X15901) ORF542; ORF within trnK intron [Oryza sativa] 
gi I 226626 | prf | | 1603356B trnK intron ORF 542 [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



15995 
33806 
9402 



Seq. ID 

Strand 

End 



OJ990727 10.9B05.C13 



11901 



16563 




Name OJ990727_10. 9B05 .C13.o4 .np Method AAT/NAP 

Start . 9839 End 11901 

GI 6721561 Score 65 

Exons 9839..9888, 11795.. 11901 

GI Descrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


15995 








Seq. ID 


OJ990727 


_10.9B05.C13 




Gene No. 


33806 








Strand 








Start 


9402 








End 


11901 






Name 


OJ990727 10 


. 9B05. 


C13.o4 


.gp 


Method 


AAT/GAP 






Start 


11383 








End 


11649 






GI 


40596 1.R1084 






Score 


430 






Exons 


11383. . 11649 














GI Descrip. 


'11957/emb|X15901|CHOSXX 1 . Oe 


-104 Rice 


complete 


chloroplast 






genome 1 
















Seq. No. 


15995 








Seq. ID 


OJ990727 


_10.9B05.C13 




Gene No. 


33807 








Strand 








Start 


12760 








End 


16553 






Name 


OJ990727 10 


. 9B05. 


C13 . o4 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


5158 








End 


5475 




W 


GI 


none 








Score 


52 


• - 


izrt 

rii 


Exons 


5158. .5280, 


5159. 


. 5281, 


5281. 


.5475, 5338.. 5436 






Seq. No. 


15995 








Seq. ID 


OJ990727 


_10.9B05.C13 




Gene No. 


33807 








Strand 






'= Vr 


Start 


12760 








End 


16553 






Name 


OJ990727 10 


. 9B05. 


C13.ol 


. ts 


Method 


TBLASTX: 


Soybean 


r li 


Start 


6285 








End 


7676 


S3 


GI 


none 








Score 


91 






Exons 


6285. .6398, 


6286. 


. 6399, 


6380. 


.6574, 6384. .6575, 


6398 . . 6577, 


! - E 
' 

[s Js 




6409. . 6654, 


6577. 


. 6618, 


6578. 


.6619, 6580. . 6705, 


6613. . 6705, 




6617. .6718, 


6675. 


.6896, 


6692. 


. 6796, 6703. . 6873, 


6714 . . 6923, 






6858. .7154, 


6864. 


.7160, 


6865. 


.7155, 6869. .7159, 


7402. .7446, 


hzf 




7408. .7446, 


7438. 


.7662, 


7439. 


.7672, 7524.. 7676 




•ss! 
|_ _s 


Seq. No. 


15995 








Seq. ID 


OJ990727 


_10.9B05.C13 




Gene No. 


33807 








Strand 








Start 


12760 








End 


16553 






Name 


OJ990727 10, 


. 9B05. 


C13.ol 


. tm 


Method 


TBLASTX:: 


Maize 




Start 


6316 








End 


7127 






GI 


none 








Score 


100 






Exons 


6316. . 6399, 


6333. 


.6398, 


6390. . 


.6443, 6390. .6668, 


6391. . 6720, 






6391. . 6708, 


6392. 


. 6730, 


6395. , 


.6715, 6676. .7125, 


6696. .7127, 






6698. . 6796, 


6714. 


.7103 












Seq. No. 


15995 








Seq. ID 


OJ990727 


_10.9B05.C13 




Gene No. 


33807 








Strand 








Start 


12760 








End 


16553 






Name 


OJ990727 10. 


.9B05. 


C13.o3 


. tw 


Method 


TBLASTX : 1 


Wheat 




Start 


6679 








End 


6988 






GI 


none 








Score 


55 






Exons 


6679. . 6708, 


6680. 


. 6730, 


6680. . 


.6715, 6696. . 6986, 


6698. .6796, 



16564 








6704. .6988, 


6714 


. .6986, 


6817. 


.6987 








Seq. No. 


15995 








Seq. ID 


OJ990727 


_10.9B05.C13 




Gene No. 


33807 








Strand 








Start 


12760 








End 


16553 






Name 


OJ990727 10 


. 9B05 


.C13.o2 


. tc 


Method 


TBLASTX : 


Cress 




Start 


6728 








End . 


7537 








none 








Score* 


.338 






Exons 


6728. .6796, 


6729 


. .6965, 


6729. 


.6977, 6734. .6973, 


6987. .7172, 






6988. .7155, 


7216 


. .7245, 


7217. 


.7246, 7220.. 7297, 


7240. .7296, 






7247. .7297, 


7248 


. .7298, 


7405. 


.7446, 7439. .7537, 


7445. .7534 




Seq. No. 


15995 








Seq. ID 


OJ990727 


_10.9B05.C13 




Gene No. 


33807 








Strand 








Start 


12760 








End 


16553 






Name 


OJ990727 10, 


. 9B05 


.C13.o3 


.tm 


Method 


TBLASTX: 


Maize 




Start 


7309 








End 


7745 






GI 


none 








Score 


162 






Exons 


7309. .7440, 


7310 


. .7447, 


7406. 


.7720, 7407. .7469, 


7408. .7737, 






7408. .7704, 


7445 


. .7711, 


7515. 


.7742, 7524. .7745 






Seq. No. 


15995 








Seq. ID 


OJ990727 


_10.9B05.C13 




Gene No. . 


33807 








Strand 






u 


Start 


12760 








End 


16553 






Name 


OJ990727 10. 


. 9B0'5 


.C13.o3 


. tc 


Method 


TBLASTX : 


Cress 


u\ 


Start 


.7795 








End 


8163 




ry 


GI 


none 








Score 


376 




:=!=: 
'==? 


Exons 


7795. .8163, 


7813 


. .8163 










; ; 
: i I 

. =: 


Seq. No. 


15995 








Seq. ID 


OJ990727 


_10.9B05.C13 


!. ! 
S S" 


Gene No. 


33807 








Strand 






:'=•! 
! fe? 


Start 


12760 








End 


16553 






Name 


OJ990727 10, 


.9B05 


.C13.o6 


.ts 


Method 


TBLASTX: 


Soybean 


'as! 


Start 


8197 








End 


8562 




'l . S 


GI 


none 








Score 


83 




i: s: 


Exons 


8197. .8562, 


8218 


. .8403 












Seq. No. 


15995 








Seq. ID 


OJ990727 


_10.9B05.C13 


i : 


Gene No. 


33807 








Strand 






i" "\ 


Start 


12760 








End 


16553 






Name 


OJ990727 10. 


>9B05 


.C13.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


8251 








End 


8918 






GI 


none 








Score 


283 






Exons 


8251. .8478, 


8288 


. .8479, 


8461. 


.8886, 8480. .8905, 


8883. .8918 




Seq. No. 


15995 








Seq. ID 


OJ990727 


_10.9B05.C13 




Gene No. 


33807 








Strand 








Start 


12760 








End 


16553 






Name 


OJ990727 10. 


.9B05 


.C13.o2 


.tm 


Method 


TBLASTX: 


Maize 




Start 


8407 








End 


8942 




GI 


none 








Score 


823 






Exons 


8407. .8937, 


8408, 


. .8935, 


8415. 


.8942 








Seq. No. 


15995 








Seq. ID 


OJ990727 


_10.9B05.C13 




Gene No. 


33807 








Strand 








Start 


12760 








End 


16553 






Name 


OJ990727 10. 


9B05, 


.C13.o2. 


. ts 


Method 


TBLASTX: 


Soybean 



16565 



Start 
GI 

Exons 



8627 End 8942 

none Score 415 

8627.. 8932, 8627.. 8923, 8629.. 8931, 8763.. 8942 



Seq. No. 15995 

Gene No. 33807 

Start 12760 

Name OJ990727_10 . 9B05 . C13 . o3 . ts 

Start 9411 

GI none 
Exons 



Seq. ID OJ990727_10.9B05.C13 
Strand 

End 16553 

Method TBLASTX : Soybean 

End 9781 

Score 144 



9411. .9662, 9415. .9660, 9559. .9663, 964 9. .9774, 9654. .9770, 
9656. .9781 



Seq. No. 15995 

Gene No. 33807 

Start 12760 

Name OJ990727JL0 . 9B05 . C13 . ol . tw 

Start 9472 

GI none 
Exons 



Seq. ID OJ990727_10.9B05.C13 
Strand 

End 16553 

Method TBLASTX : Wheat 

End 98 68 

Score 512 



9472. .9846, 9474. .9845, 9478. .9846, 9841. .9867, 9842. .9868 



Seq. No. 15995 

Gene No. 33807 

Start 12760 

Name OJ990727_10 . 9B05 . C13 . o4 . tm 

Start 9700 

GI none 

Exons 9700.. 9966, 9702.. 9965 



Seq. ID OJ990727_10.9B05.C13 
Strand 

End 16553 

Method TBLASTX : Mai ze 

End 9966 

Score 34i 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



15995 
33807 
12760 

OJ990727_10 . 9B05 . C13 . o4 . ts 

9921 

none 



Seq. ID OJ990727_10.9B05.C13 
Strand 

End 16553 

Method TBLASTX : Soybean 

End 10376 

Score 139 



9921. .10121, 9921. .10130, 10060 .. 10179, 10173 .. 1037 6, 
10183. .10326 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15995 
33807 
12760 . 

OJ990727_10.9B05.C13.o4.tc 

10094 

none 



Seq. ID OJ990727_10.9B05.C13 
Strand 

End 16553 

Method TBLASTX : Cress 

End 10576 

Score 35 



10094. .10138, 10095. .10250, 10245 .. 10313, 1024 8 .. 10313, 
10255. .10314, 10330. . 10560, 10335 .. 10571, 10384 10575, . 
10397. .10576, 10505. .10576 



Seq. No. 15995 

Gene No. 33807 

Start 12760 

Name OJ990727_10 . 9B05 . C13 . o2 . tw 

Start 10134 

GI none 
Exons 



Seq. ID OJ9g0727_10.9B05.C13 
Strand 

End 16553 

Method TBLASTX: Wheat 

End 10514 

Score 500 



10134. .10514, 10135. .10512, 10137. .10514 



Seq. No. 



15995 



Seq. ID OJ990727 10.9B05.C13 



16566 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



33807 Strand 

12760 End 

OJ990727_10.9B05.C13.o5.ts Method 

10389 End 

none Score 



16553 

TBLASTX: Soybean 

10936 

113 



10389. . 10586, 10402 .. 10548 , 104 10 .. 10565, 10593 10667, 
10600. . 10653, 10619. .10789, 10666 .. 10791, 10666 10788, 
10805.. 10936 



Seq. No. 15995 

Gene No. 33807 

Start 12760 

Name OJ990727_10 . 9B05 . C13 . 06 . tc 

Start 10582 

GI none 

Exons 10582. . 10647, 10593 .. 10661 , 
10709. .10786, 10821. .10934, 



Seq. ID OJ990727_10.9B05.C13 
Strand 

End 16553 

Method TBLASTX : Cress 

End 10936 

Score 44 
10660. .10788, 10668. .10793, 
10822. . 10935, 10823. . 10936 





Seq. No. 


15995 








Gene No. 


33807 








Start 


12760 








Name 


OJ9907 


27 10.9B05.C13 




Start 


11124 








GI 


none 








Exons 


11124. 


. 11174, 


11129. 


rfl 




11178. 


. 11216, 


.11179. 






11316. 


. 11399, 


11317. 


.(31 




11422. 


. 11466, 


11491. 






11519. 


. 11605, 


11521. 


: : y 




' 11541. 


.11612, 


11586. 






11603. 


.11659 




fil 


Seq. No. 


15995 








Gene No. 


33807 






P 


Start 


12760 






H 


Name 


OJ990727 10.9B05.C13 




Start 


11375 








GI 


none 






.:s; 


Exons 


11375. 


. 11398, 


11380. 






11455. 


. 11604, 


11483. 


!. «: 




11599. 


. 11631, 


11604. 



Seq. ID OJ990727_10.9B05.C13 
Strand 

End 16553 

o5.tc Method TBLASTX : Cress 





End 


11659 






Score 


42 






11176, 


11136. . 


11177, 


11178. 


.11219 


11223, 


11189. . 


11224, 


11307. 


.11399 


11403, 


11323. . 


11415, 


11327. 


.11440 


11532, 


11492. . 


11530, 


11506. 


.11532 


11610, 


11521. . 


11604, 


11537. 


.11608 


11657, 


11588. . 


11659, 


11599. 


. 11658 



Seq. ID OJ990727_10.9B05.C13 
Strand 

End 16553 
o5.tm Method TBLASTX : Maize 

End 11633 

Score 35 
11403, 11387. . 11464, 1 1395 .. 114 66, 
11608, 11486; .11605, 1 14 90 . . 11612 , 
11633 



Seq. No. 15995 

Gene No. 33807 

Start 12760 

Name OJ990727_10 . 9B05 . C13 . o3 

Start 12760 

GI none 

Exons 12760. . 13229, 14208.. 14 

Seq. No. 15996 

Gene No. 33808 

Start 393 

Name OJ990727_10 . 9B05 . C14 . ol 

Start 393 

GI none 

Exons 393.. 555, 4206.. 4305, 4 



Seq. ID OJ990727_10.9B05.C13 
Strand 

End 16553 

.gs Method GENSCAN 

End 16553 

Score .7 
330, 144£4 14726, 16321.. 16553 

Seq. ID OJ990727_10.9B05.C14 

Strand + 

End 12416 

.gs Method GENSCAN 

End 11061 

Score .76 
796. .4907, 4928. .5021, 5905. .6117, 



16567 



6805. .7015, 7682. .7772, 8125. .8185, 9678. .10540, 10613 .. 10763, 
10949. .11061 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15996 Seq. ID 

33808 Strand 

393 End 

OJ990727_10. 9B05.C14 .ol.np Method 

5742 End 

6523547 Score 



OJ990727_10.9B05.C14 
+ 

12416 
AAT/NAP 
12416 
353 

10775. .10961, 



5742.. 5953, 9704.. 10409, 10666. . 10743, 
12336. .12416 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f . nagariensis] 



15996 Seq. ID 

33809 Strand 
12687 End 
OJ990727_10 . 9B05 . C14 . ol . gp Method 
12687 End 
uC-osflcyp088bl2bl Score 
12687. .12798 

'5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



OJ990727_10.9B05.C14 
+ 

12798 
AAT/GAP 
12798 
159 



*s a? 


Seq. No. 


15996 






Seq. ID 


OJ990727_ 


_10.9B05 


m 


Gene No. 


33810 






Strand 






ri! 


Start 


12203 






End 


26600 




n 


Name 


OJ990727 10.9B05.C14 


.o2.np 


Method 


AAT/NAP 




Ui 


Start 


11951 






End 


26600 




E'. 


GI 


4680183 




Score 


132 






Exons 


11951. . 


12040, 26529. 


.26600 








m 

! 5f 


GI Descrip. 


(AE111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 


• J SI 


Seq. No. 


15996 






Seq. ID 


OJ990727 


_10.9B05 


1 


Gene No. 


33810 






Strand 






*i 


Start 


12203 






End 


26600 




;s st 


Name 


OJ990727 10.9B05.C14 


,o2.gs 


Method 


GENSCAN 






Start 


12203 






End 


26378 






GI 


none 






Score 


.51 






Exons 


12203. . 


12308, 12618. 


.12682, 


13065. .13193, 13211 


. .13316, 






13435. . 


13473, 14754 . 


.14841, 


15051. .15088, 15405 


. .15500, 






19127. . 


19364, 20784. 


.20869, 


21414. .21761, 22606 


. .22929, 






23088. . 


23502, 24078. 


.24197, 


24862. .25014, 26141 


. .26378 




Seq. No. 


15996 






Seq. ID 


OJ990727_ 


_10.9B05 




Gene No. 


33810 






Strand 








Start 


12203 






End 


26600 






Name 


OJ990727 10.9B05.C14 


.o3.np 


Method 


AAT/NAP 






Start 


21273 






End 


26600 






GI 


81286 






Score 


201 






Exons 


21273. . 


21442, 21567. 


.21699, 


21779. .22000, 23173 


. .23454, 






26572. . 


26600 











GI Descrip. extensin - Volvox carteri (fragment) gi | 2 1 992 | emb | CAA4 6283 I 
(X65165) extensin [Volvox carteri] 



Seq. No. 
Gene No. 



15997 
33811 



Seq. ID OJ990727_10.9B05.C15 
Strand + 



16568 



Start 1 End 1255 

Name OJ990727_10 . 9B05 . C15 . ol . np Method AAT/NAP 

Start 1 End 1255 

GI 5852939 Score 42 

Exons 1..37, 1009.. 1070, 1154.. 1255 

GI Descrip. (AF172097) telomerase reverse transcriptase catalytic subunit 
[Arabidopsis thaliana] 



Seq. No. 


15998 




Seq. ID 


OJ990727JL0.9B05. 


.C16 


Gene No. 


33812 




Strand 


+ 




Start 


1581 




End 


2088 




Name 


OJ990727 10.9B05.C16.o2. 


gs 


Method 


GENSCAN 




Start 


1581 




End 


2088 




GI 


none 




Score 


.63 




Exons 


1581. .2030, 2059. .2088 










Seq. No. 


15998 




Seq. ID 


OJ990727_10. 9B05, 


.C16 


Gene No . 


33813 




Strand 






Start 


147 




End 


733 




Name 


OJ990727 10.9B05.C16.ol. 


gs 


Method 


GENSCAN 




Start 


147 




End 


733 




GI 


none 




Score 


.56 




Exons 


147. .419, 491. .543, 715. 


.733 








Seq. No. 


15998 




Seq. ID 


OJ990727_10. 9B05, 


.C16 


Gene No. 


33814 




Strand 






Start 


2919 




End 


3071 




Name 


OJ990727 10.9B05.C16.o3. 


gs 


Method 


GENSCAN 




Start 


2919 




End 


3071 




GI 


none 




Score 


.92 




Exons 


2919. .3071 










Seq. No. 


15999 




Seq. ID 


OJ990727_10. 9B05, 


.C17 


Gene No. 


33815 




Strand 






Start 


1 




End 


698 




Name 


OJ990727 10.9B05.C17.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


698 




GI 


4263831 




Score 


213 




Exons 


1..19, 98. .698 










GI Descrip. 


(AC006067) putative retroelement pol polyprotein [Arabidops. 




thaliana] 










Seq. No. 


15999 




Seq. ID 


OJ990727_10.9B05< 


.C17 


Gene No. 


33815 




Strand 






Start 


1 




End 


698 




Name 


OJ990727 10.9B05.C17.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


160 




End 


628 




GI 


none 




Score 


92 




Exons • 


160.. 306, 173. .304, 348. 


.563, 


500. . 62* 


3 




Seq. No. 


15999 




Seq. ID 


OJ990727_10. 9B05. 


.C17 


Gene No. 


33815 




Strand 






Start 


1 




End 


698 




Name 


OJ990727 10.9B05.C17.ol. 


gs 


Method 


GENSCAN 




Start 


213 




End 


574 




GI 


none 




Score 


. 66 




Exons 


213. .375, 539. .574 











16569 




Seq. No. 


15999 


Seq. ID 


OJ990727_10. 9B05 


.CI 


Gene No. 


33815 


Strand 






Start 


1 


End 


698 




Name 


OJ990727 10. 9B05.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


316 


End 


659 




GI 


none 


Score 


80 • 




Exons 


316. .468, 318. .563, 499. .555, 


500. .649, 552. .659 




Seq. No. 


16000 


Seq. ID 


OJ990917 16.9B08. 


.C3 


Gene No. 


33816 


Strand 






Start 


1 


End 


292 




Name 


OJ990917 16.9B08.C3.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


292 




GI 


none 


Score 


338 




Exons 


1..109, 207. .292 








Seq. No. 


16000 


Seq. ID 


OJ990917_16. 9B08 . 


C3 


Gene No. 


33817 


Strand 






Start 


638 


End 


1505 




Name 


OJ990917 16.9B08.C3.ol.gs 


Method 


GENSCAN 




Start 


638 


End 


1505 




GI 


none 


Score 


.8 




Exons 


638.. 783, 1027.. 1123, 1238.. 1505 






Seq. No. 


16001 


Seq. ID 


OJ990917_16.9B08. 


C4 


Gene No. 


33818 


Strand 






btart 


11 


End 


3678 




Name 


OJ990917 16. 9B08.C4 .ol.np 


Method 


AAT/NAP 




Start 


11 


End 


3678 




GI 


6815072 


Score 


503 




Exons 


11. .793, 3571. .3678 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II 


: bi 




T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 




Seq. No. 


16001 


Seq. ID 


OJ990917_16.9B08. 


C4 


Gene No. 


33818 


Strand 






Start 


11 


End 


3678 




Name 


OJ990917 16.9B08.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


104 


End 


286 




GI 


none 


Score 


105 




Exons 


104. .286, 126. .284 








Seq. No. 


16001 


Seq. ID 


OJ990917_16.9B08. 


C4 


Gene No. 


33818 


Strand 






Start 


11 


End 


3678 




Name 


OJ990917 16.9B08.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


212 


End 


532 




GI 


none 


Score 


46 




Exons 


212. .286, 215. .283, 305. .532, 


306. .530 






Seq. No. 


16001 


Seq. ID 


OJ990917_16.9B08. 


C4 


Gene No. 


33818 


Strand 






Start 


11 


End 


3678 




Name 


OJ990917 16.9B08.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


278 


End 


523 




GI 


none 


Score 


201 





16570 



Exons 



278. .523 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16001 
33818 
11 

OJ990917_1 6 . 9B08 . C4 . o2 . np 

1044 

5295955 



Seq. ID OJ990917_16.9B08.C4 
Strand 

End 3678 

Method AAT/NAP 

\ End 3678 

Score 371 



1044. .1580, 1620. .1698, 1778. .2029, 2065. .2229, 2921. .2964, 
3571. .3678 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555) 
[Oryza sativa] 



,S tfi. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gi 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16001 
33818 
11 

OJ990917_16. 9B08.C4.o3.np 
2877 
4680183 
2877. .2966, 3571. .3678 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990917_16. 9B08.C4 
Strand 

End 3678 

Method AAT/NAP 

End 3678 

Score 200 



Seq. ID OJ990917_16. 9B08.C5 

Strand 

End 8 63 

Method - AAT/NAP 

End 8 63 

Score 603 



16002 
33819 
1 

OJ990917_16.9B08.C5.ol.np 
1 

6815072 
1. .863 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 



16002 
33819 
1 

OJ990917_16.9B08.C5.ol.gs 

101 

none 

101. .857 



Seq. ID OJ990917_16. 9B08.C5 
Strand 

End 8 63 

Method GENSCAN 

End 857 

Score .75 



16003 Seq. ID OJ990917_1 6 . 9B08 . C7 

33820 Strand + 

1 End 3006 

OJ990917_16 . 9B08 . C7 . ol . np Method AAT/NAP 

1 End 3006 

6539553 Score 3946 

1..2725, 2950. .3006 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 16003 Seq. ID 

Gene No. 33820 Strand 

Start 1 End 

Name OJ990917_1 6 . 9B08 . C7 . ol . tm Method 

Start 357 End 



OJ990917_16.9B08.C7 
+ 

3006 

TBLASTX: Maize 
679 



16571 



GI none Score 307 

Exons 357.. 677, 364.. 678, 384.. 677, 518.. 679 



Seq. No. 16003 Seq. ID 

Gene No. 33820 Strand 

Start- 1 End 

Name OJ990917_16 . 9B08 . C7 . o4 . ts Method 

Start 706 " End * 

GI "none Score 

Exons 706.. 861, 844.;1092 



OJ990917_16.9B08.C7 
+ 

3006 

TBLASTX: Soybean 

1092 

88 



Seq. No. 16003 

Gene No. 33820 

Start 1 

Name OJ990917_16 . 9B08 . C7 . o4 . tm 

Start 880 

GI none 

Exons 880.. 1107, 1106.. 1273, 1123. 



Seq. ID OJ990917_16.9B08.C7 
Strand 
End 

Method 
End 
Score 
1242 



+ 

3006 

TBLASTX: Maize 

1273 

138 



Seq. No. 16003 

Gene No. 33820 

Start 1 

Name OJ990917_16 . 9B08 . C7 . o3 . tw 

Start 955 

GI none 

Exons 955.. 1110, 957.. 1046, 957. 
1108. .1149 



Seq. ID OJ990917 16.9B08.C7 



Strand 
End 

Method 
End 
Score 
,1115, 958. 



+ 

3006 

TBLASTX: Wheat 

1150 

67 

1110, 1106. . 1150, 



Seq. No. 16003 

Gene No. 33820 

Start 1 

Name OJ990917_16 . 9B08 . C7 . ol . 

Start 1106 

GI none 

Exons 1106.. 1273, 1111.. 1269, 

Seq. No. 16003 

Gene No. 33820 

Start 1 

Name OJ990917_16 . 9B08 . C7 . ol . 

Start 1151 • 

GI none 

Exons 1151.. 1279, 1159.. 1275, 
1335. .1637, 1657. .1734, 
1740. .1886, 1741. .1887, 



Seq. ID OJ990917_16.9B08.C7 

Strand + 

End 3006 

ts Method TBLASTX: Soybean 

End 1500 

Score 142 
1118. .1273, 1327. .1500, 1335. .1373 

Seq. ID OJ990917_16.9B08.C7 

Strand + 

End 3006 
tw Method TBLASTX : Wheat 

End 1906 

Score 187 
1160. .1276, 1252. .1599, 1258. .1626, 
1658. .1735, 1666. .174 9, 1691. .1735, 
1744. .1905, 1748. .1906, 1748. .1906 



Seq. No. 16003 Seq. ID 

Gene No. 33820 Strand 

Start 1 End 

Name OJ990917_16 . 9B08 . C7 . o3 . ts Method 

Start 1826 End 

GI 5509260 Score 

Exons 1826.. 2128 
GI Descrip. 



OJ990917_16.9B08.C7 
+ 

3006 

TBLASTX: Soybean 

2128 

224 



Seq. No. 
Gene No. 



16003 
33820 



Seq. ID OJ990917_16.9B08.C7 
Strand + 



16572 



Start 
Name 
Start 
GI 

Exons 



OJ990917_16. 9B08.C7.o3.tm 

1831 

none 

1831. . 1995, 1832. .2128 



End 

Method 

End 

Score 



3006 

TBLASTX: Maize 

2128 

232 



Seq. No. . 16003 . Seq. ID 

Gene No. 33820 " ■ Strand 

Start 1 End 

Name OJ990917_16 . 9B08 . C7 . ol . tc Method 

Start 1919 End 

GI none Score 

Exons 1919.. 2125, 1921.. 1998 



OJ.990917_16.9B08.C7 
+ 

3006 

TBLASTX: Cress 

2125 

225 



Seq. No. 16003 

Gene No. 33820 

Start 1 

Name OJ990917_16. 9B08 . C7 . o2 . tm 

Start 2146 

GI none 
Exons 



Seq. ID OJ990917 16.9B08.C7 



Strand 
End 

Method 

End 

Score 



+ 

3006 

TBLASTX: Maize 

2485 

299 



2146. .2196, 2147. .2485, 2147. .2452, 2290. .2484 



Seq. No. 16003 

Gene No. 33820 

Start 1 

Name OJ990917_16 . 9B08 . C7 . o2 . 
Start * 2330 

GI none 

Exons 2330.. 2461, 2330.. 2461, 

Seq. No. 16003 

Gene No. 33820 

Start 1 

Name OJ990917_1 6 . 9B08 . C7 . o2 . 

Start 2341 

GI none 

Exons 2341.. 2412, 2342.. 2416, 
2431. .2724, 2432. .2725, 



Seq. ID OJ990917JL6.9B08.C7 

Strand + 

End 3006 

ts Method TBLASTX : Soybean 

End 2704 

Score 114 
2479. .2610, 2480. .2704 

Seq. ID OJ990917_16.9B08.C7 

Strand + 

End 3006 

tw Method TBLASTX : Wheat 

End 2734 

Score 109 
2342. .2422, 2418. .2732, 2423. .2734, 
2436. .2732 



Seq. No. 


16004 








Seq. ID 


OJ990917 


Gene No. 


33821 








Strand 


+ 


Start 


669 








End 


6824 


Name 


OJ990917 16. 


9B08, 


.C8.ol. 


gs 


Method 


GENSCAN 


Start 


669 








End 


3095 


GI 


none 








Score 


.59 


Exons 


669. .3095 












•Seq. No. 


16004 








Seq. ID 


OJ990917 


Gene No. 


33821 








Strand 


+ 


Start 


669 








End 


6824 


Name 


OJ990917 16. 


9B08. 


,C8.ol. 


np 


Method 


AAT/NAP 


Start 


1175 








End 


6821 


GI 


6498441 








Score 


6840 


Exons 


1175. .2238, 


2569. 


, .3032, 


3096. 


.3469, 3653. .3787, 




4393. .4877, 


5049. 


, . 6446, 


6540. 


. 6821 





16.9B08.C8 



3962. .4200, 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 



16573 





retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


16004 


Seq. ID 


OJ990917_16. 9B08 


.C8 


Gene No. 


33821 


Strand 


+ 




Start 


669 


End 


6824 




Name 


OJ990917 16.9B08.C8.o2.gs 


Method 


GENSCAN 




Start 


3159 


End 


6824 




GI 


none 


Score 


.97 




Exons 


3159.. 6824 








Seq. No. 


16004 


Seq. ID 


OJ990917_16.9B08 


.C8 


Gene No. 


33822 


Strand 


+ 




Start 


13065 


End 


15704 




Name 


OJ990917 16.9B08.C8.o4 .np 


Method 


AAT/NAP 




Start 


13065 


End 


15704 




GI 


4539658 


Score 


48 




Exons 


13065. .13149, 15665. .15704 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 








Seq. No. 


16004 


Seq. ID 


OJ990917_16. 9B08 


.C8 


Gene No. 


33823 


Strand 






Start 


7442 


End 


12346 




Name 


OJ990917 16.9B08.C8.o3.gs 


Method 


GENSCAN 




Start 


7442 


End 


10669 




GI 


none 


Score 


.97 




Exons 


7442. .10669 








Seq. No. 


16004 


Seq. ID 


OJ990917_16.9B08 


.C8 


Gene No. 


33823 


Strand , 






Start 


7442 


End 


12346 




Name 


OJ990917 16.9B08.C8.o2.np 


Method 


AAT/NAP 




Start 


7445 


End 


10669 




GI 


6907089 


Score 


4148 




Exons 


7445. .9314, 9408. .10669 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


16004 


Seq. ID 


OJ990917_16. 9B08. 


,C8 


Gene. No . 


33823 


Strand 






Start 


7442 


End 


12346 




Name 


OJ990917 16.9B08.C8.o3.np 


Method 


AAT/NAP 




Start 


9909 


End 


12346 




GI 


5922623 


Score 


412 




Exons 


9909. .9939, 11512. .11587, 


11755. . 11902, 


12266.. 12346 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gil 6016856 Idbj | BAA85199.il 


(AP000570) hypothetical protein 




[Oryza sativa] 








Seq. No. 


16004 


Seq. ID 


OJ990917_16.9B08, 


,C8 


Gene No. 


33824 


Strand 






Start 


12670 


End 


12789 




Name 


OJ990917 16.9B08.C8.o6.tw 


Method 


TBLASTX: Wheat 




Start 


1323 


End 


1715 




GI 


none 


Score 


58 




Exons 


1323. .1370, 1377. .1475, 1394. .1474, 1442. .1603, 1458. .1715 


Seq. No. 


16004 


Seq. ID 


OJ990917_16.9B08. 


C8 



16574 



'■■-J 

m 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

;=j Seq. No. 
Gene No. 
Start 
Name 
Start 
Q GI 
I ;! Exons 

■str 

pi Seq. No. 

Gene No. 
s- s Start 
O Name 

Start 

r J Exons 

Csl Seq. No. 
Q Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



33824 
12670 

OJ990917JL6 
1328 
none 

1328. .1612, 

16004 
33824 
12670 

OJ990917_16. 
2453 
none 

2453. .2626, 

16004 
33824 
12670 

OJ990917_16. 
3104 
none 

3104. .3565, 

16004 
33824 
12670 

OJ990917_16. 
3144 
none 

3144. .3368, 

16004 
33824 
12670 

OJ990917_16. 
3234 
none 

3234. .3590, 

16004 
33824 
12670 

OJ990917_16. 
3617 
none 

3617. .3982, 

16004 
33824 
12670 

OJ990917_16. 
3674 
none 

3674. .4099, 

16004 
33824 



. 9B08.C8.o5.tm 
1365. .1613 

9B08.C8.o3.tw 
2454 . .2936, 2648, 

. 9B08.C8.ol.tw 
3105. .3566 

9B08.C8.o3.ts 1 
3375. .3509 

9B08.C8.ol.tm 
3269.. 3580, 3285. 

9B08.C8.o3.tm 
3618. .4001 

9B08.C8.o2.tw 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2908 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3590 

•Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



12789 

TBLASTX : Maize 

1613 

193 



OJ990917_16.9B08.C8 
12789 

TBLASTX: Wheat 

2936 

414 



OJ990917_16. 9B08.C8 
12789 

TBLASTX: Wheat 

3566 

584 



OJ990917_16.9B08.C8 
12789 

TBLASTX: Soybean 

3509 

117 



OJ990917_16.9B08.C8 
12789 

TBLASTX: Maize 

3590 

388 



OJ990917_16.9B08.C8 
12789 

TBLASTX: Maize 

4001 

355 



OJ990917_16.9B08.C8 
12789 

TBLASTX: Wheat 

4099 

482 



3675. .4094 



Seq. ID OJ990917_16. 9B08.C8 
Strand 



16575 




Start 


12670 








End • 


12789 




Name 


OJ990917 16. 


. 9B08 


.C8.ol. ts 




Method 


TBLASTX: Soybean 




Start 


3753 








End 


4124 




GI 


none 








Score 


279 




Exons 


3753. .4124, 


3770 


. .3928 










Seq. No. 


16004 








Seq. ID 


OJ990917_16. 9B08 


.C8 


Gene No. 


33824 








Strand 






Start 


12670 








End 


12789 




Name 


OJ990917 16. 


. 9B08 


.C8.o5.tw 




Method 


TBLASTX: Wheat 




Start 


4725 








End 


5183 




GI 


none 








Score 


234 




Exons 


4725. .4973, 


4749 


..4973, 48 


14. 


.4987, 5043. .5183, 5043. .5180 




5045. .5182 














Seq. No. 


16004 








Seq. ID 


OJ990917_16. 9B08 


.C8 


Gene No. 


33824 








Strand 






Start 


12670 








End 


12789 




Name 


OJ990917 16. 


9B08 


.C8.o2.ts 




Method 


TBLASTX : Soybean 




Start 


4872 








End 


5438 




GI 


5666795 








Score 


68 




Exons 


4872. .4970, 


5046 


..5183, 5238. 


.5438 






GI Descrip. 


4206306 2.0e-10 


(AF049110) 


prpol [Zea 


mays] 




Seq. No. 


16004 








Seq. ID 


OJ990917_16. 9B08, 


.C8 


Gene No. * 


33824 








Strand 






Start 


12670 








End 


12789 




Name 


tjj y yu y i / l o . 


no n o 


.C8.o8.tw 




Method 


TBLASTX: Wheat 




Start 


5186 








End 


5498 




GI 


none 








Score 


192 




Exons 


5186. .5362, 


5199 


..5387, 5238. 


.5498 






Seq. No. 


16004 








Seq. ID 


OJ990917_16.9B08. 


>C8 


Gene No. 


33824 








Strand 






Start 


12670 








End 


12789 




Name 


OJ990917 16. 


9B08, 


.C8.o2. tm 




Method 


TBLASTX: Maize 




Start' 


5691 








End 


6014 




GI 


none 








Score 


362 




Exons 


5691. .6014, 


5708, 


..6001 










Seq. No. 


16004 








Seq. ID 


OJ990917_16.9B08. 


■ C8 


Gene No . 


33824 








Strand 






Start 


12670 








End 


12789 




Name 


OJ990917 16. 


9B08. 


,C8.o4 .tw 




Method 


TBLASTX: Wheat 




Start 


5828 








End 


6209 




GI 


none 








Score 


376 




Exons 


5828. .5884, 


5829, 


..6209, 5930. 


.6178 • 






Seq. No. 


16004 








Seq. ID 


OJ990917 li _16. 9B08 . 


,C8 


Gene No. 


33824 








Strand 






Start 


12670 








End 


12789 




Name 


OJ990917 16. 


9B08. 


.C8.o7.tw 




Method 


TBLASTX: Wheat 




Start 


6210 








End 


6812 




GI 


none 








Score 


265 




Exons 


6210. .6494, 


6211. 


,.6501, 6215. 


.6493, 6686.. 6808, 6687.. 6£ 


J12 


Seq. No. 


16004 








Seq. ID 


OJ990917_16.9B08. 


C8 



16576 




Gene No . 




Strand 




Start 


12670 


End 


12789 


Name 


OJ990917 16.9B08.C8.o4.tm 


Method 


TBLASTX: Maize 


Start 


6681 


End 


68 62 


GI 


none 


Score 


196 


Exons 


6681. . 6848, 6686. . 6862 






Seq. No. 


16004 


Seq. ID 


OJ990917_16.9B08.C8 


Gene No. 


33824 


Strand 


- 


Start 


12670 


End 


12789 


Name 


OJ990917 16. 9B08.C8.ol.gp 


Method 




Start 


12670 


End 


12789 


GI 


LIB3475-004-P1-K2-A5 


Score 


188 


Exons 


12670. . 12789 






GI Descrip. 


1 5777612/emb|AJ24 5900. 1 IOSA245900 1 . Oe 


-94 Oryza sativa 




chromosome 4 BAC q3037-207Fl 


complete 


genome 1 


Seq. No. 


16005 


Seq. ID 


OJ990917_16. 9B08.C10 


Gene No. 


33825 


Strand 


+ 


Start 


6 


End 


687 


Name 


OJ990917 16.9B08.C10.ol.gs 


Method 


GENSCAN 


Start 


6 


End 


687 


GI 


none 


Score 


.79 


Exons 


6. .62, 208. .687 




>*- 


Seq. No. 


16006 


Seq. ID 


OJ990917 16.9B08.C11 


Gene No. 


33826 


Strand 


+ 


OH , v- +- 

otart 


431 


End 


CIO 

518 


Name 


OJ990917 16. 9B08 .Cll.ol.np 


Method 


AAT/NAP 


Start 


431 


End 


518 


GI 


5852180 


Score 


74 


Exons 


431. .518 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


16006 


Seq. ID 


OJ990917_16.9B08.C11 


Gene No. 


33827 


Strand 




Start 


528 - • 


End 


704 


Name 


OJ990917 16.9B08.Cll.o2.np 


Method 


AAT/NAP 


Of 3 v-+- 


528 


End 


704 


GI 


6063554 


Score 


127 


Exons 


528. .704 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


16007 


Seq. ID 


OJ990917_16.9B08.C13 


Gene No. 


33828 


Strand 


+ 


Start 


1 ' 


End 


6124 


Name 


OJ990917 16. 9B08 .C13.ol.np 


Method^ 


AAT/NAP 


Start 


1 


End 


4523 


GI 


3033379 


Score 


381 


Exons 


1..48, 1714. .1871, 4232. .4523 






GI Descrip. 


(AC004238) putative WRKY-type 


DNA binding protein [Arabidops. 




thaliana] 






Seq. No. 


16007 


Seq. ID 


OJ990917_16.9B08.C13 


Gene No. 


33828 


Strand 





16577 





Start 


1 






End 


6124 






Name 


OJ990917 16.9B08, 


.C13.ol 


. qs 


Method 


GENSCAN 






Start 


541 






End 


6124 






GI 


none 






Score 


.45 






Exons 


541. .1052, 1728.. 


.1871, 


4232. , 


.4703, 6029.. 6124 






. Seq. No. 


16007 






Seq. ID 


OJ990917_16.9B08 


.C13 




Gene No. 


33828' 






Strand 


+ . 






Start 


1 






End' 


6124 






Name 


OJ990917 16.9B08. 


,C13.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


1725 






End 


4387 






GI 


none 






Score 


44 






Exons 


1725.. 1760, 1726. 


. .1761, 


1728. 


.1868, 1768. .1872, 1801. .1872, 






4231. .4257, 4253. 


, .4387, 


4257. 


. . 4376 








Seq. No. 


16008 






Seq. ID 


OJ990917 16.9B08 


. C14 




Gene No. 


33829 






Strand 


+ — 






Start 


51 






End 


284 






Name 


OJ990917 16.9B08. 


C14 .ol 


. QS 


Method 


GENSCAN 






Start 


51 






End 


284 






GI 


none 






Score 


. 99 






Exons 


51. .284 












. } 
!r. 


Seq. No. 


16009 






Seq. ID 


OJ990917 16.9B08, 


.C15 




Gene No. 


33830 






Strand 


+ — 




L 1 ! 


Start 


2603 






End 


3032 




! 3 i : 
i -'' 


Name 


OJ990917 16.9B08. 


C15.ol 


.tm 


Method 


TBLASTX: Maize 




3i 


Start 


2588 






End 


2785 




; = sf 
i . : 


GI 


none 






Score 


199 




, = : 


Exons 


2588. .2785, 2602. 


.2784 










i'ji 

i 


Seq. No. 


16009 






Seq. ID 


OJ990917 16.9B08. 


. C15 




Gene No. 


33830 






Strand 


+ — 




,z ~\ 


Start 


2603 






End 


3032 






Name 


OJ990917 16.9B08. 


CIS.ol 


.np 


Method 


AAT/NAP 




! t > J 


Start 


2591 






End 


2764 




j; s's 


GI 


5091604 






Score 


137 




. = ! 


Exons 


2591. .2764 












j3 Hi 


GI Descrip. 


(AC007858) 10A19I 


:.8 [Oryza sativa] 








Seq. No. 


16009 






Seq. ID 


OJ990917_16.9B08. 


.C15 




Gene No. 


33830 






Strand 


+ 






Start 


2603 






End 


3032 






Name 


OJ990917 16.9B08. 


C15.o2 


.gs 


Method 


GENSCAN 






Start 


2603 






End 


3032 






GI 


none 






Score 


.87 






Exons 


2603. .2844, 3011. 


.3032 












' Seq. No. 


16010 




i 


Seq. ID 


OJ990917_16.9B08. 


C16 




Gene No. 


33831 






Strand 


+ 






Start 


1754 






End 


2883 






Name 


OJ990917 16.9B08. 


C16.ol. 


■ gp 


Method 


AAT/GAP 






Start 


1754 






End 


2246 






GI 


27137 1.R1084 






Score 


904 






Exons 


1754 . .2246 













GI Descrip. 1 629561 /pir I I S4 4261 2.0e-13 SRG1 protein - Arabidopsis thaliana 
>gi_4 7 904 7_emb_CAA55654_ (X79052) SRG1 [Arabidopsis thaliana] 

16578 




>gi_5734767_gb_AAD50032.1_AC007651_27 (AC007651) SRG1 Protein 
[Arabidopsis thaliana] ' 



Seq. No. 


16010 




Seq. ID 




Gene No. 


33831 




Strand 


+ 


Start 


1754 




End 


2883 ■ 


Name 


OJ990917 16 . 9B08 .C16.ol 


. as 


Mpt hod 


w l—t IV i_J Vw'XiLV 


Start 


1795 ~~ 




End 


2883 


GI 


none 




Score 


1 


Exons 


1795. .2883 








Seq. No. 


16010 




Seq. ID 


OJ990917_16. 9B08.C16 


Gene No. 


33831 




Strand 


+ 


Start 


1754 




End 


2883 


Name 


OJ990917 16.9B08.C16.ol 


.np 


Method 


AAT/NAP 


Start 


1808 




End 


2868 


GI 


4454019 




Score 


645 


Exons 


1808. .2868 








GI Descrip. 


(AL035396) SRGl-like protein 


[Arabidopsis thaliana] 


Seq. No. 


16010 




Seq. ID 


OJ990917_16.9B08.C16 


Gene No . 


33832 




Strand 


+ 


Start 


4197 




End 


7541 


Name 


OJ990917 16.9B08.C16.o2 


.np 


Method 


AAT/NAP 


Start 


4197 




End 


7538 


GI 


2244996 




Score 


895 


Exons 


4197. .4240, 5869. .7538 








GI Descrip. 


(Z97341) salt-inducible 


protein homolog [Arabidopsis thaliana] 


Seq. No. 


16010 




Seq. ID 


OJ990917_16. 9B08 .CI 6 


Gene No. 


33832 




Strand 


+ 


Start 


4197 




End 


7541 


Name 


OJ990917 16.9B08.C16.o2. 


.gs 


Method 


GENSCAN 


Start 


5439 




End 


7541 


GI 


none 




Score 


.88 


Exons 


5439. .7541 








Seq. No. 


16010 




Seq. ID 


OJ990917_16.9B08.C16 


Gene No. 


33832 




Strand 


+ 


Start 


4197 




End 


7541 


Name 


OJ990917 16.9B08.C16.o3. 


gp 


Method 


AAT/GAP 


Start 


6107 




End 


6617 


GI 


uC-osflcypl24f05bl 




Score 


983 


Exons 


6107. .6617 








GI Descrip. 


1 224 4 996/emb|CAB10416. 1 | 


4.0e- 


-37 (Z97341) salt-inducible protein 




homolog [Arabidopsis thaliana] 






Seq. No. 


16010 




Seq. ID 


OJ990917_16.9B08.C16 


Gene No. 


33833 




Strand 


+ 


Start 


8155 




End " ; 


11604 


Name 


OJ990917 16. 9B08 .C16.o3. 


gs 


Method 


GENSCAN ' 


Start 


8155 




End 


11604 


GI 


none 




Score 


.73 


Exons 


8155. .8375, 8602. .8715, 


9471. . 


9550, 9673. .9797, 9909.. 9946, 




11463.. 11604 








Seq. No. 


16010 




Seq. ID 


OJ990917_16.9B08.C16 



16579 



Gene No. 33833 Strand + 

Start 8155 End 11604 

Name OJ990917_16 . 9B08 . C16 . o4 . gp Method AAT/GAP 

Start 8195 End 10139 

GI 17190_1.R1084 Score 1360 

Exons 8195.. 8375, 8602.. 8715, 9471.. 9550, 9673.. 9797, 9909.. 10139 

GI Descrip. 1 5103835/gb| AAD39665 . 1 | AC007591_30 4.0e-56 (AC007591) ESTs 

gb_T22508, gb_H36196 and gb_AI100134 come from this gene. 

[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16010 
33833 
8155 

OJ990917_1 6 . 9B08 . CI 6 . o3 . np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9550, 9673. .9797, 9909. .9977 
(AC007591) ESTs gb|T22508, gb|H36196 and gb|AI100134 come from 
this gene. [Arabidopsis thaliana] 



8323 
5103835 
8323. .8375, 



OJ990917_16.9B08.C16 
+ 

11604 
AAT/NAP 
9977 
539 



8602. .8715, 9471, 



Seq. No. 16010 
Gene No. 33834 
Start 2.700 

Name OJ990917_16 . 9B08 . CI 6 . o3 . tm 

Start ' 1834 

GI none 

Exons 1834.. 1866, 1963.. 1995, 2002. 

2422. .2454, 2422. .2454, 2441. 
2479. .2535, 2518. .2610, 2539. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990917 16.9B08.C16 



3192 

TBLASTX: Maize 
2610 
39 

.2295, 2040.. 2279, 2281. 
.2512, 2443.. 2535, 2469. 
.2598 



.2382, 
.2534, 



Seq. No. 16010 Seq. ID 

Gene No. 33834 Strand 

Start 2700 End 

Name OJ990917_16 . 9B08 . C16 . o3 . tc Method 

Start 2005 End 

GI none Score 

Exons " 2005.. 2280, 2037.. 2249 



OJ990917_16.9B08.C16 
3192 

TBLASTX: Cress 

2280 

272 



Seq. No. 16010 

Gene No. 33834 

Start 2700 

Name OJ990917_16 . 9B08 . CI 6 . ol . ts 

Start 2026 

GI none 

Exons 2026.. 2277, 2037.. 2252, 
2469. .2726, 2470. .2823 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_16.9B08.C16 
3192 

TBLASTX: Soybean 

2823 

207 



2296. .2391, 2428. .2457, 2464. .2703, 



Seq. No. 16010 

Gene No. 33,834 

Start 2700 

Name OJ990917_16 . 9B08 . C16 . ol . tc 

Start 2362 

GI none 

Exons 2362.. 2469, 2455.. 2763, 2469. 



Seq. ID OJ990917_16.9B08.C16 
Strand 
End 

Method 
End 
Score 
.2747 



3192 

TBLASTX: Cress 

2763 

69 



Seq. No. 
Gene No. 



16010 
33834 



Seq. ID 
Strand 



OJ990917 16.9B08.C16 



16580 



Start 
Name 
Start 
GI 

Exons 



2700 End 3192 

0 J9 90 91 7_1 6 . 9B08 . CI 6 . o2 . gp Method AAT/GAP 

2700 End 3192 

none Score 954 
2700. .3192 



Seq. No. 16010 Seq. ID 

Gene No. 33835 Strand 

Start 5966 End 

Name OJ990917_1 6 . 9B08 . CI 6 . o5 . tm Method 

Start 5966 End 

GI none Score 

Exons 5966.. 6130, 5967.. 6137, 6150.. 6260 



. OJ990917_16.9B08.C16 
6260 

TBLASTX: Maize 

6260 

143 



Seq. No. 16010 Seq. ID 

Gene No. 33836 Strand 

Start 6237 End 

Name OJ990917_1 6 . 9B08 . CI 6 . o4 . ts Method 

Start 6237 End 

GI none Score 

Exons 6237.. 6383, 6251.. 6382 



OJ990917_16 . 9B08 .C16 
7061 ; 

TBLASTX: Soybean 

6383 

187 



Seq. No. 


16010 








Seq. ID 


OJ990917_16.9B08.C16 


Gene No. 


33836 








Strand , 




Start 


6237 








End 


7061 


Name 


OJ990917 16. 


9B08. 


C16.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


6261 








End 


7061 


GI 


none 








Score 


117 


Exons 


6261. .6509, 


6366. 


. 6620, 


6513. 


.7061, 6515.. 7057 


Seq. No. 


16010 








Seq. ID 


OJ990917_16.9B08.C16 


Gene No. 


33836 








Strand 




Start 


6237 








End 


7061 


Name 


OJ990917 16. 


9B08. 


C16.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


6384 








End 


6953 


GI 


none 








Score 


106 


Exons 


6384. .6614, 


6710. 


. 6943, 


6711. 


.6953 




Seq. No. 


16010 








Seq. ID 


OJ990917_16.9B08.C16 


Gene No. 


33837 








Strand 




Start 


•7061 








End 


7498 


Name 


OJ990917 16. 


9B08. 


C16.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


7061 








End 


7498 


GI 


none 








Score 


373 


Exons 


7061. .7318, 


7068. 


.7319, 


7326. 


.7496, 7326. .7496, 7334. .7498, 



7354 . .7497 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16010 
33838 
8307 

OJ990917 
8307 
none 
8307 
8599 
9610 



16. 9B08.C16.ol.tw 



8378, 8320. .8379, 8323. 
8709, 9468. .9548, 9468. 
9669, 9656. .9766, 9668. 



Seq. ID OJ990917_16.9B08.C16 
Strand 

End 9983 

Method TBLASTX : Wheat 

End 97 67 

Score 75 

.8376, 8582. .8716, 8599. .8718, 
.9527, 9469. .9549, 9470. .9550, 
.9766, 9678. .9767 



16581 




Seq. No. 


16010 








Seq. ID 


OJ990917 


_16.9B08.C16 


Gene No. 


33838 








Strand 






Start 


8307 








End 


9983 




Name 


OJ990917_16 


.9B08. 


C16.o4 


. tm 


Method 


T BLAST X : 


Maize 


Start 


8316 








End 


9983 




GI 


none 








Score 


64 




Exons 


8316. .8378, 


8317. 


.8379, 


8323. 


.8373, 8424. .8459, 


8551. .8709, 




. 8582.. 8716, 


8592. 


.8717, 


8602. 


.8733, 9468. .9548, 


9468. .9527, 




9469. .9549, 


9470. 


.9550, 


9656. 


.9796, 9667.. 9807, 


9672. .9797, 




9897. .9983, 


9908. 


.9982 










Seq. No. 


16010 








Seq. ID 


OJ990917 


_16.9B08.C16 


Gene No. 


33838 








Strand 






Start 


8307 








End 


9983 




Name 


OJ990917 16, 


.9B08. 


C16.o2 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


8317 








End 


9982 




GI 


none 








Score 


80 




Exons 


8317. .8379, 


8582. 


.8716, 


8602. 


.8709, 9469. .9549, 


9481. . 9546, 




9656. .9790, 


9672. 


.9797, 


9675. 


.9806, 9897.. 9974, 


9905. .9982 


Seq. No. 


16010 








Seq. ID 


OJ990917 


_16.9B08.C16 


Gene No. 


33838 








Strand 






Start 


8307 








End 


9983 




Name 


OJ990917 16. 


. 9B08. 


C16.o4 , 


. tc 


Method 


TBLASTX: 


Cress 


Start 


8323 








End 


8716 




GI 


none 








Score 


75 




Exons 


8323. .8379, 


8581. 


.8709, 


8582. 


.8716 






Seq. No. 


16010 








Seq. ID 


OJ990917 


_16.9B08.C16 


Gene No. 


33838 








Strand 






Start 


8307 








End 


9983 




Name 


OJ990917 16. 


.9B08. 


C16.o2, 


. tc 


Method 


TBLASTX: 


Cress 


Start 


9488 








End 


9983 




GI 


none 








Score 


61 




Exons 


9488. .9550, 


9511. 


.9549, 


9656. 


.9796, 9672. .9794, 


9897. .9983, 




9908. . 9973 














Seq. No. 


16011 








Seq. ID 


OJ990917 


_16.9B08.C17 


Gene No. 


33839 








Strand 






Start 


2087 








End 


2658 




Name 


OJ990917 16. 


. 9B08. 


C17.ol. 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2087 








End 


2658 




GI 


none 








Score 


120 




Exons 


2087. .2218, 


2088. 


.2126, 


2234. 


.2416, 2234. .2389, 


2236. .2415, 




2506. .2658, 


2519. 


.2638 










Seq. No. 


16012 








Seq. ID 


OJ990917 


_16.9B08.C18 


Gene No. 


33840 








Strand 


+ 




Start 


1060 








End 


7320 




Name 


OJ990917 16. 


. 9B08 . 


C18.ol. 


,gs 


Method 


GENSCAN 




Start 


1060 








End 


7320 




GI 


none 








Score 


.61 




Exons 


1060. .1210, 


2005. 


.2029, 


3626. 


.3697, 3793.. 3885, 


4250. .4400, 




4558. .4934, 


5100. 


.5224, 


5292. 


.5606, 5882.. 6435, 


6559. .6704, 




6803. .7320 














Seq. No. 


16012 








Seq. ID 


OJ990917 


_16.9B08.C18 



16582 



Gene No. 


33840 




Strand 


+ 


Start 


1060 




End 


7320 


Name 


OJ990917 16 


.9B08.C18.ol 


. np Method 


AAT/NAP 


Start 


1765 




End 


5087 


GI 


6721512 




Score 


73 


Exons 


1765. . 1792, 


3355 . . 3467, 


5062. .5087 




GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


16012 




Seq. ID 


OJ990917 


Gene No. 


33840 




Strand 


+ 


Start 


1060 




End 


7320 


Name 


OJ990917 16 


.9B08.C18.o2 


. np Method 


AAT/NAP 


Start 


4301 




End 


5935 


GI 


6721558 




Score 


269 


Exons 


4301. .4400, 


5100. .5224, 


5736. .5935 




GI Descrip. 


(AP001073) 


hypothetical 


protein [Oryza 


sativa] 




gil 68150831 


dbj | BAA90369 


.11 (AP001081) 


hypotheti 



[Oryza sativa] 

Seq. No. 16012 
Gene No. 33840 
Start 1060 

Name OJ990917_16 . 9B08 . C18 . o3 . np 

Start 4825 
GI 6721561 ^. 

Exons 4825.. 4860, 

GI Descrip. (AP001073) EST 

predicted gene 

gil 6815086|dbj 

corresponds to 

protein [Oryza 



5258. .5477, 5548. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5-606, 



OJ990917_ 
+ 

7320 
AAT/NAP 
6436 
1080 
5674 . . 6436 



16.9B08.C18 



of the 



AU082058 (C12976) corresponds to a region 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C12976) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. No. 


16012 


Seq. ID 


OJ990917__ 


16.9B08 


.CI 


Gene No. 


33841 


Strand 


+ 






Start 


12605 


End 


15927 






Name 


OJ990917 16.9B08.C18.o6.np 


Method 


AAT/NAP 






Start 


12605 


End 


15927 






GI 


6721512 


Score 


79 






Exons 


12605. . 12625, 14 188 .. 14 311, 


14633. .14672, 15901. 


. 15927 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16012 


Seq. ID 


OJ990917_ 


16.9B08, 


.CI 


Gene No. 


33842 


Strand 


+ 






Start 


20372 


End 


24074 






Name 


OJ990917 16.9B08.C18.o3.gs 


Method 


GEN SCAN 






Start 


20372 


End 


24074 






GI 


none 


Score 


.46 






Exons 


20372. .20518, 23135 .. 23153, 


23240. .23407, 23550. 


.23725, 






.23766. .24074 










Seq. No. 


16012 


Seq. ID 


OJ990917_ 


16.9B08, 


.CI 


Gene No. 


33843 


Strand 


+ 






Start 


26003 


End 


26419 






Name 


OJ990917 16.9B08.C18.o4.gs 


Method 


GENSCAN 






Start 


26003 


End 


26419 






GI 


none 


Score 


.59 






Exons 


26003. .26419 











16583 






Seq. No. 


16012 


Seq. ID 


OJ990917_16.9B08 


.C18 




Gene No. 


33844 


Strand 








Start 


7938 


End 


15566 






Name 


OJ990917 16.9B08.C18.o2.gs 


Method 


GENSCAN 






Start 


7938 


End 


.15079 






GI 


none 


. Score 


.64 






Exons 


7938.. 8351, 8382. .8692, 8797 


..9576, 9634. .10019, 10218. 


.110 






11186. .12685, 12730. . 13277, 


134 66. . 1424 8, 14 597. .14758, 








15055. .15079 










Seq. No. 


16012 


Seq. ID 


OJ990917_16.9B08 


.C18 




Gene No. 


33844 


Strand 








Start 


7938 


End 


15566 






Name 


OJ990917 16.9B08.C18.o4.np 


Method 


AAT/NAP 






Start 


7941 


End 


11008 






GI 


5902445 


Score 


2986 






Exons 


7941. .9133, 9173. .11008 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


16012 


Seq. ID 


OJ990917_16.9B08 


.C18 




Gene No. 


33844 


Strand 








Start 


7938 


End 


15566 




Q 


Name 


OJ990917 16.9B08.C18.o5.np 


Method . 


AAT/NAP 






Start 


11075 


End 


15566 




ri 


GI 


5902444 


" "Score" 4 


1056 




i'i : 
| Li 


Exons 


11075. .12737, 13074. .13308, 


15472. . 15566 




=? 


GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Li 


Seq. No. 


16012 


Seq. ID 


OJ990917_16.9B08 


.C18 


h If 


Gene No. 


33844 


Strand 








Start 


7938 


End 


15566 






Name 


OJ990917 16.9B08.C18.ol.gp 


Method 


AAT/GAP 






Start 


15342 


End 


15430 




j 


GI 


LIB34 77-003-P1-K1-E9 


Score 


131 




Sj 


Exons 


15342. .15430 










GI Descrip. 


'2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 


. =: 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 


:-=; 




sativa] ' 










Seq. No. 


16012 


Seq. ID 


OJ990917_16.9B08 


.C18 




Gene No. 


33845 


Strand 








Start 


20422 


End 


20476 






Name 


OJ990917 16. 9B08.C18.ol. tw 


Method 


TBLASTX: Wheat 






Start 


4605 


End 


11063 






GI 


none 


Score 


345 






Exons 


4605. .4700, 10607. .11062, 10608. .11063 








Seq. No. 


16012 


Seq. ID 


OJ990917_16. 9B08 


.C18 




Gene No. 


33845 


Strand 








Start 


20422 


End 


20476 






Name 


OJ990917 16. 9B08.C18.o3.tw 


Method 


TBLASTX: Wheat 






Start 


7950 


End 


8558 






GI 


none 


Score 


60 






Exons 


7950. .8081, 7951. .8076, 8106 


..8558, 8302. .8376, 8448. .8! 


543 




Seq. No. 


16012 


Seq. ID 


OJ990917_16.9B08 


.C18 



16584 




Gene No. 


33845 








Strand 






Start 


20422 








End 


20476 




Name 


OJ990917 16, 


. 9B08 


.C18.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


8073 








End 


8336 




GI 


none 








Score 


187 




Exons 


8073. .8336 














Seq. No. 


16012 








Seq. ID 


OJ990917_16.9B08 


.C18 


Gene No. 


33845 








Strand 






Start 


20422 








End 


20476 




Name 


OJ990917 16. 


9B08 


.C18 ,o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


8696 








End 


9013 




GI 


none 








Score 


156 




Exons 


8696. . 9013, 


8715 


. . 9005 










Seq. No. 


16012 








Seq. ID 


OJ990917_16. 9B08 


.C18 


Gene No. 


33845 








Strand 






Start 


20422 








End 


20476 




Name 


OJ990917 16. 


9B08 


.C18.o2 


. tm 


Method 


TBLASTX : Maize 




Start 


8708 








End 


9016 




GI 


none 








Score 


162 




Exons 


8708. . 9016, 


8721 


. .8996 










Seq. No. 


16012 








Seq. ID 


OJ990917_16. 9B08, 


.C18 


Gene No. 


33845 








Strand 






Start 


20422 








End 


20476 




Name 


OJ990917 16. 


9B08 


.C18 .08 . 


. tw 


Method 


TBLASTX : Wheat 




Start 


9218 








End 


9475 




GI 


none 








Score 


181 




Exons 


9218. .9475 














Seq. No. 


16012 








Seq. ID 


OJ990917_16.9B08, 


.C18 


Gene No. 


33845 








Strand 






Start 


20422 








End 


20476 




Name 


OJ990917 16. 


9B08. 


.CI8.06. 


. tw 


Method 


TBLASTX: Wheat 




Start 


9515 








End 


9923 




GI 


none 








Score 


36 




Exons 


9515. . 9688, 


9518 , 


. .9580, 


9696. 


.9923, 9698.. 9922 




Seq. No. 


16012 








Seq. ID 


OJ990917_16. 9B08. 


■ C18 


Gene No. 


33845 








Strand 






Start 


20422 








End 


20476 




Name 


OJ990917 16. 


9B08. 


.CI8.0I. 


,ts 


Method 


TBLASTX: Soybean 




Start 


10013 








End 


10414 




GI 


none 








Score 


88 




Exons 


10013. . 10414 


, 10254.. 10412 








Seq. No. 


16012 








Seq. ID 


OJ990917_16.9B08. 


C18 


Gene No. 


33845 








Strand 






Start 


20422 








End 


20476 




Name 


OJ990917 16. 


9B08. 


,C18.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


10068 








End 


10492 




GI 


none 








Score 


298 




Exons 


10068. .10487 


, 10070.. 10492 








Seq. No. 


16012 








Seq. ID 


OJ990917_16.9B08. 


C18 


Gene No. 


33845 








Strand 







16585 



Start 
Name 
Start 
GI 

Exons 



20422 End 

OJ990917_16 . 9B08 .C18 . o3 . tm Method 

10166 End 

none Score 
10166. .10549, 10167.. 10514 



20476 

TBLASTX: Maize 

10549 

183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16012 
33845 
20422 

OJ990917_16 . 9B08 . C18 . ol . tm 
10577 
none 

10577. .10933, 10605 .. 1087 1, 10631.. 10879 



Seq. ID OJ990917_16.9B08.C18? 
- - Strand 

20476 

TBLASTX: Maize 
10933 
208 



End 

Method 

End 

Score 



16012 
33845 
20422 

OJ990917_16.9B08 .C18.o2.ts 

10658 

none 

10658. . 10792, 10799. .11023 



Seq. ID OJ990917_16.9B08.C18 
Strand 

End • . 20476 

Method TBLASTX : Soybean 

End , 11023 

Score 100 



Seq. No. 16012 

Gene No. 33845 

Start 20422 

Name OJ990917_16.9B08.C18, 

Start 11255 

GI none 

Exons 11255. . 11491, 11265.. 
11601. . 11702 



o4 . tw 



Seq. ID OJ990917_16.9B08.Cie 
Strand 

End . 20476 

Method TBLASTX: Wheat 

End 11710" 

Score 40 



11330, 11373. .11489, 11528 11710, 



Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16012 
33845 
20422 

OJ990917_16 . 9B08 . C18 . o7 . tw 
12293 
none 

12293. .12691, 12384 .. 12566, 12639.. 12677 



Seq. ID OJ990917_16.9B08.C18 
Strand 

20476 

TBLASTX: Wheat 
12691 
72 



End 

Method 

End 

Score 



16012 
33845 
20422 

OJ990917_16 . 9B08 . C18 . o5 . tm 

12455 

none 

12455. .12694 



Seq. ID OJ990917_16.9B08.C18 
Strand 

End 20476 

Method TBLASTX : Mai ze 

End 12694 

Score 186 



Seq. No. 16012 

Gene No. 33845 

Start 20422 

Name OJ990917_16 . 9B08 . C18 . o2 . gp 

Start 20422 

GI none 

Exons 20422. .20476 . 



Seq. ID OJ990917_16.9B08.C18 
Strand - - 

20476 
AAT/GAP 
20476 



End 

Method 
End 
Score 



70 



Seq. No. 
Gene No. 



16013 
33846 



Seq. ID OJ990917__16.9B08.C19 
Strand + 



16586 



Start 
Name 
Start 
GI 

Exons 



# 



1077 End 

OJ990917_16 . 9B08 . C19 . ol . tm Method 

1074 End 

none Score 



5627 

TBLASTX: Maize 

5399 

66 



1074. .1175, 1138. .1239, 1218. .1334, 1219. .1341, 1435. .1542, 
1435;. 1470, 1437. .1565, 1530. .1829, 1540. .1848, 5309. .5395, 
5313. .5396, 5331. .5399, 5345. .5398 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16013 Seq. ID 

33846 Strand 

1077 End 

OJ990917_1 6 . 9B08 . CI 9 . ol . gp Method 

1077 End 

29047_1.R1084 Score 
1077. .1341, 1438. .1604 

' 2764574 /emb ! CAA04 4 68 | 3.0e-22 (AJ001009) pore protein of 24 kD 
(OEP24) [Pisum sativum] 1 



OJ990917_16.9B08.C19 
+ 

5627 
AAT/GAP 
1604 
780 



16013 Seq. ID 

3384 6 Strand 

1077 End 

OJ990917_16. 9B08 .C19.ol .ts Method 

1129 End 

none Score 
1129. .1176, 1134. .1175, 1219. 
1546. .1650, 1633. .1749 

16013 Seq. ID 

33846 Strand 

1077 End 

OJ990917__16.9B08 .C19.ol .np Method 

1138 End 

2764574 Score 
1138. .1341, 1438. .1896 

(AJ001009) pore protein of 24 kD (OEP24) [Pisum sativum] 



OJ990917_16.9B08.C19 
+ 

5627 

TBLASTX: Soybean 
1749 
51 

1323, 1233. .1322, 1435. .1509, 



OJ990917_16.9B08.C19 
+ 

5627 
AAT/NAP 
1896 
384 



16013 - Seq. ID 

3384 6 Strand 

1077 End 

OJ990917_16. 9B08.C19.o2.gp Method 

1681 End 

40498_1.R1084 Score 
1681. .1827, 5319. .5627 

' 27 64574 /emb | CAA04 4 68 | 1.0e-15 (AJ001009) pore protein of 24 kD 
(OEP24) [Pisum sativum] ' 



OJ990917_16.9B08.C19 
+ 

5627 
AAT/GAP 
5627 
848 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16014 
33847 
306 

OJ990917_16. 9B08 .C20.ol.np 
306 

113172 

306. .455, 1427. .1549, 2049. 



OJ990917_16. 9B08 .C20 
+ 

2^64 

AAT/NAP 

2174 



Seq. ID 
Strand 
End 

Method 
End 

Score 288 
.2174 

ACYL CARRIER PROTEIN III PRECURSOR (ACP III) 

gi I 100561 |pir | | S17928 acyl carrier protein 3 - barley gi 1166971 
(M58754) acyl carrier protein III [Hordeum vulgare] 



16587 



Seq. No. 


16014 


Seq. ID 


OJ990917_16.9B08 


.C20 


Gene No. 


33847 


Strand 


+ 




Start 


306 


End 


2264 




Name 


OJ990917 16.9B08.C20.ol.gs 


Method 


GENSCAN 




Start 


386 


End 


2177 




GI 


none 


Score 


. 93 




Exons 


.386. .455, 1427.. 1549, 2049. .2177 






Seq. No. 


16014 


Seq. ID 


OJ990917 16.9B08 


.C20 


Gene No. 


33847 


Strand 


+ 




Start 


306 


End 


2264 




Name 


OJ990917 16.9B08.C20.ol.gp 


Method 


AAT/GAP 




Start 


1426 


End 


2264 




GI 


LIB3433-050-P1-K1-A8 


Score 


606 




Exons 


1426. .1549, 2049. .2264 








GI Descrip. 


l 113172/sp|P15543|ACP3 HORVU 


1.0e-30 ACYL CARRIER PROTEIN III 




PRECURSOR (ACP III) >gi_100561_pir S17928'acyl carrier 


protein 




3 - barley >gi 166971 (M58754) acyl carrier protein III 


[Hordeum 




vulgare] 1 








Seq. No. 


16015 


Seq. ID 


OJ990917_16. 9B08 


.C21 


Gene No. 


33848 


Strand 






Start 


23 


End 


624 




Name 


OJ990917 16.9B08.C21.ol.gs 


Method 


GENSCAN 




Start 


23 


End 


575 




GI 


none 


Score 


. 92 




Exons 


23. .153, 292. '.575 








Seq. No. 


16015 


Seq. ID 


OJ990917_16.9B08 


.C21 


Gene No. 


33848 


Strand 






Start 


23 


End 


624 




Name 


OJ990917 16. 9B08 .C21 .ol. tw 


Method 


TBLASTX: Wheat 




Start 


109 


End 


586 




GI 


none 


Score 


206 




Exons 


109. .174, 290. .343, 291. .578, 


292. .579, 


292. .585, 365.. 


586, 




414. .497 . 








Seq. No. 


16015 


Seq. ID 


OJ990917_16.9B08 


.C21 


Gene No. 


33848 


Strand 






Start 


23 


End 


624 




Name 


OJ990917 16.9B08.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


289 


End 


624 




GI 


none 


Score 


187 




Exons 


289. .528, 290. .529, 292. .528, 


536. .622, 


550. .624, 565.. 


624 


Seq. No. 


16016 


Seq. ID 


OJ990917_10. 9B08 


.CI 


Gene No. 


33849 


Strand 






Start 


82 


End 


1237 




Name 


OJ990917 10.9B08.Cl.ol.gs 


■ ■ t Method 


GENSCAN 




Start 


82 


End 


1237 




GI 


none 


Score 


.72 




Exons 


82. .471, 563. .630, 704. .813, 


1014. .1237 




Seq. No. 


16017 


Seq. ID 


OJ990917JL0. 9B08 


.C2 


Gene No. 


33850 


Strand 






Start 


590 


End 


807 




Name 


OJ990917 10.9B08.C2.ol.gs 


Method 


GENSCAN 





16588 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. ' 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



590 
none 

590. .682, 760. .807 



End 
Score 



807 
.99 



16018 
33851 
.6 

OJ990917_10. 9B08.C3.ol.np 
6 

806299 

6. .206, 282. .596, 688. .1160 
(M25427) unknown protein [Zea mays] 



Seq. ID OJ990917_10.9B08.C3 
Strand 

End 1160 

Method AAT/NAP 

End 1160 

Score 528 



End 

Method 

End 

Score 



16018 
33851 
6 

OJ990917_10 . 9B08 . C3 . ol . gs 
71 

none 

71. .206, 282. .485, 688. .882 

16018 
33851 
6 

OJ990917_10. 9B08.C3.ol. tw 
503 
none 

503. .598, 687. .1025, 688. .828, 922. .996 



Seq. ID OJ990917_10.9B08.C3 
Strand 

1160 
GENSCAN 
882 
.51 



Seq. ID OJ990917_10.9B08.C3 
Strand 

1160 

TBLASTX: Wheat 
1025 
62 . 



End 

Method 

End 

Score 



Seq. ID OJ990917_10. 9B08.C3 
Strand 

1160 

TBLASTX: Maize 
1130 
118 



End 

Method 

End 

Score 



16018 
33851 
6 

OJ990917_10. 9B08.C3.ol. tm 
663 
none 

663. .1130, 679. .816, 874. .957 

16018 
33851 
6 

OJ990917_10. 9B08.C3.ol.ts 
693 
none 

693. .938, 697. .831, 725. .946, 927. .992, 927. .1091 



Seq. ID OJ990917_10. 9B08.C3 
Strand 

1160 

TBLASTX : Soybean 
1091 
117 



End 

Method 

End 

Score 



16019 
33852 
5580 

OJ990917JL0 . 9B08 . £4 . o2 . gs 

5580 

none 



Seq. ID OJ990917_10.'9B08 .C4 

Strand + 

End 6227 

Method GENSCAN 

End 6227 

Score .53 



5580. .5688, 5836. .6016, 6053. .6227 



16019 
33853 
6553 

OJ990917_10 . 9B08 . C4 . o3 . gs 



Seq. ID OJ990917__10.9B08.C4 

Strand + 

End 6936 

Method GENSCAN 



16589 




Start 


6553 


End 


6936 








GI 


none 


Score 


.44 








Exons 


6553.. 6691, 6902.. 6936 












Seq. No. 


16019 


Seq. ID 


OJ990917 


_10 


.9B08 


.C4 


Gene No. 


33854 


Strand 


+ 








btart 




End 


25503 








Name 


OJ990917 10;9B08.C4.o7.gs 


Method 


GENSCAN 








Start 


21402 


End 


25503 








GI 


none 


Score 


.68 








Exons 


21402. .21418, 21430. .21824, 


21839. .21997, 22054 


. .22129, 






24892. .25097, 25127.. 25503 












Seq. No. 


16019 


Seq. ID 


OJ990917 


10 


. 9B08 


. C4 


Gene No. 


33855 


Strand 










OLaX L 


i 


End 


1406 








Name 


OJ990917 10.9B08.C4.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1406 








GI 


6069576 


Score 


818 








Exons 


1. .1406 












GI Descrip. 


(AB022082) transposon-like 


ORF [Brassica rapa] 








Seq. No. 


16019 


Seq. ID 


OJ990917_ 


_ 10 < 


. 9B08 


.C4 


Gene No. 


33o56 


Strand 










Start 


14788' 


End 


2.0267 








Name 


OJ990917 10.9B08.C4.o5.gs 


Method 


GENSCAN 








Start 


14788 


End 


19218 








GI 


none 


Score 


.99 








Exons 


14788. .19006, .19106 .. 19218 












Seq. No. 


16019 


Seq. ID 


OJ990917_ 


_10. 


. 9B08, 


.C4 


Gene No. 


33856 


Strand 










C +" -5 v+- 

jLdl L 


14788 


End 


20267 








Name 


OJ990917 10. 9B08 .C4 .o2.np 


Method 


AAT/NAP 








Start 


14791 


End 


19831 








GI 


4680179 


Score 


5625 








Exons 


14 7 91. .19154, 19715. .19831 












GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


16019 


Seq. ID 


OJ990917_ 


_10. 


9B08. 


,C4 


Gene No . 


33856 


Strand 










Start 


14788 


End 


20267 








Name 


OJ990917 10.9B08.C4.o6.gs 


Method 


GENSCAN 








Start 


19503 


End 


20204 








GI 


none 


Score 


.99 








Exons 


19503.. 20204 












Seq. No. 


16019 


Seq. ID 


OJ990917_ 


10. 


9B08. 


C4 


Gene No. 


33856-, 


Strand 












14788 


End 


20267 








Name 


OJ990917 10. 9B08.C4 .o3.np 


Method 


AAT/NAP 








Start 


19506 


End 


20267 








GI 


4512229 


Score 


1196 








Exons 


19506. .20267 












GI Descrip. 


(AB014740) ORF0 protein [Oryza sativa] 










Seq. No. 


16019 


Seq. ID 


OJ990917_ 


10. 


9B08. 


C4 



16590 



Gene No. 33857 Strand 

Start 21288 End 

Name OJ990917_10 . 9B08 . C4 . o5 . tm Method 

Start 54 End 

GI none Score 

Exons 54.. 482, 105.. 317, 118.. 483 



23157 

TBLASTX: Maize 

483 

101 



Seq. No. 16019 

Gene No. 33857 

Start 21288 

Name OJ990917_10 . 9B08 . C4 . ol . tc 

Start 324 

GI none 

Exons 324.. 551, 558.. 650 



Seq. ID OJ990917_10.9B08.C4 
Strand 

End 23157 

Method TBLASTX : Cress 

End 650 

Score 72 



Seq. No. 16019 

Gene No. 33857 

Start 21288 

Name OJ990917_10 . 9B08 . C4 . o9 . tw 

Start 420 

GI none 

Exons 420.. 536, 558.. 659, 666.. 935 



Seq. ID OJ990917_10. 9B08 ,C4 
Strand 

End 23157 

Method TBLASTX : Wheat 

End 935 

Score 136 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16019 
33857 
21288 

OJ990917_10. 9B08 .C4 .oS.tw 

14839 

none 



Seq. ID OJ990917_10. 9B08.C4 
Strand 

End 23157 

Method TBLASTX : Wheat 

End 15169 

Score 54 



14839. .15168, 15029. . 15076, 15052 .. 15165, 15095.. 15169 



16019 
33857 
21288 

OJ990917_10 . 9B08 . C4 . ol . tm 

15031 

none 



Seq. ID OJ990917_10.9B08.C4 
Strand 

End 23157 

Method TBLASTX : Mai ze 

End 15615 

Score 162 



15031. .15456, 15155. .15457, 154 52 15607 , 15454 .. 15615 , 
15461. .15607, 15463.. 15609 



Seq. No. 16019 

Gene No. 33857 

Start 21288 

Name OJ990917_10 . 9B08 . C4 . ol . tw 

Start 15169 

GI none 
Exons 



Seq. ID OJ990917_10.9B08.C4 
Strand 

End 23157 

Method TBLASTX : Wheat 

End 15795 

Score 51 



15169. . 15795, 15170 .. 15238 , 15175 15420, 15189 .. 15596, 
15281. .15793 



Seq. No. 16019 

Gene No. 33857 

Start 21288 

Name OJ990917_10 . 9B08 . C4 . o3 . tm 

Start 15664 

GI none 

Exons 15664 15954, 15668.. 15955 



Seq. ID OJ990917_10.3B08.C4 
Strand 

End 23157 

Method TBLASTX: Maize 

End 15955 

Score 277 



16591 




Seq. No. 16019 

Gene No. 33857 

Start 21288 

Name OJ990917_10 . 9B08 . C4 . o2 . ts 

Start 15754 

GI none 

Exons 15754. .16014, 15755.. 16012 

Seq. No. 16019 

Gene No. 33857 

Start 21288 

Name OJ990917_10 . 9B08 . C4 . o2 . tw 

Start 15802 

GI none 

Exons 15802. . 16338, 15803.. 16336 

Seq. No. 16019 

Gene No. 33857 

Start 21288 

Name OJ990917_10 . 9B08 . C4 . o2 . tm 

Start 16369 

GI none 

Exons 16369. . 16722, 1637 6 .. 16408 , 

Seq. No. 16019 

Gene No. 33857 

Start 21288 

Name OJ990917_10 . 9B08 . C4 . o3 . tw 

Start 16411 

GI none 

Exons 16411. .16824, 1642 6 .. 16800 , 

Seq. No. 16019 

Gene No. 33857 

Start 21288 

Name OJ990917_10 . 9B08 -C4.o3.ts 

Start 16540 

GI none 

Exons 16540. . 16788 

Seq. No. 16019 

Gene No. 33857 

Start 21288 

Name OJ990917_10 . 9B08 . C4 . 06 . tm 

Start 16724 

GI none 

Exons 16724 .. 17008, 16729.. 17061 

Seq. No. 16019 

Gene No. 33857 

Start 21288 

Name OJ990917_10 . 9B08 . C4 . ol . ts 

Start 16810 

GI none 

Exons 16810. .17061, 1 6820 .. 17050 , 
17025. .17168, 17089. .17169, 
17173. . 17205 




Seq. ID OJ990917_10.9B08.C4 
Strand 

End 23157 

Method TBLASTX : Soybean 

End 16014 

Score 178 

Seq. ID OJ990917_10.9B08.C4 
Strand 

End 23157 

Method TBLASTX : Wheat 

End 16338 

Score 341 

Seq. ID OJ990917__10.9B08.C4 
Strand 

End 23157 

Method TBLASTX : Maize 

End 16722 

Score 4 9 
16384. .16716, 16454. .16717 

Seq. ID OJ990917__10.9B08.C4 
Strand 

End 23157 

Method TBLASTX : Wheat 

End 16825 

Score 259 
16454. .16825 

Seq. ID OJ990917JL0. 9B08 .C4 
Strand 

End 23157 

Method TBLASTX : Soybean 

End 16788 

Score 211 

Seq. ID OJ990917_10. 9B08 .C4 
Strand 

End 23157 

Method TBLASTX : Mai ze 

End 17061 

Score 152 

Seq. ID OJ990917_10.9B08.C4 
Strand 

End 23157 

Method TBLASTX : Soybean 

End 17205 

Score 167 



168 67 .. 17064, 17024 . . 17 1 67 , 
17116. .17169, 17173. .17205, 



16592 



Seq. No. 


16019 






Gene No. 


33857 






Start 


21288 






Name 


OJ990917 10.9B08.C4 


. o7 . tw 


Start 


16828 






GI 


none 






Exons 


16828. 


.17058, 16838 


. .17050, 


Seq. No. 


16019 






Gene No. 


33857 






Start 


21288 






Name 


OJ990917 10.9B08.C4 


. o4 . tm 


Start 


17116 






GI 


none 






Exons 


17116. 


.17559, 17125 


. .17487, 


Seq. No. 


16019 






Gene No. 


33857 






Start 


21288 






Name 


OJ990917 10.9B08.C4 


. o4 . tw 


Start 


17146 






GI 


none 






Exons 


17146. 


.17628, 17188, 


. .17517, 


Seq. No. 


16019 






Gene No. 


33857 






Start 


21288 






Name 


OJ990917 10.9B08;C4. 


. o4 . ts 


Start 


17278 






GI 


none 






Exons 


17278. 


.17592 




Seq. No. 


16019 






Gene No. 


33857 






Start 


21288 






Name 


OJ990917 10.9B08.C4. 


. 08 . tw 


Start 


17767 






GI 


none 






Exons 


17767. 


.18114, 17804. 


, .17938 


Seq. No. 


16019 






Gene No. 


33857 






Start 


21288 






Name 


OJ990917 10.9B08.C4. 


,06. tw 


Start 


18469 






GI 


none 






Exons 


18469. 


.18813, 18618. 


.18710, 


Seq. No. 


16019 






Gene No. 


33857 






Start 


21288 






Name 


OJ990917 10.9B08.C4. 


o7 . tm 


Start 


18514 






GI 


none 






Exons 


18514 . 


.18813, 18518. 


. 18595, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_10. 9B08.C4 
23157 

TBLASTX: Wheat 

17066 

233 



16854. .17066 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_10. 9B08.C4 
23157 

TBLASTX: Maize 

17563 

123 



17381. . 17563 



Seq. ID 

Strand 

End 

Method 
End 

Score - 



OJ990917_10.9B08-.C4 
23157 

TBLASTX: Wheat 

17632 

213 



17339. . 17632 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

.Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_10. 9B08.C4 
23157 

TBLASTX: Soybean 

17592 

196 



OJ990917_10. 9B08.C4 
23157 

TBLASTX: Wheat 

18114 

60 



OJ990917_10. 9B08.C4 
23157 

TBLASTX: Wheat 

18814 

55 



18683. .18814 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_10.9B08.C4 
23157 

TBLASTX: Maize 

18813 

43 



18683. . 18787 



16593 



Seq. No. 16019 Seq. ID 

Gene No. 33857 Strand 

Start 21288 End 

Name OJ990917_10 . 9B08 . C4 . olO . tw Method 

Start 18865 End 

GI none Score 

Exons 18865. . 19047, 18866.. 19045 



OJ990917_10.9B08.C4 
23157 

TBLASTX: Wheat 

19047 

127 





Seq. No. 


16019 




Seq. ID 


OJ990917_10.9B08 


.C4 




Gene No. 


33857 




Strand 








Start 


21288 




End 


23157 






Name 


OJ990917 10.9B08.C4 


. o4 . np 


Method 


AAT/NAP 






Start 


21288 




End 


23157 






GI 


5917664 




Score 


104 






Exons 


21288. .21902, 22048 


. .22190, 


22955.. 23157 






GI Descrip. 


(AF159296) extensin 


-like protein [Lycopersicon esculentum] 




Seq. No. 


16020 




Seq. ID 


OJ990917_10. 9B08 


. C5 




Gene No. 


33858 




Strand 








Start 


4387 




End 


5863 






Name 


OJ990917 10.9B08.C5 


. ol . gs 


Method 


GENSCAN 






Start 


4387 




End 


5863 






GI 


none 




Score 


. 96 






Exons 


4387. .4953, 5124. .5308, 5830 


. .5863 






XV 


Seq. No. 


16020 




Seq. ID 


OJ990917_10. 9B08 


. C5 


Ul 


Gene No. • 


33859 




Strand 








Start 


16925 




End 


20605 




rt 


Name 


OJ990917 10.9B08.C5 


.ol.np 


Method 


AAT/NAP 




i r 


Start 


16925 




End 


20592 






GI 


4234852 




Score 


4109 






Exons 


16925. .20592 










m 


GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 




L"l 


Seq. No. 


16020 




Seq. ID 


OJ990917_10. 9B08 


.C5 


M 


Gene No. 


33859 




Strand 






L J. 


Start 


16925 




End 


20605 






Name 


OJ990917 10.9B08.C5 


. o5 . tm 


Method 


TBLASTX : Maize 




'is? 


Start 


16964 




End 


17422 ...„ 




! : 

•3 =r 


GI 


none 




Score 


55 




Q 


Exons 


16964. .17155, 17204 


. .17380, 


17363. .17422 






Seq. No. 


16020 




Seq. ID 


OJ990917_10. 9B08 


C5 




Gene No. 


33859 




Strand 








Start 


16925 




End 


20605 






Name 


OJ990917 10.9B08.C5 


. o3 . tw 


Method 


TBLASTX: Wheat 






Start 


16976 




End 


17375 






GI 


none 




Score 


103 






Exons 


16976. .17371, 17142 


. .17375 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16020 

33859 

16925 

OJ990917 

16979 

none 



10.9B08.C5.o4.ts 



Seq. ID OJ990917_10. 9B08 .C5 
Strand 
End 

Method 
End 
Score 



20605 

TBLASTX: Soybean 

17545 

125 



16979. . 17170, 17159. .17350, 17363. .17545 



16594 



Seq. No. 16020 

Gene No. 33859 

Start 16925 

Name OJ990917_10 . 9B08 .C5.ol.tm 

Start 17435 
GI : ' - none 
Exons 



Seq. ID OJ990917_10.9B08.C5 
Strand 
End 

Method 
End 
Score 



20605 

TBLASTX: Maize 

17866 

112 



17435. .17731, 17436 .. 17591, 17705. .17866 



Seq. No. 16020 

Gene No. 33859 

Start 16925 

Name OJ990917_10 . 9B08 .C5.ol.tw 

Start 17531 

GI none 

Exons 17531. .17980, 17535 17981, 
17966. .18310 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_10.9B08.C5 
20605 

TBLASTX: Wheat 

18311 

155 



17 957. .18310, 17964. .18311, 





Seq. No. 


16020 




Seq. ID 


OJ990917_10,9B08 


.C5 




Gene No. 


33859 




Strand 








Start 


16925 




End 


20605 






Name 


OJ990917 10.9B08.C5. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


17867 




End 


18310 




□ 


GI 


none 




Score 


139 






Exons 


17867. .17968, 18002. 


.18310, 


18003. .18293 




m 


Seq. No. 


16020 




Seq. ID 


OJ990917_10.9B08 


C5 


rii 


Gene No. 


33859 




Strand 








Start 


16925 




End 


20605 




• . i 
v 


Name 


OJ990917 10.9B08.C5. 


ol.ts 


Method 


TBLASTX: Soybean 




. 3 fc 


Start 


18002 




End 


18439 




"a sf 

ry 


GI 


5509260 




Score 


44 






Exons 


18002. .18439, 18003. 


. 18035, 


18078. .18350 




ii 

i" "t 


GI Descrip. 














Seq. No. 


16020 




Seq. ID 


OJ990917_10.9B08 


C5 




Gene .No. 


33859 




Strand 






i 

Q 


Start 


16925 




End 


20605 




.1 3t 


Name 


OJ990917 10.9B08.C5. 


ol.tc 


Method 


TBLASTX: Cress 




L J 


Start 


18092 




End 


18352 




:. = i 


GI 


none 




Score 


116 






Exons 


18092. .18352, 18114. 


.18350 









Seq. No. 16020 

Gene No. 33859 

Start 16925 

Name OJ990917_10 . 9B08 . C5 . o3 . ts 

Start 18950 

GI none 

Exons 18950. .19123, 19127 .. 19336, 19155.. 19334 



Seq. ID OJ990917 10.9B08.C5 



Strand 
End 

Method 

End 

Score 



20605 

TBLASTX : Soybean 
19336 
81 



Seq. No. 16020 Seq. ID 

Gene No. 33859 Strand 

Start 16925 End 

Name OJ990917_10 . 9B08 . C5 . o2 . tw Method 

Start 18953 End 

GI none Score 



OJ990917_10.9B08.C5 
20605 

TBLASTX: Wheat 

19615 

104 



16595 




Exons 18953. .19021, 19043 .. 19336, 19062 19313, 1937 6 .. 1 9615, 

19377. .19430 



Seq. No. 


16020 




Seq. ID 


OJ990917_10.9B08 


.C5 


Gene No. 


33859 




Strand 






Start 


16925 




End 


20605 




Name 


OJ990917 10.9B08.C5 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


18956 




End 


19336 




GI 


none 




Score 


123 




Exons 


i one r loioo 1 m t/' 

18956 .. 19123, 19136 


. . 19336 








Seq. No. 


16020 




Seq. ID 


OJ990917_10.9B08 


.C5 


Gene No. 


33859 




Strand 






Start 


16925 




End 


20605 




Name 


OJ990917 10.9B08.C5 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


19142 




End 


19600 




GI 


none 




Score 


80 




Exons 


19142 .. 19327, 19164 


. . 19325, 


19376. .19600 




Seq. No. 


16020 




Seq. ID 


OJ990917_10. 9B08 


.C5 


Gene No. 


33859 




Strand 






Start 


16925 




End 


20605 




Name 


OJ990917 10.9B08.C5 


o2. ts 


Method 


TBLASTX : "Soybean 




Start 


19391 




End 


19777 




GI 


none 




Score 


122 . 




Exons 


19391. .19111, 19560 


. 19766 








Seq. No. 


16020 




Seq. ID 


OJ990917_10. 9B08 


C5 


Gene No. 


33859 




Strand 






Start 


16925 




End 


20605 




Name 


OJ990917 10.9B08.C5 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


19634 




End 


20071 




GI 


none 




Score 


135 




Exons 


19634. .19804, 19799 


.20071 








Seq. No. 


• 16020 




Seq. ID 


OJ990917_10. 9B08 


C5 


Gene No. 


33859 




Strand 






Start 


16925 




End 


20605 




Name 


OJ990917 10.9B08.C5. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


19991 




End 


20605 




GI 


none 




Score 


50 




Exons 


19991. .20056, 20097. 


.20147, 


20252. .20383, 20271 .. 20312 , 






20393. .20605, 20424. 


. 20594 








Seq. No. 


16021 




Seq. ID 


OJ990917_10. 9B08. 


C6 


Gene No. 


33860 




Strand 


+ 




Start 


22929 




End 


23539 




Name 


OJ990917 10.9B08.C6. 


o2 . gp 


Method 


AAT/GAP 




Start 


22929 




End 


23539- 


-> 


GI 


none 




Score 


973 




Exons 


22929. .23539 










Seq. No. 


16021 




Seq. ID 


OJ990917_10.9B08. 


C6 


Gene No. 


33861 




Strand 






Start 


125 




End 


13779 




Name 


OJ990917 10.9B08.C6. 


ol .gs 


Method 


GENSCAN 




Start 


125 




End 


6799 





16596 



GI 

Exons 



none Score 
125.. 527, 624.. 1999, 2048.. 2674, 2756. 
4952.. 5705, 6728.. 6799 



.57 

.4645, 4816. .4901, 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



ul\ Seq. No. 

Gene No. 

;»fj Start 

:l r . Name 

Lt! Start 

H GI 
Uf Exons 

GI Descrip. 

! Is 

Seq. No. 

Gene No. 
Q Start 
Hjj Name 
U Start 

;!: Exons 



16021 Seq. ID 

33861 Strand 
125 End 
OJ990917_10 . 9B08 . C6 . ol . np Method 
128 End 
4680179 Score 

128. .3523, 3557. .4645 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990917_10.9B08.C6 

13779 
AAT/NAP 
4645 
5375 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917 10.9B08.C6 



16021 
33861 
125 

OJ990917_10.9B08.C6.ol.gp 
6596 

uC-osflcyp033a04bl 
6596. .6977 

' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



13779 
AAT/GAP 
6977 
683 



16021 Seq. ID 

33861 Strand 

125 End 

OJ990917_10. 9B08.C6.o2.np Method 

6717 End 

4234846 Score 



OJ990917_10.9B08.C6 

13779 
AAT/NAP 
9543 
204 



6717. .6738, 9056. .9340, 9383. .9543 
(AF082130) gag-pol polyprotein [Zea mays] 



16021 
33861 
125 

OJ990917_10. 9B08 .C6.o2.gs 

7410 

none 

7410. .7495, 7823. .7924, 7957. 
107 63. .11022, 13667. .1377 9 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_10. 9B08.C6 

13779 
GENSCAN 
13779 
.47 



.8083, 8088.. 8217, 9128.. 3551, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



16021 Seq. ID OJ990917_10 . 9B08 . C6 

33862 Strand 

24453 End 24916 

OJ990917_10. 9B08 .C6.o3.gp Method AAT/GAP 

24453 End 24916 * 

uC-osf Icypl54c02al Score 924 

24453. .24916 

, 5852170/emb|AL117265.1|OST17804 2.0e-10 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



16021 Seq. ID 

33863 Strand 

30810 End 

OJ990917_10. 9B08.C6.o6.gs ' Method 

30810 End 

none Score 



OJ990917_10. 9B08.C6 

31425 
GENSCAN 
31425 
.87 



16597 



Exons 



30810. .30959, 31357.. 31425 



Seq. No. 16021 Seq. ID 

Gene No. 33864 - Strand 

Start 35170 End 

Name OJ990917_10 . 9B08 . C6 . o7 . tw Method 

Star-t • 173 • End 

GI none Score 

Exons 173. .505, 194 . .502, 237.. 506 



OJ990917_10.9B08.C6 
35375 

TBLASTX: Wheat 

506 ■ 

132 



Seq. No. 16021 Seq. ID 

Gene No. 33864 Strand 

Start 35170 End 

Name OJ990917_10 . 9B08 . C6 . o2 . tm Method 

Start 353 End 

GI none Score 

Exons 353. .793, 369. .794, 791. .952, 798. .944 



OJ990917_10.9B08.C6 
35375 

TBLASTX: Maize 

952 

197 



Seq. No. 16021 Seq. ID 

Gene No. 33864 Strand 

Start 35170 End 

Name OJ990917_10 . 9B08 . C6 . ol . tw Method 

Start 506 End 

GI none Score 

Exons 506.. 1132, 509.. 631, 618.. 1076 



OJ990917_10.9B08.C6 
35375 

TBLASTX: Wheat 

1132 

54 



Seq. No. 16021—- Seq. ID : 

Gene No. 33864 Strand 

Start 35170 End 

Name OJ990917_10 . 9B08 . C6 . o5 . tm Method 

Start 1001 End 

GI none Score 

Exons 1001.. 1291, 1005.. 1292 



OJ990917_10.9B08.C6 
35375 

TBLASTX : Maize 

1292 

212 



Seq. No. 16021 Seq. ID 

Gene No. 33864 Strand 

Start 35170 ■ . End 

Name OJ990917_10 . 9B08 . C6 . o2 . ts Method 

Start 1090 End 

GI none Score 

Exons 1090.. 1272, 1091.. 1351, 1092.. 1346 



OJ990917_10.9B08.C6 
35375 

TBLASTX : Soybean 

1351 

150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16021 Seq. ID 

33864 Strand 

35170 End 

OJ990917_10 . 9B08 . C6 . ol . tc Method 

1115 End 

none - Score 

1115. .1258, 1116. .1256, 1259.. 143^ 

16021 Seq. ID 

33864 Strand 

35170 End 

OJ990917_10 . 9B08 . C6 . o2 . tw Method 

1139 End 

none Score 

1139. .1675, 1140. .1709 



OJ990917_10.9B08.C6 
35375 

TBLASTX: Cress 

1432 

85 



OJ990917_10.9B08.C6 
35375 

TBLASTX: Wheat 

1709 

347 



16598 





Seq. No. 


16021 








Seq. ID 


OJ990917_10.9B08 


.C6 




Gene No . 


33864 








Strand 








Start 


35170 








End 


35375 






Name 


OJ990917 10 


. 9B08 


C6.o3. 


tm 


Mpif- hr>H 


TRT.A9TX • Ma i 7P 

A O -Li.ii.k-> 1 /\ ■ I J CI -L £* C 






Start 


1697 ~ 








End 


2060 






GI 


none 








Score 


172 






Ex on *^ 


1697 205 9 


1709 . 


. 2059, 


1710 . 


. 2060 








Seq. No. 


16021 








Seq. ID 


OJ990917_JL0.9B08 


.C6 






33864 








Strand 








Start 


35170 








Fnd 


j j j / j 






Name 


OJ990917 10 


. 9B08 . 


C6 . o3 . 


tw 
u w 


l ie L11UU 


TRT.A^ITY *WhP3f 

1 DLiriu 1 /\ . Wilca L 






Start 


1709 _ 








End 


2131 
1 j i 






GI 


none 








Score 


362 






Kxnns 


1709 2131, 


1710 , 


* 2099 












Seq. No. 


16021 








Seq. ID 


OJ990917_10.9B08 


■ C6 




Gene No . 


33864 








Strand 








Start 


35170 








End 


35375 






Name 


OJ990917 10 


. 9B08 . 


C6 . o4 . 


ts 


Mpf hnH 

l JC L11UU 








Start 


1880 ~~ 








End 








GI 


none 








Score 


97 






F.xnns 


1880 2125 


1881 . 


. 2123 












Seq. No. 


16021 








Seq. ID 


OJ990917_10. 9B08 


.C6 


■* 


Gene No . 


33864 








Strand 








Start 


35170 








End 


35375 




n 


Name 


OJ990917 10 


. 9B08 . 


C6 . o4 . 


tm 


Method 


TBLASTX: Maize 






Start 


2096 ~ 








End 


2596 






GI 


none 








Score 


50 




! ! J 


Exons 


2096 2410. 


2139 . 


.2189, 


2217 . 


.2270, 2417.. 2596, 2469.. 2588 




Seq. No. 


16021 








Seq. ID 


OJ990917JL0.9B08 


C6 




Gene No . 


33864 








Strand 








Start 


35170 








End 


35375 




is e; 


Name 


OJ990917 10 


9B08 , 


C6 . o5 . 


t w 


Method 


TBLASTX: Wheat 






Start 


2132 ~~ 








End 


2434 




; v I! 


GI 


none - 








Score 


263 




g,f 


Exons 


2132 2434. 


2148 . 


.2432 










SS? 


Seq. No. 


16021 








Seq. ID 


. OJ990917_10. 9B08 


C6 




Gene No . 


33864 








Strand 








Start 


35170 








End 


35375 






Name 


OJ990917 10 


9B08 . 


C6 . ol . 


ts 


Method 


TBLASTX: Soybean 






Start 


2147 _ 








End 


2542 






GI 


none 








Score 


202 






Exon s 


2147 2506 


2148 . 


24 38 


24 69 . 


-.2504, 2510. .2542, 2511. .2540 




Seq. No. 


16021 




"} 




Seq. ID 


OJ990917_10.9B08. 


C6 




Gene No. 


33864 








Strand 








Start 


35170 








End 


35375 






Name 


OJ990917 10. 


9B08. 


C6.o4 . 


tw 


Method 


TBLASTX: Wheat 






Start 


2483 








End 


2969 






GI 


none 








Score 


293 






Exons 


2483. .2860, 


2526. 


.2969, 


2918. 


.2965 







16599 



; s tt* 
j j£ 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name - 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16021 
33864 
35170 

OJ990917_10. 

2664 

none 

2664. .2954, 

16021 
33864 
35170 

OJ990917_10. 

3065 

none 

3065. .3106, 

16021 ■ 

33864 

35170 

OJ990917_10. 

3185 

none 

3185. .3538 

16021 
33864 
35170 

OJ990917_10. 

3821 

none 

3821. .4171, 

16021 
33864 
35170 

OJ990917_10, 

3866 

none 

3866. .4171, 

16021 
33864 
35170 

OJ990917_10. 

4206 

none 

4206. .4403, 

•16021 
33864 
35170 

OJ990917_10. 

9050 

none 

9050. . 9253, 



9B08.C6.o8.tm 
2666. .2953 

9B08.C6.ol2.tw 
3134. .3247, 3135. 

9B08.C6.oll.tm 



9B08.C6.o8.tw 
3978. .4172 

9B08.C6.ol0.tm 
4041. .4157 

9B08.C6.ol4 .tw 
4208. .4405, 4418. 

9B08.C6.o6.tm 
9052.. 9450, 9056. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_10.9B08.C6 
35375 

TBLASTX: Maize 

2954 

215 



Seq. ID OJ990917_10. 9B08\C6 
Strand 

End 35375 

Method TBLASTX : Wheat 

End 3502 

Score 69 

.3248, 3293. .3502, 3294. .3446 

Seq. ID OJ990917_10.9B08.C6 
Strand 

End 35375 

Method TBLASTX : Maize 

End 3538 

Score 190 



Seq. ID OJ990917_10. 9B08 .C6 
Strand 

End 35375 

Method TBLASTX : Wheat 

End 4172 

Score 112 



Seq. ID OJ990917_10.9B08.C6 
Strand 

End 35375 

Method TBLASTX : Mai ze 

End 4171 

Score 90 



Seq. ID OJ990917_10. 9B08.C6 
Strand 

35375 

TBLASTX: Wheat 
4465 
117 



End 

Method 
End 
Score 
.4465 



Seq. ID OJ990917_10.9B08.C6 
Strand 

End 35375 

Method TBLASTX : Mai ze 

End 9451 

Score 207 
. 9451 



Seq. No. 



16021 



Seq. ID OJ990917 10.9B08.C6 



16600 




Gene No. 


33864 






Strand 






Start 


35170 






End 


35375 




Name 


OJ990917 10.9B08.C6. 


olO . tw 


Method 


TBLASTX: Wheat 




Start 


27062 






End 


27410 




GI 


none 






Score 


108 




Exons 


27062. 


.27187, 27063. 


. 27188, 


27189. .27410, 27203.. 27406 




Seq. No. 


16021 






Seq. ID 


OJ990917_10.9B08 


.C6 


Gene No. 


33864 






Strand 






Start 


35170 






End 


35375 




Name 


OJ990917 10.9B08.C6. 


o9 . tm 


Method 


TBLASTX: Maize 




Start 


27477 






End 


28184 




GI 


none 






Score 


219 




Exons 


27477. 


.27965, 27936. 


. 28118, 


28086. .28184 




Seq. No. 


16021 






Seq. ID 


OJ990917_10.9B08 


,C6 


Gene No. 


33864 






Strand 






Start 


35170 






End 


35375 




Name 


OJ990917 10.9B08.C6. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


27641 






End 


28046 




GI 


none 






Score 


360 




Exons 


27641. 


.28036, 27642. 


. 28046 








Seq. No. 


16021 






Seq. ID 


OJ9909.17_10.9B08. 


. C6 


Gene No. 


33864 






Strand 






Start 


35170 






End 


35375 




Name 


OJ990917 10.9B08.C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


28243 






End 


29191 




GI 


none 






Score 


699 




Exons 


28243. 


.28446, 28250. 


.29191, 


28253. .28 


603, 28480. .28665, 






28711. 


.28857, 28713. 


. 28859, 


28829. .29065, 28918.. 29091 




Seq. No. 


16021 






Seq. ID 


OJ990917__10.9B08, 


.C6 


Gene No. 


33864 






Strand 






Start 


35170 






End 


35375 




Name 


OJ990917 10.9B08.C6. 


o9 . tw 


Method 


TBLASTX: Wheat 




Start 


28277 






End 


28591 




GI 


none 






Score 


291 




Exons 


28277. 


.28591, 28294. 


.28497, 


28295. .28! 


510 




Seq. No. 


16021 






Seq. ID 


OJ990917_10.9B08. 


X6 


Gene No. 


33864 






Strand 






Start 


35170 






End 


35375 




Name 


OJ990917 10.9B08.C6. 


ol5 . tw 


Method 


TBLASTX: Wheat 




Start 


28592 






End 


28878 




GI 


none 






Score 


102 




Exons 


28592. 


.28705, 28594. 


. 28710, 


28712. .28867, 28813. .28878 




Seq. No. 


16021 






Seq. ID 


OJ990917_10.9B08. 


,C6 


Gene No. 


33864 






Strand 






Start 


35170 






End 


35375 




Name 


OJ990917 10.9B08.C6. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


28793 






End 


29323 




GI 


none 






Score 


56 




Exons 


28793. 


.28852, 28912. 


.28953, 


28922. .29149, 28975 29148 , 






29138: 


.29323, 29176. 


.29250 









16601 




Seq. No. 


16021 






Seq. ID 


OJ990917_10.9B08 


.C6 


Gene No. 


33864 






Strand 






Start 


35170 






End 


35375 




Name 


OJ990917 10.9B08.C6 


. ol3 . tw 


Method 


TBLASTX: Wheat 




Start 


28946 






End 


29353 




GI 


none 






Score 


76 




Exons 


28946. 


.29074, 28963 


. . 29319, 


29126. .29320, 29321.. 29353 




Seq. No. 


16021 






Seq. ID 


OJ990917_10.9B08 


. C6 


Gene No. 


33864 






Strand 






Start 


35170 






End 


35375 




Name 


OJ990917 10.9B08.C6 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


29398 






End 


29863 




GI 


none 






Score 


212 




Exons 


29398. 


.29583, 29399 


29605, 


29609. .29764, 29696 .. 29752 , 






29795. 


.29863, 29800 


. .29838 








Sea. No. 


16021 






Seq. ID 


OJ990917_10.9B08 


. C6 


Gene No. 


33864 






Strand ' 






Start 


35170 






End 


35375 




Name 


OJ990917 10.9B08.C6 


. oil . tw 


Method 


TBLASTX: Wheat 




Start 


29609 






End 


29958 




GI 


none 






Score 


237 




Exons 


29609. 


.29905, 29726 


. . 29893, 


29737. .29922, 2 9739 .. 29954 , 






29884 . 


.29958 


_ 








Seq. No. 


16021 






Seq. ID 


OJ990917_10. 9B08 


.C6 


Gene No. 


33864 






Strand 






Start 


35170 






End 


35375 




Name 


OJ990917 10.9B08.C6 


. o7 . gs 


Method 


GENSCAN 




Start 


35170 






End 


35375 




GI 


none 






Score 


.97 




Exons 


35170. 


.35375 










Sea No 


16022 






Seq. ID 


OJ990917_10. 9B08 


CI 


Gene No. 


33865 






Strand 


+ 




Start 


217 






End 


476 




Name 


OJ990917 10.9B08.C7 


. ol . gs 


Method 


GENSCAN 




Start 


217 






End 


476 




GI 


none * 






Score 


.41 




Exons 


217. .476 











Seq. No. 


16023 








Seq. ID 


OJ990917 


Gene No. 


33866 








Strand 


+ 


Start 


209 








End 


364 


Name 


OJ990917 


10.9B08.C9. 


ol 


.gs 


Method 


GENSCAN 


Start 


209 








End 


364 


GI 


none 








Score 


.43 


-pxons 


209. .364 












Seq. No. 


16024 








Seq. ID 


OJ990817 


Gene No. 


33867 








Strand 


+ 


Start 


689 








End 


1129 


Name 


OJ990817 


14.9B08.C1. 


ol 


.gs 


Method 


GENSCAN 


Start 


689 








End 


1129 


GI 


none 








Score 


.87 


Exons 


689. .696, 


925. .1129 











16602 






Seq. No. 


16024 


Seq. ID 


OJ990817 


_14 . 


9B08 


.CI 




Gene No. 


33868 


Strand 














41 


End 


2255 










Name 


OJ990817 14.9B08.Cl.ol.np 


Method 


AAT /NAP 










Qf art 


41 


End 


2255 










yj x 


6721508 


Score 


500 










pvnn q 


41. .249, 844. .1030, 1735.. 


1880, 2166.. 


2255 










vj-L L/Co^J — It * 


(AP001072) hypothetical protein [Oryza 


caf i wa 1 
o d i L v a J 










Seq. No. 


16024 


Seq. ID 


OJ990817 


_14 . 


9B08 


.CI 




UCl 1C 1<U ■ 


33868 


Strand 












rt* 

O Ldl L. 


41 


End 


22S5 










Mama 


OJ990817 14.9B08.Cl.o2.gs 


Method 


OulNO \_f rt IN 










Cfart 
OLal L 


1723 


End 


x o / o 










GI 


none 


Score 


. 73 










P von q 


1723. . 1878 














Seq. No. 


16025 


Seq. ID 


OJ990817 


_14. 


9B08 


.C2 




f!pnp Mo 


33869 


Strand 


+ 










O Lai L 


640 


End 


3413 










Name 


OJ990817 14.9B08.C2.ol.gs 


Method 


GENSCAN 












640 


End 


3413 












none 


Score 


.58 










p von q 


640. .769, 1043. .1132, 1759 


..1916, 2759 


..2792, 3233. 


.3413 


- 

"i ! 


Sea No 


16025 


Seq. ID 


OJ990817 


_14 . 


9B08 


.C2 




Gene No. 


33870 


Strand 


+ 








: a= i 
i- 


Start 


5181 


End 


10171 








i- i-i 


Name 


OJ990817 14.9B08.C2.o3.np 


Method 


AAT /NAP 








i.J 


Cfarf 
J Lai L 


5181 


End 


10171 








ru 


GI 


6721506 


Score 


282 










P von c; 


5181. .5237, 7475. .7609, 10142. .10171 












O X UC D L/ J L • 


(AP001072) EST AU069682 (C1560) corresponds to a 


region < 


of 


rh 




predicted gene.; hypothetical protein 


[Oryza sativa] 






Seq. No. : 


16025 


Seq. ID 


OJ990817 


_14 . 


9B08 


.C2 




Gene No. 


33871 


Strand 












Start 


1 


End 


313 










Name 


OJ990817 14.9B08.C2.ol.np 


Method 


AAT /NAP 








.3 !!J 
■S3, 


Start 


1 


End 


313 










GI 


6721508 


Score 


298 










P von q 


1..313 














f^T npQpri n 

VJ J- C O L- X J. . 


(AP001072) hypothetical protein [Oryza 


sativa] 










Seq. No. 


16025 


Seq. ID 


OJ990817_ 


_14 . 


9B08 


.C2 




Gene No. 


33872 


Strand 












O Lai L 


829 


End - 


2936 










Name 


OJ990817 14.9B08.C2.o2.np 


Method 


AAT /NAP 










OLdiL 


829 


End 


2936 










GI 


6721507 


Score 


603 










Exons 


829. .907, 1116. .1190, 1448 


..1598, 2843 


. .2936 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 










Seq. No. 


16025 


Seq. ID 


OJ990817_ 


_14 . 


9B08 


.C2 




Gene No. 


33873 


Strand 












Start 


4301 


End 


9359 









16603 



Name 

Start 

GI 

Exons 



OJ990817_14 . 9B08.C2.o2.gs Method GENSCAN 

4301 End 9359 

none Score . 66 

4301. .4437, 5104. .5251, 8494. .8743, 9238. .9359 



Seq. No. 16026 • Seq. ID 

Gene No. 33874 Strand 

Start 1 * " End 

Name OJ990817_14 . 9B08 . C3 . ol . np Method 

Start 1 End 

GI 6721506 Score 

Exons 1..35, 644.. 1373 

GI Descrip. (AP001072) EST AU069682 (C1560) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



OJ990817_14.9B08.C3 
+ 

1373 
AAT/NAP 
1373 
1192 





Seq. No. 


16026 




Seq. ID 


OJ990817 


14 


. 9B08 , 


. C3 




Gene No. 


33874 




Strand 


+ 










Start 


1 




End 


1373 










Name 


OJ990817 14 


.9B08.C3.ol.gp 


Method 


AAT/GAP 










Start 


660 




End 


908 










GI 


2428295 




Score 


452 










Exons 


660. .908 
















Seq. No. 


16026 




Seq. ID 


OJ990817 


14 


. 9B08 , 


. C3 


3*. 

-! 


Gene No. - 


.33875 




Strand 


+ 










Start 


6118 




End 


7512 










Name 


OJ990817_14 


.9B08.C3.o2.np 


Method 


AAT/NAP 








r i i 

: hf 


Start 


6118 




End 


7512 








=1 

M 


GI 


6721505 




Score 


1311 








1 

*: >:r 


Exons 


6118. . 6358, 


6523.. 6818, 7257. 


.7512 










W 


GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa ] 








rii 


Seq. No. 


16026 




Seq. ID 


OJ990817 


14 


. 9B08. 


,C3 


.= 


Gene No. 


33876 




Strand 










p 

•a sr 


Start 


1183 




End 


1656 








M 


Name 


OJ990817 14 


. 9B08.C3.o2.gp 


Method 


AAT/GAP 








j.j. 


Start 


1183 




End 


1656 










GI 


2800642 




Score 


738 








L ~' : 


. Exons 


1183. . 1656 
















Seq. No. 


16027 




Seq. ID 


OJ990817_ 


14 


.9B08. 


■ C4 




Gene • No . 


33877 




Strand 












Start 


914 




End 


1091 










Name 


OJ990817 14 


.9B08.C4.ol.np 


Method 


AAT/NAP 










Start 


914 




End 


1091 










GI 


6721504 




Score 


189 










Exons 


914 . . 1091 
















GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 










Seq. No. 


16028 




Seq. ID 


OJ990817_ 


14 


. 9B08. 


,C5 




Gene No. 


33878 




Strand 


+ 










Start 


4231 




End 


4731 










Name 


OJ990817 14 


. 9B08.C5.ol.gp 


Method 


AAT/GAP 










Start 


4231 




End 


4731 










GI 


none 




Score 


930 










Exons 


4231. .4731 















16604 




Seq. No. 


16028 






Seq. ID 


OJ990817_ 


14 .9B08 


.C5 


Gene No. 


33879 






Strand 


+ 






Start 


8744 






End 


11813 






Name 


OJ990817 14 


.9B08.C5.o2. 


qs 


Method 


GENSCAN 






Start 


8744 






End 


11813 






GI 


none 






Score 


.63 






Exons 


8744. .8772, 


9141. . 9226, 


9503. 


.9671, 9.947. .10043, 


11616. 


. 11813 


Seq. No. 


16028 






Seq. ID 


OJ990817_ 


14.9B08 


.C5 


Gene No. 


33879 






Strand 


+ 






Start 


8744 






End 


11813 






Name 


OJ990817 14 


.9B08.C5.o2. 


np 


Method 


AAT/NAP 






Start 


8744 






End 


11810 






GI 


6539575 






Score 


860 






Exons 


8744. .8772, 


9141. .9226, 


9503. 


.9671, 9947. .10043, 


11616. 


. 11810 


GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 







gi I 6721503 | dbj | BAA8 9545 . 1 1 (AP001072) hypothetical protein 
[Oryza sativa] 





Seq. No. 


16028 


Seq. ID 


OJ990817 


14 . 9B08 .C5 




Gene No. 


33880 


Strand 


+ 






Start 


13265 


End 


18144 






Name 


OJ990817 14. 9B08.C5.o3.gs 


Method 


GENSCAN 




•:z\ 


Start 


13265 


End 


17930 




. *i 


GI 


none 


Score 


.86 




m 

■e' • 


Exons 


13265. .14756, 14 807 . . 1514 3, 


16335. .17043, 17139 


. . 17262, 


i=j i 

i u 




17362. . 17581, 17809.. 17930 










Seq. No. 


16028 


Seq. ID 


OJ990817 


14 . 9B08 .C5 




Gene No. 


33880 


Strand 


+ 






Start 


13265 


End 


18144 




Hi 

i a? 


Name 


OJ990817 14.9B08.C5.o3.np 


Method 


AAT/NAP 






Start 


13265 


End 


18144 






GI 


6539574 


Score 


5329 




i,.f 


Exons 


13265. .14756, 14807. .15143, 


16335. .17043, 17139 


. .17262, 






17362. .17581, 17809.. 18144 










GI Descrip. 


(AP000836) Similar to chromaffin granule ATPase 


II homolog 






(U75321) [Oryza sativa] 










Seq. No. 


16028 


Seq. ID 


OJ990817 


_14.9B08.C5 




Gene No. 


33881 


Strand 








Start 


1039 


End 


8021 






Name 


OJ990817 14.9B08.C5.ol.np 


Method 


AAT/NAP 






Start 


1039 


End 


8021 






GI . 


6721504 


Score 


2010 






Exons 


1039. .1074, 2642. .2704, 3075 


..3478, 4606. .4798, 


5859. . 6186, 






7611. .7854, 7974. .8021 










GI Descrip. 


(AP001072) -hypothetical protein [Oryza 


sativa] 






Seq. No. 


16028 


Seq. ID 


OJ990817 


JL4 . 9B08 .C5 




Gene No. 


33881 


Strand 








Start 


1039 


End 


8021 






Name 


OJ990817 14. 9B08.C5.ol.gs 


Method 


GENSCAN 






Start 


1651 


End 


8021 






GI 


none 


Score 


.8 






Exons 


1651. .1716, 2656. .2704, 3075 


..3478, 4606. .4798, 


5859. . 6186, 



7611. .7854, 7974. .8021 



16605 




Seq. No. 16028 
Gene No. 33881 
Start 1039 

Name OJ990817_14 . 9B08 .CS.ol . 

Start 4603 
GI none 

Exons 4603.. 4638, 4619... 4744, 

4740. .4802, 4745. .4846, 
5862.. 6191, 7603.. 7752, 

Seq. No. 16028 

Gene No. 33881 

Start 1039 

Name OJ990817_14 . 9B08 ,C5.o2. 

Start 5859 

GI none 

Exons 5859.. 6185, 5861.. 6184, 
7610. .7747 




Seq. ID OJ990817_14.9B08.C5 
Strand 

End 8021 
tm Method TBLASTX: Maize 

End 7756 

Score 178 
4 620. .4739, 4 636. .4 74 9, 4738. .4 824, 
5840. .6184, 5859. .6185, 5861. .6187, 
7610. .7756 

Seq. ID OJ990817_14 . 9B08 .C5 
Strand 

End 8021 

ts Method TBLASTX : Soybean 

End 7747 

Score 321 
5874. .6191, 5876. .6187, 7609. .7746, 



Seq. No. 16028 Seq. ID OJ9908 17_14 . 9B08 . C5 

Gene No. 33881 Strand 

Start 1039 End 8021 

Name OJ990817_14 . 9B08 . C5 . o2 . gp Method AAT/GAP 

Start 6023 End '7890 

GI uC-osflcypl79h01bl Score 820 

Exons 6023.. 6186, 7611.. 7890 

GI Descrip. ' 2827715/emb | CAA1 6688 | 2.0e-26 (AL021684) receptor ^protein 
kinase - like protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16028 
33881 
1039 

OJ990817_14 . 9B08 . C5 . o3 . tc 

6026 

none 



Seq. ID OJ990817_14 . 9B08.C5 
Strand 

End 8021 

Method TBLASTX : Cress 

End 7749 

Score 167 



6026. .6184, 6027. .6185, 6036. .6191, 7603. .7749, 7610. .7747 



Seq. No. 16028 

Gene No. 33882 

Start 9294 

Name OJ990817_14 . 9B08 . C5 . o4 . tm 

Start 9294 

GI none 
Exons 



Seq. ID OJ990817_14.9B08.C5 
Strand 

End 18144 

Method TBLASTX: Maize 

End 18144 

Score 314 



9294. .9380, 17800. .18144, 17810. .18142 



Seq. No. 16028 

Gene No. 33882 

Start 9294 

Name OJ990817_14 . 9B08 . C5 . o3 . ts 

Start 13616 

GI none 
Exons 



Seq. ID OJ990817_14 . 9B08 .C5 
Strand 

End -18144 

Method TBLASTX : Soybean 

End 14005 

Score 204 



13616. .13780, 13618., 13728, 13820. .14 005, 13822. .14 004 



Seq. No. 
Gene No. 
Start 



16028 
33882 
9294 



Seq. ID OJ990817_14 . 9B08 .C5 
Strand 

End 18144 



16606 



Name 

Start 

GI 

Exons 



OJ990817_14 . 9B08.C5.o6.tm Method 

14036 End 

none Score 
14036. . 14305 



TBLASTX: Maize 

14305 

184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16028 
33882 
9294 

OJ990817_14 . 9B08.C5.o7 . ts 
14432 
none 

14 4 32. .14719, 14 4 61 .. 14 580, 14 608. .14 715 



Seq. ID OJ990817_14.9B08.C5 
Strand 

18144 

TBLASTX : Soybean 
14719 
210 



End 

Method 

End 

Score 



16028 
33882 
9294 

OJ990817_14.9B08.C5, 

14860 

none 

14860. .14997, 14886. 
16333. .16398 



o5 . ts 



Seq. ID OJ990817_14.9B08.C5 
Strand 

End 18144 

Method TBLASTX : Soybean 

End 16398 

Score 136 



14996, 14983. . 15144, 15063 .. 1514 3, 



Seq. No. 16028 

Gene No. 33882 

Start 9294 

Name OJ990817_14 . 9B08 ;C5 , 

Start 14869 

GI none 

Exons 14869. .15141, 14869. 

16330. .16440, 16383. 



ol.tc 



. 15141, 
. 16460 



Seq. ID OJ990817_14.9B08.C5 
Strand 

End 18144 

Method TBLASTX: Cress 

End 16470 

Score 290 
15057. .15143, 16330. .16470, 



Seq. No. 16028 

Gene No. 33882 

Start 9294 

Name OJ9908 17_14 . 9B08 . C5 . o5 . tm 

Start 14944 

GI none 

Exons 14944. .14991, 14 94 6 .. 14 987 , 

Seq. No. 16028 

Gene No. 33882 

Start 9294 

Name OJ990817_14 . 9B08 . C5 . o4 . ts 

Start 16462 

GI none 

Exons 16462. .16830, 164 64 .. 16823, 



Seq. ID OJ990817_14.9B08.C5 
Strand 

End 18144 

Method TBLASTX : Mai ze 

End 15146 

Score 60 
14 98 9. .1514 4, 15057. .1514 6 

Seq. ID OJ990817_14.9B08.C5 
Strand 

End 18144 

Method TBLASTX : Soybean 

End 16830 

Score 408 
16660. . 16827 



Seq. No. 16028 

Gene No. 33882 

Start 9294 

Name OJ990817_14 . 9B08 . C5 . o2 . tm 

Start 16465 

GI none 

Exons 16465. .16839, 164 67 16829, 

Seq. No. 16028 

Gene No. 33882 



Seq. ID OJ990817_14.9B08.C5 
Strand -> 

End 18144 

Method TBLASTX : Mai ze 

End • 16839 

Score 394 
16660. .16839 

Seq. ID OJ990817_14 . 9B08 ,C5 
Strand 



16607 





Start 


9294 




End 


18144 




Name 


OJ990817 14.9B08.C5 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


16621 




End 


16838 




GI 


none 




Score 


239 




Exons 


16621. .16809, 16642 


. . 16836, 


16647. .16838 




Seq. No. 


16028 




Seq. ID 


OJ990817__14 .9B08.C5 




Gene No. 


33882 




Strand 






Start 


• 9294 




End 


18144 




Name 


OJ990817 14.9B08.C5 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


16978 




End 


17594 




GI 


none 




Score 


51 




Exons 


16978 . . 17049, 17138 


. . 17263, 


1714 8. .17264, 17360. .17587, 






17361 . . 17594 










Sea. No. 


16028 




Seq. ID 


OJ990817_14.9B08.C5 




Gene No. 


33882 




Strand 






Start 


9294 




End 


18144 




Name 


OJ990817 14.9B08.C5 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


16981 




End 


17587 




GI 


none 




Score 


70 




Exons 


16981. .17046, 17145 


. . 17264, 


17147. .17278, 17360. .17587, 






17361. .17582, 17363 


. . 17584 








Seq. No. 


. 16028 




Seq. ID 


OJ990817_14 .9B08 .=C5 


w 


Gene No. 


33882 




Strand 






Start 


9294 




End 


18144 


m 


Name 


OJ990817 14 . 9B08.C5 


. 06 . ts 


Method 


TBLASTX : Soybean 


n 


Start 


17824 




End 


18073 


j :j 


GI 


none 




Score 


274 




Exons 


17824 . . 18072, 17825 


. . 18073, 


17828. .18073 




Seq. No. 


16029 




Seq. ID 


OJ990817_14 .9B08.C6 


i* 


Gene No. 


33883 




Strand 


+ 




Start 


133 




End 


405 


Vi 


Name 


OJ990817 14.9B08.C6 


. ol . np 


Method 


AAT/NAP 




Start , 


133 




End 


402 


ts 3: 


GI 


6539574 




Score 


336 




Exons 


133. .402 










GI Descrip. 


(AP000836) Similar to chromaffin granule ATPase II homolog 






(U75321) [Oryza sativa] 








Seq. No. 


16029 




Seq. ID 


OJ990817_14.9B08.C6 




Gene No. 


33883 




Strand 


+ 




Start 


133 




End 


405 




Name 


OJ990817 14.9B08.C6 


. ol . gs 


Method 


GEN SCAN 




Start 


254 




End 


405 




GI 


none 




Score 


.74 




Exons 


254 . .405 




i 






Seq. No. 


16029 




Seq. ID 


OJ990817_14 .9B08.C6 




Gene No. 


33884 




Strand 






Start 


1385 




End 


2746 




Name 


OJ990817 14.9B08.C6 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


184 




End 


573 




GI 


none 




Score 


209 




Exons 


184. .375, 187. .375, 


188. .376, 457. .531, 


458. .532, 470. .538 



16608 



526. .573 



Seq. No. 16029 

Gene No. 33884 

Start " 1385 

Name OJ990817_14 . 9B08 . C6 . o3 . tm 

Start . 1382 

GI none 
Exons 



Seq. ID OJ990817_14.9B08.C6 
Strand 

End 2746 

Method TBLASTX : Maize 

End 1729 

Score 67 



1382. .1459, 1386. .1442, 1479. .1598, 1484. .1729, 1611. .1676 



Seq. No. 16029 

Gene No. 33884 

Start 1385 

Name OJ990817_14 . 9B08 . C6 . o2 . np 

Start 1385 

GI 6539573 

Exons 1385. .2746 

GI Descrip. (AP000836) Similar to H-protein promoter binding factor-2a 
(AF079503) [Oryza sativa] 



Seq. ID OJ990817_14 . 9B08 .C6 
Strand 

End 274 6 

Method AAT/NAP 

End 2746 

Score 2474 



Seq. No. 16029 

Gene No. 33884 

Start 1385 

Name OJ990817_14 . 9B08 . C6 . ol . tc 

Start 1391 

GI - "none 

Exons 



Seq. ID OJ990817_14.9B08.C6 
Strand 

End 27 4 6 

Method TBLASTX : Cress 

End 2542' 

: Score 87 



1391. .1468, 1506. .1592, 1517. .1642, 1613. .1702, 1632. .1703, 
1829. .1873, 2339. .2542, 2346. .2540 



Seq. No. 16029 

Gene No. 33884 

Start 1385 

Name OJ990817_14 . 9B08 . C6 . ol . tm 

Start 2324 

GI none 

Exons 2324.. 2560, 2355.. 2546 



Seq. ID OJ990817_14.9B08.C6 
Strand 

End 2746 

Method TBLASTX : Maize 

End 2560 

Score 235 



Seq. No. 16029 

Gene No. 33884 

Start 1385 

Name OJ990817_14 . 9B08 . C6 . ol . ts 

Start 2357 

GI none 

Exons 2357.. 2545, 2358.. 2546 



Seq. ID OJ990817_14 . 9B08.C6 
Strand 

End 2746 

Method TBLASTX : Soybean 

End 2546 

Score 209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 

Seq. No. 
Gene No. 



16030 
33885 
1 

OJ990817_14 . 9B08.C7 .ol.np 
1 

6539572 



Seq. ID OJ990817_14 . 9B08 .C7 

Strand + 

End 10036 

Method AAT/NAP 

End 10033 

Score 3265 



1..528, 1153. .1238, 2512. .2630, 4553. .4876, 5103. .5414, 
5648. .5911, 7238. .7263, 7729. .7857, 9831. .10033 
(AP000836) hypothetical protein [Oryza sativa] 



16030 
33885 



Seq. ID OJ990817_14.9B08.C7 
Strand + 



16609 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990817_14 . 9B08 . C7 . ol . gs 
6 

none 



End 

Method 

End 

Score 



10036 
GENSCAN 
10036 
.47 



6. .424, 434. .558, 2533. .2626, 4553. .4876, 5103. .5414, 
5648. .5911, 7238..7263, 7729. .7857, 9831. .10036 



16030 
33886 
64'34 

OJ9908 17_14 . 9B08 . C7 . ol . tc 

278 

none 

278. .316, 318. .458, 319. .462 



Seq. ID OJ990817_14.9B08.C7 
Strand 

End 6499 

Method TBLASTX : Cress 

End 4 62 

Score 55 





Seq. No. 


16030 


Seq. ID 


OJ990817_14 . 9B08.C7 




Gene No. 


33886 


Strand 






Start 


6434 


End 


6499 




Name 


OJ990817 14.9B08.C7.ol.tm 


Method 


TBLASTX : Maize 




Start 


281 


End 


542 




GI 


none 


Score 


63 




Exons 


281. .319, 284. .319, 309. .482, 


310. .489, 


483.-542, 498.. 542 




Seq. No. 


16030 


Seq. ID 


OJ930.817._14 . 9B08.C7 




Gene No. 


33886 


Strand 




: 8 I 
•■. 


Start 


6434 


End 


6499 




Name 


OJ990817 14. 9B08.C7.ol.ts 


Method 


TBLASTX : Soybean 


ry 


Start 


281 


End 


465 




GI 


none 


Score 


52 




Exons 


281. .316, 318. .440, 319. .465 






*r or 


Seq. No. 


16030 


Seq. ID 


OJ990817_14 . 9B08.C7 


[LI 


Gene No. 


33886 


Strand 






Start 


6434 


End 


6499 




Name 


OJ990817 14 . 9B08.C7.o2.gp 


Method 


AAT/GAP 


'H, : 


Start 


6434 


End 


6499 




GI 


77434 1.R1084 


Score 


86 


L j. 


Exons 


6434 . . 6499 








GI Descrip. 


'2827528/emb|CAA16536.1| 2 . 0e- 


-10 (AL021633) predicted protein 



[Arabidopsis thaliana] 1 



Seq. No. 16031 Seq. ID 

Gene No. 33887 Strand 

Start 1 End 

Name OJ9908 17_14 . 9B08 . C8 . ol . gp Method 

Start 1 End 

GI 4714679 Score 

Exons 1 . .447 

GI Descrip. 5852 170/emb | AL;L17265 . 1 1 OST17804 2.0e-10 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ990817_14.9B08.C8 
+ 

447 

AAT/GAP 
447 
780 



Seq. No. 16031 Seq. ID OJ990817_14 . 9B08 . C8 

Gene No. 33887 . Strand + 

Start 1 End 447 

Name OJ9908 17_14 . 9B08 . C8 . ol . gs Method GENSCAN 

Start 144 ' End 302 

GI none Score . 95 



16610 






Exons 


144 . .302 










Seq. No. 


16031 


Seq. ID 


OJ990817_14.9B08. 


C8 




Gene No. 


33888 


Strand 








Start 


1669 


End 


3115 






Name 


OJ990817 14.9B08.C8.ol.tm 


Method 


TBLASTX: Maize 






Start 


6 ■ - 


End 


296 






GI 


none 


Score 


179 






Exons 


6. .194, 14. .199, 225. .296 










Seq. No. 


16031 


Seq. ID 


OJ990817_14.9B08. 


C8 




Gene No. 


33888 


Strand 








Start 


1669 


End 


3115 






Name 


OJ990817 14.9B08.C8.o2.gs 


Method 


GENSCAN 






Start 


1669 


End 


3115 






GI 


none 


Score 


.7 






Exons 


1669.. 1761, 2819.. 2940, 2980 


. .3115 








Seq. No. 


16031 


Seq. ID 


OJ990817 14.9B08. 


C8 




Gene No. 


33888 


Strand 








Start 


1669 


End 


3115 






Name 


OJ990817 14.9B08.C8.ol.np 


Method 


AAT/NAP 






Start 


1672 


End 


3115 




.:av 


GI 


6539571 


Score 


577 






Exons 


1672.. 1761, 2819.. 2940, 2980 


. .3115 






i, t 

i;rs 


GI Descrip.. 


(AP000836) hypothetical protein [Oryza 


sativa] 




ry 


Seq. No. 


16032 


Seq. ID 


OJ990817_14.9B08. 


C10 


O 


Gene No. 


33889 


Strand 


+ 




\ ;l 


Start 


764 


End 


6258 






Name 


OJ990817 14.9B08.C10.ol.gs 


Method 


GENSCAN 




'S3? 


Start 


764 


End 


6258 




rif 


GI 


none 


Score 


. 65 




; Si: i 


Exons 


764. .803, 3029. .3189, 3349.. 


3415, 3966, 


. .4551, 6126. .6258 




'is? 

~J 


Seq. No. 


16032 


Seq. ID 


OJ990817 14.9B08. 


C10 


-* 
is 3: 


Gene No. 


33889 


Strand 


+ 




z 1 


Start 


764 


End 


6258 




: j = t 


Name 


OJ990817 14 .9B08.C10.ol.np 


Method 


AAT/NAP 




□ 


Start 


764 


End 


6255 




■;=? 


GI 


6539570 


Score 


1649 






Exons 


764. .803, 3029. .3189, 3349.. 


3415, 3966. 


.4551, 6126. .6255 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16032 


Seq. ID 


OJ990817 14.9B08. 


C10 




Gene No. 


33889 


Strand 


+ — 






Start 


764 


End 


6258 






Name 


OJ990817 14.9B08.C10.ol.gp 


Method 


AAT/GAP 






Start 


38^8 


End 


4269 






GI 


LIB3433-051-P1-K1-G11 


Score 


850 






Exons 


3828. .4269 










GI Descrip. 


'5852170/emb|AL117265. 1 IOST17804 2.0e-10 Oryza sativa 








indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone :tl7804 


1 




Seq. No. 


16032 


Seq. ID 


OJ990817_14.9B08. 


C10 




Gene No. . 


33890 


Strand 


+ 






Start 


6763 


End 


21895 





16611 



Name 

Start 

GI 

Exons 



OJ990817_14 . 9B08.C10.o3.gp 

6561 

none 

6561. .6771 



Method AAT/GAP 
End 6771 
Score 293 



Seq. No. 16032 

Gene No. 33890 

Start 6763 

Name OJ990817_14 . 9B08 . CIO . o2 . gs 

Start 6763 

GI none 
Exons 



Seq. ID OJ990817 14.9B08.C10 



Strand 
End 

Method 

End 

Score 



+ 

21895 
GENSCAN 
17090 
.74 



6763..6862, 6984. .7097, 7273. .7368, 7550. .7789, 7920. .8098, 
8789.. 8863, 9190.. 9285, 10666 11017 , 11111 11215, 
11294. .11395, 16654 . . 17090 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16032 
33890 
6763 

OJ990817JL4 . 9B08 .C10 . o2 .np 

6763 

6539569 

6763. .6862, 6984. .7097, 7273. 
8789.. 8863, 9190.. 9285, 10666 



Seq. ID OJ990817_14.9B08.C10 
Strand + 
End 21895 
Method AAT/NAP 
End 11424 
Score 2327 

7368, 7550.. 7789, 7920.. 8098, 
.11017, 11111. .11215, 11294. .11424 
(AP000836) EST C19724 (E10840) corresponds to a region of the 
predicted gene.; Similar to protein kinase C substrate (P14314) 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_14 . 9B08 .C10 
+ 



16032 
33890 
6763 

OJ990817_14 .9B08.C10.o4 . gp 
7343 

53729_1.R1084 

7343. .7368, 7550. .7789, 7920. 
10666.. 10825 

'2104691 2.0e-10 (U92794) alpha glucosidase II, beta subunit 
[Mus musculus] ' 



21895 
AAT/GAP 
10825 
1431 



,8098, 8789.. 8863, 9190.. 9285, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16032 Seq. ID OJ990817_14 . 9B08 . C10 

33890 Strand + 

6763 End 21895 

OJ990817_14.9B08.C10.o5.gp Method AAT/GAP 

11096 End 13577 

25552__1.R1084 Score 1811 

11096. .11215, 11294. .11395, 12009. .12066, 12195. .12263, 

12625. . 12712, 12819 .. 12880, 12967 .. 13018 , 13106. .13577 

'2104691 4.0e-19 (U92794) alpha glucosidase II, beta subunit 

[Mus musculus ] 1 



Seq. No. 16032 Seq. ID 

Gene No. 33890 Strand 

Start 6763 End 

Name OJ990817_14 . 9B08 . C10 . o7 . gp Method 

Start 16650 End 

GI 44866_1.R1084 Score 

Exons 16650. . 17018, 20292.. 20496 

GI Descrip. 1 5852170/emb | AL1172 65 . 1 | OST17804 2.0e-10 Oryza sativa 



OJ9908 17_14 . 9B08 . C10 
+ 

21895 
AAT/GAP 
20496 
1103 



16612 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 



16032 
33890 
6763 

OJ990817_14 .9B08.C10.o3.np 
16773 ' 
6539568 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16773. . 17018, 20292. .20753, 20827 .. 21639 ~ 

(AP000836) ESTs AU081247 (C50004 ) , AU06894 0 (C51113) correspond to 
a region of the predicted gene.; Similar to pyruvate kinase 
(Q42954) [Oryza sativa] 



OJ990817 
+ 

21895 
AAT/NAP 
21639 
2495 



14 . 9B08.C10 



16032 Seq. ID 

33890 Strand 

67 63 End 
OJ990817_14 . 9B08 .C10.O4 .gs Method 

20253 End 

none Score 

20253. .20753, 20827.. 21642 



OJ990817_14.9B08.C10 
+ 

21895 
GENSCAN 
21642 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16032 Seq. ID 

33890 Strand 
6763 End 
OJ990817_14 . 9B08 . C10 . 08 . gp Method 
21196 End 
71434_1.R1084 Score 
21196. .21895 

'2497543/sp|Q42954 |KPYC_TOBAC 3.0e-36 PYRUVATE KINASE, CYTOSOLIC 

ISOZYME >gi_542061_pir S41379 pyruvate kinase - common tobacco 

>gi_4 4 4 023_emb_CAA82628_ (Z29492) pyruvate kinase [Nicotiana 
tabacum] 1 



OJ990817_14 . 9B08.C10 
+ 

21895 
AAT/GAP 
21895 
1207 



16032 
33891 
24274 

OJ990817_14. 9B08.C10.ol0.gp 

24274 

none 

24274. .24574 



Seq. IQ OJ990817__14.9B08.C10 

Strand + 

End 24574 

Method AAT/GAP 

End 24574 

Score 583 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 
Name 



16032 
33892 
27037 

0 J990817JL4 . 9B08 . C10 . ol2 . gp 
27037 

LIB34 33-016-Q6-K6-D1 



Seq. ID OJ990817_14.9B08.C10 
Strand 
End 

Method 
End 
Score 

27037. .27137, 28270 .. 28515, 28604. .28644 

1 34 61884/dbj I BAA32528 | 1.0e-37 (AB006082) phosphoribosyl-ATP 
pyrophosphohydrolase [Arabidopsis thaliana] 
>gi_34 6188 6_dbj_BAA3252 9_ (AB006083) phosphoribosyl-ATP 
pyrophosphohydrolase [Arabidopsis thaliana] 1 



OJ990817_14 , 
+ 

31290 
AAT/GAP 
28644 
669 



16032 Seq. ID 

33892 Strand 

27037 End 

OJ990817_14 . 9B08 . C10 . o5 . np Method 



OJ990817_14 . 9B08 .C10. 
+ 

31290 
AAT/NAP 



16613 



Start 


28357 


End 


31287 


GI 


6539566 


Score 


943 


Exons 


28357. .28515, 28604 .. 28699, 


28772. .28923, 31089.. 31287 


GI Descrip. 


(AP000836) Similar to phosphoribosyl-ATP pyrophosphohydrolase 




(AB006082) [Oryza sativa] 






Seq. No. 


16032 


Seq. ID 


OJ990817_14.9B08.C10 


Gene No. 


33892 


Strand 


+ 


Start 


27037 


End 


31290 


Name 


OJ990817 14 . 9B08.C10.o6.gs 


Method 


GENSCAN 


Start 


28357 


End 


31290 


GI 


none 


Score 


.78 


Exons 


28357. .28515, 28604 .. 28 699, 


28772. .28923, 31089.. 31290 


Seq. No. 


16032 


Seq. ID 


OJ990817_14.9B08.C10 


Gene No. 


33893 


Strand 


+ 


Start 


32072 


End 


33508 


Name 


OJ990817 14 . 9B08.C10.o6.np 


Method 


AAT/NAP 


Start 


32072 


End 


33505 


GI 


6539565 


Score 


2373 


Exons - 


32072. .33505 






GI Descrip. 


(AP000836) EST AU058092 (S1536) corresponds to a region of the 




predicted gene.; Similar to presenilin 


(AC003981) [Oryza sativa] 


£3 Seq. No. 


16032 


Seq. ID 


OJ990817_14.9B08.C10 


' i= r Gene No. 


33893 


Strand 


+ 


rfl Start 


32072 


End 


33508 


pij Name 


OJ990817 14 . 9B08.C10.o7.gs 


Method 


GENSCAN . * 


Start 


32072 


End 


33508 




none 


Score 


1 


W Exons 

Q 


32072. .33508 






\\l Seq. No. 


16032 


Seq. ID 


OJ990817_14.9B08.C10 


. 8 Gene No. 


33894 


Strand 


+ 


Start 


33467 


End 


33742 


)™[ Name 


OJ990817 14.9B08.C10.ol3.gp 


Method 


AAT/GAP 


^ Start 


33467 


End 


33742 


M- GI 


4714125 


Score 


486 


Exons 


33467. .33742 






I 3 !'! 

Seq. No. 


16032 


Seq. ID 


OJ990817_14.9B08.C10 


i= ' : ' Gene No. 


33895 


Strand 




Start 


4393 


End 


4681 . 


Name 


OJ990817 14.9B08.C10.o2.gp 


Method 


AAT/GAP 


Start 


4393 


End 


4681 


GI 


none 


Score 


534 


Exons 


4393. .4681 







Seq. No. 16032 Seq. ID OJ9908 17_14 . 9B08 . C10 

Gene No. 33896 Strand 

Start 15591 End 15813 

Name OJ9908 17_14 . 9B08 . C10 . 06 . gp Method AAT/GAP 

Start 15591 End 15813 

GI LIB3477-003-P1-K1-E9 Score 129 

Exons 15591. .15618, 15729.. 15813 

GI Descrip. 1 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



16614 




sativa] ' 



Seq. No. 


16032 






Seq. ID 


OJ990817 


_14 .9B08 


.C10 


Gene No. 


33897 






Strand 








Start 


23469 






End 


27641 






Name 


OJ990817 14.9B08.C10 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


6825 






End 


8863 






GI 


none 






Score 


44 






Exons 


6825. , 


.6860, 6838. .6861, 6981. .7046, 6983. .7099, 


7271. .7357, 




7272. . 


.7367, 7528.. 7785, 7543.. 7704, 7550.. 7729, 


7550. .7789, 




7563. . 


.7790, 7918.. 7935, 8004.. 8096, 8' 


008. .8103, 


8801 . . 8! 


863, 




8803. . 


.8862 










Seq. No. 


16032 






Seq. ID 


OJ990817 


14 . 9B08 


.C10 


Gene No. 


33897 






Strand 








Start 


23469 






End 


27641 






Name 


OJ990817 14.9B08.C10 


.o7.ts 


Method 


TBLASTX : 


Soybean 




Start 


7049 






End 


7725 




GI 


none 






Score 


63 






Exons 


7049. . 


7093, 7311. .7367, 7543. .7707, 7549. .7725 






Seq. No. 


16032 






Seq. ID 


OJ990817 


14 .9B08 


.C10 


Gene No. 


33897 






Strand 








■ Start 


23469 






End 


27641 






Name 


OJ990817 14.9B08.C10. 


. o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


7561 






End 


7790 






GI 


none 






Score 


246 






Exons 


7561. . 


7785, 7561. .7785, 7562. .7789, 7563. .7790 






Seq. No. 


16032 






Seq. ID 


OJ990817 


14 . 9B08 , 


.C10 


Gene No. 


33897 






Strand 








Start 


23469 






End 


27641 






Name 


OJ990817 14.9B08.C10. 


, o3 . tm 


Method 


TBLASTX : 3 


Maize 




Start 


10762 






End 


13036 






GI 


none 






Score 


124 






Exons 


10762. 


.10908, 10802.. 


11005, 


10849. .10896, 10862 


. .10906, 






10965. 


.11000, 10970.. 


11005, 


11108. .11209, 11109 


. .11213, 






11110. 


.11214, 11281.. 


11409, 


11286. . 11408, 12008 


. .12076, 






12009. 


.12068, 12193.. 


12264, 


12194. .12262, 12195 


. .12263, 






12610. 


.12714, 12624.. 


12713, 


12625. .12714, 12626 


. . 12721, 






12794. 


.12889, 12813.. 


12887, 


12817. . 12918, 12967 


. .13020, 






12968. 


.13036 












Seq. No. 


16032 






Seq. ID 


OJ990817_ 


_14 . 9B08. 


C10 


Gene No. 


33897 






Strand 








Start 


23469 






End 


27641 






Name 


OJ990817 14.9B08.C10. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


11122 






End 


13036 






GI 


none 






Score 


84 






Exons 


11122. 


.11214, 11291.. 


11395, 


11292. . 11396, 11293 


. .11409, 






12008. 


.12076, 12018.. 


12068, 


12190. . 12264, 12192 


. .12326, 






12617. 


.12706, 12624.. 


12713, 


12624. .12713, 12628 


. . 12714, 






12629. 


.12721, 12813.. 


12887, 


12818. . 12E 


189, 12967 


. .13020, 






12968. 


.13036 










Seq. No. 


16032 






Seq. ID 


OJ990817_ 


_14 . 9B08. 


C10 


Gene No. 


33897 






Strand 









16615 



Start 
Name 
Start 
GI 

Exons 



23469 

OJ990817_14.9B08.C10.o3.tw 
16396 
none 
16396 
16910 

20346. .20420, 20366 



End 

Method 

End 

Score 



27641 

TBLASTX: Wheat 

20420 

52 



16443, 16433. .16474, 16788 17018 , 16802 .. 17026, 
17020, 16955. .17029, 20277 .. 20360, 20279 .. 20359, 
.20419 



Seq. No. 16032 Seq. ID 

Gene No. 33897 Strand 

Start 234 69 End 

Name OJ990817_14 . 9B08 . C10 . ol . tm Method 

Start 16763 End 

GI none Score 

Exons 16763. . 17026, 16764 .. 17018 , 16823 .. 17020 , 20277 

20279. .20755, 20289 .. 20762, 20812 .. 21393, 20816 

20826. .21392, 20966 .. 21397 , 21375 .. 21638 , 21394 

21394. .21645, 21726 .. 21767 , 21727. .21768 



OJ990817_14 . 9B08 . C10 
27641 

TBLASTX: Maize 
21768 
354 

.20756, 
.21034, 
.21666, 



Seq. No. 16032 
Gene No. 33897 
Start 23469 

Name OJ990817_14 . 9B08 . C10 . ol . ts 

Start 16803 
GI none 
Exons 16803. 

20279. 

21375. 



Seq. ID OJ990817_14.9B08.C10 
Strand 

End 27641 

Method TBLASTX : Soybean 

End 21642 

Score 322 



.17018, 16817. .17026, 16820 .. 17020, 20277 .. 20756, 
.20755, 20812. .21393, 20826 .. 21389, 21229 21390, 
.21470, 21376. .21630, 21394 21642, 21531. .21638 



Seq. No. 16032 

Gene No. 33897 

Start 23469 

Name OJ990817_14 . 9B08 . C10 . o3 . tc 

Start 16823 

GI none 

Exons 16823. .17026, 1 6824 .. 17015, 
21144 . .21389, 21397.. 21528 



Seq. ID OJ990817_14.9B08.C10 
Strand 

End 27641 

Method TBLASTX : Cress 

End 21528 

Score 203 
21045. .21086, 2104 6 .. 21390 , 



Seq. No. ' 16032 

Gene No. 33897 

Start 23469 

Name OJ990817_14 . 9B08 . C10 . o5 . tc 

Start 20262 

GI none 

Exons 20262. .20429, 20289 .. 20423, 

Seq. No. 16032 

Gene No. 33897 

Start 23469 

Name OJ990817_14 . 9B08 . C10 . ol . tc 

Start 20504 

GI none 

Exons 20504 . .20749, 20505 .. 20753, 
20850. .21044, 20860. .21045 



Seq. No. 
Gene No. 



16032 
33897 



Seq. ID OJ990817_14.9B08.C10 
Strand 

End 27641 

Method TBLASTX : Cress 

End 20429 

Score 192 
20291. .20428 

Seq. ID OJ990817_14 . 9B08.C10 
Strand 

End 27641 

Method TBLASTX : Cress 

End 21045 

Score 386 
20510. .20755, 20824. .20856, 



Seq. ID OJ990817_14.9B08.C10 
Strand 



16616 



Start 


23469 




End 


27641 


Name 


OJ990817 14.9B08.C10. 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


20875 




End 


21150 


GI 


none 




Score 


421 


Exons 


20875. .21150, 20877.. 


.21149 






Seq. No. 


16032 




Seq. I'D 


OJ990817_14 . 9B08 .C10 


Gene No. 


33897 




Strand 




Start 


23469 




End 


27641 


Name 


OJ990817 14.9B08.C10. 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


21228 




End 


21528 


GI 


none 




Score 


172 


Exons 


21228. .21392, 21229., 


.21393, 


21337. .21393, 21394.. 21528 


Seq. No. 


16032 




Seq. ID 


OJ990817_14.9B08.C10 


Gene No. 


33897 




Strand 




Start 


23469 




End 


27641 


Name 


OJ990817 14.9B08.C10. 


. o9 . gp 


Method 


AAT/GAP 


Start 


22789 




End 


22964 


GI 


533 1.R1084 




Score 


151 


Exons 


22789. .22842, 22879.. 


.22964 






GI Descrip. 


' 113172/sp | P15543 | ACP3_HORVU 


9.0e-52 ACYL CARRIER PROTEIN III 



PRECURSOR (ACP III) >gi_100561 
3 - barley >gi_166971 (M58754)" 
vulgare] 1 



pir S17928 acyl carrier protein 

acyl carrier protein III [Hordeum 



Seq. No. 16032 Seq. ID 

Gene No. 33897 Strand 

Start 23469 End 

Name OJ990817_14 . 9B08 . C10 . o5 . gs Method 

Start 23469 End 

GI none Score 

Exons 23469. .23518, 23677 23827 , 23935 

24603. .25558, 26742 .. 27094 , 27554 



OJ990817 14.9B08.C10 



27641 
GENSCAN 
27641 
.79 

24055, 24383. .24583, 
27641 



Seq. No. 16032 Seq. ID OJ990817_14 . 9B08 . C10 

Gene No. 33897 Strand 

Start 23469 End 27641 

Name OJ990817_14 . 9B08 . C10 . o4 . np Method AAT/NAP 

Start 24503 End 25489 

GI 6539567 Score 1701 

Exons 24503. .25489 

GI Descrip. (AP000836) EST C72938 (E2506 ) corresponds to a region of the 

predicted gene.; Similar to Arabidopsis thaliana chromosome I 
BAC T5A14 genomic sequence; unknown protein (AC005223) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

Seq. No. 
Gene No. 



16032 
33897 
23469 

OJ990817_14 . 9B08 .C10.O4 . tc 

24698 

none 



Seq. ID OJ990817_14.9B08.C10 

Strand - 

End 27641 

Method TBLASTX : Cress 

End 25012 

Score 73 



24698. .24853, 24717 24812, 24863 .. 25012, 24888. .25010 



16032 
33897 



Seq. ID OJ990817_14.9B08.C10 
Strand 



16617 



Start 
Name 
Start 
GI 

Exons 



23469 

OJ990817_14 . 9B08.C10.o2.tm 

24704 

none 

24704. .24868, 24717 
24929. .25021, 25094 



End 

Method 

End 

Score 



27641 

TBLASTX: Maize 

25174 

140 



24809, 24854 . .25018, 24 873 2501 9, 
25174 



Seq. No. 16032 

Gene No. 33897 

Start 23469 

Name OJ990817__14 . 9B08 .C10 . 

Start 24707 

GI none 

Exons 24707. .24862, 24717.. 



Seq. ID OJ990817_14.9B08.C10 
Strand 

End 27641 

o6.ts Method TBLASTX : Soybean 

End 24926 

Score 65 
24812, 24863. .24925, 24888. .24926 



Seq. No. 16032 

Gene No. 33897 

Start 23469 

Name OJ990817_14 . 9B08 . C10 . oil . gp 

Start 25205 

GI none 

Exons 25205. .25558, 25979.. 26054 



Seq. No. 16032 

Gene No. 33898 

Start 28245 

Name OJ990817_14 . 9B08 .C10 . 

Start 28245 

GI none 

Exons 28245. .28484, 28268.. 
28285. .28494 



o2.ts 



Seq. ID OJ990817__14 . 9B08 .C10 
Strand 

End 27641 

Method AAT/GAP 

End 26054 

Score 825 



Seq. ID OJ990817_14 .9B08,.C10 
Strand 

End 31454 

Method TBLASTX : Soybean 

End 28497 

Score 163 



28375, 28269..28493, 28270 .. 284 97, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16032 Seq. ID 

33898 Strand 

28245 End 

OJ9908 17_14 . 9B08 . C10 . o2 . tc Method 

28269 End 

none Score 



OJ990817_14 . 9B08.C10 
31454 

TBLASTX: Cress 

31298 

349 



28269. .28520, 28270 .. 28518 , 28603 .. 28 680, 28 603 .. 28674 , 
28604 . .28705, 2874 8.-28924, 28783 .. 28 923, 31073 31186, 
31090. .31284, 31 14 1 .. 31269, 31155 .. 31298 , 31161. .31280 



16032 
33898 
28245 

OJ990817_14 . 9B08.C10.o5.tm 
28587 
none 

28587. .28697, 28587 .. 28 694 , 
287 66. .28804, 28804 . . 28848 , 28805. .2884 9, 2884 9. .28920, 
28850. .28924, 28860. .28922 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_14 . 9B08.C10 
31454 

TBLASTX: Maize 
28924 
106 



28588. .28698,-, 2858 9. .28 699, 



Seq. No. 16032 Seq. ID 

Gene No. 33898 Strand 

Start 28245 End 

Name OJ990817_14 . 9B08 . C10 . o7 . tm Method 

Start 31090 End 



OJ990817_14.9B08.C10 
31454 

TBLASTX: Maize 
31454 



16618 



GI 

Exons 



none 

31090. .31290, 31091, 
31425. .31454 



Score 269 
,31174, 31161. .31289, 3124 1 .. 31294 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
tName 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16032 
33899 
32141 

OJ990817_14 . 9B08.C10.o6. tm 

32141 

none 

32141. .32200, 32143 .. 32226, 
32306. .32341, 32417.. 32572 



Seq. ID OJ990817__14 .9B08.C10 
Strand 

End 32572 

Method TBLASTX : Mai ze 

End 32572 

Score 84 
32188. .32226, 32296. .32571, 



16032 
33900 
32483 

OJ990817_14 . 9B08.C10.o4 . ts 
32483 
none 

32483. .32605, 32560 .. 32604 , 32600 32836, 32705.. 32842 



Seq. ID OJ990817__14 . 9B08 .C10 
Strand 

32842 

TBLASTX: Soybean 
32842 
120 



End 

Method 

End 

Score 



.16032 
33901 
33236 

OJ990817JL4 . 9B08 . C10 . o3 . ts ■ 

33236 
none 

33236. .33508, 33247.. 33504 



Seq. ID OJ990817_14 .9B08.C10 
Strand 

End 33559 

Method TBLASTX : Soybean 

End 33508 

Score 333 



16032 
33901 
33236 

OJ990817__14 . 9B08 . C10 . o2 . tw 
33247 
none 

33247. .33507, 33248 .. 33508, 33255.. 33509 



Seq. ID OJ990817_14 . 9B08 .C10 
Strand 

33559 

TBLASTX: Wheat 
33509 
392 



End 

Method 

End 

Score 



16032 
33901 
33236 

OJ990817_14 . 9B08.C10.o8. tm 
33376 
none 

33376. .33510, 33377 .. 33511 , 33383 .. 33559, 33384.. 33521 



Seq. ID OJ990817_14 .9B08.C10 
Strand 

33559 

TBLASTX: Maize 
33559 
212 



End 

Method 

End 

Score 



16033 
33902 
189 

OJ990817_14 . 9B08 ,C12 .ol . gs 

189 

none 

189. .295 



Seq. ID OJ990817_14 . 9B08 .C12 

Strand + 

End 295 

.^Method GENSCAN 

End 295 

Score . 67 



Seq. No. 16034 

Gene No. 33903 

Start 171 

Name OJ990817_14 . 9B08 . C15 . ol . np 



Seq. ID OJ990817_14 . 9B08 .C15 

Strand 

End 324 

Method AAT/NAP 



16619 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



171 End 324 

3668084 Score 70 

171. .324 

(AC004667) unknown protein [Arabidopsis thaliana] 



16034 Seq. ID 

33903 Strand 

171 End 
OJ990817_14 . 9B08.C15.ol.tm Method 

175 End 

none Score 

175. .321, 184. .315, 196. .321 



OJ990817_14 . 9B08 .C15 
324 

TBLASTX: Maize 

321 

155 



Seq. No. 16034 

Gene No. 33903 

Start 171 

Name OJ9908 17_14 . 9B08 . C15 . ol . gs 

Start 196 

GI none 

Exons 196. . 318 



Seq. ID OJ990817_14.9B08.C15 

Strand 

End 324 

Method GENSCAN 

End 318 

Score .84 



Seq. No. 16035 

Gene No. 33904 

I Start 1 

: Name OJ990917_19 . 9B01 . C4 . ol . gp 

: Start 1 

j GI none 

1 Exons 1 . . 266 

Seq. No. 16036 

Gene No. 33905 

Start 191 

Name OJ990917_19 . 9B01 .C5.ol.gs 

Start 191 

GI none 

Exons 191.. 376 



Seq. ID OJ990917_19.9B01.C4 
Strand 

End 266 

•Method' AAT/GAP 

End. 266 

Score 479 



Seq. ID OJ990917_19.9B01.C5 

Strand + 

End 376 

Method GENSCAN 

End 376 

Score .91 



Seq. No. 16037 Seq. ID 

Gene No. 33906 Strand 

Start 86 End 

Name OJ990917_19 . 9B01 . C7 . ol . gs Method 

Start 8 6 End 

GI none Score 

Exons 86. .206 



OJ990917_19. 9B01.C7 
+ 

206 

GENSCAN 

206 

.86 



Seq. No. 16037 Seq. ID 

Gene No. 33907 Strand 

Start 413 End 

Name OJ990917__19 . 9B01 . C f 7 . ol . gp Method 

Start 413 End 

GI none Score 

Exons 413.. 722 



OJ990917_19.9B01.C7 
+ 

722 

AAT/GAP 

722 

620 



Seq. No. 16038 Seq. ID 

Gene No. 33908 Strand 

Start 45 End 

Name OJ990917_1 9 . 9B01 . C8 . ol . gp Method 



OJ990917_19. 9B01.C8 
+ 

1386 
AAT/GAP 



16620 




Start 


45 


End 


1386 




GI 


3760511 


Score 


590 




Exons 


45. .134, 1127. .1386 








Seq. No. 


16039 


Seq. ID 


OJ990917_19. 9B01 


.C9 


Gene No. 


33909 


Strand 


+ 




Start 


321 


End 


11028 




Name 


OJ990917_19. 9B01.C9.ol.np 


Method 


AAT/NAP 




Start 


321 


End 


11028 




GI 


6523547 


Score 


203 




Exons 


321. .357, 474. .577, 2153.. 


2468, 6225.. 


6354, 7120.. 7334, 






10254 .. 10650, 10992.. 11028 








GI Descrip. 


(AJ242540) hydroxyproline- 


rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 








Seq. No. 


16039 


Seq. ID 


OJ990917 19.9B01 


.C9 


Gene No. 


33910 


Strand 






Start 


269 


End 


2428 




Name 


OJ990917 19.9B01.C9.ol.gs 


Method 


GENSCAN 




Start 


269 


End 


2428 




GI 


none 


Score 


.52 




Exons 


269.. 283, 450.. 599, 2351.. 


2428 






Seq. No. 


16040 


Seq. ID 


OJ990917 19.9B01 


.C10 


Gene No. 


33911 


Strand 






Start 


89 


End 


1068 




Name 


OJ990917 19.9B01.C10.ol.gp 


Method 


AAT/GAP 




Start 


89 


End 


948 




GI 


none 


Score 


1429 




Exons 


89. .700, 795. .948 








Seq. No. 


16040 


Seq. ID 


OJ990917 19.9B01 


.C10 


Gene No. 


33911 


Strand 






Start 


89 


End 


1068 




Name 


OJ990917 19.9B01.C10.ol.gs 


Method 


GENSCAN 




Start 


243 


End 


1068 




GI 


none 


Score 


.71 




Exons 


243. .700, 1007. .1068 








Seq. No. 


16041 


Seq. ID 


OJ990917_19.9B01 


.Cll 


Gene No. 


33912 


Strand 


+ 




Start 


1032 


End 


3220 




Name 


OJ990917 19. 9B01.Cll.ol.gs 


Method 


GENSCAN 




Start 


1032 


End 


2747 




GI 


none 


Score 


.57 




Exons 


1032. .1201, 2375. .2747 








Seq. No. 


16041 


Seq. ID 


OJ990917_19. 9B01 


.Cll 


Gene No. 


33912 


Strand 


+ . • 




Start 


1032 


End 


3220 




Name 


OJ990917 19. 9B01.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2013 


End 


2324 




GI 


none 


Score 


160 




Exons 


2013.. 2204, 2018.. 2203, 2196.. 2324 






Seq. No. 


16041 


Seq. ID 


OJ990917_19. 9B01 


.Cll 


Gene No. 


33912 


Strand 







16621 



Start 1032 End 3220 

Name OJ990917_19 . 9B01 . Cll . ol . np Method AAT/NAP 

Start 2017 End 3220 

GI 4581111 Score 87 

Exons 2017.. 2330, 3177.. 3220 

GI Descrip. (AC005825) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16042 Seq. ID 

33913 Strand 

158 End 
OJ990917_19 . 9B01 . C12 . ol . gs Method 

158 End 

none Score 

158. .347, 559. .692, 779. .1107 



OJ990917_19.9B01.C12 
+ 

1109 
GENSCAN 
1107 
.83 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_ 
+ 

1109 
AAT/NAP 
1109 
434 



19.9B01.C12 



16042 
33913 
158 

OJ990917_19. 9B01.C12.ol.np 
164 

6553927 

164. .347, 574. .692, 779. .1109 

(AC012329) putative alpha NAC [Arabidopsis thaliana] 
gi| 6561948 | embl CAB62452.il (AL132964) alpha NAC-like protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16042 
33913 
158 

OJ990917_19. 9B01.C12.o2 . gp 
541 

LIB34 33-04 3-P1-K1-E4 
541.. 692, 779.. 1038 
'4115918 1.0e-31 (AF118222) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_ 
+ 

1109 
AAT/GAP 
1038 
652 



19.9B01.C12 



similar to nascent polypeptide 



associated complex alpha chain [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16042 
33913 
158 

OJ990917_19 . 9B01 . C12 . ol . tm 

560 

none 



Seq. ID OJ990917_19.9B01.C12 



Strand 
End 

Method 

End 

Score 



1109 

TBLASTX: Maize 

1051 

97 



560. .691, 623. .691, 624. .695, 779. .802, 805. .1050, 806. .1051 



16042 Seq. ID 

33913 Strand 

158 End 

OJ990917_19 . 9B01'. C12 . ol :tw Method 

575 End 

none Score 



OJ990917_19.9B01.C12 
+ 

1109 

TBLASTX: Wheat 

1051 

68 



575. .691, 623. .691, 624, 
977. .1051 



,695, 779. .802, 805. .942, 806. .937, 



Seq. No. 
Gene No. 
Start 



16042 
33913 
158 



Seq. ID OJ990917_19.9B01.C12 
Strand + 
End 1109 



16622 



! i 

"i 
sf 

: ; 



Name 


OJ990917 19.9B01.C12.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


587 




End 


1051 


GI 


none 




Score 


58 


Exons 


587.. 691, 623.. 691, 624 


. . 695, 


779. .802, 


805. . 1050, 806. . 105 


Seq. No. 


16042 




Seq. ID 


OJ990917 19.9B01.C12 


Gene No. 


33913 




Strand 


+ 


Start 


158" 




End 


1109 


Name 


OJ990917 19.9B01.C12.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


623 




End 


1045 


GI 


none 




Score 


100 


Exons 


623.. 691, 624.. 695, 805 


. . 918, 


806. . 940, 


806. . 925, 977 . . 1045 




991. .1044 








Seq. No. 


16043 




Seq. ID 


OJ990917_19.9B01.C13 


Gene No. 


33914 




Strand 


+ 


Start 


5541 




End 


7590 


Name 


OJ990917 19.9B01.C13.o2 


. as 


Method 


GENSCAN 


Start 


5541 




End 


7590 


GI 


none 




Score 


. 57 


Exons 


5541. .6788, 7404. .7519, 


7530. 


.7590 




Seq. No. 


16043 




Seq. ID 


OJ990917 19.9B01.C13 


Gene No. 


33914 




Strand 


+ 


Start,. 


5541 




End 


7590 ' 


Name 


OJ990917 19. 9B01.C13.ol 


.np 


Method 


AAT/NAP 


Start 


5559 


End 


6656 


GI 


■3298539 




Score 


585 


Exons 


5559. .6656 








GI Descrip. 


(AC004681) putative protein kinase [Arabidopsis thaliana] 


Seq: No. 


16043 




Seq. ID 


OJ990917_19.9B01.C13 


Gene No. 


33915 




Strand 


+ 


Start 


9369 




End 


12133 


Name 


OJ990917 19.9B01.C13.o4 


.gs 


Method 


GENSCAN 


Start 


9369 


End 


12133 


GI 


none 




Score 


.41 


Exons 


9369. .9588, 10106 10217, 10235 .. 10321 , 


11241. . 11332, 




12066. .12133 








Seq. No. 


16043 




Seq. ID 


OJ990917_19.9B01.C13 


Gene No. 


33916 




Strand 




Start 


1632 




End 


5262 


Name 


OJ990917 19. 9B01.C13.ol 


. gs 


Method 


GENSCAN 


Start 


1632 




End 


5262 


GI 


none 




Score 


.42 


Exons 


1632. . 1774, 3185. .3580, 


3816. 


.3938, 4702. .4806, 5045. .5116, 




5233. .5262 








Seq. No. 


1604 3 




Seq. ID 


OJ990917_19.9B01.C13 


Gene No. 


33917 




Strand 




Start 


7752 




End 


8765 


Name 


OJ990917 19.'9B01.C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5511 




End 


5897 


GI 


none 




Score 


171 


Exons 


5511. .5747, 5532. .5555, 


5604. 


5654, 5699. .5746, 5750. .5896, 



5751. .5897 



16623 




Seq. No. 


16043 








Seq. ID 


OJ990917 


_19.9B01.C13 


Gene No. 


33917 








Strand 






Start 


7752 








End 


8765 




Name 


OJ990.917 19, 


, 9B01 


.C13.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5798 








_ End 


6242 




GI 


none 








Score 


213 




Exons 


5798. .6010, 


5823 


. .5996, 


5964. 


.6140, 6002.. 6175, 


6003. . 6143, 




6143. . 6241, 


6144 


. . 6242 










Seq. No. 


16043 








Seq. ID 


OJ990917 


_19.9B01.C13 


Gene No. 


33917 








Strand 






Start 


7752 








End 


8765 




Name 


OJ990917 19. 


, 9B01 


.C13.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


5802 








End 


6350 




GI 


none 








Score 


140 




Exons 


5802. .5996, 


6020 


. . 6052, 


6024. 


.6065, 6077. .6163, 


6078 . .'6164, 




6149. . 6304, 


6159 


. . 6350 










Seq. No. 


16043 








Seq. ID 


OJ990917 


_19.9B01.C13 


Gene No. 


33917 








Strand 






Start 


7752 








End 


8765 




Name 


OJ990917 19. 


9B01 


.C13.ol, 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


5802 








End 


6311 


GI 


none 








Score 


139 




Exons 


5802. .6008, 


5885 


. . 6007, 


6024 . 


.6053, 6083. .6163, 


6084 . . 6164, 




6152. . 6304, 


6159 


. . 6311 










Seq. No. 


16043 








Seq. ID 


OJ990917 


_19.9B01.C13 


Gene No. 


33917 








Strand 






Start 


7752 








End 


8765 




Name 


OJ990917 19. 


9B01 


.C13.o2, 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


6258 








End 


6746 




GI 


none 








Score 


79 




Exons 


6258. .6326, 


6269 


. . 6325, 


6359. 


.6490, 6360. .6536, 


6450. . 6536, 




6502. .6672, 


6570 


. . 6746, 


6570. 


.6677, 6580.. 6702 




Seq. No. 


16043 








Seq. ID 


OJ990917 


_19.9B01.C13 


Gene No. 


33917 








Strand 






Start 


7752 








End 


8765 




Name 


OJ990917 19. 


9B01 


.C13.o3. 


, QS 


Method 


GENSCAN 




Start 


7752 








End 


8765 




GI 


none 








Score 


.4 




Exons 


7752. .8203, 


8351 


. . 8765 










Seq. No. 


16044 








Seq. ID 


OJ990917 


_19.9B01.C14 


Gene No. 


33918 








Strand 


+ 




Start 


202 








End 


445 




Name 


OJ990917 19. 


9B01 


.C14.ol. 


. QS 


Method 


GENSCAN 




Start 


202 








End 


445 




GI 


none 








Score 


.55 




Exons 


202. .296, 316. .445 










Seq. No. 


16044 








Seq. ID 


OJ990917 


_19.9B01.C14 


Gene No. 


33919 








Strand 






Start 


1 








End 


1517 




Name 


OJ990917 19. 


9B01, 


.C14.ol. 


np 


Method 


AAT/NAP 





16624 




Start 


1 


End 


1517 


GI 


6721512 


Score 


45 


Exons 


1..22, 950. .1052, 1478. .1517 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


16045 


Seq. ID 


OJ990917_19.9B01.C15 


Gene No. 


33920 


* Strand 


+ ■ • 


Start 


579 


End 


3715 


Name 


OJ990917 19.9B01.C15.ol.gs 


Method 


GENSCAN 


Start 


579 


End 


3650 


GI 


none 


Score 


.48 


Exons 


57 9. . 658, 1196. . 1376, 1607 . . 


1744, 2834 


.3049, 3309.. 3650 


Seq. No. 


16045 


Seq. ID 


OJ990917_19. 9B01 .C15 


Gene No. 


33920 


Strand 


+ 


Start 


579 


End 


3715 


Name 


OJ990917 19.9B01.C15.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3441 


End 


3578 


GI 


none 


Score 


178 


Exons 


3441. .3578, 3454 . .348 9, 347 0 


. .3577 




Seq. No. 


16045 


Seq. ID 


OJ990917_19.9B01.C15 


Gene No. 


33920 


Strand 


+ 


Start 


579 


End 


3715 


Name 


OJ990917 19. 9B01 .C15.ol.tm 


' Method 


TBLASTX: Maize 


Start 


3506 


End 


3715 


GI 


none 


Score 


208 


Exons 


3506.. 3715, 3507.. 3713 






Seq. No. 


16046 


Seq. ID 


OJ990917_19.9B01.C16 


Gene No. 


33921 


Strand 


+ 


Start 


1 


End 


297 


Name 


OJ990917 19.9B01.C16.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


297 


GI 


LIB3433-030-P1-K1-D10 


Score 


578 


Exons 


1. .297 






GI Descrip. 


'5042452/gb|AAD38289.1|AC007789 15 4 . 0e-30 (AC007789) putative 




ABA induced plasma membrane 


protein [Oryza sativa] 1 


Seq. No. 


16046 


Seq. ID 


OJ990917_19.9B01.C16 


Gene No. 


33922 


Strand 


+ 


Start 


6709 


End 


6976 


Name 


OJ990917 19.9B01.C16.o2.np 


Method 


AAT/NAP 


Start 


6709 


End 


6976 


GI 


3080427 


Score 


71 


Exons 


6709. .6976 






GI Descrip. 


(AL022604) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


16046 


Seq. ID 


OJ990917_19.9B01.C16 


Gene No. 


33923 


Strand 




Start 


3314 


End 


7091 


Name 


OJ990917 19.9B01.C16.o2.gs 


Method 


GENSCAN 


Start 


3314 


End 


7091 


GI 


none 


Score 


.79 


Exons 


3314. .3367, 3588. .3682, 4099 


..4195, 4797. .6175, 6259. .6439, 



6721. .6915, 7041. .7091 



16625 



Seq. No. 16046 Seq. ID 

Gene No. 33923 Strand 

Start 3314 End 

Name OJ990917_19 . 9B01 . C16 . ol . np Method 

Start 5145 End 

GI 4455212" Score 

Exons 5145.. 6014 

GI Descrip. (AL035440) 
thalianal 



OJ990917_19.9B01.C16 

7091 
AAT/NAP 
6014 
529 



putative NPKl-related protein kinase [Arabidopsis 



Seq. No. 


16046 






Gene No. 


33923 






Start 


3314 






Name 


OJ990917 19. 


9B01 


.C16.ol 


Start 


5192 






GI 


none 






Exons 


5192. .5332,. 


5667 


. .5792, 




5811. .5882, 


5858 


.5995, 


Seq. No. 


16046 






Gene No. 


33923 






Start 


3314 






Name 


OJ990917 19. 


9B01 


C16.ol 


Start 


5238 






GI ■ 


none 






Exons 


5238. .5405, 


5400 


.5480, 


Seq. No. 


16046 






Gene No. 


33923 






Start 


3314 






Name 


OJ990917 19. 


9B01 


C16.ol 


Start 


5253 






GI 


none 






Exons 


5253. .5564, 


5254. 


.5484, 



5751. .5786 



Seq. ID OJ990917_19.9B01.C16 
Strand 

End 7091 
.tw Method TBLASTX : Wheat 

End 6017 

Score 130 
5667. .5798, 5668. .5799, 5673. .5882, 
5865.. 6017, 5908.. 6006 

Seq. ID OJ990917_19.9B01.C16 
Strand 

End 7091 

.ts Method TBLASTX : Soybean 

End 5729 

Score 137 
5511. .5540, 5553. .5729 

Seq. ID OJ990917_19.9B01.CI6 
Strand 

End 7091 

.tc Method TBLASTX : Cress 

End 5786 

Score 127 
5506. .5541, 5538. .5729, 5569. .5736, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16046 
33923 
3314 

OJ990917_19. 9B01.C16.ol.tm 

5322 

none 



Seq. ID OJ990917_19.9B01.C16 
Strand 

End 7091 
Method TBLASTX: Maize . 
End 5766 
Score 100 

5322. .5420, 5323. .5421, 5323. .5421, 5389. .5574, 5410. .5475, 
5421. .5561, 5568. .5744, 5569. .5766, 5727. .5765 



16046 
33923 
3314 

OJ990917_19 . 9B01 . CI 6 . o2 . tm 

5766 

none 



Seq. ID OJ990917_19.9B01.C16 
Strand 

End 7091 

Method TBLASTX : Mai ze 

End 6024 

Score 190 



5766. .5978, 5767. .5979, 5965. .6024, 5979. .6008 



Seq. No. 16046 Seq. ID OJ990917_19.9B01.C16 

Gene No. 33923 Strand 

Start 3314 End 7091 ^ 

Name OJ990917_19 . 9B01 . CI 6 . o2 . gp Method AAT/GAP 



16626 




Start 


5798 


End 


6084 






GI 


427983 


Score 


546 






Exons 


5798. . 6084 










Seq. No. 


16047 


Seq. ID 


OJ990917_19. 


9B01 


.C19 


Gene No. 


33924 


Strand 


+ 






Start 


78 


End 


2977 






Name 


OJ990917 19. 9B01.C19.ol.gs 


Method 


GENSCAN 






Start 


78 


End 


2977 






GI 


none 


Score 


. 74 






Exons 


78. .210, 295. .542, 1577. .2977 










Seq. No. 


16047 


Seq. ID 


OJ990917_19. 


9B01, 


.C19 


Gene No. 


33925 


Strand 


+ 






Start 


4980 


End 


6356 






Name 


OJ990917 19. 9B01.C19.o3.gs 


Method 


GENSCAN 






Start 


4980 ~~ ' 


End 


6245 






GI 


none 


Score 


.81 






Exons 


4980. .5285, 5969. .6245 










Seq. No. 


16047 


Seq. ID 


OJ990917_19. 


9B01, 


.C19 


Gene No. 


33925 


Strand 


+ 






Start 


4980 


End 


6356 






Name 


OJ990917 19. 9B01.C19.o2.gp 


Method 


AAT/GAP 






Start 


5961 ~ 


End 


6356 






GI 


3760510 


Score 


738 






Exons 


5961 . . 6356 










Seq. No. 


16047 


Seq. ID 


OJ990917 19. 


9B01 , 


.C19 


Gene No. 


33925 


Strand 


+ ~~ 






Start 


4980 


End 


6356 






Name 


OJ990917 19. 9B01.C19.o4 .np 


Method 


AAT/NAP 






Start 


6003 


End 


6356 






GI 


6358799 


Score 


91 






Exons 


6003. . 6232, 6335. .6356 










GI Descrip. 


(AC010675) unknown protein [Arabidopsis thaliana] 






Seq. No. 


16047 


Seq. ID 


OJ990917_19. 


9B01 . 


.C19 


Gene No. 


33926 


Strand 








Start 


2633 


End 


3080 






Name 


OJ990917 19. 9B01.C19.ol.gp 


Method 


AAT/GAP 






Start 


2633 


End 


3080 






GI 


45844 1.R1084 


Score 


816 






Exons 


2633. .3080 










GI Descrip. 


, 5816991/emb|CAB53646.1| l.Oe- 


-35 (AL110123) multidrug resistance 




protein/P-glycoprotein-like [Arabidopsis thaliana] ' 






Seq. No. 


16047 


Seq. ID 


OJ990917_19. 


9B01, 


,C19 


Gene No. 


33927 


Strand 






•j 


Start 


3459 


End 


4834 




Name 


OJ990917 19. 9B01.C19.o3.tm 


Method 


TBLASTX: Maize 




Start 


10 


End 


545 






GI 


none 


Score 


109 






Exons 


10. .180, 10. .195, 21. .203, 51 


..200, 219 


I. .320, 236. . 


331, 






323. .469, 331. .543, 348. .536, 


349. .540, 


357. .545 






Seq. No. 


16047 


Seq. ID 


OJ990917_19. 


9B01. 


C19 



16627 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



33927 Strand 

3459 End 

OJ990917_19. 9B01 .C19.o4 . tm Method 

164 4 End 

none Score 



4834 

TBLASTX: Maize 

2049 

34 



1644. .1703, 1644. .1718, 1737. .1817, 1743. .1808, 1783. .1818, 
1801.. 1833, 1868.. 2035, 1905.. 2045, 1915.. 2049, 1948.. 2049 



Seq. No. 16047 Seq. ID 

Gene No. 33927 Strand 

Start 3459 End 

Name OJ990917_19 . 9B01 . C19 . o2 . gs Method 

Start 3459 End 

GI none Score 

Exons 3459.. 3671, 3690.. 4478 



OJ990917_19.9B01.C19 

4834 
GENSCAN 
4478 
.82 



Seq. No. 16047 Seq. ID 

Gene No. 33927 Strand 

Start 3459 End 

Name OJ990917_19 . 9B01 . CI 9 . o3 . np Method 

Start 3459 End 

GI 6911873 Score 

Exons 3459.. 4371, 4710.. 4834 

GI Descrip. (AL138655) putative protein [Arabidopsis thaliana] 



OJ990917_19.9B01.C19 

4834 
AAT/NAP 
4834 
530 



ru 



PLI 



Seq. No. 16047 Seq. ID 

Gene No. 33927 Strand 

Start 3459 End 

Name OJ990917_19 . 9B01 . CI 9 . o2 . tm Method 

Start 34 65 End 

GI none Score 
Exons 



OJ990917_19.9B01.C19 
4834 

TBLASTX: Maize 

4334 

71 



3465. .3536, 3639. .3980, 3655. .3759, 3987. .4166, 3990. .4160, 
3991. .4170, 4257. .4304, 4258. .4308, 4308. .4334 



'J3f 



M 



Seq. No. 16047 Seq. ID 

Gene No. 33927 Strand 

Start 3.459 . End 

Name OJ990917_19 . 9B01 . C19 . o2 . ts Method 

Start 3558 End 

GI none Score 

Exons 3558.. 3857, 3598.. 3846 



OJ990917_19.9B01.C19 
4834 

TBLASTX : Soybean 

3857 

90 



Seq. No. 16047 

Gene No. 33927 

Start 3459 

Name OJ990917_19 . 9B01 . CI 9 . ol . tc 

Start 3681 

GI none 

Exons 3681.. 3908, 3942.. 4157, 3955. 



OJ990917_19.9B01.C19 
4834 

TBLASTX: Cress 
4361 
143 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4158, 426'3. .4304 ;/ 4314.. 4361 



Seq. No. 16047 

Gene No. 33927 

Start 3459 

Name OJ990917_19 . 9B01 . C19 . ol . ts 

Start 3870 

GI none 

Exons 3870.. 4160, 3949.. 4173, 4212. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4304, 4231. .4305 



OJ990917_19. 9B01.C19 
4834 

TBLASTX: Soybean 
4305 
131 



16628 




Seq. No. 


16047 






Seq. ID 


OJ990917 


iy . ybux . ciy 


Gene No. 


33928 






Strand 






Start 


5969 






End 


6303 




Name 


OJ990917 19 


. 9B01. 


C19.ol. tm 


Method 


TBLASTX: 


Maize 


Start 


5969 






End 


6303 




GI 


none 






Score 


468 . 




Exons 


5969. .6301, 


5969. 


.6301, 5977.. 


6303, 6157.. 6303 




Seq. No. 


16048 






Seq. ID 


OJ990917 


_19.9B01.C20 


Gene No. 


33929 






Strand 


+ 




Start 


1 






End 


1072 




Name 


OJ990917 19 


. 9B01. 


C20.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1072 




GI 


5732064 






Score 


284 




Exons 


1..659, 708 


. . 908, 


972. .1072 








GI Descrip. 


(AF147263) 


contains similarity to transposases 


[Arabidopsis 



thaliana] 



.Q 



Hi 

t 3.- 



hi 



! LP 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16048 
33929 
1 

OJ990917_19. 9B01.C20.ol.tm 
4 

none 



Seq. ID OJ990917_19.9B01.C20 

Strand + 

End 1072 

Method TBLASTX : Mai ze 

End 872 

Score 109 



4. .153, 4. .165, 244. .387, 394". .576, 600. .638, 604. .864, 681. .872 



16048 
33929 
1 

OJ990917_19. 9B01.C20.ol.tw 

165 

none 



Seq. ID OJ990917_19.9B01.C20 

Strand + 

End 1072 

Method TBLASTX : Wheat 

End 591 

Score 226 



165. .398, 197. .397, 238. .408, 490. .591, 496. .591 



•A 

Ms 

Q 

Q 



Seq. No. 16048 

Gene No. 33929 

Start 1 

Name OJ990917_19 . 9B01 . C20 . o2 . tm 

Start 903 

GI none 
Exons 



Seq. ID OJ990917_19.9B01.C20 

Strand + 

End 1072 

Method TBLASTX : Maize 

End 1072 

Score 173 



903. .1070, 904. .1071, 904. .1062, 905. .1072, 906. .1070 



Seq. No. 16049 

Gene No. 33930 

Start 656 

Name OJ990917_19 . 9B01 . C23 . ol . gs 

Start 656 

GI none 

Exons 656.. 801 



Seq. ID OJ990917_19.9B01.C23 

Strand + 

End 801 

Method GENSCAN 

End 801 

Score) .83 



Seq. No. 16050 Seq. ID 

Gene No. 33931 Strand 

Start 631 End 

Name OJ990917_19 . 9B01 . C24 . ol . gp Method 

Start 631 End 

GI 38467 1.R1084 Score 



OJ990917_19.9B01.C24 
+ 

1700 
AAT/GAP 
1669 
1389 



16629 




Exons 631.. 927, 1219.. 1669 

GI Descrip. ' 50424 52/gb | AAD38289 . 1 | AC007789_15 4.0e-30 (AC007789) putative 
ABA induced plasma membrane protein [Oryza sativa] 1 



Seq. No. 


16050 




Seq. ID 


OJ990917_19.9B01.C24 


Gene No. 


33931 . 




Strand 


+ 


Start 


631 




End 


1700 


Name 


OJ990917 19.9B01.C24.ol. 


gs 


Method 


GENSCAN 


Start 


729 




End 


1700 


GI 


none 




Score 


. 89 


Exons 


729. .927, 1219. .1700 








Seq. No. 


16051 




Seq. ID 


OJ990917_19.9B01.C25 


Gene No. 


33932 




Strand 


- 


Start 


763 




End 


899 


Name 


OJ990917 19.9B01.C25.ol. 


gs 


Method 


GENSCAN 


Start 


763 




End 


899 


GI 


none 




Score 


. 82 


Exons 


763. .899 








Seq. No. 


16051 




Seq. ID 


OJ990917_19.9B01.C25 


Gene No. 


33933 




Strand 


- 


Start 


1246 




End 


1383 


Name 


OJ990917 19.9B01.C25.ol. 


gp 


Method 


AAT/GAP 


Start 


1246 




End 


1383 


GI 


none 




Score 


211 


Exons 


1^4 6. . lioi 








Seq. No. 


16052 




Seq. ID 


OJ990917_19.9B01.C26 


Gene No. 


33934 




Strand 


+ 


Start 


355 




End 


2800 


Name 


OJ990917 19.9B01.C26.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


334 




End 


907 


GI 


none 




Score 


85 


Exons 


334. .468, 352. .432, 387. 


.458, 


525. . 602, 


562. .603, 617. .805, 




684. .824, 687. .806, 803. 


.907, 


804 . . 905 




Seq. No. 


16052 




Seq. ID 


OJ990917_19.9B01.C26 


Gene No. 


33934 




Strand 


+ 


Start 


355 




End 


2800 


Name 


OJ990917 19.9B01.C26.ol. 


gp 


Method 


AAT/GAP 


Start 


355 




End * 


2118 


GI 


53424 1.R1084 




Score 


1931 


Exons 


355.-436, 566. .602, 683. 


.902, 


1075. .1233, 1348. .1406, 1643. 


GI Descrip. 


IVIvlCCOVIVl / A «U 1 r>7\nO/ r T/l'3 1 1 

4455244/ emb | CAB367 4 3 . 1 | 


1 . Oe- 


-20 (AL035523) MtN3-like prote: 




[Arabidopsis thaliana] ' 








Seq. No. 


16052 




Seq. ID 


OJ990917_19.9B01.C26 


Gene No. 


33934 .. 




Strand 


+ 


Start 


355 




End 


2800 


Name 


OJ990917 19.9B01.C26.ol. 


gs 


Method 


GENSCAN 


Start 


391 




End 


2800 


GI 


none 




Score 


.88 


Exons 


391. .436, 566. .602, 683. 


.902, 


1075. .1182, 1348. .1467, 2606. 


Seq. No. 


16052 




Seq. ID 


OJ990917_19.9B01.C26 


Gene No. 


33934 




Strand 


+ 



16630 




Start 


o c c 
JJ J 




End 


2800 


Name 


OJ990917 19.9B01.C26.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


420 




End 


1820 


GI 


none 




Score 


37 


Exons 


420. .437, 562. .603, 686. 


.907, 


687. .932, 


1072. .1233, 1351. .1 




1371. .1469, 1594. .1632, 


1595. 


.1666, 1794. .1820 


Seq. No. 


16052 




Seq. ID 


OJ990917_19.9B01.C26 


Gene No. 


33934 




Strand 


+ 


CM 1 4- 

btarc 


355 




End 


2800 


Name 


OJ990917 19. 9B01.C26.ol. 


np 


Method 


AAT/NAP 


Start 


666 




End 


2646 


GI 


4539359 




Score 


208 


Exons 


666.. 905, 1081.. 1246, 1352.. 1467, 1592. 


.1669, 2S39..2646 


GI Descrip. 


(AL049525) putative protein [Arabidopsis thaliana] 


Seq. No. 


1 6052 




Seq. ID 


OJ990917_19.9B01..C26 


Gene No . 


33934 




Strand 


+ 


Start 


355 




End 


2800 


Name 


OJ990917_19.9B01.C26.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


/COO 




End 


935 


GI 


none 




Score 


227 


Exons 


683. .919, 687. .935, 690. 


. 932 






Seq. No. 


16052 




Seq. ID 


OJ990917_19.9B01.C26 


Gene No . 


33934 




Strand 


+ 


Start 


o c tz 
ODD 




End 


2800 


Name 


OJ990917 19. 9B01.C26.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1072 




End 


1696 


GI 


none 




Score 


100 


Exons 


1072. .1233, 1351. .1467, 


1353. 


1460, 1594. .1686, 1595. .1696 


Seq. No. 


16052 




Seq. ID 


OJ990917_19.9B01.C26 


Gene No. 


33934 




Strand 


+ 


Start 


355 




End 


2800 


Name 


OJ990917 19. 9B01.C26.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1395 




End 


1695 


GI 


none 




Score 


114 


Exons 


1395. .1463, 1396. .1467, 


1589. . 


1693, 1590.. 1691, 1594.. 1695, 




1595. .1693 








Seq. No. 


16053 




Seq. ID 


OJ990917_19.9B01.C27 


Gene No. 


33935 




Strand 


+ 


Start 


248 




End 


2467 


Name 


OJ990917 19. 9B01.C27.ol. 


np 


Method 


AAT/NAP 


Start 


248 




End 


2467 


GI 


2244793 




Score 


496 


Exons 


248. .345, 621. .707, 866. 


.1003, 


1723. .2019, 2071. .2467 


GI Descrip. 


(Z97336) disease resistance N 


like protein [Arabidopsis 




thaliana] 








Seq. No. 


16053 




Seq. ID 


OJ990917_19.9B01.C27 


Gene No. 


33935 




Strand 


+ 


Start 


248 




End 


2467 


Name 


OJ990917 19.9B01.C27.ol. 


gs 


Method 


GENSCAN 


Start 


259 




End 


2131 


GI 


none 




Score 


.6 



16631 



Exons 



259. .345, 434. .523, 866. .982, 1050. .1133, 1690. .2131 



Seq. No. 


16053 


Seq. ID 


OJ990917_19.9B01 


.C27 


Gene No . 


33935 


Strand 


+ 




Start 


248 


End 


2467 




Name 


OJ990917 19.9B01.C27.ol.ts 


Method 


TBLASTX: Soybean 




Start 


288 


End 


2187 




GI 


none 


Score 


52 




Exons 


288. .341, 298. .342, 433. .516, 434. .523, 442. .525, 621.. 


710, 




638. .706, 866. .928, 1905. .1961, 1918.. 


1962, 1981.. 2187, 






2016. .2129 








Seq. No. 


16053 


Seq. ID 


OJ990917_19.9B01 


.C27 


Gene No. 


33935 


Strand 


+ 




Start 


248 


End 


2467 




Name 


OJ990917 19.9B01.C27.ol.tc 


Method 


TBLASTX: Cress 




Start 


1995 


End 


2187 




GI 


none 


Score 


198 




Exons 


1995. .2117, 2011. .2187 








Seq. No. 


16053 


Seq. ID 


OJ990917_19. 9B01 


.C27 


Gene No. 


33935 


Strand 


+ 




Start 


248 


End 


2467 




Name 


OJ990917 19.9B01.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


1995 


End 


2187 




GI 


none 


Score 


229 • 




Exons 


1995.. 2129, 1996.. 2187, 2011 


...2178, 2017. .2136 




Seq. No. 


16054 


Seq. ID 


OJ990917_19.9B01 


.C29 


Gene No. 


33936 


Strand 






Start 


671 


End 


1898 




Name 


OJ990917 19. 9B01.C29.ol.gs 


Method 


GENSCAN 




Start 


671 


End 


1836 




GI 


none 


Score 


.63 




Exons 


671. .761, 1109. .1243, 1611.. 


1684, 1790 


. .1836 




Seq. No. 


16054 


Seq. ID 


OJ990917_19.9B01 


.C29 


Gene No . 


33936 ; 


Strand 






Start 


671 


End 


1898 




Name 


OJ990917 19.9B01.C29.ol.np 


Method 


AAT/NAP 




Start 


955 


End 


1898 




GI 


5042452 


Score 


75 




Exons 


955. .1003, 1611. .1731, 1786. 


.1898 






GI Descrip. 


(AC007789) putative ABA induced plasma 


membrane protein 


[Oryza 




sativa] 








Seq. No. 


16054 


Seq. ID 


OJ990917_19. 9B01 


.C2 9 - 


Gene No. 


33936 


Strand 






Start 


$71 


End 


1898 




Name 


OJ990917 19.9B01.C29.ol.gp 


Method 


AAT/GAP 




Start 


1475 


End 


1836 




GI 


5038579 


Score 


419 




Exons 


1475. .1684, 1790. .1836 








GI Descrip. 


5042452/gb|AAD38289. 1 | AC007789 15 4 . 0e^ 


-30 (AC007789) putative 




ABA induced plasma membrane 


protein [Oryza sativa] 




Seq. No. 


16055 


Seq. ID 


OJ990917_19. 9B01 


.C30 



16632 



Gene No. 33937 Strand 

Start 1 End 362 

Name OJ990917_19 . 9B01 . C30 . ol . np Method AAT/NAP 

Start 1 End 252 

GI 5042452 Score 94 

Exons 1..77, 114.. 252 

GI Descrip. (AC007789) putative ABA induced plasma membrane protein [Oryza 
sativa] 



Seq. No. 16055 

Gene No. 33937 

Start 1 

Name OJ990917_19 . 9B01 . C30 . ol . gp 

Start 127 

GI 5038579 

Exons 127. .362 

GI Descrip. 50424 52/gb | AAD38289 . 1 | AC007789_15 4.0e-30 (AC007789) putative 
ABA<induced plasma membrane protein [Oryza sativa] 



Seq. ID OJ990917__19.9B01.C30 

Strand 

End 362 

Method AAT/GAP 

End 362 

Score 446 



Seq. No. 16055 

Gene No. 33937 

Start 1 

Name OJ990917_19 . 9B01 . C30 . ol . tm 

Start 127 

GI none 

Exons 127.. 258, 128.. 259, 209.. 259 



Seq. ID OJ990917_19.9B01.C30 

Strand 

End 362 

Method TBLASTX: Maize 

End 259 

Score 180 



Seq. No. 16056 

Gene No. 33938 

Start 1 

Name OJ990917_19 . 9B01 . C31 . ol . np 

Start 1 

GI 3298539 

Exons 1 . . 931 

GI Descrip. (AC004681) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990917_19.9B01.C31 

Strand + 

End 1032 

Method AAT/NAP 

End 931 

Score 471 



Seq. No. 16056 

Gene No. 33938 

Start 1 

Name OJ990917_19 . 9B01 . C31 . ol . tc 

Start 40 

GI none 
Exons 



Seq. ID OJ990917_19.9B01.C31 

Strand + 

End 1032 

Method TBLASTX : Cress 

End 57 3 

Score 42 



40. .96, 163. .288, 180. .272, 285. .320, 286. .573, 342. .569 



Seq. No. 16056 

Gene No. 33938 

Start 1 

Name OJ990917_19 . 9B01 . C31 . ol . gs 

Start 82 

GI none 

Exons 82.. 1032 



Seq. ID OJ990917_19.9B01.C31 

Strand + 

End 1032 

Method GENSCAN 

End 1032 

Score .8 



Seq. No. 16056 

Gene No. 33938 

Start 1 

Name OJ990917_19 . 9B01 . C31 . ol . tm 

Start 82 



Seq. ID OJ990917_19.9B01.C31 

Strand + 

End 1032 

Method TBLASTX : Mai ze 

End 504 



16633 






GI 


none 


Score 


189 




Exons 


82. .261, 88. .261, 162. .272, 


247. .279, 


264. .437, 265. .405, 






363.. 419, 405.. 503, 406.. 504 








Seq. No. 


16056 


Seq. ID 


OJ990917_19.9B01.C31 




Gene No. 


33938 


Strand 


+ 




btart 


1 


End 


1032 . 




Name 


OJ990917 19.9B01.C31.ol.ts 


Method 


TBLASTX: Soybean 




Start 


97 


End 


588 




GI 


none 


Score 


98 




Exons 


97. .270, 165. .281, 286. .315, 


345. .419, 


346. .420, 424. .588, 






438. .566 








Seq. No. 


16056 


Seq. ID 


OJ990917_19. 9B01.C31 




Gene No. 


33938 


Strand 






btart 


i 


End 


1032 




Name 


OJ990917 19.9B01.C31.o2.tm 


Method 


TBLASTX: Maize 




Start 


529 


End 


840 




GI 


none 


Score 


62 




Exons 


529. .579, 531. .575, 617. .676 


, 620. .676 


, 622. .678, 664. .840, 






664. .792 








Seq. No. 


16057 


Seq. ID 


OJ990917_19.9B01.C32 




bene No . 


*D o o o n 


Strand 




1:1 


Start 


80 


End 


222 


i!fi 


Name 


OJ990917 19.9B01.C32.ol.gs 


Method 


GENSCAN 


- 


Start 


80 


End 


222 


I -if 

K i 


GI 


none 


Score 


.95 


: 

') zt 
ii L: 


Exons 


80. .222 






: Z 'l 


Seq. No. 


16058 


Seq. ID 


OJ990927_16.9B17.C1 


r y 


Gene No . 


Jo y4 u 


Strand 






Start 


122 


End 


231 




Name 


OJ990927 16.9B17.Cl.ol.gs 


Method 


GENSCAN 


Q 


Start 


122 


End 


231 




GI 


none 


Score 


.51 


is jf : 


Exons 


122. .231 








Seq. No. 


16059 


Seq. ID 


OJ990927_16.9B17.C5, 


; : cr 


Gene No. 


33941 


Strand 


+ 




O Lai L 


1 


End 


con 




Name 


OJ990927 16.9B17.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


680 




GI 


5902448 


Score 


1170 




Exons 


1. .680 








GI Descrip. 


(AB030283) orf3 [Oryza sativa] 






Seq. No. 


16059 


Seq. ID 


OJ990927_16.9B17.C5 




Gene No . 


33941 


Strand 


+ 




Start 


1 


End 


680 




Name 


OJ990927 16.9B17.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8 


End 


277 




GI 


none 


Score 


190 




Exons 


8. .277, 172. .240 








Seq. No. 


16059 


Seq. ID 


OJ990927_16. 9B17.C5 




Gene No. 


33941 


Strand 


+ 



16634 






Start 


1 


End 


680 






Name 


OJ990927 16.9B17.C5.ol.gs 


Method 


GEN SCAN 






Start 


147 


End 


663 






GI 


none 


Score 


.58 






Exons 


147. .258, 332. .396, 417. .663 










Seq. No. 


16060 


Seq. ID 


OJ990927_16.9B17 


.C6 




Gene No . 




Strand 


+ 






Start 


16 


End 


477 






Name 


OJ990927 16.9B17.C6.ol.gs 


Method 


GENSCAN 






Start 


16 


End 


477 






GI 


none 


Score 


.99 






Exons 


16. .477 










Seq. No. 


16060 


Seq. ID 


OJ990927_16. 9B17 


.C6 




Gene No. 


33942 


Strand 


+ 






C+- -a v~+- 


16 


End 


A "7 "7 

4 77 






Name 


OJ990927 16.9B17.C6.ol.np 


Method 


AAT/NAP 






Start 


16 


End 


474 






GI 


5902446 


Score 


693 






Exons 


16. . 474 










GI Descrip. 


(AB030283) orf5 [Oryza sativa] 






a 


Seq. No. 


16061 


Seq. ID 


OJ990927_16. 9B17 


.C7 




Gene No. 


33943 


Strand 


+ 




d'l 


Start 


-*3956 


End 


4264 






Name . 


OJ990927 16.-9B17.C7.ol.gp 


Method 


AAT/GAP 






O Let I. L 


3956 


End 


4264 






GI 


5816559 


Score 


471 




id 


Exons 


3956. .4264 








• h 

"zssf 


GI Descrip. 


4680178/gb|AF111709.1 IAF111709 1.0e-108 Oryza sativa subsp, 






indica Retrosat 1 retrotransposon and 


Ty3-Gypsy type Retro: 






retrotransposon, complete sequences; and unknown genes 






Seq. No. 


16061 


Seq. ID 


OJ990927_16.9B17 


.C7 


*'! 


bene no . 


33944 


Strand 


-f 




jc s :i. 


Start 


5849 * 


End 


6035 




t "I 


Name 


OJ990927 16.9B17.C7.o2.gs 


Method 


GENSCAN 






Start 


5849 


End 


6035 






GI 


none 


Score 


.84 






Exons 


5849. . 5888, 5944 . . 6035 










Seq. No. 


16061 


Seq. ID 


OJ990927_16. 9B17, 


.C7 




bene ino . 


33945 


Strand 








Start 


23 


End 


3829 






Name 


OJ990927 16.9B17.C7.o2.tm 


Method 


TBLASTX : Maize 






Start 


2 


End 


374 






GI 


none 


Score 


91 






Exons 


2. .151, 119. .271, 124. .282, 279. .374 








Seq. No. 


16061 


Seq. ID 


OJ990927_16.9B17. 


,C7 




Gene No. 


33945 


Strand 








Start 


23 


End 


3829 






Name 


OJ990927 16. 9B17 .C7.ol.np 


Method 


AAT/NAP 






Start 


23 


End 


3829 






GI 


4680183 


Score 


4693 






Exons 


23. .140, 324. .739, 827. .869, 


1365. .3829 





16635 



GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 





Seq. No. 


16061 






Seq. ID 


OJ990927_16.9B17. 


,C7 




Gene No. 


33945 






Strand 


- 






Start 


23 






End 


3829 






Name 


OJ990927 


16.9B17.C7. 


o2 . tw 


Method 


TBLASTX: Wheat 






Start 


124 






End 


533 






GI 


none 






Score 


88 






Exons 


124. .276, 


128. .277, 


282. .533 


, 291. .521 


, 292.. 531 






Seq. No. 


16061 






Seq. ID 


OJ990927 16.9B17. 


,C7 




Gene No. 


33945 






Strand 


_ 






Start 


23 






End 


3829 






Name 


OJ990927 


16.9B17.C7. 


ol .gs 


Method 


GENSCAN 






Start 


270 






End 


3829 






GI 


none 






Score 


.59 






Exons 


270. .896, 


1032. .3641 


3683.. 


3829 








Seq. No. 


16061 






Seq. ID 


OJ990927 16.9B17. 


C7 




Gene No. 


33945 






Strand 


_ 






Start 


23 






End 


3829 






Name 


OJ990927 


16.9B17.C7. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


402 






End 


758 






GI 


none 






Score 


93 






Exons 


402. .695, 


402. .758, 


412. .717 








i;r! 
i y 


Seq. No. 


16061 






Seq. ID 


OJ990927 16.9B17. 


C7 




Gene No. 


33945 






Strand 






□ 


Start 


23 






End 


3829 




I : s 
Li 


Name 


OJ990927 


16.9B17.C7. 


ol.ts 


Method 


TBLASTX : Soybean 




•j ' I 


Start 


483 






End 


848 




j ; L! 


GI 


none 






Score 


138 




is 


Exons 


483. .617, 


624 . .848 










t = = : 

i; -J 


Seq. No. 


16061 






Seq. ID 


OJ990927_16.9B17. 


C7 


'Sj 


Gene No. 


33945 






Strand 


- 




i* * E 


Start 


23 






End 


3829 .. 






Name 


OJ990927 


_16.9B17.C7. 


o4 . tw 


Method 


TBLASTX: Wheat 




= : 


Start 


533 






End 


767 




•;!? 

i' "1 


GI 


none 






Score 


125 






Exons 


533. .697, 


534. .746, : 


534. .767 


, 535. .747 








Seq. No. 


16061 






Seq. ID 


OJ990927_16. 9B17 . 


C7 




Gene No. 


33945 






Strand 








Start 


23 






End 


3829 






Name 


OJ990927 


16.9B17.C7. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


768 






End 


1565 






GI 


none 






Score 


119 






Exons 


768.' . 1061 


, 772. .996, 


1108. .1344, 1110. 


. 1340, 1389'. . 1502, 








1389. .1565 












Seq. No. 


16061 






Seq. ID 


OJ990927_16. 9B17. 


C7 




Gene No. 


33945 






Strand 








Start 


23 






End 


3829 






Name 


OJ990927 


16. 9B17.C7. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


1110 






End 


1257 






GI 


none 






Score 


127 





16636 




Exons 


1110. .1256, 1111. .1257 










Seq. No. 


16061 


Seq. ID 


OJ990927_ 


16.9B17 


.C7 


L»ene wo . 


3 J y h 0 


otrana 








Start 


23 


End 


3829 






Name 


OJ990927 16.9B17.C7.o3.tw 


Method 


TBLASTX: Wheat 




Start 


2139 


End 


2541 .- 






GI 


none 


Score 


130 






Exons 


2139.. 2540, 2233.. 2541 










Seq. No. 


16062 


Seq. ID 


OJ990927_ 


16.9B17 


.09 


Gene No. 




C7 4- v « 

btrana 


+ 






Start 


31 


End 


1231 






Name 


OJ990927 16.9B17.C9.ol.gs 


Method 


GENSCAN 






Start 


31 


End 


1231 






GI 


none 


Score 


.74 






Exons 


31. .74, 571. .1231 










Seq. No. 


16063 


Seq. ID 


OJ990927_ 


16.9B17 


.C10 


Gene No. 


33947 


Strand 


+ 






u Lai L 


1 


End 


3007 






Name 


OJ990927 16.9B17.C10.o3.np 


Method 


AAT/NAP 






Start 


1 


End 


3007 






GI 


4680183 


Score 


183 






Exons 


1..96, 932. .1029, 2243. .2313, 


2918.. 3007 






GI Descrip. 

... 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


16063 


Seq. ID 


OJ990927_ 


16.9B17 


.C10 


Gene No. 


33948 


Strand 








OL.ci.I-L 


1 


End 


1757 






Name 


OJ990927 16.9B17.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


401 






GI 


4680179 


Score 


659 






Exons 


1. .401 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


16063 


Seq. ID 


OJ990927_ 


16. 9B17 


C10 


bene ino . 


33948 


Strand 








Start 


1 


End 


1757 






Name 


OJ990927 16.9B17.C10.ol.gs 


'Method 


GENSCAN 






Start 


12 


End 


1757 






GI 


none 


Score 


.63 






Exons 


12. .401, 789. .925, 969. .1542, 


1746. .1757 






Seq. No. 


16063 


Seq. ID 


OJ990927_ 


16.9B17 


C10 


Gene No. 


33948 


Strand 








Start 


1 


End 


1757 






In cUllc 


OJ990927 16.9B17.C10.o2.np 


Method 


AAT/NAP 






Start 


658 


End 


14 7 6 






GI • 


5042448 


Score 


1142 






Exons 


658. .1476 










GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy 


-type 






retrotransposon [Oryza sativa^ 










Seq. No. 


16063 


Seq. ID 


OJ990927_ 


16. 9B17 . 


C10 


Gene No. 


33949 


Strand 








Start 


3707 


End 


5059 







16637 



Name OJ990927_16 . 9B17 . CIO . o4 . np Method AAT/NAP 

Start 3707 End 5059 

GI 1947160 Score 148 

Exons 3707.. 4166, 4350.. 4661, 4942.. 5059 

GI Descrip. (AF000298) weak similarity to collagens; glycine- and 
proline-rich [Caenorhabditis elegans] 



Seq. No. 16063 Seq. ID 

Gene No. 33950 Strand 

Start 5992 End 

Name OJ990927_16 . 9B17 . C10 . o3 . t s Method 

Start 5808 End 

GI none Score 

Exons 5808.. 6029, 5816.. 6022 



OJ990927_16.9B17.C10 
7110 

TBLASTX: Soybean 

6029 

132 



Seq. No. 16063 Seq. ID 

Gene No. 33950 Strand 

Start 5992 End 

Name OJ990927_16 . 9B17 . C10 . o3 . gs Method 

Start 5992 End 

GI none Score 

Exons 5992.. 7110 



OJ990927_16 . 9B17 . C10 

7110 
GENSCAN 
7110 
.98 



Seq. No. 16063 

Gene No. 33950 

Start 5992 

Name OJ990927_16 . 9B17 .C10 . o2 . tw 

Start 6238 

GI none 

Exons 6238.. 6651, 6581.. 6652 

Seq. No. 16063 

Gene No. 33950 

Start 5992 

Name OJ990927_16 . 9B17 . C10 . o2 . ts 

Start 6409 

GI none 

Exons 6409.. 6807, 6587.. 6703 



Seq. ID 
.Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990927_16.9B17.C10 
7110 

TBLASTX: Wheat 

6652 

54 



OJ990927_16.9B17.C10 
7110 

TBLASTX: Soybean 

6807 

98 



Seq. No. 16063. Seq. ID 

Gene No. 33950 Strand 

Start 5992 End 

Name OJ990927_16 . 9B17 . C10 . ol . tm Method 

Start 6640 End 

GI none Score 

Exons 6640. . 6972 



OJ990927_16. 9B17.C10 
7110 

TBLASTX: Maize 

6972 

216 



Seq. No. 16063 Seq. ID 

Gene No. 33951 • Strand 

Start 7227 End 

Name OJ990927_16 . 9B17 . C10 . ol . tw Method 

Start 7227 End 

GI none Score 

Exons 7227.. 7496, 7527.. 7625 



OJ990927_16.9B17.C10 
7670 

TBLASTX: Wheat 

7625 

79 



Seq. No. 
Gene No. 



16063 
33951 



Seq. ID 
Strand 



OJ990927 16.9B17.C10 



16638 



Start 


7227 




End 


7670 




Name 


OJ990927 16.9B17.C10.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


7260 




End 


7670 




GI 


none 




Score 


87 




Exons 


7260.. 7511, 7345.. 7512, 


7519. 


.7668, 7533.. 7670 




Seq. No. 


16064. 




Seq. ID 


OJ990927_16. 9B17 


.Cll 








Strand 






Start 


167 




End 


3938 




Name 


OJ990927 16.9B17.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


167 




End 


3852 




GI 


none 




Score 


.91 




Exons 


167. .2368, 2397. .2993, 


3196. . 


3299, 3537.. 3852 




Seq. No. 


16064 




Seq. ID 


OJ990927_16.9B17 


.Cll 


Gene No. 


33952 




Strand 






Start 


167 




End 


3938 




Name 


OJ990927 16.9B17.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


170 




End 


3938 




GI 


4680179 




Score 


6425 




Exons 


170. .3938 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Q Seq. No. 


16064 




Seq. ID 


OJ990927_16. 9B17 


.Cll 




~j ~j y «j c. 




Strand 






pj* Start 


167 




End 


3938 




1!:! Name 


OJ990927 16.9B17.Cll.o5 


.tw 


Method 


TBLASTX: Wheat 




IM Start 


180 




End 


548 




iiii! GI 


none 




Score 


35 




Uj Exons 


180. .233, 215. .547, 236 


. .397, 


339. .455 


, 440. .520, 495.. 


548 


Seq. No. 


16064 




Seq. ID 


OJ990927_16.9B17 


.Cll 




j j j J6 




Strand 






?. Start 


167 




End 


3938 




V«? Name 


OJ990927 16.9B17.Cll.o6 


.tm 


Method 


TBLASTX: Maize 




Start 


194 




End 


391 




i « GI 


none 




Score 


197 




. 4 Exons 


194. .391 










! ;H Seq. No. 


16064 • 




Seq. ID 


OJ990927_16.9B17 


.Cll 


j.-i fjpnp No 






Strand 






Start 


167 




End 


3938 




Name 


OJ990927 16. 9B17.Cll.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


395 




End 


994 




GI 


none 




Score 


250 




Exons 


395. .835, 408. .833, 833, 


. . 994, 


840. . 986 






Seq. No. 


16064 




Seq. ID 


OJ990927_16. 9B17, 


.Cll 








Strand 






Start 


167 




End 


3938 




Name 


OJ990927 16.9B17.Cll.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


548 




End 


1174 




GI 


none 




Score 


347 




Exons 


548. .1174, 549. .1172 










Seq. No. 


16064 




Seq. ID 


OJ990927__16.9B17. 


.Cll 


Gene No. 


33952 




Strand 







16639 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



167 

OJ990927_16. 
1043 
none 

1043. .1333, 

16064 
33952 
167 

OJ990927_16 
1133 
none 

1133. .1393, 

16064 
33952 
167 

OJ990927_16. 
1157 
none 

1157. .1300, 

16064 
33952 
167 

OJ990927_16. 
1181 
none 

1181. .1660, 

16064 
33952 
167 

OJ990927_16. 
1664 
none 

1664. .2173, 

16064 
33952 
167 

OJ990927_16. 
1736 
none 

1736. .2047, 

16064 
33952 
167^ 

OJ990927_16. 
1922 
none 

1922. .2161 

16064 
33952 
167 



9B17.C11 ,o3. tm 
1047. .1334 

.9B17.Cll.ol.ts 
1134. .1388 

9B17.Cll.ol.tc 
1158.. 1298, 1301, 

9B17.Cll.o3.tw 
1182. .1589, 1214. 

9B17.Cll.o2.tw 
1748. .2095, 1830. 

9B17.Cll.o2.tm 
1748. .2101, 1833. 

9B17.Cll.o3.ts 



End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1474 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.1627 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2141 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2099 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



3938 

TBLASTX: Maize 

1334 

254 



aj990927_16.9B17.Cll 
3938 

TBLASTX: Soybean 

1393 

150 



OJ990927_16. 9B17.C11 
3938 

TBLASTX: Cress 

1474 

90 



OJ990927_16.9B17.C11 
3938 

TBLASTX: Wheat 

1660 

305 



OJ990927_16.9B17.C11 
3938 

TBLASTX: Wheat 

2173 

252 



OJ990927_16.9B17.C11 

3938 

TBLASTX: Maize 

2101 

154 



OJ990927_16.9B17.C11 
3938 

TBLASTX: Soybean 

2161 

202 



OJ990927 16.9B17.C11 



3938 



16640 




Name 


OJ990927 16 


. 9B17 


.Cll.oS 


. tm 


Method 


TBLASTX: Maize 


Start 


2102 








End 


2456 


GI 


none 








Score 


118 


Exons 


2102. .2374, 


2103 


. .2363, 


2352. 


.2456 




Seq. No. 


16064 








Seq. ID 


OJ990927_16.9B17.C11 


Gene No. 










Strand 




Start 


167 








End 


3938 


Name 


OJ990927 16 


. 9B17 


.Cll.o7 


.tw 


Method 


TBLASTX: Wheat 


Start 


2174 








End 


2477 


GI 


none 








Score 


153 


Exons 


2174 . .2401, 


2175 


. .2363, 


2361. 


.2477, 2362. .2457, 2376. .2477 


Seq. No. 


16064 








Seq. ID 


OJ990927_16.9B17.C11 


Gene No. 


33952 








Strand 




btart 


lb/ 








End 


3938 


Name 


OJ990927 16, 


. 9B17 


.Cll.o2 


.ts 


Method 


TBLASTX: Soybean 


Start • 


2189 








End 


2585 


GI 


none 








Score 


119 


Exons 


2189. .2398, 


2190 


. .2363, 


2361. 


.2549, 2406. .2549, 2541. .2585, 




2553. .2585 












Seq. No. 


16064 








Seq. ID 


OJ990927_16.9B17.C11 


Gene No. 


T3QCO 








Strand 




Start 


167 








~End 


3938 


Name 


OJ990927 16, 


. 9B17 


.C11.04, 


.tm 


Method 


TBLASTX: Maize 


Start 


2472 








End 


2939 


GI 


none 








Score 


63 


Exons 


2472. .2939, 


2505 


. .2618, 


2569. 


.2868 




Seq. No. 


16064 








Seq. ID 


OJ990927_16. 9B17.C11 


Gene No. 


T3QCO 








Strand 




Start 


167 








End 


3938 


Name 


OJ990927 16. 


, 9B17 


.Cll.o4 . 


,tw 


Method 


TBLASTX: Wheat 


Start 


2526 








End 


3009 


GI 


none 








Score 


157 


Exons 


. 2526. .2948, 


2535, 


. .2879, 


2569. 


.2904, 2944. .3009 


Seq. No. 


16064 








Seq. ID 


OJ990927_16. 9B17 .Cll 


Gene No . 










Strand 




Start 


167 








End 


3938 


Name 


OJ990927 16. 


9B17, 


■Cll.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


2658 








End 


2939 


GI 


none 








Score 


182 


Exons 


2658. .2939 












Seq. No. 


16064 








Seq. ID 


OJ990927_16.9B17.C11 


Gene No . 


ooyDZ 








Strand 




Start 


167 


■ j 






End 


3938 


Name 


OJ990927 16. 


9B17. 


Cll.06. 


tw 


Method 


TBLASTX: Wheat 


Start 


3166 








End 


3588 


GI 


none 








Score 


109 


Exons 


3166. .3357, 


3173. 


.3328, 


3239. 


.3379, 3379.. 3588, 3440.. 3538 


Seq. No. 


16064 








Seq. ID 


OJ990927_16. 9B17 .Cll 


Gene No. 


33952 








Strand 




Start 


167 








End 


3938 



16641 




Name 


OJ990927 16. 9B17.Cll.o7 


.tm 


Method 


TBLASTX: Maize 




Start 


3271 




End 


3591 




GI 


none 




Score 


68 




Exons 


3271.. 3591, 3446..3538 










Seq. No. 


16065 




Seq. ID 


OJ990927 16.9B17, 


.C13 


Gene No. 


33953 




Strand 


+ 




Cf 2 rt 


1 




fcina 






Name 


OJ990927 16.9B17.C13.ol 


,np 


Method 


AAT/NAP 




Start 


1 




End 


1829 




GI 


4680179 




Score 


2586 




Exons 


1. .1829 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


16065 




Seq. ID 


OJ990927_16.9B17. 


.C13 


Gene No. 


33953 




Strand 


+ 




Start 


1 




End 


1829 




Name 


OJ990927 16.9B17.C13.ol 


.gs 


Method 


GENSCAN 




Start 


45 




End 


1756 




GI 


none 




Score 


.64 




Exons 


45..32S, 537. .1756 











Seq. No. 
i t 'l\ Gene No. 
Start 
Name 
Start 
GI 

Exons 



! 1} 

n 
Ul 

Seq. No. 
i^j Gene No. 
] h} Start 
* s> Name 
CHI Start 
\l GI 

Exons 

31 

Seq.' No. 
Gene No. 
ul\ Start 
Name 
Start 
GI 

Exons 



16065 
33953 
1 

OJ990927_16.9B17.C13.o2. 

238 

none 

238. .327, 242. .328, 328. 

16065 
33953 
1 

OJ990927_16. 9B17.C13.o2. 

331 

none 

331. .420/ 465. .782, 474 . 

16065 
33953 
1 

OJ990927_16. 9B17 .C13.ol. 

669 

none 

669. .701, 669. .701, 705. 



Seq. ID OJ990927_16.9B17.C13 

Strand + 

End < 1829 

tw Method TBLASTX : Wheat 

End 728 

Score 87 
.423, 345. .413, 464. .685, 465. v .728 ' 

Seq. ID OJ990927_16.9B17.C13 

Strand + 

End 1829 

tm Method TBLASTX : Maize 

End 782 

Score 66 

.749 

Seq. ID OJ990927_16.9B17.C13 

Strand + 

End 1829 

ts Method TBLASTX : Soybean 

End 1073 

Score 57 
.1064, 708. .1073, 712. .1065 



Seq. No. 16065 Seq. ID 

Gene No. 33953 Strand 

Start 1 .. End 

Name OJ990927_1 6 . 9B17 . C13 . o3 . tw Method 

Start 777 End 

GI none , Score 

Exons 777.. 1079, 815.. 1078 



OJ990927_16.9B17.C13 
+ 

1829 

TBLASTX: Wheat 

1079 

397 



Seq. No. 16065 Seq. . ID OJ990927_16.9B17.C13 

Gene No. 33953 Strand + 

Start 1 End 1829 



16642 



Name 


OJ990927 16.9B17.C13.o3.tm 




Method 


TBLASTX: Maize 




Start 


783 




End 


946 




GI 


none 




Score 


191 




Exons 


783. .944, 783. .944, 784. .945, 


788. .946 






Seq. No. 


XUUuJ 




Seq. ID 


OJ990927_16. 9B17 


.C13 


Gppp No 


j jjj j 




Strand 


+ 




Start 


1 *"* 




End 


1829 




Name 






Method 


TBLASTX: Maize 




Start 


951 




End 


1391 




GI 


none 




Score 


426 




Exons 


J u X . . ijjlf :? DO . . IjjU, jofl . . 


1379 






Seq. No. 


1DUOJ 




Seq. ID 


OJ990927_16.9B17 


.C13 




33953 




Strand 


+ 




Start 


x 




iiina. 


1829 




Name 


n.TQQfiQ'y7 1 £ QT51 7 r*1 "5 ^1 ft, 
yy\jy£ r ID. ynl / .tlj.Ol . tW 




Metnoa 


TBLASTX: Wheat 




Start 


1080 




End 


1589 




GI 


none 




Score 


577 




Exons 


1 fi ft fi 1 RRQ 1 1 1 0 1 /I QQ 










Seq. No. 


IDUDJ 




Seq. ID 


OJ990927_16.9B17 


.C13 


UC11C LN \J . 


JJJJJ 




btrana 


+ 




Start 


1 
X 




End 


1829 




Name 


n.TQQflQ97 1 £ Qdi *7 pi r> ~o 4-.-. 

ujyyuy^ / id . ytsi / . ui j . o^i . ts 




Method 


TBLASTX: Soybean 




Start 


1089* 




End 


1331 




GI 


none . 




Score 


194 




Exons 


X\J O J . . x j o x 










Seq. No. 






Seq. ID 


OJ9909.27_16.9B17, 


.C13 


Qpnp Ma 


J J j J J 




Strand 


+ 




Start 


1 
X 




End 


1829 




Name 


VJU yy\Jj£ t ID • t> 1 / .LIj .04 .tW 




Method 


TBLASTX: Wheat 




Start 


1 R Q "3. 




End 


1796 




GI 


none 




Score 


175 




Exons 


1593. .1796, 1611. .1772 










Seq. No. 


16066 




Seq. ID 


OJ990927 16.9B17, 


,C14 


Gene No. 


33954 




Strand 


+ 




Start 


1 




End 


1668 




Name 


OJ990927 16.9B17.C14.ol.np 




Method 


AAT/NAP - 




Start 


1 




End 


1668 




GI 


4680179 




Score 


2595 " 




Exons 


1. .1668 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


16066 




Seq. ID 


OJ990927 16.9B17. 


C14 


Gene No. 


33955 




Strand 


+ 




Start -j 


8887 




End 


10336 




Name 


OJ990927 16.9B17.cr4.o3.np 




Method 


AAT/NAP 




Start 


8887 




End 


10336 




GI 


5852181 




Score 


127 




Exons 


8887. .9069, 10310. . 10336 










GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 






Seq. No. 


16066 




Seq. ID 


OJ990927 16.9B17. 


C14 



Gene No. 



33956 



Strand 



16643 



Start 
Name 
Start 
GI 

Exons 



1936 End 

OJ990927_16. 9B17 .C14 .o4 .tw Method 

1 End 

none Score 
1..117, 6. .110 



9396 

TBLASTX: Wheat 

117 

183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



16066 
33956 
1936 

OJ990927_16.9B17.C14 . o2 . tw . 

157 

none 



Seq. ID OJ990927_16.9B17.C14 
Strand 

End 9396 

Method TBLASTX : Wheat 

End 684 

Score 560 



157. .684, 159. .377, 238. .651, 410. .679, 429. .683 



16066 
33956 
1936. 

OJ990927_16. 9B17 .C14 .ol.ts 

472 

none 

472. .732, 477. .731 

16066 
33956 
1936 

OJ990927_16.9B17.C14.o2.tm 

530 

none 

530. .817, 531. .818, 532. .822 

16066 
33956 
1936 

OJ990927_16. 9B17.C14 .ol.tw 

691 

none 



Seq. ID OJ990927_16.9B17.C14 
Strand 

End • 9396 

Method TBLASTX : Soybean 

End 7 32 

Score 284 



Seq. ID OJ990927_16.9B17.C14 
.Strand 

End 9396 

Method TBLASTX : Maize 

End 822 

Score 122 



Seq. ID OJ990927_16.9B17.C14 
Strand 

End 9396 

Method TBLASTX : Wheat 

End 1307 

Score 156 



691. .843, 696. .839, 841. .1116, 843. .1307, 854. .1306 



16066 
33956 
1936 

OJ990927_16. 9B17 . C14 . ol . tm 

861 

none 



Seq. ID OJ990927_16.9B17.C14 
Strand 

End 9396 

Method TBLASTX : Mai ze 

End 1448 

Score 202 



861. .1022, 869. .1015, 1019. .1447, 1020. .1448 



16066 
33956 
1936 

OJ990927__16. 9B17.C14 . o3 . tw 

1307 

none 



Seq. ID OJ990927_16.9B17.C14 
Strand 

End 9396 

Method TBLASTX : Wheat 

End 1623 

Score 181 



1307.. 1444, 1308.. 1445, 1459.. 1623 



16066 
33956 
1936 



Seq. ID OJ990927_16.9B17.C14 
Strand 

End 9396 



16644 



Name 

Start 

GI 

Exons 



OJ990927_16 . 9B17 . C14 . o3 . tm Method 

1459 End 

none Score 
1459. .1644, 1645. .1677 



TBLASTX: Maize 

1677 

187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16066 
33956 
1936 

OJ990927_16. 9B17 . C14 . o2 . np 
1936 
5295955 



Seq. ID OJ990927_16.9B17.C14 
Strand 

9396 
AAT/NAP 
8003 
563 



End 

Method 
End 
Score 

1936. .2611, 2692. .2981, 5417. .5480, 6507. .6576, 7254. .7368, 
7911. .8003 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



16066 
33956 
1936 

OJ990927_16. 9B17.C14 . o2 .gs 

6064 

none 



Seq. ID OJ990927_16.9B17.C14 
Strand 

End 9396 

Method GENSCAN 

End 9396 

Score .45 



6064. .6284, 6314. .6571, 7245. .7368, 7843. .7980, 9376. .9396 



16067 
33957 
916 

OJ990927_16. 9B17 . C15 . ol . np 
916' 
5042447 
916. .1077 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990927_16.9B17.C15 

Strand + 

End 1077 

Method AAT/NAP 

End 1077 

Score 130 



Seq. No. 16067 Seq. ID OJ990927 

Gene No. 33957 Strand + 

Start 916 End , 1077 

Name OJ990927_16 . 9B17 . C15 . ol . gs Method GENSCAN 

Start 919 End 1050 

GI none Score . 99 

Exons 919. . 1050 



16.9B17.C15 



Seq. No. 


16068 






Seq. ID 


OJ990927JL6.9B17 


.C16 


Gene No. 


33958 „ 






Strand 






Start 


247 






End 


1361 




Name 


OJ990927 


16. 9B17.C16.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


242 






End 


486 




GI 


none 






Score 


41 




Exons 


242. .304, 


274. .486, 365 


. . 454 








Seq. No. 


16068 






Seq. ID 


OJ990927_16.9B17 


.C16 


Gene No. 


33958 






Strand 






Start 


247 






End 


1361 




Name 


OJ990927 


16. 9B17.C16.ol 


.gs 


Method 


GENSCAN 




Start 


247 






End 


1341 




GI 


none 






Score 


.95 




Exons 


247. . 1341 













16645 



Seq. No. 16068 

Gene No. 33958 

Start 247 

Name OJ990927_16 . 9B17 . C16 . ol . np 

Start 250 

GI 4680179 

Exons 250.. 1361 

GI Des'crip. (AF111709) polyprotein [Oryza 

Seq. No. 16068 

Gene No. 33958 

Start 247 

Name OJ990927_16 . 9B17 . CI 6 . o2 . tw 

Start 295 

GI none 

Exons 295.. 627, 359.. 628 



Seq. ID OJ990927_16.9B17.C16 
Strand 

End 1361 

Method AAT/NAP 

End 1361 

Score 1822 

sativa subsp. indica] 

Seq. ID OJ990927_16.9B17.C16 
Strand 

End 1361 

Method TBLASTX : Wheat 

End 628 

Score 109 



Seq. No. 16068 

Gene No. 33958 

Start 247 

Name OJ990927_16 . 9B17 . CI 6 . ol . tm 

Start 487 

GI none 

Exons 487. .756, 488. .748, 503. .799, 
913. .1074, 920. .1066 



Seq. ID OJ990927_16.9B17.C16 
Strand 

End 1361 

Method TBLASTX : Maize 

End 1074 

Score 182 

817. .915, 818. .913, 847. .915, 



Seq. No. 16068 

Gene No. 33958 

Start 247 

Name OJ990927_16 . 9B17 . CI 6 . ol . tw 

Start 628 

GI none 

Exons 628.. 1254, 629.. 1198 



Seq. ID OJ990927_16.9B17.C16 
Strand 

End 1361 

Method TBLASTX : Wheat 

End 1254 

Score 379 



Seq. No. 16068 

Gene No. 33958 

Start 247 

Name OJ990927_16 . 9B17 . C16 . o2 . tm 

Start 1075 

GI none 

Exons 1075.. 1296, 1076.. 1285 



Seq. ID OJ990927_16.9B17.C16 
Strand 

End 1361 

Method TBLASTX : Mai ze 

End 1296 

Score 171 



Seq. No. 16069 

Gene No. 33959 

Start 1 

Name OJ990927_16 . 9B17 . C18 . ol . np 

Start 1 

GI 4680180 

Exons 1 . .24 4 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 16069 

Gene No. 33959 

Start 1 

Name OJ990927_16 . 9B17 . C18 . ol . tw 

Start 1 

GI none 



Seq. ID OJ990927_16.9B17.C18 

Strand 

End 24 4 

Method AAT/NAP 

End 244 

Score 410 

sativa subsp. indica] 



Seq. ID OJ990927_16.9B17.C18 
Strand 

End 244 

Method TBLASTX : Wheat 

End 243 

Score 107 



16646 



Exons 



1..243, 110. .241 



Seq. No. 


16069 




Seq. ID 


OJ990927_16. 


. 9B17 


.C18 


Gene No. 


' 33959 




Strand 








Start 


1 




End 


244 






Name 


OJ990927 16.9B17.C18 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


7 




End 


243 






GI 


none 




Score 


172 






Exons 


7. .243 












Seq. No. 


16069 




Seq. ID 


OJ990927_16. 


, 9B17 


.C18 


Gene No. 


33959 




Strand 


_ 






Start 


1 




End 


244 






Name 


OJ990927 16.9B17.C18. 


. ol . gs 


Method 


GENSCAN 






Start 


94 


End 


197 






GI 


none 




Score 


.99 






Exons 


94. .197 












oeq . iNo . 


i cfiin 
1 ou / u 




Seq. ID 


OJ990927_16. 


9B17 


.C19 


Gene No. 


33960 




Strand 


+ 






Start 


1 




End 


672 






Name 


OJ990927 16.9B17.C19. 


, ol . np 


Method 


AAT/NAP 






Start 


1 




End 


672 






GI 


5852181 




Score 


124 






Exons 


' 1. .70, 388. .672 












GI Descrip. 


(AL117265) zhbOOll.l 


[Oryza sativa] 








Seq. No. 


16071 




Seq. ID 


OJ990927_16. 


9B17, 


,C20 


Gene No. 


33961 




Strand 


+ 






Start 


120 




End 


387 






Name 


OJ990927 16.9B17.C20. 


ol.gs 


Method 


GENSCAN 






Start 


120 




End 


387 






GI 


none 




Score 


.6 






Exons 


120. .387 












Seq. No. 


16072 




Seq. ID 


OJ990927 16. 


9B17, 


>C21 


Gene No. 


33962 




Strand 


_ 






Start 


176 




End 


232 






Name 


OJ990927 16.9B17.C21. 


ol . gs 


Method 


GENSCAN 






Start 


176 




End 


232 






GI 


none 




Score 


. 65 






Exons 


176. .232 












Seq. No. 


16073 




Seq. ID 


OJ990927_16. 


9B17. 


C23 








Strand 


+ 






Start 


1 




End 


482 






Name 


OJ990927 16.9B17.C23. 


ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


482 






GI 


4107134 




Score 


839 






Exons 


1. .482 












GI Descrip. 


4 680179/gb|AAD27547. 1 


IAF11170! 


3_1 3.0e- 


97 (AF111709) 


polyprotein 




[Oryza sativa subsp. 


indica] 










Seq. No. 


16073 




Seq. ID 


OJ990927_16. 


9B17. 


C23 


Gene No. 


33964 




Strand 








Start 


1 




End 


1788 






Name 


OJ990927 16.9B17.C23. 


ol . np 


Method 


AAT/NAP 







16647 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



End 
Score 



1788 
2304 



4680179 
1. . 1788 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



End 

Method 
End 
Score 



16073 
33964 
1 

OJ990927_16.9B17.C23.o2.tm 
1 

none 

1..258, 3..326, 280. .315 

16073 
33964 
1 

OJ990927_16 . 9B17 . C23 . o2 . tw 
3 

none 

3. .347, 7. .309, 21. .344, 266. .346 



Seq. ID OJ990927_16.9B17.C23 
Strand 

1788 

TBLASTX: Maize 
326 
60 



Seq. ID OJ990927_16.9B17.C23 
Strand 

1788 

TBLASTX: Wheat 
347 
224 



End 

Method 
End 
Score 



16073 
33964 
1 

OJ990927_16 . 9B17 . C23 . ol . gs 
13 

none 

13. .115, 293. .1724 

16073 
33964 
1 

OJ990927_16. 9B17.C23.ol. ts 
60 

none 



Seq. ID OJ990927_16.9B17.C23 
Strand 

End 1788 

Method GENSCAN 

End 1724 

Score . 97 



Seq. ID OJ990927_16.9B17.C23 
Strand 

End 1788 

Method TBLASTX : Soybean 

End 4 55 

Score 123 



60. .419, 61. .303, 90. .419, 411. .455, 423. .455 



16073 
33964 ' 
1 

OJ990927_16. 9B17 . C23 . ol . tm 

342 

none 



Seq. ID OJ990927_16.9B17.C23 
Strand 

End 1788 

Method TBLASTX : Mai ze 

End 809 

Score 39 



342. .809, 375. .443, 555. .722, 568. .798 



16073 
33964 
1 

OJ990927JL6. 9B17 . C23 . ol . tw 

396 

none 

396. .878, 438. .767, 439. .882 

16073 
33964 
1 

OJ990927 16. 9B17 . C23 . o3 . tw 



Seq. ID OJ990927_16.9B17.C23 
Strand 

End 1788 

Method TBLASTX: Wheat 

End 882 

Score 191 



Seq. ID OJ990927_16.9B17.C23 
Strand 

End 1788 

Method TBLASTX : Wheat 



16648 




Start 


1053 






End 


1457 




GI 


none 






Score 


47 




Exons 


1053.. 1226, 1134 


. .1193, 


1230. 


.1457, 1288.. 1410 




Seq. No. 


16073 






Seq. ID 


OJ990927 


_16.9B17.C23 


Gene No. 


33964 






Strand 






Start 


1 






End 


1788 




Name 


OJ990927 16.9B17 


.C23.o3 


,tm 


Method 


TBLASTX: 


Mai ze 


Start 


1140 






End 


1460 




GI 


none 






Score 


69 




Exons 


1140. .1460, 1315 


. .1416 










Seq. No. 


16074 






Seq. ID 


OJ990927 


_16.9B17.C24 


Gene No. 


33965 






Strand 


+ 




Start 


657 






End 


3575 




Name 


OJ990927 16.9B17 


.C24.ol 


.gs 


Method 


GENSCAN 




Start 


657 




End 


1682 




GI 


none 






Score 


.86 




Exons 


657. .774, 1005.. 


1141, 1551. .1682 






Seq. No. 


16074 






Seq. ID 


OJ990927 


_16.9B17.C24 


Gene No. 


33965 






Strand 


+ 




Start 


657 






End 


3575 




Name 


OJ990927 16.9B17 


.C24.ol, 


.np^ 


Method 


AAT/NAP 




Start 


.1001 






End 


3575 




GI 


5295955 






Score 


470 




Exons 


1001.. 1073, 1615 


. .1728, 


2407. 


.2819, 2948. .3575 




GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) 


genome. (V01555 




[Oryza sativa] 












Seq. No. 


16074 






Seq. ID 


OJ990927 


_16.9B17.C24 


Gene No. 


33966 






Strand 






Start 


2740 






End 


6045 




Name 


OJ990927 16.9B17 


.C24.o2. 


.gs 


Method 


GENSCAN 




Start 


2740 






End 


6045 




GI 


none 






Score 


. 6 




Exons 


2740. .2826, 2831 


. .3122, 


3295. , 


,3407, 4113. .4159, 


5017. .5206, 




5887. . 6045 










Seq. No. 


16074 






Seq. ID 


OJ990927 


_16.9B17.C24 


Gene No. 


33966 






Strand 






Start 


2740 






End 


6045 




Name 


OJ990927 16.9B17 


.C24.o2. 


,np 


Method 


AAT/NAP 




Start 


4474 






End 


5901 




GI 


1657851 






Score 


288 




Exons 


4474. .4565, 4869, 


. .5297, 


5452. . 


,5901 






GI Descrip. 


(U73214) cold acclimation protein WCOR518 [Triticum aestivum] 


Seq. No. 


16075 






Seq. ID 


OJ99.Q927_ 


_16.9B17.C26 


Gene No. 


33967 






Strand 






Start 


1233 ■ 






End 


2973 




Name 


OJ990927 16.9B17, 


,C26.ol. 


gs 


Method 


GENSCAN 




Start 


1233 






End 


2973 




GI 


none 






Score 


. 68 




Exons 


1233.. 1556, 2285, 


. .2566, 


2890. . 


2973 






Seq. No. 


16076 






Seq. ID 


OJ990927_ 


_16.9B17.C27 



16649 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33968 Strand 

254 End 4812 

OJ990927_16. 9B17 . C27 . ol . gs Method GENSCAN 

254 End 4278 

none Score .59 

254. .483, 996. .1349, 1548. .1638, 2502. .3875, 4173. .4278 



16076 - 
33968 
254 

OJ990927_16. 9B17 .C27.ol.np 
2569 
161752 
2569. .2657, 
4780. .4812 

(L03710) cnjB [Tetrahymena thermophila] gi I 7374 94 | prf | 1 1922371A 
cnjB gene [Tetrahymena thermophila] 



"Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ990927_16 . 9B17 . C27 

4812 
AAT/NAP 
4812 
101 



2925.. 3003, 3149.. 3224, 3258.. 3391, 3509.. 3605, 



Seq. No. 


16077 


Seq. ID 


OJ990927 16.9B17.C28 


Gene No. 


33969 


Strand 


+ 


Start 


2532 


End 


4485 


Name 


OJ990927 16.9B17.C28.o2.np 


Method 


AAT/NAP 


,»* Start 


2532 


End 


4485 


4; GI 


4680186 


Score * 


220 


Exons 


2532. .2556, 4281. .4485 






fft GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


, indica] r 


ni 

pfl Seq. No. 


16077 


Seq. ID 


OJ990927_16.9B17.C28 


j 3 ' ! j Gene No. 


33969 


Strand 


+ 


^ Start 


2532 


End 


4485 


Q Name 


OJ990927 16.9B17.C28.ol.gs 


Method 


GENSCAN 


i u otart 


2583 


End 


3371 


'S GI 


none 


Score 


.56 


.ttn Exons 


2583. .2687, 2826. .3371 






^> Seq. No. 


16077 


Seq. ID 


OJ990927_16.9B17.C28 


Gene No. 


33970 


Strand 




jj Start 


1367 


End 


2941 


=| : i Name 


OJ990927 16. 9B17 . C28 . ol . np 


Method 


AAT/NAP 


it Start 


1367 


End 


2941 


^ GI 


6063554 


Score 


186 


Exons 


1367. .1558, 2713. .2941 






GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C7 185C 


) (E0464) ,C98611 (E0464) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


16077 


Seq. ID 


OJ990927_16.9B17.C28 


Gene No. 


33971 


Strand 




Start 


4030 


Eryd 


4414 


Name 


OJ990927 16.9B17.C28.o2.gp 


Method 


AAT/GAP 


Start 


4030 


End 


4414 


GI 


uC-osflcyp033a04bl 


Score 


616 


Exons 


4030. .4414 






GI Descrip. 


! 6016845/dbj | AP00057 0 . 1 | AP000570 3.0e-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 f 




Seq. No. 


16078 


Seq. ID 


OJ990927_16. 9B17.C29 



16650 






Gene No. 


33972 


Strand 


+ 






Start 


1 


End 


7805 






Name 


ujyyuyz/ id . ytii / . tzy . 01 . np 


Method 


AAT/NAP 






Start 


1 


End 


7805 






GI 


5852180 


Score 


629 






Exons 


1..41, 1888. .1940, 3023. .3139 


, 3191.. 3603, 4308.. 4346, 








5033. .5110, 7776. .7805 " 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


16078 


Seq. ID 


OJ990927_16.9B17 


.C29 




Gene No. 


33972 


Strand 


+ 






0 car x_ 


1 


End 


7805 






Name 


OJ990927 16.9B17.C29.o2.np 


Method 


AAT/NAP 






Start 


5008 


End 


6873 






GI 


1166450 


Score 


55 






Exons 


5008.. 5262, 5992.. 6117, 6631. 


.6873 








GI Descrip. 


(X95262) Tfm5 [Lycopersicon esculentum] 






Seq. No. 


16078 


Seq. ID 


OJ990927_16.9B17 


.C29 




Gene No. 


33972 


Strand 


+ 






C 4- —\ -r j- 


1 


End 


7805 






Name 


OJ990927 16.9B17.C29.o3.np 


Method 


AAT/NAP 






Start 


6334 


End 


6786 




□ 


GI 


6539571 


Score 


65 






Exons 


6334. .6581, 6675. .6786 








m 


GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




i'ii 

t br 
Q 


Seq. No. 


16079 


Seq. ID 


OJ990927_16.9B17 


.C31 


! . : 


Gene No . 


33973 


Strand 








Start 


177 


End 


468 




3 • 

I : 

1 3} 


Name 


OJ990927 16.9B17.C31.ol.gs 


Method 


GENSCAN 




(• > I 
\''-J 


Start 


177 


End 


468 




\i 


GI 


none 


Score 


.73 






Exons 


177. .468 










Seq. No. 


16080 


Seq. ID 


OJ990907_16.9B23 


.CI 




Gene No.. 


33974 


Strand 








Start 


1 


End 


779 




ill 


Name 


OJ990907 16. 9B23.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


779 






GI 


5102733 


Score 


81 






Exons 


1..247, 683. .779 










GI Descrip. 


(AL079292) hypothetical protein, similar to (AC007017) putative 






RNA helicase A [Arabidopsis thaliana] [Homo sapiens] 






Seq. No. 


16080 


Seq. ID 


OJ990907_16. 9B23, 


.CI 




Gene No. 


33974 


Strand 








Start 


1 


End 


779 






Name 


OJ990907 16.9B23.Cl..pl.ts 


Method 


TBLASTX : Soybean 






Start 


103 


End 


252 






GI 


none 


Score 


44 






Exons 


103. .168, 104. .175, 105. .176, 


149. .250, 


177. .248, 202. .252 




Seq. No. 


16081 


Seq. ID 


OJ990907_16.9B23. 


X2 




Gene No. 


33975 


Strand 








Start 


1 


End 


1891 






Name 


OJ990907 16. 9B23.C2.ol.np 


Method 


AAT/NAP 





16651 



Start 1 End 1891 

GI 4510377 Score 257 

Exons 1..115, 220.. 275, 429.. 490, 600.. 700, 966.. 1052, 1760.. 1891 

GI Descrip. (AC007017) putative ATP-dependent RNA helicase A [Arabidopsis 
thaliana] 



Seq. No. 16081 ^ . Seq. ID 

Gene No. 33975 " Strand 

Start 1 End 

Name OJ990907_16 . 9B23 . C2 . ol . gs . Method 

Start 220 End 

GI none Score 

Exons 220.. 285, 966.. 1052, 1760.. 1879 



OJ990907 16.9B23.C2 
■i . 

1891 
GENSCAN 
1879 
.73 



OJ990907 16.9B23.C2 



Seq. No. 16081 Seq. ID _ 

Gene No. 33975 Strand 

Start 1 End 1891 

Name OJ990907_16 . 9B23 . C2 . ol . gp Method AAT/GAP 

Start 222 End 1891 

GI uC-osroM202041h08bl Score 762 

Exons 222.. 285, 433.. 490, 600.. 700, 966.. 1052, 1760.. 1891 

GI Descrip. ? 4 510377/gb | AAD214 65 . 1 | 1.0e-33 (AC007017) putative RNA helicase 
A [Arabidopsis thaliana] 1 



Seq. No. 


16082 


Seq. ID 


OJ990907_16. 


9B23.C3 


Gene No. 


33976 


Strand 


+ 




Start 


6756 


End 


8315 




Name 


OJ990907 16.9B23.C3.o2.gs 


Method 


GENSCAN 




Start 


6756 


End 


8315 




GI 


none 


Score 


1 




Exons 


6756.. 7367, 7452.. 7625, 7731 


. .8315 






Seq. No. 


16082 


Seq. ID 


OJ990907_16. 


9B23.C3 


Gene No. 


33977 


Strand 


+ 




Start 


25429 


End 


27483 




Name 


OJ990907 16.9B23.C3.o3.gp 


Method 


AAT/GAP 




Start 


25429 


End 


27483 




GI 


none 


Score 


1169 




Exons 


25429.-25878, 27290. .27483 








Seq. No.' 


16082 


Seq. ID 


OJ990907_16. 


9B23.C3 


Gene No. 


33978 


Strand 






Start 


372 


End 


4282 




Name 


OJ990907 16. 9B23.C3.ol.gs 


Method 


GENSCAN 




Start 


372 


End 


4282 




GI 


none 


Score 


.91 




Exons 


372. .684, 1224. .1442, 2030.. 


2241, 2381, 


..2480, 3059. 


.3267, 




3747.. 3852, 3950.. 4282 







Seq. No. 16082 

Gene No. 33979 

Start 10684 

Name OJ990907_16 . 9B23 . C3 . o3 . gs 

Start 10684 

GI none 

Exons 10684. .10982, 114 4 9 .. 12010, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_16.9B23.C3 

15552 
GENSCAN 
14700 
.9 



13271. .13705, 14272. .14700 



16652 



Seq. No. 


16082 




Seq. ID 


OJ990907 


Gene No. 


33979 




Strand 




Start 


10684 




End 


15552 


Name 


OJ990907 16.9B23.C3 


. o2.np 


Method 


AAT/NAP 


Start 


10687 




End 


15552 


GI 


5123703 




Score 


2008 


Exons 


10687. .10982, 11449 


. .12010, 


13271. . 13705, ; 14272 




15490. .15552 








GI Descrip. 


(AL079347) invertase-like protein [Arabidopsis 


Seq. No. 


16082 




Seq. ID 


OJ990907 


Gene No. 


33980 




Strand 




Start 


18279 




End 


23840 


Name 


ojyyuyu/ it>. yB^ j.cj 


. o4 . gs 


Method 


GENSCAN 


Start 


1827 9 




End 


23840 


GI 


none 




Score 


.69 


Exons 


18279 18326, 19017 


. . 19118, 


19356. .19683, 19817 




OAA~)T OAIOA OICOC 

200 // . . 20130, 21535 


. .21562, 


21842. .22149, 22379 




2284 2 .. 22917 , 23424 


. .23575, 


23632. .23840 


Seq. No. 


16082 




Seq. ID 


OJ990907 


Gene No . 


33980 




Strand 




Start 


18279 




End 


23840 


Name 


OJ990907 16.9B23.C3 


. o2 . gp 


Method 


AAT/GAP 


Start 


20923 




i—i _ j 
End 


21331 


GI 


none 




Score 


781 


Exons 


20923. .21331 








Seq. No. 


16082 




Seq. ID 


OJ990907 


Gene No . 


33981 




Strand 




Start 


25662 




End 


28518 


Name 


OJ990907 16.9B23.C3 


.ol.ts 


Method 


TBLASTX : i 


Start 


7728 




End 


8288 


GI 


none 




Score 


689 


Exons 


7728.-8288, 7730. .8080 






Seq. No. .. 


16082 




Seq. ID 


OJ990907 


Gene No. 


33981 




Strand 




Start 


25662 




End 


28518 


Name 


OJ990907 16.9B23.C3, 


. o7 . tm 


Method 


TBLASTX : I 


Start 


8127 




End 


8294 


GI 


none 




Score 


194 


Exons 


8127. .8294 








Seq. No. 


16082 




Seq. ID 


OJ990907_ 


Gene No. 


33981 




Strand 




Start 


25662 




End 


28518 


Name 


OJ990907 16.9B23.C3. 


, ol.tm 


Method 


TBLASTX : I 


Start 


10679 




End 


13448 


GI 


none 




Score 


288 


Exons 


10679. . 10861, 10690. 


, .10986, 


10691. . 10987, 11450 




11451. .11540, 11622. 


, .11924, 


11930. . 12028, 11931 




13271. .13438, 13272. 


. . 13448. 






Seq. No. 


16082 




Seq. ID 


OJ990907_ 


Gene No. 


33981 




Strand 




Start 


25662 




End 


28518 



16.9B23.C3 



.19943, 
.22749, 



16. 9B23.C3 



, 12011, 



16. 9B23.C3 



16653 



Name OJ990907_16. 9B23.C3.o3. tc 

Start 10693 
GI none 

Exons -10693. .10740, 10726 1098 6, 

Seq. No. 16082 
Gene No. 33981 

Start , 25662 

Name OJ990907_16 . 9B23 . C3 . o3 . ts 

Start 10720 
GI none 

Exons 10720. .10986, 10736 10990, 

11625. .11720 



Method TBLASTX : Cress 
End 10990 
Score 157 
10727. .10879, 10943.. 10990 

Seq. ID OJ990907_16. 9B23.C3 
Strand 

End 28518 

Method TBLASTX : Soybean 

End 11734 

Score 105 
11450. .11734, 114 51. .11552, 



Seq. No. 16082 

Gene No. 33981 

Start 25662 

Name OJ990907_16 . 9B23 . C3 . ol . tc 

Start 11456 

GI none 

Exons 11456. .11503, 11457 .. 11504, 
11622. .11891 



Seq. ID OJ990907_16. 9B23.C3 
Strand 

End 28518 

Method TBLASTX : Cress 

End 11911 

Score 55 
114 89. .11566, 11579. .11911, 



Seq. No. 

Gene N<5^ 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16082 
33981 - 
25662 

OJ990907_16. 9B23.C3.ol.tw 

11729 

none 

11729. .11947, 11730. .11930, 
13271. .13414, 13272. .13415 

16082 
33981 
25662 

OJ990907_16.9B23.C3.o2.ts 

11736 

none 

11736. .12011, 11738. .12010, 
13272. .13502, 13523 ... 13600 , 



Seq. ID OJ990907_16.9B23.C3 
Strand 

End 28518 

Method TBLASTX : Wheat 

End 13415 

Score 200 
11927. .12028, 11928. .12011, 



Seq. ID OJ990907_16. 9B23.C3 
Strand 

End 28518 

Method TBLASTX : Soybean 

End 13601 

Score 252 ■ 
11897. .12028, 13271. .13513, 
13542. .13601 



Seq. No. 16082 

Gene No. 33981 

Start 25662 

Name OJ990907_16 . 9B23 .C3 .o2 . tc 

Start 13337 

GI none 

Exons 13337. .13513, 13365 .. 13514 , 
1364 0. .13708, 14266 .. 14 44 5 , 



Seq. ID OJ990907_16. 9B23.C3 
Strand 

End 28518 

Method TBLASTX : Cress 

End 14601 

Score 164 
13523. .13714, 13524. .13706, 
14270. .14443, 14539. .14601 . 



Seq. No. 16082 

Gene No. 33981 

Start 25662 

Name OJ990907_16 . 9B23 . C3 . o3 . tw 

Start 13418 

GI none 

Exons 13418. .13513, 134 1 9 . . 13514 , 



Seq. ID OJ990907_16. 9B23.C3 
Strand 

End 28518 

Method TBLASTX : Wheat 

End 13591 

Score 129 
13523. .13591, 13527. .13589 



16654 



Seq. No. 


1 c c\ o o 




Gene No. 


33981 




Start 


25662 




Name 


OJ990907 16.9B23.C3 


.06. tm 


Start 


13451 




GI 


none 




Exons 


13451. .13519, 13452 


. .13520, 


Seq. No. 


1 6082 




Gene No. 


33981 




Start 


25662 




Name 


OJ990907 16.9B23.C3 


.08 .ts 


Start 


13617 




GI 


none 




Exons 


13617. .13706, 13631 


. .13714, 


Seq. No. 


16082 




Gene No. 


3 3981 




Start 


25662 




Name 


OJ990907 16.9B23.C3 


. o4 . tm 


Start 


13658 




GI 


none 




Exons 


13658". . 13714, 13658 


. .13714, 




14491. .14577, 14497 


. . 14601, 


Seq. No. 


16082 




Gene No. 


33981 




Start 


25662 




Name 


OJ990907_16. 9B23.C3 


.o2 .tm 


Start 


O 1 "3 A C 

213ub 




GI 


none 




Exons 


21305. .21541, 21306 


. .21545, 




21839. .22144, 21839 


. .22147, 




22364. .22531, 22366 


. .22746, 




22381. .22749, 22824 


. .22946, 




22846. .22947, 23601 


. .23723, 


Seq. No. 


16082 




Gene No. 


33981 




Start 


25662 




Name 


OJ990907 16.9B23.C3 


.o7 .ts 


Start 


21338 




GI 


none 




Exons 


21338. .21562, 21387, 


. .21563, 




21898. .22062, 21902 


. .22084, 


Seq. No. 


16082 




Gene No. 


33981 




Start 


25662 




Name 


OJ990907 16.9B23.C3, 


. o5 . ts 


Start 


22569 




GI 


none 




Exons 


22569. .22757, 22573, 


. .22743, 




23607. .23735, 23614, 


. .23655 



Seq. ID OJ990907_16.9B23.C3 
Strand 

End 28518 

Method TBLASTX : Maize 

End 13658 

Score . 83 
13509. .13658, 13520. .13657 

Seq. ID OJ990907_16.9B23.C3 
Strand 

End 28518 

Method TBLASTX : Soybean 

End 14419 

Score 103 
14266. .14418, 14270. .14419 

Seq. ID OJ990907_16.9B23.C3 
Strand 

End 28518 

Method TBLASTX : Mai ze 

End 14640 

Score 87 
14266. .14 478, 14270. .1447 6, 
14605. .14640 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21533 

21847 

22380 

22824 

23607 



OJ990907 16.9B23.C3 



28518 

TBLASTX: Maize 
23871 
303 

21562, 21534. .21581, 
22152, 21847. .22152, 
22748, 22380. .22748, 
22946, 22841. .22948, 
23735, 23821.. 23871 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990907 16.9B23.C3 



28518 

TBLASTX : Soybean 
22087 
102 

21848. .21892, 21894 .. 22055, 
21902. .22087 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_16.9B23.C3 
28518 

TBLASTX : Soybean 

23735 

160 



22841. .22948, 22842 .. 2294 6, 



Seq. No. 



16082 



Seq. ID OJ990907_16. 9B23.C3 



16655 



Gene No. 33981 

Start 25662 

Name OJ990907_16 . 9B23 . C3 . o3 . tm 

Start 25458 

GI none 

Exons 25458. .25511, 25459 25512 , 
25666. .25878, 25826 25879, 



Strand 

End 28518 

Method TBLASTX : Maize 

End 27445 

Score 63 
25562. .25660, 25662 .. 25874 , 
27292.-27378, 27413. .27445 



Seq. No. 16082 

Gene No. 33981 

Start 25662 

Name OJ990907_16 . 9B23 . C3 . 06 . ts 

Start 25657 

GI none 

Exons 25657. .25839, 25659 .. 25838 , 25833.. 25874 



Seq. ID OJ990907_16.9B23.C3 
Strand 

End 28518 

Method TBLASTX : Soybean 

End 25874 

Score 169 



■5 

; ! r: 
u: i 



Ul 

m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i* Seq. No. 

□ Gene No. 

\\ Start 

; ^ Name 

V Z Start 

in- gi ■ 

'rJ Exons 



16082 
33981 
25662 

OJ990907_16 . 9B23 . C3 . o2 . tw 

25658 

none 

25658. .25711, 25659 .. 25697 , 
27292. .27387, 27416. .27481 



16082 
33981 
25662 

OJ990907_16.9B23.C3, 

25662 

none 

25662. .25876, 26539. 



o5 . gs 
.26712, 



16082 
33981 
25662 

OJ990907_16 . 9B23 . C3 . o5 . tc 

25662 

none 

25662. .25838, 25666 .. 25692, 



Seq. ID OJ990907_16.9B23.C3 
Strand 

End 28518 

Method TBLASTX: Wheat 

End 27481 

Score 62 
25698. .25874, 2574 4 .. 25878 , 



Seq. ID OJ9'90907_16.9B23.C3 
Strand 

End 28518 

Method GENSCAN 

End 28469 

Score .64 
27544 . .27589, 27879. .28469 

Seq. ID OJ990907_16.9B23.C3 
Strand 

End 28518 

Method TBLASTX : Cress 

End 25892 

Score 40 
25765. .25845, 25824.. 25892 



Seq. No. 16082 
Gene No. ' 33981 

Start 25662 

Name OJ990907_16 . 9B23 . C3 . o4 .ts 

Start 27864 

GI none 

Exons 27864. .28403 



Seq. ID OJ990907_16.9B23.C3 
Strand 

End 28518 

Method TBLASTX : Soybean 

End 28403 

Score 292 



Seq. No. 16082 

Gene No. 33981 

Start 25662 

Name OJ990907_16 . 9B23 . C3 . o5 . tm 

Start 27864 

GI none 

Exons 27864 . .28514, 27952.. 28518 



Seq. ID OJ990907_16. 9B23.C3 
Strand 

End 28518 

Method TBLASTX : Maize 

End . 28518 

Score 125 



16656 




Seq. No. 


16082 


Seq. ID 


OJ990907_16. 9B23.C3 


Gene No. 


33981 


Strand 




Start 


25662 


End 


28518 


Name 


OJ990907 16.9B23.C3.o4.tc 


Method 


TBLASTX: Cress 


Start 


27888 


End 


28511 


GI 


none 


Score 


151 


Exons 


27888. .28511, 27889.. 28416 






Seq. No. 


16083 


Seq. ID 


OJ990907_16. 9B23.C4 


Gene No. 


33982 


Strand 


+ 


Start 


4495 


End 


7689 


Name 


OJ990907 16.9B23.C4 .o2.np 


Method 


AAT/NAP 


Start 


4416 


End 


7683 


GI 


6587806 


Score 


424 


Exons 


4416. .4863, 5021. .5203, 6085. 


.6213, 6491. .6704, 6774. .6892, 




7405. .7683 






GI Descrip. 


(AC010924) Contains similarity to gb|M82916 MRS 2 protein from 




Saccharomyces cerivisae. ESTs gb|N96043, gb|AI998651, 




gb|AA585850, gb|T42027 come from this 


gene. [Arabidopsis 




thaliana] 






Seq. No. 


16083 


Seq. ID 


OJ990907_16. 9B23.C4 


Gene No. 


33982 


Strand 


+ 


Start 


4495 


End 


7 689 


Name 


OJ990907 16.9B23.C4.o3.gs- 


Method 


GENSCAN 


Start 


4495 


End 


7689 


GI 


none 


Score 


.9 


Exons 


4495. .4911, 5021. .5203, 6085. 


.6213, 6491.. 6621, 6721.. 6892, 




7405. .7689 






Seq. No. 


16083 


Seq. ID 


OJ990907_16. 9B23.C4 


Gene No. 


33982 


Strand 


+ 


Start 


4495 


End 


7689 


Name 


OJ990907 16. 9B23.C4 .ol.gp 


Method 


AAT/GAP 


Start 


5030 


End 


6826 


GI 


uC-osroM202031e04bl 


Score 


984 


Exons 


5030. .5203, 6085. .6213, 6491. 


.6621, 6733.. 6826 


GI Descrip. 


M406759/gb|AAD20070| 8.0e-15 


(AC006836) hypothetical protein 




[Arabidopsis thaliana] ' 






Seq. No. 


16083 


Seq. ID 


OJ990907_16. 9B23.C4 


Gene No. 


33983 


Strand 




Start 


1044 


End 


1356 


Name 


OJ990907 16.9B23.C4.ol.gs 


Method 


GENSCAN 


Start 


1044 


End 


1356 


GI 


none 


Score 


.74 


Exons 


1044. .1055, 1186. .1356 






Seq. No. 


16083 


Seq. ID 


OJ990907_16. 9B23.C4 


Gene No. 


33984 


Strand 




Start 


3291 


End 


3723 


Name 


OJ990907 16.9B23.C4.ol.np 


Method 


AAT/NAP 


Start 


3291 


End 


3723 


GI 


6539570 


Score 


167 


Exons 


3291. .3357, 3529... 3723 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 



16657 




Seq. No. 


16083 




Seq. ID 


OJ990907_16.9B23.C4 


Gene No. 


33985 




Strand 




Start 


9001 




End 


9087 


Name 


OJ990907 16.9B23.C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


Ill 




End 


269 


GI 


none 




Score 


99 


Exons 


111. .269, 112. .258 








Seq. No. 


16083 




Seq. ID 


OJ990907_16. 9B23.C4 


Gene No. 


33985 




Strand 




Start 


9001 




End 


9087 


Name 


OJ990907 16.9B23.C4.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


Ill 




End 


267 


GI 


none 




Score 


117 


Exons 


111. .266, 112. .267 








Seq. No. 


16083 




Seq. ID 


OJ990907_16.9B23.C4 


Gene No. 


33985 




Strand 




Start 


9001 




End 


9087 


Name 


OJ990907 16.9B23.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5114 




End 


7572 


GI 


none 




Score 


107 


Exons 


5114. .5215, 5140. .5214, 


6079. 


.6213, 6080.. 6214, 6082. .6216, 




6084. .6218, 6084. .6257, 


6809. 


.6880, 7411. .7572 


Seq. No. 


16083 




Seq. ID 


OJ990907_16.9B23.C4 


Gene No. 


33985 




Strand 




Start 


9001 




End 


9087 


Name 


OJ990907 16.9B23.C4.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5132 




End 


7575 . 


GI 


none 




Score 


74 


Exons 


5132. .5197, 6100. .6216, 


6114. 


.6218, 6818. .6880, 7411. .7575 


Seq. No. 


16083 




Seq. ID 


OJ990907_16. 9B23.C4 


Gene No. 


33985 




Strand 




Start 


9001 




End 


9087 


Name 


• OJ990907 16.9B23.C4.o4. 


gs 


Method 


GENSCAN 


Start 


9001 




End 


9087 


GI 


none 




Score 


.59 


Exons 


9001. .9087 








Seq. No. 


16084 




Seq. ID 


OJ990907_16.9B23.C5 


Gene No. 


33986 




Strand 


+ 


Start 


51 




End 


3010 


Name 


OJ990907 16.9B23.C5.ol. 


gs 


Method 


GENSCAN 


Start 


51 




End 


2585 


GI 


none 




Score 


. 96 


Exons 


51.. 1618, 2159.. 2318, 2529.. 2585 




Seq. No. 


16084 




Seq. ID 


OJ990907_16. 9B23.C5 ' 


Gene No. 


33986 




Strand 


+ ' 


Start 


51 




End 


3010 


Name 


OJ990907 16. 9B23.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


409 




End 


1010 


GI 


none 




Score 


57 


Exons 


409. .480, 411. .617, 503 


. .616, 


606. .752, 


619. .735, 673. .765, 



697. .765, 702. .995, 769. .948, 820. .1002, 824. .997, 831. .1010 



16658 



Seq. No. 16084 Seq. ID 

Gene No. 33986 Strand 

Start 51 End 

Name OJ990907_16 . 9B23 . C5 . ol . tm Method 

Start 1028 End 

GI none Score 
Exons 



OJ990907_16.9B23.C5 
+ 

3010 

TBLASTX: Maize 

3010 

111 



1028. .1174, 1029. .1172, 1036. .1188, 1038. .1199, 1168. .1296, 

1170. .1322, 1190. .1483, 1206. .1478, 1357. .1479, 1486. .1617, 

1491. .1613, 1494. .1619, 1495. .1617, 2142. .2318, 2169. .2318, 

2177. .2323, 2179. .2319, 2186. .2320, 2526. .2579, 2528. .2578, 
2963. .3010 



Seq. No. 16085 Seq. ID OJ990907 16.9B23.C6 

Gene No. 33987 
Start 3889 

Name OJ990907_16 . 9B23 . C6 . o2 . np 

Start 3889 
GI 5263329 

Exons 3889.. 3982, 4096.. 4239, 4422 

GI Descrip. (AC007727) Contains PF| 00646 

gb|R90412, gb|Z37268 and gb|T88189 come from this gene 

[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. .4450 

F-box domain 



OJ990907_ 
+ 

4450 
AAT/NAP 
4450 
118 



ESTs gb|Z37267, 



Q Seq. No. 


16085 






Seq. ID 


OJ990907_16. 9B23. 


C6 


ijfj Gene "No. 


33988 






Strand 






»i! Start 


128 






End 


1629 




\.:[ Name 


OJ990907 


16. 9B23.C6 


. ol . np 


Method 


AAT/NAP 




^ Start 


128 






End 


601 




Ul GI 


4583546 






Score 


274 




Exons 


128. .601 












fll GI Descrip. 


(AJ010819) GrpE protein [Arabidopsis thaliana] 




l> Seq. No. 


16085 






Seq. ID 


OJ990907_16.9B23. 


C6 


! riJ Gene No. 


33988 






Strand 






\\ Start 


128 






End 


1629 




jsii: Name 


OJ990907 


16.9B23.C6. 


.ol.tc 


Method 


TBLASTX: Cress 




! »i Start 


158 






End 


391 




?R GI 


none 






Score 


85 




''."f Exons 


158. .391, 


177. .254, 


179 r .382, 


321. .389 






Seq. No. 


16085 






Seq. ID 


OJ990907_16. 9B23. 


C6 


Gene No. 


33988 






Strand 






Start 


128 






End 


1629 




Name 


OJ990907 


16.9B23.C6. 


, ol . tm 


Method 


TBLASTX: Maize 




Start 


158 






End 


469 




GI 


none 






Score 


86 




Exons 


158. .469, 


177. .254, 


312. .437 








Seq. No. 


16085 






Seq. ID 


OJ990907^_16. 9B23. 


C6 


Gene No. 


33988 






Strand 






Start 


128 






End 


1629 




Name 


OJ990907 


16.9B23.C6. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


158 






End 


610 




GI 


none 






Score 


87 




Exons 


158. .610, 


171. .254, 


242. .427, 


312. .455 







16659 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990907 16.9B23.C6 



16085 Seq. ID _ 

33988 Strand 

128 End 1629 

OJ990907_1 6 . 9B23 . C6 . ol . gp Method AAT/GAP 

161 End 1621 

9372_1 .R1084 Score 1093 
161. .634, 1423. .1621 

'4583546/emb|CAB40381.1| 1.0e-21 (AJ010819) GrpE protein 
[Arabidopsis thaliana] 1 



Seq. No. 


16085 




Seq. ID 


OJ990907 16.9B23.C6 


Gene No. 


33988 




Strand 


_ 


Start 


128 




End 


1629 


Name 


OJ990907 16.9B23.C6.ol. 


gs 


Method 


GENSCAN 


Start 


173 




End 


1629 


GI 


none 




Score 


.82 


Exons 


173. .634, 1423. .1629 








Seq. No. 


16085 




Seq. ID 


OJ990907_16. 9B23.C6 


Gene No. 


33988 




Strand 




Start 


128 




End 


1629 


Name 


OJ990907 16. 9B23.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


476 




End 


661 


GI 


none 




Score 


172 


Exons 


476. .637, 477. .638, 561 


* . 638, 


562. .639, 


578. .661 


Seq. No. 


16085 




Seq. ID 


OJ990907_16. 9B23.C6 


Gene No. 


33989 




Strand 




Start 


3887 




End 


4205 


Name 


OJ990907 16.9B23.C6.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


3887 




End 


4205 


GI 


none 




Score 


142 


Exons 


3887. .3982, 3892. .4002, 


3894. 


.3989, 3927. .4004, 4097. .4153, 



4098. .4205, 4099. .4188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16086 
33990 
1 

OJ990907_16. 9B23.C7.ol.np 



Seq. ID OJ990907_16. 9B23.C7 

Strand + 

End 890 

Method AAT/NAP 

End 8 90 

Score 82 



5263329 
1..177, 811. .890 

(AC007727) Contains PF| 00646 F-box domain. ESTs gb|Z37267, 
gb|R90412, gb|Z37268 and gb|T88189 come from this gene. 
[Arabidopsis thaliana] 



16087 
33991 
184 

OJ990907_16. 9B23.C8.ol.np 
184 

5263329 



Seq. ID 
Strand 
End 

Method 
End 
Score 

184. .270, 464. .517, 605. .698, 791. .863, 952. .1162, 1319. .1375 
(AC007727) Contains PF| 00646 F-box domain. ESTs gb|Z37267, 
gb|R90412, gb|Z37268 and gb|T88189 come from this gene. 
[Arabidopsis thaliana] 



OJ990907_16. 9B23.C8 
+ 

1822 
AAT/NAP 
1375 
460 



16660 




Seq. No. 


16087 


Seq. ID 


OJ990907_16.9B23.C8 


Gene No . 


j jy yi 


Strand 


+ 


Start 


184 


End 


1822 


Name 


OJ990907 16. 9B23.C8.ol.gs 


Method 


GENSCAN 


Start 


197 


End- 


1822 


GI 


none 


Score 


.78 


Exons 


197. .270, 550. .709, 805. .863, 


952. .1162, 1766. .1822 


Seq. No. 


16087 


Seq. ID 


OJ990907_16.9B23.C8 


Gene No. 


33991 


Strand 


+ 


Start 


184 


End 


1822 


Name 


OJ990907 16. 9B23.C8.ol.gp 


Method 


AAT/GAP 


otart 


1092 


End 


1680 


GI 


uC-osflcyp07 9b01al 


Score 


830 


Exons 


1092. .1162, 1319. .1680 






GI Descrip. 


*5263329/gb|AAD41431.1|AC007727 20 2.0e-10 (AC007727) Contains 




PF_0064 6 F-box domain. ESTs 


gb 237267, 


gb R90412, gb 237268 ai 




gb__T88189 come from this gene 


. [Arabidopsis thaliana] 1 


Seq. No. 


16087 


Seq. ID 


OJ990907_16.9B23.C8 


Gene No. 


33992 


Strand 




Start 


1787 


End 


1893 


Name 


OJ990907_16 . 9B23 . C8 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


190 


End 


703 


GI 


none 


Score 


85 


Exons 


190. .255, 195. .272, 462. .515, 


464. .517, 


600. .698, 608. .703, 




616. .702 




Seq. No. 


16087 


Seq. ID 


OJ990907_16.9B23.C8 


Gene No. 


33992 


Strand 




Start 


1787 


End 


1893 


Name 


OJ990907 16.9B23.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


195 


End 


1381 


GI 


none 


Score 


107 


Exons 


195. .272, 196. .261, 198. .281, 


463. .516, 


464. .520, 602. .727, 




604. .708, 802. .873, 802. .885, 


932. .1126, 935. .1102, 1096. .1164, 




1101. .1163, 1316. .1381, 1318. 


.1377 




Seq. No. 


16087 


Seq. ID 


OJ990907_16.9B23.C8 


Gene No . 


33992 


Strand 




Start 


1787 


End 


1893 


Name 


OJ990907 16.9B23.C8.o2.gp 


Method 


AAT/GAP 


Start 


1787 


End 


1893 


GI 


none 


Score 


186 


Exons 


1787. . 1893 






Seq. No. 


16088 


Seq. ID 


OJ990907_16.9B23.C9 


Gene No. 


33993 


Strand 


+ 


Start 


1 


End 


38456 


Name 


OJ990907 16. 9B23.C9.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


38456 


GI 


1491621 


Score 


117 


Exons 


1..26, 898. .1108, 5984. .6028, 


1424 5. . 14 37 6, 184 52. .18 610, 




22851. .23024, 2984 6.-29962, 37782 .. 38016, 38361.. 38456 


GI Descrip. 


(Z78205) UL36 [Bovine herpesvirus 1] gi | 2 653311 | emb | CAA06097 | 




(AJ004801) very large virion ; 


protein (tegument) [Bovine 




herpesvirus type 1.1] 







16661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16088 
33993 
1 

OJ990907_16. 9B23.C9.o3.gs 

22232 

none 

22232. .22288, 22302 22342, 
24938. .25000, 25375 .. 254 15, 
28758. .28859, 28948 29001, 
29953. .30059, 32556 32660, 
33530. .33610, 33896 .. 34075, 



Seq. ID OJ990907_16.9B23.C9 

Strand + 

End 38456 

Method GEN SCAN 

End 35540 

Score . 67 
22872. .23149, 23263 .. 23400, 
28240. .28509, 28557 .. 28 631 , 
29058. .29199, 29753 .. 29845, 
32744 . .32842, 32928 .. 33224 , 
35232. .35540 



16088 Seq. ID 

33993 Strand 
1 End 
OJ990907_JL6 . 9B23 . C9 . o3 . gp Method 
28075 End 
60901_1.R1084 Score 
28075. .28432, 28557 .. 28 631 , 28758 
29107. .29199 

, 3046731/emb|CAA06503| 3.0e-69 (AJ005373) protein kinase 
[Craterostigma plantagineum] 1 



OJ990907_16. 9B23.C9 
+ 

38456 
AAT/GAP 
29199 
1212 

.28859, 28948. .29001, 



16088 ' " Seq. ID 

33993 Strand 
1 End 
OJ990907_16. 9B23.C9.o3.np Method 
28313 End 
1362051 * Score 

28313. .28432, 28557 28 631 , 28758 .. 28859, 28 948 .. 29001 , 
29107. .29199, 29753 2984 5, 32556 .. 32 660, 3274 4 .. 32842 , 
32928. .33263 

protein kinase 3 - soybean gi 1310582 (L19361) protein kinase 3 
[Glycine max] 



OJ990907_16. 9B23.C9 
+ 

38456 
AAT/NAP 
33263 
1303 



16088 Seq. ID 

33993 Strand 
1 End 
OJ990907_16. 9B23.C9.o4 . gp Method. 
32761 End 
70271JL.R1084 Score 
32761. .32842, 32928.. 33527 

1 1362051/pir | | S56716 4.0e-37 protein kinase 3 - soybean 
>gi__310582 (L19361) protein kinase 3 [Glycine max] 1 



OJ990907_16. 9B23.C9 
+ 

38456 
AAT/GAP 
33527 
1308 



16088 Seq. ID 

33993 Strand 

1 -i End 

OJ990 907_1 6 . 9B23 . C9 . 06 . gp Method 

37259 End 

2312838 Score 
37259. .37320 

1420932/gb|U61383|ORU61383 7 . 0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



OJ990907_16. 9B23.C9 
+ 

38456 
AAT/GAP 
37320 
75 



Seq. No. 



16088 



Seq. ID OJ990907 16.9B23.C9 



16662 




Gene No. 


33994 


Strand 






Start 


113 


End 


1152 




Name 


OJ990907 16.9B23.C9.ol.np 


Method 


AAT/NAP 




Start 


713 


End 


1083 




GI 


6382501 


Score 


173 




Exons 


713. .920, 981.. 1083 








GI Descrip. 


(AC010704 ) unknown • protein 


[Arabidopsis thaliana] 




Seq. No. 


16088 


Seq. ID 


OJ990907_16. 9B23 


.C9 


Gene No. 


33994 


Strand 






Start 


713 


End 


1152 




Name 


OJ990907 16.9B23.C9.ol.gp 


Method 


AAT/GAP 




Start 


884 


End 


1152 




GI 


none 


Score 


530 




Exons 


884. .1152 








Seq. No. 


16088 


Seq. ID 


OJ990907_16.9B23 


.C9 


Gene No. 


33995 


Strand 






Start 


16300 


End 


21423 




Name 


OJ990907 16 . 9B23 . C9 . o2 . gp 


Method 


AAT/GAP 




Start 


16064 


End 


16977 




GI 


uC-osflcypl70d07al 


Score 


1033 




Exons 


16064. .16545, 16919.. 16977 








GI Descrip. 


'2245058/emb|CAB10481.1| 2. 


0e-09 (Z97342) hypothetical ] 


prol 




[Arabidopsis thaliana] 1 






Seq. No. 


16088 


Seq. ID 


OJ990907_16.9B23 


.C9 


Gene No. 


' 33995 


Strand 






Start 


16300 


End 


21423 




Name 


OJ990907 16.9B23.C9.o2.gs 


Method 


GENSCAN 




Start 


16300 


End 


21423 




GI 


none 


Score 


.43 




Exons 


16300. .16545, 16919 .. 1702 9, 


18617. .18815, 19995. .20095, 






21400. .21423 








Seq. No. 


• 16088 


Seq. ID 


OJ990907_16. 9B23 


.C9 


Gene No. 


33996 


Strand 






Start 


37781 


End 


38332 




Name 


OJ990907 16.9B23.C9.o3. tm 


Method 


TBLASTX: Maize 




Start 


784 


End 


1047 




GI 


none 


Score 


151 




Exons 


784. .888, 784. .924, 1015. .1047 






Seq. No. 


16088 


Seq. ID 


OJ990907_16. 9B23 


.C9 


Gene No . 


33996 


Strand 






Start 


37781 - 


End 


38332 




Name 


OJ990907 16.9B23.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


14236 


End 


14499 




GI 


npne 


Score 


181 




Exons 


14236. .14403, 14259 .. 14 390, 


14 398. .14 4 99, 14 4 09. .14 483 




Seq. No. 


16088 


Seq. ID 


OJ990907JL6. 9B23, 


.C9 


Gene No. 


33996 


Strand 






Start 


37781 


End 


38332 




Name 


OJ990907 16.9B23.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


28271 


End 


33272 




GI 


none 


Score 


157 





16663 



Exons 



28271. .28417, 28313 28432, 28351 28431, 28554 28634 , 

28556. .28633, 28745 .. 28858, 28755 28865, 28938 29006, 

28945. .29001, 29101 .. 29199, 29106 29198, 29107 29199, 

29731. .29844, 29771 .. 29863, 32553 .. 32645, 32554 .. 3264 6, 

32559. .32657, 32741 .. 32842, 32741 .. 32827, 3274 6 .. 32829, 

32916. .33029, 32927 .. 33025, 33035 .. 33133, 33036 .. 33134 , 
33225.-33272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16088 
33996 
37781 
OJ99090 
28306 
none 
28306. . 
28551. . 
28755. . 
29105. . 
29731. . 
32562. . 
32743. . 
32915. . 
33222. . 



7 16.9B23.C9.ol.tm 



28431, 
28634, 
28865, 
29194, 
29844, 
32660, 
32841, 
33037, 
33257, 



28307. 
28551. 
28804 . 
29106. 
29771. 
32569. 
32743. 
32916. 
33224. 



.28432, 
.28631, 
.28914, 
.29195, 
.29863, 
.32661, 
.32841, 
.33062, 
.33298, 



Seq. ID 

Strand 

End 

Method 

End 

Score 
28307. .284 
28556 
28938 
29107 
29779 
32569 
32744 
33011 
33413 



OJ990907 16.9B23.C9 



286 
290 
291 
298 
327 
328 
331 
334 



38332 

TBLASTX : Ma 

33457 

103 
23, 28354 
33, 28745 
06, 28945 
99, 29107 
95, 32559 
03, 32736 
42, 32911 
33, 33012 
57 



lze 



28431, 
28858, 
29001, 
29199, 
32660, 
32840, 
33009, 
33152, 



Seq. No. 16088 
Gene No. 33996 
Start 37781 

Name OJ990907_16 . 9B23 . C9 . ol . ts 

Start 28310 
GI none 
Exons 28310. 

28556. 

28945. 

29101. 

32562. 

32916. 



.28432, 28313. .28423, 

.28633, 28745. .28858, 

.29001, 29093. 

.29199, 29731. 

.32657, 32744. 
.33020 



.29194, 
.29841, 
.32842, 



Seq. ID OJ990907_16. 9B23.C9 
Strand 

End 38332 

Method TBLASTX : Soybean 

End 33020 

Score 173 
28351. .28425, 28554 .. 28634 , 
28755. .28865, 28938 .. 29006, 
29100. .29180, 29100. .29198, 
29771. .29863, 32559 .. 32 657 , 
32746. .32838, 32915 .. 32995, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16088 
33996 
37781 
'OJ990907 
28577 
none 
28577 
28755 
29107 



16.9B23.C9.ol.tw 



28633, 28578, 
28865, 28938. 
29199 



.28634, 
.29006, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

28578 

28945 



OJ990907 16.9B23.C9 



38332 

TBLASTX: Wheat 
29199 
99 

28634, 28745. .28858, 
29001, 29106. .29198, 



Seq. No. * 16088 Seq. ID OJ990907_1 6 . 9B23 . C9 

Gene No. 33996 Strand 

Start 37781 End 38332 

Name OJ990907_16 . 9B23 . C9 . o5 . gp Method AAT/GAP 

Start 37172 End 37256 

GI 5455354 * Score 110 

Exons 37172. .37256 

GI Descrip. 6016845/dbj | AP000570 . 1 | AP000570 6.0e-28 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 



16664 




Seq. No. 


16088 


Seq. ID 


OJ990907_16.9B23.C9 


Gene No. 




Strand 




Start 


37781 


End 


38332 


Name 


OJ990907 16.9B23.C9.o4.gs 


Method 


GENSCAN 


Start 


37781 


End 


38332 


GI 


none 


Score 


.96 


Exons 


37781. .38332 






Seq. No. 


16088 


Seq. ID 


OJ990907_16.9B23.C9 


Gene No. 


33996 


Strand 






J / / ol 


End 


38332 


Name 


OJ990907 16.9B23.C9.o4.np 


Method 


AAT/NAP 


Start 


37811 


End 


38222 


GI 


4160441 


Score 


118 


Exons 


37811. .38019, 38050.. 38222 






GI Descrip. 


(AF098674) lateral suppressor 


protein 


[Lycopersicon esculentum] 


Seq. No. 


16089 


Seq. ID 


OJ990907_16. 9B23.C10 


Gene No . 


'Doom 


Strand 


+ 


Start 


38 


End 


658 


Name 


OJ990907 16.9B23.C10.ol.gs 


Method 


GENSCAN 


Start 


38 


End 


658 


GI 


none 


Score 


.91 


Exons 


38.. 658 






Seq. No. 


16090 


Seq. ID 


OJ990907_16.9B23.C11 


Gene No. 


33998 


Strand 




Of -w~4- 


76 


End 


2084 


Name 


OJ990907 16.9B23.Cll.ol.np 


Method 


AAT/NAP 


Start 


76 


End 


1019 


GI 


3283912 


Score 


98 


Exons 


76. .262, 670. .762, 943. .1019 






GI Descrip. 


(AF070639) unknown [Homo sapiens] 




Seq. No. 


16090 


Seq. ID 


OJ990907 16.9B23.C11 


Gene No. 


33998 


Strand 


- 




76 


End 


2084 


Name 


OJ990907 16.9B23.Cll.ol.tm 


Method 


TBLASTX: Maize 


■Start 


136 


End 


754 


GI 


none 


Score 


56 


Exons 


136. .264, 137. .190,= 137. .265, 


141. .263, 


142. .264, 242. .268, 




666. .752, 670. .753, 671. .754 






Seq. No. 


16090 


Seq. ID 


OJ990907_16.9B23.C11 


ucne NO . 


33998 


Strand 




Start 


76 


End 


2084 


Name 


OJ990907 16.9B23.Cll.ol.gs 


Method 


GENSCAN 


Start 


140 


End 


2084 


GI 


none 


Score 


.94 


Exons 


140.. 262, 670.. 762, 943.. 1155, 


1356. .1454, 2015. .2084 


Seq. No. 


16091 


Seq. ID 


OJ990907_16.9B23.C12 


Gene No. 


33999 


Strand 




Start 


366 


End 


2835 


Name 


OJ990907 16.9B23.C12.ol.gs 


Method 


GENSCAN 


Start 


366 


End 


1927 


GI 


none 


Score 


.53 



16665 






Exons 


366.-627, 882.-949, 1612. .1749, 1829.. 


1927 




Seq. No. 


16091 


Seq. ID 


OJ990907_16.9B23.C12 




Gene No. 


33999 


Strand 








ODD 


End 


2835 




Name 


ujyyuyu / i o . z?D£. d . li^ . ox . cm 


Method 


TBLASTX: Maize 




Start 


1 Jt 1 


End 


1852 




GI 


none 


Score 


87 




Exons 


1*3^1 1/191 1T/t*5 1 / on i q 


..1752, 1619. .1765, 1829. .1852, 






1R9Q 1QC.9 








Seq. No. 


16091 


Seq. ID 


OJ990907_16. 9B23.C12 




Gene No. 


33999 


Strand 






Start 


366 


End 


2835 




Name 


OJ990907 16. 9B23.C12.ol.np 


Method 


AAT/NAP 




Start 


1349 


End 


2835 




GI 


5102733 


Score 


46 




Exons 


1349. .1414, 1612. .1713, 1829 


..1927, 2816. .2835 




GI Descrip. 


(AL079292) hypothetical protein, similar to (AC007017) putati 






RNA helicase A [Arabidopsis 


thaliana] 


[Homo sapiens] 




Seq. No. 


16092 


Seq. ID 


OJ990907_13. 9B22.C1 




Gene No . 


34000 


Strand 


+ 




Start 


1368 


End 


1810 




Name 


. OJ990907* 13:9B22.Cl.ol.gs 


Method 


GEN SCAN 




Start 


1368 


• End 


1810 


:.! i 


GI 


none 


Score 


.77 


ru 


Exons 


1368. .1426, 1796. .1810 






; : j 


Seq. No. 


16092 


Seq. ID 


OJ990907_13. 9B22.C1 


• 


Gene No. 


34001 


Strand 




] s ! 1 


Start 


1704 


End 


6359 




Name 


OJ990907 13.9B22.Cl.ol.np 


Method 


AAT/NAP 


j* 


Start 


1704 


End 


6359 


L-S 


GI 


6466937 


Score 


873 


• -i 


Exons 


1704 . .2412, 5376. . 6359 






L J. 


GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 






thaliana] 






q 


Seq. No. 


16092 


Seq. ID 


OJ990907_13. 9B22.C1 


L 


O Tl O M r-\ 
OfcJIlfci IN (J. 


34001 


Strand 






Start 


1704 


End 


6359 




Name 


OJ990907 13. 9B22.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


1791 


End 


2383 




GI 


none 


Score 


112 




Exons 


1791. .1985, 1800. .2030, 2025 


..2294, 2062. .2295, 2300. .2383 




Seq. No. 


16092 


Seq. ID 


OJ990907_13. 9B22.C1 




belle 1NO • 


34001 


Strand- 






Start 


1704 


End 


6359 




Name 


OJ990907 13. 9B22.Cl.ol. tw 


Method 


TBLASTX: Wheat 




Start 


1971 


End 


2306 




GI 


none 


Score 


158 




Exons 


1971.. 2306, 2053.. 2292, 2226 


. .2300 






Seq. No. 


16092 


Seq. ID 


OJ990907_13. 9B22.C1 




Gene No. 


34001 


Strand 





16666 






Start 


1704 








End 


6359 




Name 


OJ990907 13 


. 9B22 


.Cl.o2. 


gs 


Method 


GENSCAN 




Start 


3144 








End 


3500 




GI 


none 








Score 


1 




Exons 


3144. .3500 














Seq. No. 


16092. 








Seq. ID 


OJ990907_13.9B22.C1 




Gene No. 


34001 








Strand 






Start 


1704 








End 


6359 




Name 


OJ990907 13 


. 9B22 


.Cl.o3. 


gs 


Method 


GENSCAN 




Start 


4340 








End 


6249 




GI 


none 








Score 


.56 




Exons 


4340. .4368, 


4405 


. .4488, 


6088. 


.6249 






Seq. No. 


16092 








Seq. ID 


OJ990907_13. 9B22.C1 




Gene No. 


34 001 








Strand 






Start 


1704 








End 


6359 




Name 


OJ990907 13 


.9B22 


.Cl.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5383 








End 


5776 




GI 


none 








Score 


51 




Exons 


5383. .5487, 


5384 


. .5464, 


5504. 


.5776, 5526.. 5732 




Seq. No. 


16092 








Seq. ID 


OJ990907_13.9B22.C1 


Q 


Gene No. 


34001 








Strand 






Start 


1704 








End 


6359 




Name 


OJ990907 13 


. 9B22 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 


iji 


Start 


5393 








End 


6031 




GI 


none 








Score 


109 


\' Z \ 
'* =r 


Exons 


5393. .5503, 


5394 


. .5486, 


5395. 


.5517, 5395.. 5502, 5496.. 5585, 


; t 

i i I 

' I, 




5504. .6031, 


5523 


. .5927 










Seq. No. 


16092 








Seq. ID 


OJ990907_13.9B22.C1 


f[f 


Gene No. 


34001 








Strand 






Start 


1704 








End 


6359 


L *t 


Name 


OJ990907 13 


. 9B22 


.Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


"'. i 


Start 


5624 








End 


6007 




GI 


none 








Score 


140 


j: ts 

i. s ! 


Exons 


5624. .6007, 


5715 


. .5891 








r 5 s 


Seq. No. 


16092 - 








Seq. ID 


OJ990907_13.9B22.C1 




Gene No . 


34001 








Strand 






Start 


1704 








End 


6359 




Name 


OJ990907 13 


. 9B22 


.Cl.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5864 








End 


6232 




GI 


none 








Score 


77 




Exons 


5864. .6121, 


5865 


. .6095, 


6122. 


.6232 






Seq. No. 


16092 








Seq. ID 


OJ990907JL3.9B22.C1 




Gene No . 


34 001 








Strand 






Start 


1704 








End 


6359 




Name 


OJ990907 13. 


. 9B22 


.Cl.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6032 








End 


6357 




GI 


none 








Score 


49 




Exons' 


6032. .6121, 


6125 


. . 6232, 


6182. 


.6250, 6280.. 6357, 6289.. 6357 




Seq. No. 


16093 








Seq. ID 


OJ990907_13.9B22.C2 




Gene No. 


34002 








Strand 


+ 



16667 




o tar t 


h o y o 






tna 


blob 




Name 


OJ990907 13 


.9B22 


.C2.o2.np 


Method 


AAT/NAP 




Start 


4898 






End 


6136 




GI 


4680203 






Score 


703 




Exons 


4898. .5138, 


5176 


. .6136 








GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum 


bicolor] 




Seq. No. 


16093 






Seq. ID 


OJ99090.7_13.9B22 


.C2 


Gene No. 


34003 






Strand 






Start 








End 


6136 




Name 


OJ990907 13 


.9B22 


.C2. ol.np 


Method 


AAT/NAP 




Start 


2324 






End 


6136 




GI 


5852180 






Score 


423 




Exons 


2324 . .2747, 


2776 


..2901, 3885. 


.3937, 6105. . 6136 




GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


16093 






Seq. ID 


OJ990907_13.9B22 


.C2 


bene no. 


J4 UU J 






Strand 






Start 


2324 






End 


6136 




Name 


OJ990907 13 




. CZ . Ol . tc 


Method 


TBLASTX : Cress 




Start 


5266 






End 


5559 




GI 


none 






Score 


230 




Exons 


5266. .5559 












Seq. No. 


16093 ' 


- 




Seq. ID 


OJ990907_13.9B22 


.C2 


Gene No. 


J4 00 5 






Strand : 






Start 


2324 






End 


6136 




Name 


OJ990907 13 




. L^: . Ol . t S 


Method 


TBLASTX : Soybean 




Start 


5292 






End 


5529 




GI 


none 






Score 


213 




Exons 


5292. .5528, 


t o n o 


con 








Seq. No. 


16093 






Seq. ID 


OJ990907_13. 9B22 


.C2 


Gene No. 


o4 UU J 






Strand 






Start 


2324 






End 


6136 




Name 


OJ990907 13 


. 9B22 


.C2.ol.tm 


Method 


TBLASTX : Maize 




Start 


5376 , 






End 


5593 




GI 


none 






Score 


215 




Exons 


5376. .5552, 


5386 


..5559, 5561. 


.5593 






Seq. No. 


16093 






Seq. ID 


OJ990907_13.9B22, 


.C2 


Gene No . 








Strand 






Start 


2324 






End 


6136 




Name 


OJ990907 13 


. 9B22 


.C2.ol. tw 


Method 


TBLASTX: Wheat 




Start 


5398 






End 


5701 




GI 


none 






Score 


161 




Exons 


5398. .5559, 


5406, 


..5552, 5458. 


.5574, 5564. .5701, 5569. .5667 


Seq. No. 


16094 






Seq. ID 


OJ990907_13. 9B22, 


,C4 


Gene No. 


34004 






Strand 






Start 


1 






End 


4986 




Name 


OJ990907 13 


. 9B22, 


,C4 .ol.np 


Method 


AAT/NAP 




Start 


1 






End 


4986 




GI 


5091513 






Score 


768 




Exons 


1. .911, 1572. . 18? 


32, 4957. .4986 







GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



16668 






Seq. No. 


16094 


Seq. ID 


OJ990907_13.9B22 


.C4 




Gene No. 


34004 


Strand 








Start 


1 


End 


4986 






Name 


OJ990907 13. 9B22.C4 .ol. tm 


Method 


TBLASTX: Maize 






Start 


4150 


End 


4769 






GI 


none 


Score 


123 






Exons 


4150.. 4293, 4167.. 4268, 4374. 


.4592, 4683.. 4769 






Seq. No. 


16095 


Seq. ID 


OJ990907_13.9B22 


.C6 




Gene No. 


34005 


Strand 


+ 






Start 


431 


End 


607 






Name 


OJ990907 13. 9B22.C6.ol.gs 


Method 


GENSCAN 






Start 


431 


End 


607 






GI 


none 


Score 


.54 






Exons 


431. .607 










Seq. No. 


16096 


Seq. ID 


OJ990907 13.9B22 


.C7 




Gene No. 


34006 


Strand 


+ 






Start 


4 


End 


491 






Name 


OJ990907 13.9B22.C7.ol.gs 


Method 


GENSCAN 






Start 


4 


End 


491 






GI 


none 


Score 


.68 




□ 


Exons 


4. .67, 289. ,491 










Seq. No. 


16096 


Seq. ID 


OJ990907JL3.9B22 


. C7 


i;fi 


Gene No. c< " 


34007 


Strand 






1 u 


Start 


1 


End 


178 






Name 


OJ990907 13.9B22.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


178 




i -A 

us 


GI 


6539588 


Score 


119 




ill 


Exons 


1. .178 








n \ 

; s? 


GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




.: ci 


Seq. No. 


16097 


Seq. ID 


OJ990907_13.9B22 


.C8 




Gene No. 


34008 


Strand 








Starts 


328 


End 


716 




1. J. 


Name 


OJ990907 13.9B22.C8.ol.gs 


Method 


GENSCAN 






Start 


328 


End 


616 






GI 


none 


Score 


.5 




□ 

.3 C'j 

i. 


Exons 


328. .616 










Seq. No. 


16097 


Seq. ID 


OJ990907_13.9B22, 


C8 




Gene No. 


34008 


Strand 


— 






Start 


328 


End. 


716 






Name 


OJ990907 13.9B22.C8.ol.np 


Method 


AAT/NAP 






Start 


346 


End 


716 






GI 


5042454 


Score 


228 






Exons 


346. .716 










GI Descrip. 


(AC007789) putative, polyprotein [Oryza 


sativa] . ) 






Seq. No.. 


16097 


Seq. ID 


OJ990907_13.9B22. 


C8 




Gene No. 


34008 


Strand 








Start 


328 


End 


716 






Name 


OJ990907 13. 9B22.C8.ol.tw 


Method 


TBLASTX: Wheat 






Start 


361 


End 


566 






GI 


none 


Score 


54 






Exons 


361. .474, 363. .473, 453. .566, 


463. .555 







16669 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990907_13.9B22.C11 



16098 
34009 
1 

OJ990907_13 . 9B22 . Cll . ol . np 
1 

4680179 
1. .2428 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



+ 

2431 
AAT/NAP 
2428 
3638 



Seq. No. 16098 Seq. ID 

Gene No. 34009 Strand 

Start 1 End 

Name OJ990907_13 . 9B22 . Cll . ol . gs Method 

Start 17 End 

GI none Score 

Exons 17.. 254, 321.. 2431 



OJ990907_13. 9B22.C11 
+ 

2431 
GENSCAN 
2431 
.71 



i.il 



SI 



, si 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16098 
34010 
2935 

OJ990907_13. 9B22.Cll.ol.ts 
14 

none 

14. .46, 14. .46, 15. .47, 50. 
166. .399 

16098 
34010 
2935 

OJ990907_13 . 9B22 . Cll . o4 . tm 

158 

none 

158. .490, 235. .489 

16098 
34010 
2935 

OJ990907_13. 9B22.Cll.o4 . tw 

161 - 

none 

161. .424, 163. .423 



Seq. ID 

Strand 

End 

Method 
End 
Score 
94, 52. 



93, 



OJ990907_13.9B22.C11 
+ 

6441 

TBLASTX : Soybean 

409 

53 

67. .219, 158. .409, 



Seq. ID OJ990907_13.9B22.C11 

Strand + 

End 6441 

Method TBLASTX: Maize 

End 4 90 

Score 301 



Seq. ID OJ990907_13.9B22.C11 

Strand + 

End 64 41 

Method TBLASTX : Wheat 

End 424 

Score 364 



Seq. No. 16098 Seq. ID 

Gene No. 34010 Strand 

Start 2935 End 

Name OJ990907_13 . 9B22 . Cll . o3 . tw Method 

Start . 425 End 

GI none & ■ Score 

Exons 425.. 850, 427.. 843, 500.. 850 



OJ990907_13. 9B22.C11 
+ 

6441 

TBLASTX: Wheat 

850 

^93 



Seq. No. 16098 . Seq. ID 

Gene No. 34010 Strand 

Start 2935 End 

Name OJ990907_13 . 9B22 . CI 1 . o3 . ts Method 

Start 431 End 

GI none Score 



OJ990907_13. 9B22.C11 
+ 

6441 

TBLASTX : Soybean 

679 

206 



16670 




Exons 431 . . 679 



Seq. No. 


16098 








Seq. ID 


OJ990907_13.9B22 


.Cll 


Gene No. 


34010 








Strand 


+ 




Start 


2935 








End 


6441 




Name 


OJ990907 13 


.9B22 


-Cll.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4 97 








End 


850 




GI 


none 






, ,, 


Score 


4 60 




Exons 


497.. 850, 502.. 8 


43 










Seq. No. 


16098 








Seq. ID 


OJ990907_13. 9B22 


.Cll 


Gene No. 










Strand 


+ 




Start 










End 


6441 




Name 


O TQQPl QH7 1 "3 


QR9 9 


.Cll.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


o / o 








End 


1417 




GI 


none 








Score 


626 




Exons 


p 7 p 1/17 


1 fl A 9 
i U fi 4. . 


.1413 










Seq. No. 


16098 








Seq. ID 


OJ990907_13.9B22 


.Cll 


Gene No. 


m n 

J4U1U 








Strand 


+ 




Start 


9 Q *3 ci 








End 


6441 




Name 




QD9 O 


.Cll.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


111^ — 








End 


1441 




GI 


none 








Score 


90 




Exons 


1 1 1 c 19Q7 

111 J . . l£ -7 / / 


1 9 QQ 


. .1441, 


1300. 


. 1440 






Seq. No. 


16098 








Seq. ID 


OJ990907__13.9B22 


.Cll 


Gene No. 










Strand 


+ 




Start 










End 


6441 




Name 


O TQQDQ07 1 "3 


QR9 9 


.Cll.o2, 


.ts 


Method 


TBLASTX: Soybean 




Start 










End 


1465 




GI 


none 








Score 


301 




Exons 


ions i 4 £ ^ 

lii U J . • I'lDJ, 


1 9 1 £ 
IZlO 


. .1464 










Seq. No. 


16098 








Seq. ID 


OJ990907_13.9B22 


.Cll 


Gene No. 










Strand 


+ 




Start 










End 


6441 




Name 


Pi TQQOQm 1 ^ 


QH9 9 


.Cll.o3. 


. tm 


Method 


TBLASTX: Maize 




Start 


1 OCQ ~~ 
I^Dj 








End 


1555 




GI 


none 








Score 


81 




Exons 




1 9 £4 


. .1551, 


1265. 


.1555, 1397. .1552 




Seq. No. 


16098 








Seq. ID 


OJ990907_13.9B22. 


.Cll 


Gene No. 


34010 








Strand 


+ 




Start 


2935 








End 


6441 




Name 


OJ990907 13, 


.9B22, 


.Cll.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1424 








End 


2050 




GI 


none 








Score 


721 




Exons . 


1424. .2050, 


1480. 


. .1932, 


1990., 


.2049 






Seq. No. 


16098 








Seq. ID 


OJ990907_13. 9B22. 


Cll 


Gene No. 


34010 








Strand 


+ 




Start 


2935 








End 


6441 




Name 


OJ990907 13. 


.9B22. 


.Cll.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1603 








End 


2188 




GI 


none 








Score 


229 




Exons 


1603. . 1758, 


1604 . 


. . 1765, 


1762. 


.1935, 1763. .2188, 1925. .2167, 



16671 



1990. .2187 



Seq. No. 


16098 








Seq. ID 


OJ990907_13.9B22. 


Gene No. 


34010 








Strand 


+ 


Start 


2935 








End . 


6441 


Name 


OJ990907 13. 


.9B22. 


■Cll.oS. 


. tw 


Method 


TBLASTX: Wheat 


Start 


2050 








End 


2332 


GI 


none 








Score 


307 


Exons 


2050. .2331, 


2051. 


. .2332 








Seq. No. 


16098 








Seq. ID 


OJ990907 13.9B22. 


Gene No. 


34010 








Strand 


+ 


Start 


2935 








End 


6441 


Name 


OJ990907 13. 


9B22. 


Cll.o2. 


gs 


Method 


GENSCAN 


Start 


2935 






End 


5777 


GI 


none 








Score 


.45 


Exons 


2935. .3164, 


3169. 


.3421, 


3495. 


.3660, 5424.. 5777 


Seq. No. 


16098 








Seq. ID 


OJ990907_13. 9B22.< 


Gene No. 


34010 








Strand 


+ 


Start 


2935 








End 


6441 


Name 


OJ990907 13. 


9B22. 


Cll.o2. 


np 


Method 


AAT/NAP 


Start 


3192 








End 


4766 


GI 


6063554 








Score 


188 


Exons 


3192. .3437, 


4590. 


.4766 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0- 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


16098 


Seq. ID 


OJ990907_13. 9B22. 


.Cll 


Gene No. 


34010 


Strand 


+ 




Start 


2935 


End 


6441 




Name 


OJ990907 13. 9B22.Cll.o3.np 


Method 


AAT/NAP 




Start 


3934 


End 


6441 




GI 


6907086 


Score 


723 




Exons 


3934. .3981, 5441. .5841, 5899. 


.6081, 6322.. 6441 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


16098 


Seq. ID 


OJ990907_13. 9B22. 


Cll 


Gene No. 


34010 


Strand 


+ 




Start 


2935 


End 


6441 




Name 


OJ990907 13.9B22.Cll.ol.gp 


Method 


AAT/GAP 




Start 


4171 


End 


4606 




GI 


2428185 


Score 


701 




Exons 


4171. .4606 








GI Descrip. 


5852170/emb|AL117265. 1 IOST178 


04 1.0e-177 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 4, 


BAC clone:tl7804 




Seq. No. 


16099 


Seq. ID 


OJ990907_13. 9B22. 


C12 


Gene No. 


34011 


Strand 






Start 


193 


End 


592 




Name 


OJ990907 13.9B22.C12.ol.gs 


Method 


GENSCAN 




Start 


193 


End 


592 




GI 


none 


Score 


.75 




Exons 


193. .464, 497. .592 








Seq. No. 


16100 


Seq. ID 


OJ990907_13.9B22. 


C13 




16672 









Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34012 



Strand 



1 End 1707 

OJ990907_13 . 9B22 . C13 . ol . np Method AAT/NAP 
1 End 1707 

6721512 Score 73 

1..23, 1094. .1212, 1610. .1707 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 16100 Seq. ID 

Gene No. 34013 Strand 

Start 84 End 

Name OJ990907_13 . 9B22 . C13 . ol . gs Method 

Start 84 End 

GI none Score 
Exons 



OJ990907_13.9B22.C13 

1657 
GENSCAN 
1657 
.74 



84. .210, 369. .421, 733. .1162, 1297. .1436, 1489. .1657 





Seq. No. 


16101 








Seq. ID 


OJ990907_13.9B22 


.C14 




Gene No . 


"3 A n 1 A 








Strand 


+ 






Start 


2076 








End 


2619 






Name 


OJ990907 13 


.9B22. 


■C14.ol 


.gs 


Method 


GENSCAN 






Start 


2076 






End 


2619 






GI 


none 








Score 


.79 




a 


Exons 


2076. .2167, 


2550. 


, .2619 










a 


Seq. No. 


16101 








Seq. ID 


OJ990907_13.9B22 


.C14 


m 


Gene No. 


34015 








Strand 






j ! i E 


C-l- a r-h 
O L cl i. L 


4009 








End 


4206 




: tr 


Name 


OJ990907 13 


. 9B22. 


,-C14 ,o2 


. gs 


Method 


GENSCAN 




I "A 


Start 


4009 








End 


4206 




Uf 


GI 


none 








Score - 


.58 




i. '\ 


Exons 


4009. .4206 














rjj 


Seq. No. 


16102 








Seq. ID 


OJ990907_13.9B22 


.C15 




Gene No. 


34016 








Strand 








Start 


1580 








End 


1978 






Name 


OJ990907 13 


. 9B22. 


C15.o2 


. tm 


Method 


TBLASTX: Maize 




i t 
j; s: 


Start ■ 


1240 








End 


1579 




. =: 


GI 


none 








Score 


39 




□ 


Exons 


1240. .1314, 


1253. 


.1294, 


1301. 


.1579, 1365. .1565 




O 


Seq. No. 


16102 








Seq. ID 


OJ990907_13.9B22 


.C15 




Gene No. 


34016 








Strand 








Start 


1580 








End 


1978 






Name 


OJ990907 13 


. 9B22. 


CIS.ol 


.np 


Method 


AAT/NAP 






Start 


1580 








End 


1978 






GI 


4416302 








Score 


430 






Exons 


1580. .1978 
















GI Descrip. 


(AF105716) copia- 


■type pol polyprotein 


[Zea mays] 






Seq. No. 


16102 * 








Seq. ID 


OJ990907_13.9B22 


.C15 




Gene No. 


34016 








Strand 








Start 


1580 








End 


1978 






Name 


OJ990907 13 


. 9B22. 


CIS.ol. 


. tm 


Method 


TBLASTX: Maize 






Start 


1580 








End 


1934 






GI 


none 








Score 


119 






Exons 


1580. . 1741, 


1581. 


. 1721, 


1721. 


.1933, 1725. .1934 





16673 



Seq. No. 16102 

Gene No. 34016 

Start - 1580 

Name OJ990907_13 . 9B22 . C15 . ol . ts 

Start 1599 

GI 5509260 

Exons 1599.. 1721, 1604.. 1741, 1716. 

1725. .1964 •'. - " ' 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_13.9B22.C15 
1978 

TBLASTX : Soybean 

1966 

108 



1859, 1721.. 1792, 1721.. 1966, 



Seq. No. 16102 

Gene No. 34016 

Start 1580 

Name OJ990907_13. 9B22.C15.ol. tw 

Start 1613 

GI none 

Exons 1613.. 1741, 1623.. 1721, 1716. 

1812. .1949, 1823. .1951 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1784, 



OJ990907 13.9B22.C15 



1978 

TBLASTX: Wheat 
1957 
84 

1724. .1957, 



1725. . 1790, 



Seq. No. 16102 Seq. ID 

Gene No. 34016 Strand 

Start 1580 End 

Name OJ990907_13 . 9B22 .C15.ol.tc Method 

Start 1724 End 

GI . none ' Score 

Exons 1724.. 1966, 1727.. 1963 



OJ990907_13.9B22.C15 
1978 

TBLASTX: Cress 

1966 

61 



'Seq. No. 16103 Seq. ID 

Gene No. 34017 Strand 

Start 229 End 

Name OJ990907_13 . 9B22 . C16.. ol . gs Method 

Start 229 End 

GI none Score 

Exons 229.. 459, 539.. 1018 



OJ990907_13. 9B22.C16 
+ 

1018 
GENSCAN 
1018 
.99 



Seq. No. 


16103 




Seq. ID 


OJ990907_13. 9B22. 


C16 


Gene No. 


34017 




Strand 


+ 




Start 


229 




End 


1018 




Name 


OJ990907 13.9B22.C16.ol 


,np 


Method 


AAT/NAP 




Start 


229 




End 


1015 




GI 


4512231 




Score 


1291 




Exons 


229. . 1015 










GI Descrip. 


(AB014741) ORF0 protein 


[Oryza sativa] 






Seq. No. 


16104 




Seq. ID 


OJ990907_13.9B22. 


C17 


Gene No. 


34018 




Strand 


+ 




Start 


1 




End 


741 




Name 


OJ990907 13.9B22.C17.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


741 




GI 


4680179 




Score 


828 




Exons 


1. .741 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


16104 




Seq. ID 


OJ990907_13.9B22. 


C17 


Gene No. 


34018 




Strand 


+ 




Start 


1 




End 


741 




Name 


OJ990907 13. 9B22.C17.ol 


. tw 


Method 


TBLASTX: Wheat 





16674 



Start 32 End 385 

GI none Score 253 

Exons 32.. 385, 122.. 310 



Seq. No. 16104 - Seq. ID 

Gene No. 34018 Strand 

Start 1 End 

Name 0 J990907_13 . 9B22 . C17 . o'2 . tw Method 

Start ■ 517 End 

GI none Score 

Exons 517.. 741, 518.. 739 



OJ990907_13.9B22.C17 
+ 

741 

TBLASTX: Wheat 

741 

222 



Seq. No. 16104 Seq. ID 

Gene No. 34018 Strand 

Start 1 End 

Name OJ990907_13 . 9B22 . C17 . ol . tm Method 

Start 527 End 

GI none Score 

Exons 527.. 739, 577.. 741 



OJ990907_13.9B22.C17 
+ 

741 

TBLASTX: Maize 

741 

230 





Seq. No. 


16105 












Seq. ID 


OJ990907_ 


_13. 


9B22 


.C18 




Gene No. 


34019 












Strand 












Start 


189 












End 


548 










Name 


OJ990907 


_13. 


9B22 


.C18 


.ol 


.gs 


Method 


GENSCAN 










Start 


189 










End 


548 








in 


GI • 


none 












Score 


. 4 








I'll 


Exons 


189. .548 






















t _i 


Seq. No. 


16106 












Seq. ID 


OJ990907_ 


_13. 


9B22 


.C19 


Ui 


Gene No. 


34020 












Strand 












Start 


321 












End 


358 








pi 


Name 


OJ990907 


_13. 


9B22 


.C19 


.ol 


.gs 


Method 


GENSCAN 








1 S" 


Start 


321 










End 


358 








[• 3 • 


GI 


none 












Score 


.89 








i. Ji 

h i 


Exons 


321. .358 






















ki 

ii it 


Seq. No. 


16107 












Seq. ID 


OJ990907_ 


13. 


9B22 


.C21 


c; 


Gene No. 


34021 












Strand . 












Start 


1 












End 


903 








a 

.5 3; 


Name 


OJ990907 


_13. 


9B22 


.C21 


.ol 


.np 


Method 


AAT/NAP 








t : 


Start 


1 












End 


903 










GI 


130582 












Score 


505 










Exons 


1. . 903 























GI Descrip. RET RO V I RUS - RE LAT E D POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi I 100342 |pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 16108 Seq. ID OJ990907__ 

Gene No. 34022 • Strand + 

Start 12 End 8247 

Name OJ990907_13 . 9B22 . C22 . ol . gs Method GENSCAN 

Start 12 End 4711 

GI none Score .56 

Exons 12.. 43, 221.. 376, 1554.. 1596, 200.9.. 2215, 2269.. 3130, 
3238. .3350, 3443. .4711 



13. 9B22.C22 



16675 



Seq. No. 


16108 








Seq. ID 


OJ990907 13.9B22 


.C22 


Gene No. 


34022 








Strand 


+ 




Start 


12 








End 


8247 




Name 


OJ990907 13 


.9B22 


.C22.o2 


.np 


Method 


AAT/NAP 




Start 


2792 








End 


8244 




GI 


6498441 








Score 


7070 




Exons 


2792. .3854, 


4185 


. .4648, 


.4712 


..5085, 5269.. 5403, 5577.. 6300, 




6472. .7869, 


7963 


. .8244 










GI Descrip. 


(AP000815) 


EST C72786 (E2258) 


corresponds to a region of 


the 




predicted gene . ; 


Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 










Seq. ID 


OJ990907_13. 9B22 


.C22 




*3 A C\ o o 








Strand 


+ 




Start 


1 o 








End 


8247 




Name 


uo y yuyu / io 


. 9B22, 


.C22.o2 


.gs 


Method 


GENSCAN 




Start 


fi / / D 






End 


8247 




GI 


none 








Score 


.54 




Exons 


Ann ^ c coc 


5685, 


. .7211, 


7431 


..7692, 7801. .8247 




Seq. No. 


16108 








Seq. ID 


OJ990907_13.9B22 


.C22 


Gene No. 










Strand 






Start 


1 








End 


346 




Name 


uj yy uyu / u 


. 9B22. 


.C22.ol, 


.np 


Method 


AAT/NAP . 




Start 


i 
i 








End 


346 




GI 


Dj o y Do D 








Score 


361 




Exons 


i i m 1 a £ 


. .346 












GI Descrip. 


(AP000837) ] 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


lulUo 








Seq. ID 


OJ990907_13.9B22. 


.C22 


Gene No. 


o4 1)^4 








Strand 






Start 


O O DO 








End 


11056 




Name 


uj y y u yu / u 


. 9B22. 


C22.o6. 


.tw 


Method 


TBLASTX: Wheat 




Start 










End 


3332 




GI 


none 








Score 


54 




Exons 


2944. .2988, 


2995. 


.3093, 


3012 


..3092, 3060.. 3203, 3076.. 3204, 




3219. .3332 














Seq. No. 


1 olUo 








Seq. ID 


OJ990907_13.9B22. 


C22 












Strand 






Start 


8868 








End 


11056 




Name 


OJ990907 13, 


. 9B22. 


C22.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


4069 








End 


4555 




GI 


none 








Score 


374 




Exons 


4069. .4206, 


4070. 


.4555, 


4270, 


. .4524 






Seq. No. 


16108 








Seq. ID 


OJ990907_13.9B22. 


C22 




34024 








Strand 






Start 


8868 








End 


11056 




Name 


OJ990907 13. 


. 9B22. 


C22.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4719 








End 


5182 




GI 


none 








Score 


220 




Exons 


4719. .5159, 


4720. 


.5175, 


4721. 


..5182, 4721. .5176 




Seq. No. 


16108 








Seq. ID 


OJ990907_13. 9B22. 


C22 


Gene No. 


34024 








Strand 






Start 


8868 








End 


11056 





16676 




Name 


OJ990907 13. 


. 9B22 


.C22.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


4760 








End 


5125 




GI 


none 








Score 


117 




Exons 


4760. .4984, 


4991 


. .5125 










Seq. No. 


16108 








Seq. ID 


OJ990907_13.9B22 


.C22 












Of v , V> s-i 

btrano 






Start 


8868 








End 


11056 




Name 


OJ990907 13, 


.'9B22 


■-C22.01 


.tm 


Method 


TBLASTX: Maize 




Start 


4850 








End 


5206 




GI 


none 








Score 


388 




Exons 


4850. .5206, 


4885 


. .5196, 


5090. 


.5206 






Seq. No. 


16108 








Seq. ID 


OJ990907_13. 9B22 


.C22 




^A n 0 A 








b trana 






Start 


8868 








End 


11056 




Name 


OJ990907 13. 


9B22 


.C22.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


5233 








End 


5616 




GI 


none 








Score 


261 




Exons 


5233. .5517, 


5234 


. .5518, 


5509. 


.5616 






Seq. No. 


16108 








Seq. ID 


OJ990907JL3. 9B22 


.C22 


bene ino . 


o a n 9 4 
Jfi UZ 41 








Strand 






Start 


8868 








End 


11056 




Name 


OJ990907 13. 


9B22 


.C22.o2- 


.tw 


Method 


TBLASTX: Wheat 




Start 


5291 








End 


5709 ■ 




GI 


none 








Score 


266 




Exons 


5291. .5521, 


5296 


. .5520, 


5509. 


.5709', 5529.. 5705 




Seq. No. 


16108 








Seq. . ID 


OJ990907_13.9B22, 


.C22 


ocilc 1NO • 










Strand 






Start 


8868 








End 


11056 




Name 


OJ990907 13. 


9B22 


.C22.ol. 


. ts 


Method 


TBLASTX: Soybean 




Start 


5369 








End 


5739 




GI 


none 








Score 


139 




Exons 


5369. .5512, 


5386 


. .5511, 


5509. 


.5739 






Seq. No. 


16108 








Seq. ID 


OJ990907_13.9B22, 


,C22 


Gene No. 


34024 








Strand 






O Lai L 


O O DO 








End 


11056 




Name 


OJ990907 13. 


9B22, 


.C22.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


6148 








End 


6606 




GI 


none 








Score 


53 




Exons 


6148. .6402, 


6152. 


. .6370, 


6172. 


.6423, 6237.. 6422, 6457.. 6606, 




6466. .6591, 


6468. 


. .6605 










Seq. No. 


16108 








Seq. ID 


OJ990907_13.9B22. 


C22 


Gene No. 


34024 








Strand 






Start 


ft ft fifi 








End 


11056 




Name 


OJ990907 13. 


9B22. 


,C22.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


6295 








End 


6861 




GI 


5666795 








Score 


67 




Exons 


6295. .6393, 


6469. 


.6606, 


6661. . 


.6861 






GI Descrip. 


4206306 2.0e 


-10 l 


[AF049110) prpol [Zea 


mays] 




Seq. No. 


16108 








Seq. ID 


OJ990907_13.9B22. 


C22 


Gene No. 


34024 








Strand 







16677 



Start 


8868 








End 


11056 






Name 


OJ990907 13. 


9B22 


,C22.o8. 


.tw 


Method 


TBLASTX : 


Wheat 




Start 


6609 








End 


6921 






GI 


none 








Score 


188 






Exons 


6609. .6707, 


6661 


. . 6921 












Seq. No. 


16108 








Seq. ID 


OJ990907 


_13. 9B22 


.C22 


Gene No. 


O A f\ O A 

34024 








Strand 








Start 


8868 








End 


11056 






Name 


OJ990907 13. 


9B22 


.C22.o2. 


tm 


Method 


TBLASTX : 


Maize 




Start 


7114 








End 


7446 






GI 


none 








Score 


358 






Exons 


7114. .7437, 


7143. 


. .7424, 


7234. . 


,7446 








Seq. No. 


16108 








Seq. ID 


OJ990907 


_13.9B22 


.C22 


Gene No. 


i a n O A 

34024 








Strand 








Start 


8868 








End 


11056 






Name 


OJ990907 13. 


9B22, 


.C22.o4 . 


tw 


Method 


TBLASTX : 


Wheat 




Start 


7251 








End 


7632 






GI 


none 








Score 


373 






Exons 


7251. .7601, 


7252, 


. .7632 












Seq. No. 


16108 








Seq. ID 


OJ990907 


_13. 9B22 


.C22 


Gene No. 


34024 








Strand 








Start 


8868 








End 


11056 






Name 


OJ990907 13. 


9B22, 


.C22.o7. 


tw 


Method 


TBLASTX: 


Wheat'* 




Start 


7633 








End 


8235 






GI 


none 








Score 


241 






Exons 


7633. .7917, 


7638, 


. .7916, 


8109. . 


8231, 8110.. 8235 






Seq. No. 


16108 








Seq. ID 


OJ990907 


_13. 9B22 


.C22 


Gene No. 


34024 








Strand 








Start 


8868 








End 


11056 






Name 


OJ990907 13. 


9B22. 


.C22.o3. 


gs 


Method 


GENSCAN 






Start 


8868 








End 


11056 






GI 


none 








Score 


.89 






Exons 


8868. .9412, 


9568. 


. . 10860, 


10927. .11056 








Seq. No. 


16108 








Seq. ID 


OJ990907 


_13.9B22 


.C22 


Gene No. 


34024 








Strand 








ot art 


8868 








End 


11056 






Name 


OJ990907 13. 


9B22. 


,C22.o3. 


np 


Method 


AAT/NAP 






Start 


8871 








End 


11056 






GI 


6907089 








Score 


2143 






Exons 


8871. .11056 
















GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


16109 








Seq. ID 


OJ990907 


_13.9B22 


.C23 


Gene No. 


34025 








Strand 








Start 


213 








End 


3176 






Name 


OJ990907 13. 


9B22. 


,C23.ol. 


gs 


Method 


GENSCAN 






Start 


213 








End 


2574 






GI 


none 








Score 


.86 






Exons 


213. .343, 920. .1900, 1987. .2366, 2459.. 


.2574 






Seq. No. 


16109 








Seq. ID 


OJ990907 


JL3. 9B22 


.C23 



Gene No. 



34025 



Strand 



16678 



Start 


213 


End 


Jl f u 




Name 


OJ990907 13.9B22.C23.ol 


.np . Method 


AAT/NAP 




Start 


216 


End 


3176 




GI 


6478936 


Score 


1442 




Exons 


216.. 343, 920.. 1900, 1990.. 2366, 2459. 


.2613, 3084.. 3176 




GI Descrip. 


(AC011436) putative laccase [Arabidops 


is thaliana] 




Seq. No." 


i ci no 


Seq. ID. 


OJ990907_13. 9B22 


.C23 




-J H UZ D 


Strand 






Start 


213 


End 


3176 




Name 


OJ990907_13. 9B22.C23.ol 


.tm Method 


TBLASTX: Maize 




Start 


99 9 
Z Z Z 


End 


1314 




GI 


none 


Score 


105 




Exons 


999 "3 A A 9 9*5 O/IC nnn 

zzz..j4fi, zzo..j4o, yuy 


..1313, 919. .1314 




Seq. No. 


1 CI f\Q 


Seq. ID 


OJ990907_13.9B22 


.C23 


flesries Ma 


O 4UZ0 


Strand 






Start 


Zl J 


End 


3176 




Name 


OJ990907 13.9B22.C23.o2 


. ts Method 


TBLASTX : Soybean 




Start 


288 


End 


1397 




GI 


none 


Score 


180 




Exons 


9QQ "3"7/l QQC i i qo 

Zoo. .J/4, ooD. . llby, OO 


6. .1176, 1179.. 


1397 




Seq. No. 


i c i n q 

i o l u y - 


Seq. ID 


OJ990907_13. 9B22. 


.C23 


Gene No. 


o/i not; 
uz o 


Strand 








9 1 *3 

Z 1 o 


End 


3176 




Name 


ujyyuyu/ ij. yozz.Lzj.oz 


. tc Method 


TBLASTX: Cress 




Start 


1113 


End 


1859 




GI 


none 


Score 


52 




Exons 


i i i 9 1 nR ill/ 1 i oc 

111 J . .11/0, 1114. . llO J, 


1206. .128 9, 1278. .14 39, 1294. .1428, 




14oZ . . 1 j / i, 10U4..10/Z, 


1635. .1670, 1722. .1859 




Seq. No. 


1 ci no 


Seq. ID 


OJ990907_JL3.9B22, 


,C23 


Gene No. 


la n 9 ^ 

J4UZJ 


Strand 






Start 


z i o 


End 


3176 




Name 


OJ990907 13. 9B22.C23.o2 


. tm Method 


TBLASTX: Maize 




Start 


1722 


End 


2261 




GI ' 


none 


Score 


61 




Exons 


1 ino 1QQQ 1 T)l 1 QQQ 

i/zz..ioyo, i/zo..iyyy, 


1997. .214 6, 1998. .2126, . 2171. .2260, 




Z 1 / Z . . ZZ O 1 








Seq. No. 


1 ci no 


Seq. ID 


OJ990907_13. 9B22. 


C23 


UCllC InU • 


. o4 UZO 


Strand 






Start 


213 


End 


3176 




Name 


OJ990907 13. 9B22.C23.o3 


. ts Method 


TBLASTX: Soybean 




Start 


1722 


End 


1901 




GI 


none 


Score 


82 




Exons 


1722. .1901, 1723. .1893 








Seq. No. 


16109 


Seq. ID 


OJ990907_13. 9B22. 


C23 


Gene No. 


34025 


Strand 






Start 


213 


End 


3176 




Name 


OJ990907 13. 9B22.C23.ol. 


. ts Method 


TBLASTX: Soybean 




Start 


2027 


End 


2572 




GI 


none 


Score 


52 




Exons 


2027. .2167, 2028. .2123, 


2169. .2366, 2171. .2365, 2458. .2559, 



2459. .2572 



16679 




beq. wo. 


i Diuy 


Seq. ID 


OJ990907_13.9B22.C23 


Gene No. 


34025 


Strand 




Start 


213 


End 


3176 


Name 


OJ990907 13.9B22.C23.ol.tw 


Method 


TBLASTX : Wheat 


Start 


2069 


End 


2365 


GI 


none 


Score 


211 


Exons 


2069.. 2164, 2166.. 2342, 2171 


. .2365, '2172. .2363 


Seq. No. 


16109 


Seq. ID 


OJ990907_13.9B22.C23 


Gene No. 


34025 


Strand 




Start 


213 


End 


3176 


Name 


OJ990907 13.9B22.C23.ol.gp 


Method 


AAT/GAP 


Start 


2131 


End 


2276 


GI 


uC-osflM202075b09bl 


Score 


269 


Exons 


2131. .2276 






GI Descrip. 


'3335357 4.0e-ll (AC003028) 


putative < 


diphenol oxidase 




[Arabidopsis thaliana] >gi 4895177 gb AAD32764.1 AC007661 1 




(AC007661) putative diphenol 


oxidase 


[Arabidopsis thaliana] 


O jm- XT — 

beq. No. 


16109 


Seq. ID 


OJ990907_13.9B22.C23 


Gene No. 


34025 


Strand 




Start 


213 


End 


3176 


i E "j Name 


OJ990907 13.9B22.C23.ol.tc 


Method 


TBLASTX: Cress 


'"'I Start 


2186 


End 


2569 




none 


Score 


117 


Exons 

i y 


2186. .2365, 2187. .2366, 2458 


..2559, 2459. .2569 


□ Seq. No. 


16110 


Seq. ID 


OJ990907 13.9B22.C24 


1 { § Gene No. 


34026 


Strand 


+ 


% Start 


247 


End 


1578 


':!'! Name 


OJ990907 13.9B22.C24.ol.gs 


Method 


GENSCAN 


I'U Start 


247 


End 


1578 


i: GI 


none 


Score 


.46 


Exons 


247. .314, 960. .1099, 1421. .1578 




j*' s Seq. No. 


16110 


Seq. ID 


OJ990907_13.9B22.C24 


! T Gene No. 


34026 


Strand 


+ 


t;i? OLdlt 


247 


End 


1578 


Name 


OJ990907 13.9B22.C24 .ol.gp 


Method 


AAT/GAP 


Q Start 


579 


End 


737 


GI 


uC-osf Icypl04cl2al 


Score 


215 


Exons 


579. .737 






GI Descrip. 


1 5852 170/emb|ALl 172 65.1 IOST17804 3.0e- 


-29 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 


Seq. No. 


16111 


Seq. ID 


OJ990907_13.9B22.C25 


Gene No. 


34027 


Strand 


+ 


btart 


1 


End 


606 


Name 


OJ990907 13.9B22.C25."ol.np 


Method 


AAT/NAP 


Start 


1 


End 


606 


GI 


4335731 


Score 


155 


Exons 


1..21, 118. .606 






GI Descrip. 


(AC006248) putative retroelement pol polyprotein [Arabidopsj 




thaliana] 






Seq. No. 


16111 


Seq. ID 


OJ990907_13.9B22.C25 



16680 



Gene No. 34027 Strand + 

Start 1 End 606 

Name OJ990907_13 . 9B22 . C25 . ol . gs Method GENSCAN 

Start 124 End 560 

GI none Score .54 

Exons 124.. 560 



Seq. No. 16112 . - 

Gene No. 34028 r v 

Start 1 

Name OJ990907_13 . 9B22 . C26 . ol . np 

Start 1 

GI 4680179 

Exons 1 . .54 6 

GI Descrip. (AF111709) polyprotein [Oryza 



Seq. ID OJ990907_13.9B22.C26 

Strand + 

End 54 6 

Method AAT/NAP 

End 54 6 

Score 348 

sativa subsp. indica] 



Seq. No. 16112 Seq. ID 

Gene No. 34028 Strand 

Start 1 End 

Name OJ990907_13 . 9B22 . C26 . ol . gs Method 

Start 2 End 

GI none Score 

Exons 2.. 440 



OJ990907_13 . 9B22 . C26 
+ * 

546 

GENSCAN 

440 

.85 



Seq. No. 16112 • Seq. ID 

Gene No. ■ ■■ 34028 " Strand 

Start 1 End 

Name OJ990907_13 . 9B22.. C2 6 . ol . tw Method 

Start 5 End 

GI none ; Score 

Exons 5 . .2 65 



OJ990907_13.9B22.C26 
+ 

546 

TBLASTX: Wheat 

265 

201 



Seq. No. 16113 Seq. ID 

Gene No. 34029 Strand 

Start 1 End 

Name OJ990907_13 . 9B22 . C27 . ol . np Method 

Start 1 End 

GI 4680179 Score 

Exons 1..673, 778.. 838 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 16113 Seq. ID 

Gene No. • 34029 Strand 

Start 1 End 

Name OJ990907_13 . 9B22 . C27 . ol . tw Method 

Start 39 End 

GI none Score 

Exons 39.. 398, 41.. 334 



OJ990907_13 . 9B22 . C27 
+ 

838 

AAT/NAP 

838 

521 



sativa subsp. indica] 



OJ990907_13 . 9B22 . C27 
+ 

838 

TBLASTX: Wheat 

398 

267 



Seq. No. 16113 Seq. ID 

Gene No. 34029 Strand 

Start 1 End 

Name OJ990907_13 . 9B22 . C27 . ol . gs Method 

Start 96 End 

GI none Score 

Exons 96. . 804 



OJ990907_13 . 9B22 . C27 
+ 

838 

GENSCAN 
804 
. 93 



16681 




Seq. No. 


16113 


Seq. ID 


OJ990907_13.9B22 


.C27 


bene wo . 


jft uzy 


Strand 


+ 




Start 


1 


End 


838 




Name 


OJ990907 13.9B22.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


279 


End 


578 




GI 


none 


Score 


212 




Exons 


27-9.. 578, 290.. 382 








Seq. No. 


16114 


Seq. ID 


OJ990907_13.9B22 


.C28 


Gene No. 


34030 


Strand 






O t. a 1.1, 


L 


tna 


^4 yo 




Name 


OJ990907 13.9B22.C28.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2495 




GI 


5852180 


Score 


188 




Exons 


1..20, 1545. .1624, 2329. .2495 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


16115 


Seq. ID 


OJ9909-97JL3.9B22 


.029 


Gene No. 


34031 


Strand 


+ 




Start 


313 


End 


694 




Name 


OJ990907 13. 9B22.C29.ol.gp 


Method 


AAT/GAP 




Start 


313 


End 


694 




GI 


uC-osflcyp033a04bl 


Score 


675 




Exons 


313.. 694 








GI Descrip. 


601684 5/dbj*| AP000570.1 1 AP000570 3.0e- 


■59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


16115 


Seq. ID 


OJ990907_13. 9B22 


.029 


Gene No. 


34032 


Strand 


+ 




O Lai L 


2910 


End 


7349 




Name 


OJ990907 13.9B22.C29.ol.np 


Method 


AAT/NAP 




Start 


2910 


End 


7349 




GI 


4680179 


Score 


5328 




Exons 


2910. .7349 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


16115 


Seq. ID 


OJ990907_13.9B22, 


.029 


Gene No. 


34033 


Strand 


+ 




Start 


9603 


End 


10282 




Name 


OJ990907 13.9B22.C29.o3.gp 


Method 


AAT/GAP 




Start 


9425 


End 


9806 




GI 


uC-osflcyp033a04bl 


Score 


695 




Exons 


9425. . 9806 








GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 ' 






Seq. No. 


16115 


Seq. ID 


OJ990907 13.9B22. 


.029 


bene lno . 


34033 


Strand 


+ 




Start 


9603 


End 


10282 




Name 


OJ990907 13.9B22.C29.o3.gs 


Method 


GENSCAN 




Start 


9603 


End 


10282 




GI 


none 


Score 


.91 




Exons 


9603. .9678, 10245. .10282 








Seq. No. 


16115 


Seq. ID 


OJ990907_13.9B22. 


029 


Gene No. 


34034 


Strand 






Start 


7809 


End 


11831 





16682 



Name 

Start 

GI 

Exons 



OJ990907_13 . 9B22 . C29 . olO . tw Method 
3102 End 
none Score 
3102. .3149, 3162. .3359, 3164. .3361 



TBLASTX: Wheat 

3361 

207 



Seq. No. 


■ .16115 






Seq. ID 


OJ990907 13.9B22 


.C29 


Gene No. 


34034' 






Strand 


- 




Start 


7809 






End 


11831 




Name 


OJ990907 13 


. 9B22. 


C29.o8.tw 


Method 


TBLASTX: Wheat 




Start 


3395 






End 


3746 




GI 


none 






Score 


296 




Exons 


3395. .3589, 


3396. 


.3746 








Seq. No. 


16115 






Seq. ID 


OJ990907_13.9B22, 


.C29 


Gene No. 


34034 






Strand 






Start 


7809 






End 


11831 




Name 


OJ99.0907 13 


. 9B22, 


C29.o7.tm 


Method 


TBLASTX: Maize 




Start 


3396 






End 


3701 




GI 


none 






Score 


236 




Exons 


3396. .3701, 


3410. 


.3526 









Seq. No. 16115 Seq. ID 

Gene No. 34034 . Strand 

Start 7809- End 

Name OJ990907_13 . 9B22 . C29 . o9 . tw Method 

Start 4010 ■ End 

GI none Score 

Exons 4010.. 4183, 4011.. 4184, 4229. 

Seq. No. 16115 Seq. ID 

Gene No. 34034 Strand 

Start 7809 End 

Name OJ990907_13 . 9B22 . C29 . o9 . tm Method 

Start 4016 End 

GI none Score 

Exons 4016.. 4108, 4017.. 4292, 4202.. 4294 

Seq. No. 16115 Seq. ID 

Gene No. 34034 Strand 

Start 7809 End 

Name OJ990907_13 . 9B22 . C29 . o5 . tw Method 

Start 4508 End 

GI none Score 

Exons 4508.. 4951, 4512.. 4562, 4617.. 4994 



OJ990907_13.9B22.C29 
11831 

TBLASTX: Wheat 
4412 
134 

,4342, 4230. .4343, 4371. .4412 
OJ990907_13 . 9B22 .C29 
11831 

TBLASTX: Maize 
4294 
184 



OJ990907_13. 9B22.C29 
11831 

TBLASTX: Wheat 

4994 

52 



Seq. No. 16115 Seq. ID 

Gene No. 34034 Strand 

Start 7809 End 

Name OJ990907_1^ . 9B22 . C2 9 . 06 . tm Method 

Start 4523 End 

GI none Score 

Exons 4523.. 4813, 4524.. 4811 



OJ990907_13.9B22.C29 
11831 

TBLASTX: Maize 

4813 . 

276 



Seq. No. 16115 Seq. ID 

Gene No. 34034 Strand 

Start 7809 End 

Name OJ990907 13 . 9B22 . C2 9 . o3 . tm Method 



OJ990907_13 . 9B22 . C29 
11831 

TBLASTX: Maize 



16683 




Start 


4881 








End 


5381 


GI 


none 








Score 


166 


Exons 


4881. .5060, 


4889 


. .5008, 


5067. 


.5381, 5207.. 5260, 5288.. 5338 


Seq. No. 


16115 








Seq. ID 


OJ990907_13.9B22.C29 


bene no. 


*3 A fk "3 A 
34 034 








Strand 




Start 


7809 


- 






End 


11831 


Name 


OJ990907 13 


. 9B22 


,C29.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


4935 








End 


5330 


GI 


none 








Score 


57 


Exons 


4935. .4967, 


4937 


. .4966, 


4971. 


.5330, 4973.. 5008, 5039.. 5329 


Seq. No. 


16115 








Seq. ID 


OJ990907_13'. 9B22 . C29 


Gene No. 


34 034 








Strand 


— 


Start 


7809 








End 


11831 


Name 


OJ990907_13 


. 9B22 


.C29.o6, 


. tw 


Method 


TBLASTX: Wheat 


Start 


5043 








. End 


5345 


GI 


none 








Score 


382 


Exons 


5043. .5345, 


5045 


. .5329 








Seq. No. 


16115 








Seq. ID 


OJ990907_13.9B22.C29 


Gene No. 


34 034 








Strand 


— 


Start 


7809 








End 


,11831 


Name 


OJ990907 13 


. 9B22, 


.C29.o4 , 


, tw " 


Method 


TBLASTX: Wheat 


Start 


534 6 








End 


5768 


GI 


none 








Score 


578 


Exons 


5346. .5768, 


5378, 


. .5767 








Seq. No. 


16115 








Seq. ID 


OJ990907_13.9B22.C29 


Gene No. 


34 034 








Strand 




Start 


7809 








End 


11831 


Name 


OJ990907 13, 


.9B22. 


.C29.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


5352 








End 


5597 


GI 


none 








Score 


191 


Exons 


5352. .5597, 


5354. 


. .5497 








Seq. No. 


16115 








Seq. '-ID 


OJ990907_13.9B22.C29 


bene No. 


34 034 








Strand 


— 


Start 


7809 








End 


11831 


Name 


OJ990907 13. 


..9B22. 


,C29.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5417 








End 


5780 


GI 


none 








Score 


465 


Exons 


5417. .5767, 


5418. 


.5771, 


5418. 


.5780 




Seq. No. 


16115 








Seq. ID 


OJ990907_13. 9B22.C2 9 


Gene No. 


34 034 








Strand 




Start 


7809 








End 


11831 


Name 


OJ990907 13. 


9B22. 


C29.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


5771 








End 


6338 


GI 


none 








Score 


656 


Exons 


5771. .6337, 


5775. 


. 6338 








Seq. No. 


16115 








Seq. ID 


OJ990907_13. 9B22.C29 


Gene No. 


34034 








Strand 




Start 


7809 








End 


11831 


Name 


OJ990907 13. 


9B22. 


C29.o2. 


tc 


Method 


TBLASTX : Cress 


Start 


6045 








End 


6362 



16684 




GI 


none 








Score 


90 




Exons 


6045. . 6218, 


6219 


. .6362, 


6221 


. .6361 






Seq. No. 


16115 








Seq. ID 


OJ990907_13.9B22 


.C29 


bene wo . 










Strand 






Start 


7809 








End 


11831 




Name 


OJ990907 13, 


. 9B22 


.C29.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


6126 








End 


■"6386 




GI 


none 








Score 


296 




Exons 


6126. .6386, 


6131 


. .6385 










Seq. No. 


16115 








Seq. ID 


OJ990907_13.9B22, 


.C29 


ucne no . 










Strand 






Start 


7809 








End 


11831 




Name 


OJ990907 13. 


, 9B22 


.C29.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


6185 








End 


6476 




GI 


none 








Score 


374 




Exons 


6185. . 6472, 


6186 


.'.6476 










Seq. No. 


16115 








Seq. ID 


OJ990907JL3.9B22. 


.C29 


Gene No . 










Strand 






Start 


7809 








End 


11831 




Name 


OJ990907 13. 


9B22 


.C29.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


6345 








End 


6971 




GI 


none 








Score 


703 




Exons 


6345. .6971, 


6401 


. .6859, 


6717 


.v.6968 






Seq. No. 


16115 








Seq. ID 


OJ990907_13.9B22. 


C29 


uene no . 










Strand 






Start 


7809 








End 


11831 




Name 


' OJ990907 13. 


9B22. 


.C29.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6525 








End 


7124 




GI 


none 








Score 


231 




Exons 


6525. .6686, 


6533, 


. .6679, 


6684 


..7124, 6686. .7108 




Seq. No. 


16115 








Seq. ID 


OJ990907_13. 9B22. 


C29 


bene no • 


04 U 








Strand 






Start 


7809 








End 


11831 




Name 


OJ990907 13. 


9B22, 


,C29.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


6971 








End 


7304 , 




GI 


none 








Score 


322 




Exons 


6971. .7240, 


6972, 


, .7304, 


6975 


. .7283 






Seq. No. 


16115 








Seq. ID 


OJ990907_13. 9B22. 


C29 


bene no. 


Q a n "3 A 








Strand 






Start 


7809 








End 


11831 




Name 


OJ990907 13. 


9B22. 


,C29.o2, 


, gs 


Method 


GENSCAN 




Start 


7809 






End 


8513 




G,I 


none" 








Score 


.97 




Exons 


7809. .8513 














Seq. No. 


16115 








Seq. ID 


OJ990907_13. 9B22. 


C2 9 


Gene No. 


34034 








Strand 






Start 


7809 








End 


11831 




Name 


OJ990907 13. 


9B22. 


C29.o2. 


,np 


Method 


AAT/NAP 




Start 


8094 








End 


11831 




GI 


5852180 








Score 


595 





16685 




Exons 


8094. . 


8506, 8558.. 8675, 9655.. 9720, 11776.. 11831 




GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza sativa] 






Seq. No. 


16115 






Seq. ID 


OJ990907_13.9B22 


.C29 


Gene No. 


34034 






Strand 






Start 


7809 






End 


11831 




Name 


OJ990907 13.9B22.C29 


.o4 .gs 


Method 


GENSCAN 




Start 


10500 






End 


11532 




GI 


none 






Score 


.59 




Exons 


10500. 


.10622, 10707. 


. 10882, 


11382. .11532 




Seq. No. 


16115 






Seq. ID 


OJ990907_13.9B22 


.C29 


Gene No. 


34034 






Strand 






Start 


7809 






End 


11831 




Name 


OJ990907 13.9B22.C29 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


10753 






End 


11829 




GI 


none 






Score 


67 




Exons 


10753. 


.10854, 10755. 


. 10856, 


10872. .10976, 10885. .10956, 






10977. 


.11120, 10981. 


. 11112, 


11165. .11392, 11250. .11315, 






11404. 


.11829, 11408. 


. 11653, 


11497. .11670 




Seq. No. 


16115 






Seq. ID 


OJ990907_13.9B22 


.C29 


Gene No. 


34034 






Strand 








7809 






End 


11831 




Name 


OJ990907 1-3.9B22.C29 


. o3 . np 


Method 


AAT/NAP 




Start 


10755 






End 


11831 




GI 


4680203 




Score 


408 




Exons 


10755. 


.11499, 11776. 


. 11831 








GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 




Seq. No. 


16115 






Seq. ID 


OJ990907_13.9B22. 


.C29 


Gene No . 


34034 






Strand 






Start 


7809 






End 


11831 




Name 


OJ990907 13.9B22.C29 


. 08 . tm 


Method 


TBLASTX; Maize 




Start 


10987 






End 


11278 




GI 


none 






Score 


90 




Exons 


10987. 


.11097, 10989. 


.11096, 


11120. .11278, 11121. .11180 




Seq. No. 


16115 






Seq. ID 


OJ990907_13.9B22. 


C29 


Gene No . 


34034 






Strand 






Start 


7809 






End 


11831 




Name 


OJ990907 13.9B22.C29, 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


11171 






End 


11595 




GI 


none 






Score 


64 




Exons 


11171. 


.11392, 11250.. 


.11315, 


11404. .11595, 11408. .11587 




Seq. No. 


16115 






Seq. ID 


OJ990907_13.9B22. 


C29 


Gene No. 


34034 






Strand 






Start 


7809 






End 


11831 




Name 


OJ990907 13.9B22.C29. 


, o5 . tm 


Method 


TBLASTX: Maize 




Start 


11527 






End 


11830 




GI 


none 






Score 


205 




Exons 


11527. , 


.11829, 11528.. 


, 11830 








Seq. No. 


16115 






Seq. ID 


OJ990907_13.9B22. 


C29 


Gene No. 


34034 






Strand 






Start 


7809 






End 


11831 





16686 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990907_13. 9B22.C29.o4 .np Method AAT/NAP 

11536 End 11831 

4558686 Score 171 
11536. . 11831 

(AC006586) putative TNP2-like transposon protein [Arabidopsis 
thaliana] 



16116 
34035 
1 

OJ990907_13. 9B22.C30.ol.gp 
1 

uC-osflcyp033a04bl 
1. .323 

'6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ990907_13.9B22.C30 

Strand + 

End 802 

Method AAT/GAP 

End 323 

Score 565 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



16116 
34035 
1 

OJ990907_13. 9B22.C30.ol.gs 

120 

none 

120. . 195, 765. .802 



Seq. ID OJ990907_13.9B22.C30 

Strand + 

End 802 

Method GENSCAN 

End 802 

Score .83 



16116 
34036 
1 

OJ990907_13.9B22.C30.ol.np 
1 

4680186 
1..75, 914.. 975, 2251. .2285 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990907_13.9B22.C30 
Strand 

End 2285 

Method AAT/NAP 

End 2285 

Score 162 



16116 
34036 
1 

OJ990907_13 . 9B22 . C30 . o2 . np 
1093 
6498441 
1093. .1705 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990907_13.9B22.C30 
Strand 

End - 2285 

Method AAT/NAP 

End 1705 

Score 129 



16116 
34036 
1 

OJ990907_13 . 9B22 . C30 . o2 . gs 

1512 

none 

1512. .1694, 1962. .1964 

16117 
34037 
1 

OJ990907_13.9B22.C31.ol.np 



Seq. ID OJ990907_13.9B22.C30 
Strand 

End 2285 

Method GENSCAN 

End 1964 

Score . 94 



Seq. ID OJ990907_13.9B22.C31 

Strand 

End 518 

Method AAT/NAP 



16687 




Start 1 End 518 

GI 4539658 Score 67 

Exons 1..27, 214. .355, 489. .518 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 


16118 


Seq. ID 


Oa9.90907_12.9B22, 


.C2 


Gene No. 


34038 


Strand 


+ 




Start 


3503 - 


End 


4525 




Name 


OJ990907 12.9B22.C2.o2.np 


Method 


AAT/NAP 




Start 


3503 


End 


4525 




C T 


4680186 


Score 


197 




Exons 


3503.. 3558, 4397.. 4525 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


16118 


Seq. ID 


OJ990907_12.9B22. 


,C2 


Gene No. 


34039 


Strand 






Start 


1290 


End 


4525 




Name 


OJ990907 12.9B22.C2.ol.tw 


Method 


TBLASTX: Wheat 




btart 


636 


End 


1769 




GI 


none 


Score 


67 




Exons 


636. .737, 638. .739, 755. .859, 


768. .839 


, 860. .1003, 864.. 


,995, 




1048. .1275, 1133. .1198, 1287. 


.1769, 1291. .1536, 1380. .1553 


Seq. No. 


1611-8 


Seq. I-D 


OJ990907_12.9B22. 


C2' 


Gene No. 


34039 


Strand 






Start 


1290 


End 


4525 




Name 


OJ990907 12. 9B22.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


870 


End 


1161 




GI 


none 


Score 


90 




Exons 


870. .980, 872. .979, 1003. .1161, 1004.. 


1063 




Seq. No. 


16118 


Seq. ID 


OJ990907_12.9B22. 


C2 


Gene No. 


34039 


Strand 






Start 


1290 


End 


4525 




Name 


OJ990907 12. 9B22.C2.o2.tc 


Method 


TBLASTX : Cress 




C+- -> Y-4- 


1054 


End 


1478 




GI 


none 


Score 


64 




Exons 


1054. .1275, 1133. .1198, 1287. 


.1478, 1291. .1470 




Seq. No. 


16118 


Seq. ID 


OJ990907_12.9B22. 


C2 


Gene No. 


34039 


Strand 






Start 


1290 


End 


4525 




Name 


OJ990907 12. 9B22.C2.ol.np 


Method 


AAT/NAP 




Start 


1290 


End 


4525 




GI 


5911167 


Score 


1178 




Exons 


1290.. 2096, 2130.. 2951, 2979. 


.3295, 441 


39. .4525 




GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 




Seq. No. 


16118 


Seq. ID 


OJ990907_12. 9B22. 


C2 


Gene No. 


34039 


Strand 






Start 


1290 


End 


4525 




Name 


OJ990907 12. 9B22.C2.ol. tm 


Method 


TBLASTX: Maize 




Start 


1410 


End 


1793 




GI 


none 


Score 


147 




Exons 


1410. .1631, 1410. .1724, 1411.. 


.1716, 1725. .1793 





16688 



Seq. No. 


16118 








Seq. ID 


OJ990907_12.9B22 


.C2 


UCllC Vi\J • 










ourana 






Start 


1290 








End 


4525 




Name 


OJ990907 12 


. 9B22 


.C2.o2. 


, tw 


Method 


TBLASTX: Wheat 




Start 


2517 








End 


2825 




GI 


none 








Score 


115" 




Exons 


2517. .2765, 


2523 


. .2825, 


2557. 


.2817 






Seq. No. 


16118 








Seq. ID 


OJ990907_12.9B22 


.C2 












ourana 






Start 


1290 








End 


4525 




Name 


OJ990907 12 


. 9B22 


.C2.ol. 


tc 


Method 


TBLASTX : Cress 




Start 


2610 








End 


2957 




GI 


none 








Score 


60 




Exons 


2610. .2957, 


2671 


. .2766, 


2806. 


.2856 






Seq. No. 


16118 








Seq. ID 


OJ990907_12. 9B22 


.C2 




J *1 U O -7 








Strand 






Start 


1290 








End 


4525 




Name 


OJ990907 12 


. 9B22 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2630 








.End 


2847 




GI 


none 








Score 


129 




Exons 


2630. .2821, 


2631 


. .2846, 


2631. 


.2837, 2641. .2847 




,_«|- Seq. No. 


16118 








Seq. ID 


*OJ990907_12: 9B22, 


.C2 


.t !:* t UCUC INU • 










Strand 






;:!! start 


1290 








End 


4525 




i if Name 


OJ990907 12 


. 9B22 


,C2.ol. 


ts 


Method 


TBLASTX: Soybean 




Q Start 


2691 








End- 


3134 




Ul GI 


none 








Score 


139 




. «t Exons 

"t ttr 


2691. .2930, 


2692. 


. .2931, 


3012. 


.3134, 3013. .3105 




j ^ Seq. No. 


16118 








Seq. ID 


OJ990907_12. 9B22. 


■ C2 












Strand 






□ Start 


1290 








End 


4525 




hIj Name 


OJ990907 12. 


.9B22.C2.o3. 


tw 


Method 


TBLASTX: Wheat 




;■ .1' Start 

t: !!t 


2833 








End 


3302 






none 








Score 


45 




V Exons 

u! ■ 


2833. .2940, 


2835, 


> .2951, 


300'4. 


.3225, 3012.. 3302 




[;;;! seq. no. 


16119 








Seq. ID 


OJ990907_12.9B22, 


,C4 


Gene No. 


34040 








Strand 


+ 




Start 


71 61 








End 


10783 




Name 


OJ990907 12. 


, 9B22, 


,C4.o2. 


gs 


Method 


GENSCAN 




Start 


2761 








End 


7247 




GI 


none 








Score 


.54 




Exons 


2761. .2865, 


2903. 


, .3067, 


3597. 


.3664, 4090. .4132, 4545. .4751, 




4805. .5666, 


5774 . 


, .5886, 


5979. 


.7247 






Seq. No. 


16119 








Seq. ID 


OJ990907_12.9B22. 


C4 


Gene No. 


34040 








Strand 


+ 




Start 


2761 








End 


10783 




Name 


OJ990907 12. 


9B22. 


C4.o2. 


np 


Method 


AAT/NAP 




Start 


5328 








End 


10780 




GI 


6498441 








Score 


7070 




Exons 


5328. .6390, 


6721. 


.7184, 


7248. 


.7621, 78 


05. .7939, 8113. .8836, 




9008. . 10405, 


10499. . 107 


80 









16689 



GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No. 


16119 




Seq. ID 


OJ990907_12 


.9B22.C4 


Gene No. 


34040 




Strand 


+ 




Start 


2761 




End 


10783 




Name 


OJ990907 12 


. 9B22.C4.o3. 


gs . Method 


GENSCAN 




Start 


7311 




End 


10783 




GI 


none 




Score 


.54 




Exons 


731*1. .8062, 


8221. . 9747, 


9967. . 10228, 


10337. .10783 




Seq. No. 


16119 




Seq. ID 


OJ990907_12. 


.9B22.C4 


Gene No. 


34041 




Strand 






Start * 


723 




End 


1771 




Name 


OJ990907 12 


.9B22.C4.ol. 


np Method 


AAT/NAP 




Start 


723 




End 


1771 




GI 


130582 




Score 


555 




Exons 


723. .1771 










GI Descrip. 


RETROVIRUS- 


RELATED POL 


POLYPROTEIN FROM TRANSPOSON 


TNT 1-94 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 



[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 Ipir | IS04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



16119 
34042 
11404 

OJ990907_12 . 9B22 . C4 . 06 . tw 

5480 

none 

5480. .5524, 5531. .5629, 5548, 
5755. .5868 



OJ990907_12. 9B22.C4 
14011 

TBLASTX: Wheat 

5868 

54 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5628, 5596.. 5739, 5612.. 5740, 



Seq. No. 16119 Seq. ID 

Gene No. 34042 Strand 

Start 11404 End 

Name OJ990907_12 . 9B22 . C4 . o3 . tw Method 

Start 6605 End 

GI none Score 

Exons 6605.. 6742, 6606.. 7091, 6806.. 70.60 



OJ990907_12. 9B22.C4 
14011 

TBLASTX: Wheat 

7091 

374 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16119 Seq. ID 

34042 Strand 

11404 End- 

OJ990907_JL2.9B22.C4.ol.tw Method 

7256 End 

none Score 

7256. .7711, 7257. .7718, 7257. .7712 



OJ990907_12. 9B22.C4 
14011 

TBLASTX: Wheat 

7718 

578 



Seq. No. 16119 Seq. ID 

Gene No. 34042 Strand 

Start 11404 End 

Name OJ990907__12 . 9B22 . C4 . o3 . ts Method 

Start 7296 End 

GI none Score 

Exons 7296.. 7520, 7527.. 7661 



OJ990907_12. 9B22.C4 
14011 

TBLASTX: Soybean 

7661 

117 



16690 




Seq. No. 


16119 






Seq. ID 


OJ990907_12.9B22 


.C4 


Gene No . 


34042 






Strand 






Start 


11404 






End 


14011 




Name 


OJ990907 12. 


. 9B22 


.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


7386 






End 


7742 




GI 


none 






Score 


388 




Exons 


7386. .7742, 


7421 


..7732, 7626. 


.7742 

- 






Seq. No. 


16119 






Seq. ID 


OJ990907_12.9B22. 


.C4 


Gene No. 


O A f\ A *") 

34042 






Strand 






Start 


11404 






End 


14011 




Name 


OJ990907 12. 


, 9B22 


. C4 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


7769 






End 


8152 




GI 


none 






Score 


261 




Exons 


7769. .8053, 


7770 


..8054, 8045. 


.8152 






Seq. No. 


16119 






Seq. ID 


OJ990907_12. 9B22. 


,C4 


Gene No . 


34042 






Strand 






Start 


11404 






End 


14011 




Name 


OJ990907 12. 


9B22 


.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


7827 






End 


8245 




GI 


none 






Score 


266 




Exons 


7827. .8057, 


7832 


..8056, 8045. 


.8245, 8065. .8241 




Seq. No. 


" 16119 






Seq. ID 


OJ990907_12.9B22. 


,C4 


Gene No. 


34042 






Strand 






Start 


11404 






End 


14011 




Name 


OJ990907 12. 


9B22 


.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


7905 






End 


8275 




GI 


none 






Score 


139 




Exons 


7905. .8048, 


7922 


..8047, 8045. 


.8275 






Seq. No. 


16119 






Seq. ID 


OJ990907_12. 9B22. 


C4 


Gene No. 


34042 






Strand 






Start 


114 04 






End 


14011 




Name 


OJ990907 12. 


9B22 


.C4.o5.tw 


Method 


TBLASTX: Wheat 




Start 


8684 






End 


9142 




GI 


none 






Score 


53 




Exons 


8684. .8938, 


8688 


..8906, 8708. 


.8959, 8773. .8958, 8993. .9142, 




9002. .9127, 


9004 


. .9141 








Seq. No. 


16119 






Seq. ID 


OJ990907_12. 9B22. 


C4 


Gene No. 


34042 






Strand 






otart 


1 1 A f\ A 

1 1 4 U4 






End 


14011 




Name 


OJ990907 12. 


9B22, 


.C4 .o2. ts 


Method 


TBLASTX : Soybean 




Start 


8831 






End 


9397 




GI 


5666795 






Score 


67 




Exons 


8831. ..8929, 


9005, 


..9142, 9197. 


.9397 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea- 


jinays] 




Seq. No. 


16119 






Seq. ID 


OJ990907_12. 9B22. 


C4 


Gene No. 


34042 






Strand 






Start 


11404 






End 


14011 




Name 


OJ990907 12. 


9B22. 


.C4 .08 . tw 


Method 


TBLASTX: Wheat 




Start 


9145 






End 


9457 




GI 


none 






Score 


188 




Exons 


9145. .9243, 


9197, 


, .9457 









16691 




O rt rt- XT rt 

beq. no. 


16119 




Seq. ID 


rt 7 A A A A m 

OJ 990907 


12 . 9B22 


.C4 


Gene No. 


34042 




Strand 








Start 


11404 




End 


14011 






Name 


OJ990907 12.9B22.C4 


.o2.tm 


Method 


TBLASTX : 


Maize 




Start 


9650 




End 


9982 






GI 


none 




Score 


358 






Exons 


9650.. 9973, 9679.. 9960, 9770 


i. .9982 








O rt rt- M rt 

beq. no. 


16119 




Seq. ID 


/-\ T A A A A A H 

OJ 990907 


12 . 9B22 


. C4 


Gene No. 


34042 




Strand 








Start 


1 1 A C\ A 




End 


14011 






Name 


ojyyuyu/ i2.9B2z.C4 


. o4 . tw 


Method 


TBLASTX : 


Wheat 




Start 


9 /o / 




End 


10168 






GI 


none 




Score 


373 






Exons 


moT TnioT moo 


lUloo 










O rt rtt KI rt 

beq. no. 


16119 




Seq. ID 


OJ990907 


_12 . 9B22 


. C4 


Gene No. 


34042 




Strand 








Start 






End 


14011 






Name 


OJ990907 12.9B22.C4 


. o7 . tw 


Method 


TBLASTX: 


Wheat 




Start 


10169 




End 


10771 






GI 


none 




Score 


241 






Exons 


10169 .. 10453, 10174 


. . 104 52 , 


10645. .10767, 10646 


. .10771 




O rt rt- M rt^ 

beg. no. 


16119 




Seq. ID 


OJ990907 


12.9B22/C4 


Gene No. 


34042 




Strand 








Start 


11404 




End 


14011 






Name 


OJ990907 12.9B22.C4 


. o4 . gs 


Method 


GENSCAN 






Start 


11404 




End 


14011 






GI 


none 




Score 


.91 






Exons 


11404. .11948, 12104 


. .13396, 


13463. .13611, 13899 


. .14011 




Seq. No. 


16119 




Seq. ID 


OJ990907 


J.2.9B22. 


■ C4 




34042 




Strand 








Start 


11404 




End 


14011 






Name 


OJ990907 12.9B22.C4 


. o3 . np 


• Method 


AAT/NA& ■ 






Start 


11407 




End 


13592 






GI 


6907089 




Score 


2143 






Exons 


11407. .13592 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






beq . NO . 


16120 




Seq. ID 


OJ990907 


_12. 9B22. 


,C5 


Gene No. 


34043 




Strand 


+ 






Start 


452 




End 


675 






Name 


OJ990907 12.9B22.C5 


. ol . gs 


Method 


GENSCAN 






Start 


452 




End 


675 






GI 


none 




Score 


.75 






Exons 


452. . 622, 658. .675 












Seq. No. 


16120 




Seq. ID 


OJ990907_ 


_12.9B22. 


C5 


Gene No. 


34044 




Strand 


+ 






Start 


8542 




End 


8700 






Name 


OJ990907 12.9B22.C5 


. o2 . gp 


Method 


AAT/GAP 






Start 


8542 




End 


8700 






GI 


uC-osflcypl04cl2al 




Score 


215 






Exons 


8542. .8700 













16692 



GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 3.0e-29 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. No. 


16120 


Seq. ID 


OJ990907_12.9B22.C5 


Gene No. 


34045 


Strand 




Start 


1021 


End 


3984 


Name 


OJ990907 12.9B22.C5.o2.gs 


- Method 


GENSCAN 


Start 


1021 


End 


3382 


GI 


none 


Score 


.86 


Exons 


1021.. 1151, 1728.. 2708, 2795 


..3174, 3267.. 3382 


Seq. No. 


16120 


Seq. ID 


OJ990907_12.9B22.C5 


Gene No. 


34045 


Strand 




Start 


1021 


End 


3984 


Name 


OJ990907 12.9B22.C5.ol.np 


Method 


AAT/NAP 


Start 


1024 


End 


3984 


GI 


6478936 


Score 


1442 


Exons 


1024.. 1151, 1728.. 2708, 2798 


..317.4, 3267.. 3421, 3892.. 3984 


GI Descrip. 


(AC011436) putative laccase 


[Arabidopsis thaliana] 


Seq. No. 


16120 


Seq. ID 


OJ990907_12 . 9B22 . C5 


bene ino . 


34045 


Strand 




Start 


1021 


End 


3984 


Name 


OJ990907 12.9B22.C5.ol.gp 


Method 


AAT/GAP 


Start 


2939- 


End 


3084 


GI 


uC-osflM202075b09bl 


Score 


269 


Exons 


2939. .3084 






GI Descrip. 


'3335357 4.0e-ll (AC003028) ] 


putative < 


diphenol oxidase 




[Arabidopsis thaliana] >gi 4895177 gb AAD32764.1 AC007661 1 




(AC'007 661) putative diphenol 


oxidase 


[Arabidopsis thaliana] ' 


Seq. No. 


16120 


Seq. ID 


OJ990907_12.9B22.C5 


Gene No. 


34046 


Strand 




Start 


7662 


End 


7880 


Name 


OJ990907 12.9B22.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


1030 


End 


2122 


GI 


none 


Score 


105 


Exons 


1030.. 1152, 1031.. 1153, 1717 


..2121, 1727. .2122 


Seq. No. 


16120 


Seq. ID 


OJ990907_12.9B22.C5 


Gene No. 


34046 


Strand 




Start 


7662 


End 


7880 


Name 


OJ990907 12. 9B22.C5.o2. ts 


Method 


TBLASTX: Soybean 


Start 


1096 


End 


2205 


GI 


none 


Score 


180 


Exons 


1096.. 1182, 1693.. 1977, 1694 


. .1984, 1987. .2205 


Seq. No.. 


16120 


Seq. ID 


OJ990907_12. 9B22.C5 


Gene No. 


34046 


Strand 




Start 


7662 


End 


7880 


Name 


OJ990907 12. 9B22.C5.o2.tc 


Method 


TBLASTX: Cress 


Start 


1921 


End 


2667 


GI 


none 


Score 


52 


Exons 


1921.. 1983, 1922.. 1993, 2014, 


..2097, 2086. .2247, 2102. .2236, 




2290.. 2379, 2312.. 2380, 2443, 


..2478, 2530.. 2667 



Seq. No. 



16120 



Seq. ID OJ990907 12.9B22.C5 



16693 



Gene No. 


34046 








Strand 






7 669 








End 


7880 


Name 


OJ990907 12 


.9B22 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2530 








End 


3069 


GI 


none 








Score 


61 


Exons 


2530. .2706, 


2531 


. .2707, 


2805. 


.2954, 2806. .2934, 2979. .3065, 




2979. .3068, 


2980 


. .3069 








Seq. No. 


16120 








Seq. ID 


OJ990907_12. 9B22.C5 


uene ino . 


^4 n a 6 

J ft U fl 0 








Strand 


- 


Start 


7662 








End 


7880 


Name 


OJ990907 12 


.9B22 


.C5.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2530 








End 


2709 


GI 


none 








Score 


82 


Exons 


2530. .2709, 


2531 


. .2701 








Seq. No. 


16120 








■Seq. ID 


OJ990907_12.9B22.C5 


Gene No. 


34046 








Strand 




Of -v v-f- 

OLalL 


7 669 








End 


7880 


Name 


OJ990907 12 


.9B22 


.C5.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2835 








End 


3380 


GI 


none 








Score 


52 


Exons 


2835. .2975, 


2836 


. .2931, 


2977. 


.3174, 2979. .3173, 2995. .3174, 




3266. .3367, 


3267 


. .3380 








Seq. No. 


16120 








Seq. ID 


OJ990907_12.9B22.C5 


L^ene ino . 


7 A n A 6 
O fl U 41 D 








Strand 




Start 


7662 








End 


7880- 


Name 


OJ990907 12 


.9B22 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2877 








End 


3173 


GI 


none 








Score 


211 


Exons 


2877. .2972, 


2974 


. .3150, 


2979. 


.3173, 2980. .3171 


Seq. No. 


16120 








Seq. ID 


OJ990907_12. 9B22.C5 


C~\ a r\ ^ NT /-\ 


7/10/16 








Strand 




Start 


7662 








End 


7880 


Name 


OJ990907 12 


.9B22 


. CS.oL. 


tc 


Method 


TBLASTX: Cress 


Start 


2994 








End 


3377 


GI 


none 








Score 


117 


Exons 


2994. .3173, 


2995 


. .3174, 


3266. 


.3367, 3267. .3377 


Seq. No. 


16120 








Seq. ID 


OJ990907_12. 9B22.C5 


Gene No. 


34046 








Strand 




Start 


7662 








End 


7880 


Name 


OJ990907 12 


. 9B22 


.C5.o4. 


gs 


Method 


GEN SCAN 


Start 


7662 








End 


7880 


GI 


none 








Score 


.69 


Exons 


7662. .7880 













Seq. No. 16121 

Gene No. 34047 

Start 1 

Name OJ990907_12 . 9B22 . C7 . ol . np 

Start 1 

GI 6721517 

Exons 1 . .163 

GI Descrip. (AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. ID OJ990907_12.9B22.C7 

Strand + 

End 163 

Method AAT/NAP 

End 163 

Score 177 



16694 




Seq. No. 


16122 






Seq. ID 


OJ990907_12.9B22 


.C8 




^4 04 fl 






Strand 


+ 




Start 


1 






End 


764 




Name 


OJ990907 12 


. 9B22.C8.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


764 




GI 


4512231 t 






Score 


1212 




Exons 


1. .764 












GI Descrip. 


(AB014741) 


ORFO protein [Oryza sativa] 






Seq. No. 


16122 






Seq. ID 


OJ990907_12. 9B22 


.C8 


UCllC LN U . 


34049 






Strand 


+ 




Start 


709 






End 


3059 




Name 


OJ990907 12 


.9B22.C8.o2. 


.np 


Method- 


AAT/NAP 




Start 


709 






End 


3059 




GI 


4680179 






Score 


1963 




Exons 


709. .754, 1034. .2041, 2069. .3059 






GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Con VF/-L 

o e q . LN o ■ 








Seq. ID 


OJ990907 12 . 9B22 


. C8 


Gene No. 


34049 






Strand 


+ 




Start 


709 






End 


3059 




Name 


OJ990907 12 


.9B22.C8.o4. 


.tw 


Method 


TBLASTX: Wheat 




Start 


1192 






End 


1390 




GI- 


none 






Score 


203 




Exons 


1192. .1389, 


1193'. .1390 


- 








O q . LN (J • 








Seq. ID 


OJ990907 12 . 9B22 , 


. C8 


Gene No. 


34049 






Strand 


■ + 




Start 


709 






End 


3059 




Name 


OJ990907 12 


.9B22.C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1441 






End 


1792 




GI 


none 






Score 


260 




Exons 


1441. .1596, 


1442. .1792, 


1563. 


.1634 






O C q ■ LM Vj • 


16122 






Seq. ID 


OJ990907_12. 9B22, 


, C8 


Gene No. 


34049 






Strand 


+ 




Start 


709 






End 


3059 




Name 


OJ990907 12 


.9B22.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1442 






End 


1780 




GI 


none 






Score 


190 




Exons 


1442. .1780, 


1468. .1593 










Corf Ma 

o e q . LN o . 


16122 






Seq. ID 


OJ990907_12. 9B22. 


C8 


Gene No. 


34049 






Strand 


+ 




Start 


709 






End 


3059 




Name 


OJ990907 12 


.9B22.C8.o2. 


gs 


Method 


GENSCAN 




Start 


1808 




End 


2976 




GI . # 


none 






Score 


.9 




Exons 


1808. .2976 












Seq. No. 


16122 






Seq. ID 


OJ990907 12.9B22. 


C8 


Gene No. 


34049 






Strand 


+ 




Start 


709 






End 


3059 




Name 


OJ990907 12, 


.9B22.C8.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2126 






End 


2479 




GI 


none 






Score 


253 





16695 




Exons 


2126. .2479, 


2216. .2404 










Seq. No. 


16122 






Seq. ID 


OJ990907_12.9B22 


.C8 


Vjfcriie LNO ■ 


1A ClA Q 






Strand 


+ 




Start 


709 






End 


3059 




Name 


OJ990907 12 


. 9B22.C8.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2611 






End 


3052 




GI 


none 






Score 


495 




Exons 


2611. .3051, 


2612. .3052 










Seq. No. 


16122 






Seq. ID 


OJ990907_12.9B22 


.C8 




LA C\ A Q 
j H U fl y 






Strand 


+ 




Start 


709 






*End 


3059 




Name 


OJ990907 12 


.9B22.C8.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2621 






End 


2913 




GI 


none 






Score 


325 




Exons 


2621. .2911, 


2671. .2913 










Seq. No. 


16122 






Seq. ID 


OJ990907_12.9B22 


.C8 


UCilC LNO • 


J ft U *i :? 






Strand 


+ 




Start 


709 






End 


3059 




Name 


OJ990907 12, 


.9B22.C8.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


2648 






End 


2962 




GI 


none 






Score 


199 




Exons 


2648. .2962 












Seq. No. 


16123 






Seq. ID 


OJ990907_12. 9B22, 


,C9 


Gene No. 


34050 






Strand 


+ 




Start 


1 






End 


2067 




Name 


OJ990907 12. 


.9B22.C9.ol. 


.np 


Method 


AAT/NAP 




Start 


1 






End 


2064 




GI 


4680179 






Score 


2866 




Exons 


1. .2064 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


16123 






Seq. ID 


OJ990907_12.9B22. 


,C9 


OCllC LNO • 


34050 






Strand 


+ 




Start 


1 






End • 


2067 




Name 


OJ990907 12. 


9B22.C9.ol. 


.gs 


Method 


GENSCAN 




Start 


3 






End 


2067- ■ 




GI 


none 






Score 


.72 




Exons 


3. .346, 483. 


.2067 










Seq. No. 


16123 






Seq. ID 


OJ990907_12. 9B22. 


C9 


O G 1 1 G LNO. 


34051 






Strand 


+ 




Start 


2571 






End 


6270 




Name 


OJ990907 12. 


9B22.C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3 






End 


353 




GI 


none 






Score 


404 




Exons 


3. .338, 3. .299, 11. .307, 330., 


,353 






Seq. No. 


16123 






Seq. ID 


OJ990907_12. 9B22. 


C9 


Gene No. 


34051 






Strand 


+ 




Start 


2571 






End 


6270 




Name 


OJ990907 12. 


9B22.C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


20 






End 


356 




GI 


none 






Score 


449 





16696 




Exons 


20. .355, 21. .356, 48. .356 








Seq. No. 


16123 


Seq. ID 


OJ990907_12.9B22 


.C9 




JlUJl 


o Tirana 


+ 




Start 


2571 


End 


6270 




Name 


OJ990907 12. 9B22.C9.o2.ts 


Method 


TBLASTX: Soybean 




Start 


57 


End 


305 




GI 


none 


Score 


206 




Exons 


57. .305 








Seq. No. 


16123 


Seq. ID 


OJ990907_12. 9B22 


.C9 


UCilC LS\J, 


O T U J ± 


o t rana 


+ 




Start 


2571 


End 


6270 




Name 


OJ990907 12.9B22.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


514 


End 


1054 




GI 


none 


Score 


622 




Exons 


514. .1053, 678. .1049, 800.. 


1054 






Seq. No. 


16123 


Seq. ID 


OJ990907_12. 9B22 


.C9 




34051 


Strand 


+ 




Start 


2571 


End 


6270 




Name 


OJ990907 12.9B22.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


751 


End 


1077 




GI 


none 


Score 


90 




Exons 


751. .933, 934. .1077,. 936. .1076 






Seq. No. 


16123 


Seq. ID 


OJ990907_12. 9B22 


.C9 




34051 


Strand 


+ 




Start 


2571 


End 


. 6270 




Name 


OJ990907 12.9B22.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


841 


End 


1101 




GI 


none 


Score 


301 




Exons 


841. .1101, 852. .1100 








Seq. No. 


16123 


Seq. ID 


OJ990907_12. 9B22, 


.C9 




34051 


Strand 


+ 




Start 


2571 


End 


6270 




Name 


OJ990907 12.9B22.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


900 ■ 


End 


1191 




GI 


none 


Score 


162 




Exons 


900. .1187, 900. .1187, 901.. 


1191 






Seq. No. 


16123 


Seq. ID 


OJ990907__12. 9B22. 


.C9 




34051 


Strand 


+ 




Start 


2571 


End 


6270 




Name 


OJ990907 12.9B22.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1060 


End 


1686 




GI 


none 


Score 


721 




Exons 


1060.. 1686, 1116.. 1568, 162 


6. .1685 






Seq. No. 


16123 


Seq. ID 


OJ990907_12.9B22. 


C9 


Gene No. 


34051 


Strand 


+ 




Start 


2571 


End 


6270 




Name 


OJ990907 -12.9B22.C9.ol.tm 


Method 


TBLASTX : Maize 




Start 


1239 


End 


1824 




GI 


none 


Score 


229 




Exons 


1239.. 1394, 1240. .1401, 139 


8. .1571, 1399. .1824, 1561. .1803, 



16697 



1626. .1823 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16123 
34051 
2571 

OJ990907_12 . 9B22 . C9 . o4 . tw 

1686 

none 

1686. .1967, 1687. .1968 

16123 
34051 
2571 

OJ990907_12 . 9B22 . C9 . o2 . gs 

2571 

none 



Seq. ID OJ990907_12.9B22.C9 

Strand + 

End 627 0 

Method TBLASTX : Wheat 

End 1968 

Score 307 



Seq. ID OJ990907 12.9B22.C9 



Strand 
End 

Method 

End 

Score 



+ 

6270 
GENSCAN 
5413 
.4 



2571. .2800, 2805. .3057, 3131. .3296, 5060. .5413 



16123 Seq. ID 

34051 Strand 
2571 End 
OJ990907_12. 9B22.C9.o2.np Method 
2828 End 
6063554 Score 
2828.. 1073, 4226.. 4402 

(AP000615) ESTs- AU075609 (C6334 4 ) ,C71850 (E04 64) , C98 611 ( E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990907_12.9B22.C9 
+ 

6270 
AAT/NAP 
4402 
188 



16123 Seq. ID 

34051 Strand 
2571 ' End 

OJ990907_12 . 9B22 . C9 . o3 . np Method 
3565 End 
6907086 . Score 

3565. .3617, 5077. .5477, 5535. .5717, 5958. .6065, 6180 
(AP001129) hypothetical protein [Oryza sativa] 



OJ990907_12.9B22.C9 
+ 

6270 
AAT/NAP 
6270 
765 

6270 



16123 Seq. ID 

34051 Strand 
2571 End 
OJ990907_12 . 9B22 . C9 . o.l . gp Method 
3807 End 
2428185 Score 
3807. .4242 

5852170/embl AL117265. 1 IOST17804 1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



OJ990907_12.9B22.C9 
+ - 
6270 
AAT/GAP 
4242 
701 



16124 
34052 



Seq. ID OJ990907_12.9B22.C10 
Strand + 



OJ990907_12. 9B22.C10.ol.np 
1 

6907086 
1. .112 

(AP001129) hypothetical protein [Oryza sativa] 



End 

Method 
End 
Score 



112 

AAT/NAP 
112 ■ 
126 



16698 




Seq. No. 


16124 




Seq. ID 


OJ990907_12.9B22 


.CIO 


Gene No. 


34053 




Strand 


+ 




Start 


548 




End 


1615 




Name 


OJ990907 12.9B22.C10.o2 


.np 


Method 


AAT/NAP 




Start 


548 




End 


1615 




GI 


6721512 




Score 


78 




Exons 


548.. -713, 1492.. 1615 










GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


16124 




Seq. ID 


OJ990907_12. 9B22 


.C10 


Gene No. 


34054 ■ 




Strand 






Start 


214 




End 


2790 




Name 


OJ990907 12.9B22.C10.ol 


.gs 


Method 


GENSCAN 




Start 


214 




End 


2790 




GI 


none 




Score 


.69 




Exons 


214. .485, 518. .613, 772 


. .869, 


1136. .1447, 1492. .1565, 






1700.. 1890, 2011.. 2059, 


2228. 


.2334, 2694.. 2790 




Seq. No. 


16125 




Seq. ID 


OJ990907_12.9B22 


.Cll 


Gene No. 


34055 




Strand 






Start 


1 




End 


1298 




Name 


OJ990907 12.9B22.Cll.ol. 


. np 


Method 


AAT/NAP 




Start 


1 




End 


1298 




GI 


6539588 




Score 


151 




Exons 


1. .19, 992. .1298 










GI Descrip. 


(AP000837) hypothetical 


protein [Oryza' 


*s*ativa] 




Seq. No. 


16125 




Seq. ID 


OJ990907_12.9B22. 


.Cll 


Gene No. 


34056 




Strand 






Start 


2705 




End 


5059* 




Name 


OJ990907 12. 9B22.Cll.o2, 


.np 


Method 


AAT/NAP 




Start 


2705 




End 


5059 




GI 


6630685 




Score 


574 




Exons 


2705. .2829, 4067. .4733, 


5025. 


.5059 






GI Descrip. 


(AP000969) Similar to copia-type pol polyprotein. (AF105716; 




[Oryza sativa] 










Seq. No. 


16125 




Seq. ID 


OJ990907_12. 9B22. 


Cll 


Gene No 


34056 




Strand 






Start 


2705 




End 


5059' 




Name 


OJ990907 12.9B22.Cll.o2. 


,tm 


Method 


TBLASTX: Maize 




Start 


3715 




End 


4043 




GI 


none 




Score 


102 




Exons 


3715. .3819, 3806. .4042, 


3870. 


. 4043 






Seq. No. 


16125 




Seq. ID 


OJ990907_12.9B22. 


Cll 


Genp No 


34056 




Strand 






Start 


2705 




End 


5059 




Name 


OJ990907 12.9B22.Cll.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4046 




End 


4438 




GI 


none 




Score 


128 




Exons 


4046. .4225, 4084. .4245, 


4225. 


.4437, 4229. .4438 




Seq. No. 


16125 




Seq. ID 


OJ990907_12. 9B22. 


Cll 


Gene No. 


34056 




Strand 






Start 


2705 




End 


5059 




Name 


OJ990907 12. 9B22.Cll.ol. 


ts 


Method 


TBLASTX: Soybean 





16699 




Start 


4103 




End 


4713 






GI 


5509260 




Score 


111 






Exons 


4103. .4225, 4108. .4245, 


4220. 


.4363, 4225.. 4296, 


4225. .4641, 




4229. .4624, 4327. .4650, 


4663. 


.4713, 4663. .4713 






GI Descrip. 


- 












Seq. No. 


16125 




Se.q. ID 


OJ990907 


_12. 9B22 


.Cll 


Gene No. 


34056 




Strand 








Start 


2705 




End 


5059 






Name 


OJ990907 12.9B22.Cll.ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


4117 




End 


4585 






GI 


none 




Score 


85 






Exons 


4117. .4245, 4127. .4225, 


4220. 


.4288, 4228. .4515, 


4229. .4 


294, 




4316. .4453, 4327. .4455, 


4495. 


.4584, 44 


96. .4585 




Seq. No. 


16125 




Seq. ID 


OJ990907 


_12.9B22 


.Cll 


Qpnp Mo 


34 056 




Strand 


- 






Start 


2705 




End 


5059 






Name 


OJ990907 12. 9B22.Cll.ol 


. tc 


Method 


TBLASTX : 


Cress 




Start 


4228 




End 


4494 






GI 


none 




Score 


62 






Exons 


4228. .4479, 4231. .4494 












Seq. No. 


16126 




Seq. ID 


OJ990907 


_12.9B22 


.C12 








Strand 


+ 






lijlj Start 


212 




End 


288 






!;!! Name 


OJ990907 12. 9B22.C12.ol 


.gs 


Method 


GENSCAN 






{!«' Start 


212 


End 


288 






GI 


none 




Score 


.67 






i,iJ Exons 


212. .288 












Seq. No. 


16127 




Seq. ID 


OJ990907 


JL2.9B22 


.C13 


' Gene No. 


34058 




Strand 








f f . Start 


311 




End 


1908 






Ul Name 


OJ990907 12. 9B22.C13.ol 


.gs 


Method 


GENSCAN 






W Start 


311 


End 


1889 






U GI 


none 




Score 


.61 






' Exons 

. ;:;F 


311. .712, 917. .1114, 1361. .1554, 1624. 


.1800, 1823. .1889 




h'nt 

M;| Seq. No. 


16127 




Seq. ID 


OJ990907_ 


J.2. 9B22 


.C13 


Gene No. 


34058 




Strand 








Start 


311 




End 


1908 






Name 


OJ990907 12.9B22.C13.ol, 


.np 


Method 


AAT/NAP 






Start 


714 




End 


1908 






GI 


5091513 




Score 


726 






Exons 


714. .809, 924. .1908 












GI Descrip. 


(AB0234 82) Hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


16128 • 




Seq. ID 


OJ990907_ 


JL2. 9B^2, 


.C14 


Gene No. 


34059 




Strand 


+ 






Start 


1312 




End 


3034 






Name 


OJ990907 12.9B22.C14.o2. 


np 


Method 


AAT/NAP 






Start 


1312 




End 


3034 






GI 


4585933 




Score 


53 






Exons 


1312. .1341, 2693. .2858, 


2964. . 


3034 








GI Descrip. 


(AC007211) hypothetical 


protein [Arabidopsis thaliana] 





16700 



Seq. No. 16128 Seq. ID 

Gene No. 34060 Strand 

Start 802 End 

Name OJ990907_12 . 9B22 . C14 . ol . np Method 

Start 802 End 

GI 5091513 Score 

Exons 802.. 1125 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



OJ990907_12 . 9B22 . C14 

1125 
AAT/NAP 
1125 
184 



Seq. No. 16129 Seq. ID 

Gene No. 34061 Strand 

Start 1 End 

Name OJ990907_12 . 9B22 . C15 . ol . np Method 

Start' 1 End 

GI 6466937 Score 

Exons 1..2481, 5445.. 6153 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990907_12 . 9B22 . C15 
+ 

6153 
AAT/NAP 
6153 
1844 



Seq. No. 16129 Seq. ID 

Gene No. 34061 Strand 

Start 1 End 

Name OJ990907_12 . 9B22 . C15 . o2 . gs Method 

Start 4357 End 

GI . s none Score 

Exons 4357. .4713 



OJ990907_12 . 9B22 . C15 
+ 

6153 
GENSCAN 
4713 
X 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16129 Seq. ID 

34062 Strand 

6047 End 

OJ990907_12 . 9B22 . C15 . 06 . tw Method 

395 End 

none Score 



OJ990907_12.9B22.C15 
6489 

TBLASTX: Wheat 

755 

91 



395. .589, 490. .588, 594. .710, 596. .691, 699. .755 



16129 
34062 
6047 

OJ990907_12 . 9B22 . C15 . o4 . 

455 

none 

455. .595, 460. .588, 591. 
699. .899 



Seq. ID OJ990907_12.9B22.C15 
Strand 

End 64 89 

tm Method TBLASTX : Maize 

End 899 

Score 121 
.710, 621. .689, 696. .896, 698. .898, 



Seq. No. 


16129 






Seq. ID 


OJ990907_12.9B22.C15 


Gene No. 


34062 






Strand 




Start 


6047 






End 


6489 


Name 


OJ990907 12.9B22 


.C15. 


o3. tw 


Method 


TBLASTX: Wheat 


Start 


758 






End 


154,1 


GI 


none 






Score 


281 • 


Exons 


758. .1087, 759.. 


1076, 


1420. 


.1437, 1467 


..1541, 1480. .1539 


Seq. No. 


16129 






Seq. ID 


OJ990907JL2 . 9B22 . C15 


Gene No. 


34062 






Strand 




Start 


6047 






End 


6489 


Name 


OJ990907 12.9B22 


.C15. 


o2.ts 


Method 


TBLASTX: Soybean 


Start 


821 






End 


1170 



16701 



End 

Method 
End 
Score 
.1452 



GI none Score 

Exons 821.. 1060, 822.. 1088, 1081.. 1170 

Seq. No. 16129 

Gene No. 34062 

Start 6047 

Name . OJ990907_12 . 9B22 ; C15 . o2 . tm 

Start 923 

GI none 

Exons 923.. 1075, 924.. 1088, 1081. 

Seq. No. 16129 

Gene No. 34062 

Start 6047 

Name OJ990907_12 . 9B22 . C15 . o5 . tw 

Start 1090 

GI none 

Exons 1090.. 1365, 1146.. 1328 

Seq. No. 16129 

Gene No. 34062 

Start 6047 

Name OJ990907_12 . 9B22 . C15 . o3 . ts 

Start 1204 

GI none 

Exons 1204. .14 61, 1206. .1355, 1261, 

Seq. No. 16129 

Gene No. 34062 

Start 6047 

Name OJ990907_12 . 9B22 . C15 . o5 . tm 

Start 1447 

GI none 

Exons 1447. .1569, 1449. .1577, 1608. 

Seq. No. 16129 

Gene No. 34062 

Start 6047 

Name OJ990907JL2 . 9B22 . C15 . o4 . tw 

Start 1626 

GI none 

Exons 1626.. 1736, 1736.. 1993, 1737. 

Seq. No. 16129 

Gene No. 34062 

Start 6047 

Name OJ990907_12 . 9B22 . C15 . ol . tm 

Start 1827 

GI none 

Exons 1827.. 2462, 1931.. 2464, 2197. 

Seq. No. 16129 

Gene No. 34062 

Start 6047 

Name OJ990907_12 . 9B22 . C15 . ol . ts 

Start 1851 

GI none 



202 



Seq. ID OJ990907_12.9B22.C15 
Strand 

End 64 89 

Method TBLASTX : Maize 

End 1518 

Score 167 
,1446, 1086. .1436, 1498. .1518 

Seq. ID OJ990907_12.9B22.C15 
Strand 

End 64 8 9 

Method TBLASTX : Wheat 

End 1365 

Score 192 



Seq. ID OJ990907_12.9B22.C15 
Strand 

6489 

TBLASTX: Soybean 
1461 
191 



Seq. ID OJ990907_12.9B22.C15 
Strand 

End 6489 

Method TBLASTX : Mai ze 

End 1826 

Score 134 

,1676, 1626. .1733, 1737. .1826 

Seq. ID OJ990907_12.9B22.C15 
Strand 

6489 

TBLASTX: Wheat 
1994 
51 



End 

Method 
End 
Score 
.1994 



Seq. ID OJ990907_12.9B22.C15 
Strand 

6489 

TBLASTX: Maize 
2464 
699 



End 

Method 
End 
?core 
.2463 



Seq. ID OJ990907_12.9B22.C15 
Strand 

End 64 8 9 

Method TBLASTX : Soybean 

End 2234 

Score 277 



16702 



Exons 



1851. .2234, 1967. .2143 



Seq. No. 16129 

Gene No. 34062 

Start 6047 

Name OJ990907_12 . 9B22 . C15 . o2 . tw 

Start 2082 

GI none 

Exons 2082.. 2474, 2126.. 2473 



Seq. ID OJ990907_12.9B22.C15- 
Strand 

End 6489 

Method TBLASTX : Wheat 

End 2474 

Score 301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16129 
34062 
6047 

OJ990907_12. 9B22.C15.o3.tm 

5474 

none 



Seq. ID OJ990907_12.9B22.C15 
Strand 

End 6489 

Method TBLASTX : Maize 

End 6066 

Score 86 



5474.. 5557, 5562 . . 4 5;795, 5563.. 5832, 5827.. 6057, 5872.. 6066 



16129 
34062 
6047 

OJ990907_12 . 9B22 . C15 . ol . tw 

5551 

none 

5551.'. 588 6, 5557 v .-5631, 5565. 



Seq. ID OJ990907_12.9B22.C15 
Strand 

End 64 8 9 

Method TBLASTX : Wheat 

End 5886 

Score 307 
.5804 



Seq. No. 16129 

Gene No. 34062 

Start 6047 

Name OJ990907_12 . 9B22 . C15 . o3 . gs 

Start 6047 

GI none 

Exons 6047.. 6061, 6431.. 6489 



Seq. ID OJ990907_12.9B22.C15 
Strand 

End 64 8 9 

Method GENSCAN 

End 64 8 9 

Score .79 



Seq. No. 16130 

Gene No. 34063 

Start 4 83 

Name OJ990907_12 . 9B22 . C16 . ol . gs 

Start 483 

GI none 
Exons 



Seq. ID OJ990907_12.9B22.C16 

Strand + 

End 6818 

Method GENSCAN 

End 6818 

Score .53 



483. .585, 3329. .3488, 3772. .3949, 3984. .4039, 4965. .5170, 
5413. .5624, 6264. .6368, 6636. .6818 



Seq. No. 16130 

Gene No. 34064 

Start 9300 

Name OJ990907_12 . 9B22 . C16 . o3 . gs 

Start 9300 

GI none .. 

Exons 9300. . 10004 



Seq. ID OJ990907_12.9B22.C16 

Strand + 

End 10004 

Method GENSCAN 

End 10004 

Score .97 



Seq. No. 16130 

Gene No. 34065 

Start 11555 

Name OJ990907_12 . 9B22 . CI 6 . o3 . np 

Start 11555 

GI 4680186 



Seq. ID OJ990907_12.9B22.C16 

Strand + 

End 17 64 5 

Method AAT/NAP 

End 17645 

Score 384 



16703 



Exons 11555. .11590, 16274 .. 16325, 17445.. 17645 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12. 9B22.C16.ol ( 



gp 



16130 
34066 
8006 

OJ990907 
8006 

uC-osflcyp033a04bl 
8006. .8387 

• 6016845/dbj I AP000570 . 1 | AP000570 3 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990907_12.9B22.C16 

8387 
AAT/GAP 
8387 
699 



Oe-59 Oryza sativa genomic 



Seq. No. 


16130 


Seq. ID 


OJ990907_12.9B22.C16 


Gene No. 


34067 


Strand 


_ 


Start 


10464 


End 


14981 


Name 


OJ990907 12. 9B22.C16.ol.np 


Method 


AAT/NAP 


Start 


10464 


End 


14981 


GI 


4680179 


Score 


5353 


Exons 


10464. .13865, 13899.. 14981 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 


Seq. No. 


16130 


Seq. ID 


OJ990907_12.9B22.C16 


Gene No. 


34068 


Strand 




Start 


17197 


End 


17578 


Name 


OJ990907 12. 9B22.C16.o2.gp 


■Method 


AAT/GAP 


Start 


17197 


End 


17578 


GI 


uC-osflcyp033a04bl 


Score 


667 


Exons 


17197. .17578 






GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3 . Oe 


-59 Oryza sativa genom; 




DNA, chromosome 1, clone : P0711E10 1 


Seq. No. 


16130 


Seq. ID 


OJ990907_12.9B22.C16 


Gene No. 


34069 


Strand 




Start 


20759 


End 


21576 


Name 


OJ990907 12. 9B22.C16.ol0.tw 


Method 


TBLASTX: Wheat 


Start 


5463 


Ehd 


6773 


GI 


none 


Score 


89 


Exons 


S463..5576, 5474. .5566, 5555.. 


.5668, 5556.. 5666, 6627.. 6773 


Seq. No. 


16130 


Seq. ID 


OJ990907_12 . 9B22.C16 


Gene No. 


34069 


Strand 




Start 


20759 


End 


21576 


Name 


OJ990907 12.9B22.C16.o6.tw 


Method 


TBLASTX: Wheat 


Start 


10509 


End 


10842 


GI 


none 


Score 


111 


Exons 


10509. .10841, 10530. .10838, 10573.. 10842 



Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16130 Seq. ID 

34069 Strand 

20759 End 

OJ990907_12 . 9B22 . C16 . ol . tm Method 

10689 End 

none Score 



OJ990907_12.9B22.C16 
21576 

TBLASTX: Maize 

11288 

114 



10689. .11129, 10704 , 
11134. .11280 



10967, 10705. .11127, 11127 .. 11288 , 



16704 




Seq. No. 


16130 






Seq. ID 


OJ990907_12.9B22 


.C16 


Cl(=*r\tz* Ma 


34069 






Strand 






Start 


20759 






End 


21576 




Name 


OJ990907 12.9B22.C16 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10842 






End 


11468 




GI 


none 






Score 


71 




Exons 


. 10842. 


.11468, 10845. 


. 11096, 


10954. .11412 




Seq. No. 


16130 






Seq. ID 


OJ990907_12.9B22 


.C16 


O C 1 1 1- IN<^ . 


34069 






Strand 






Start 


20759 






End 


21576 




Name 


OJ990907 12.9B22.C16 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11337 






End 


11629 




GI 


none 






Score 


200 




Exons 


11337. 


.11627, 11341., 


. 11628, 


11441. .11629 




Seq. No. 


16130 






Seq. ID 


OJ990907_12.9B22 


.C16 




34069 






Strand 






Start 


20759 






End 


21576 




Name 


OJ990907 12.9B22.C16. 


,o2.ts 


Method 


TBLASTX: Soybean 




Start 


11426 






End 


11687 




GI 


none 






Score 


132 




Exons 


11426. 


.11608, 11427., 


,11687, 


11428. .11682 




Seq. No. 


16130 






Seq. ID 


OJ990907_12.9B22 


.C16 


f!pnp Kin 


34069 






Strand 






Start 


20759 






End 


21576 




Name 


OJ990907 12.9B22.C16. 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


11451 






End 


11768 




GI 


none 






Score 


93 




Exons 


11451. 


.11594, 11452.. 


, 11592, 


11595. .11768 




Seq. No. 


16130 






Seq. ID 


OJ990907_12. 9B22, 


.C16 




34069 






Strand 






Start 


20759 






End 


21576 




Name 


OJ990907 12.9B22.C16. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


11475 






End 


12042 




GI 


none 






Score 


337 




Exons 


11475. 


.12038, 11476.. 


12042 








Seq. No. 


16130 






Seq. ID 


OJ990907_12. 9B22. 


■ C16 




34069 






Strand 






Start 


20759 






End 


21576 




Name 


OJ990907 12.9B22.C16. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


12033 






End 


12396 




GI 


none 






Score 


165 




Exons 


12033. , 


.12395, 12042.. 


12395, 


12046.. 12396 




Seq. No. 


16130 






Seq. ID 


OJ990907_12.9B22. 


C16 


nono Ha 


" 34069 






Strand 






Start 


20759 






End 


21576 




Name 


OJ990907 12.9B22.C16. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12045 






End 


12468 




GI 


none 






Score 


335 




Exons 


12045. . 


.12467, 12046.. 


12435, 


12085. .12468 




Seq. No. 


16130 






Seq. ID 


OJ990907_12.9B22. 


C16 



16705 






34069 






Strand 






Start 


20759 






End 


21576 




Name 


OJ990907_12.9B22.C16 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


12216 






End 


12461 




GI 


none 






Score 


66 




Exons 


12216. 


.12461, 12316. 


.12459 








Seq. No? *.-■ 


16130 




if 


Seq. : ID 


OJ990907_12.9B22 


.C16 


Gene No. 


34069 






Strand 








20759 






End 


21576 




Name 


OJ990907 12.9B22.C16 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


12432 






End 


12932 




GI 


none 






Score 


50 




Exons 


12432. 


.12746, 12475. 


.12525, 


12553. .12606, 12753 .. 12932 , 






12805. 


.12924 










Seq. No. 


16130 






Seq. ID 


OJ990907_12. 9B22 


.C16 




34069 






Strand 






Start 


20759 






End 


21576 




Name 


OJ990907 12.9B22.C16 


.o5. tw 


Method 


TBLASTX: Wheat 




Start 


12474 






End 


12770 




GI 


none 






Score 


196 




Exons 


12474. 


.12767, 12474. 


. 12770, 


12484. .12768 




Seq. No. 


16130' 






Seq. ID 


OJ990907JL2. 9B22 


.C16 


Gene No. 


34069 






Strand 








20759 






End 


21576 




Name 


OJ990907 12.9B22.C16 


.ol .ts 


Method 


TBLASTX: Soybean 




Start 


12483 






End 


" 12878 




GI 


none 






Score 


184 




Exons 


12483. 


.12842, 12484., 


. 12774, 


12805. . 12840, 12846 .. 12878 , 






12847. 


.12876 










Seq. No. 


16130 






Seq. ID 


OJ990907_12.9B22. 


.C16 


Clem & Wo 


34069 






Strand 






Start 


20759 






End 


21576 




Name 


OJ990907 12.9B22.C16. 


, o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12819 






End 


13305 




GI 


none 






Score 


250 




Exons 


12819. 


.13196, 12862.. 


,13305, 


13251. . 13301 




Seq. No. 


16130 






Seq. ID 


OJ990907_12. 9B22. 


C16 


VJCllC IN U • 


34069 






Strand 






Start 


20759 






End 


21576 




Name 


OJ990907 12.9B22.C16. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


13000 






End 


13290 




GI 


none 






Score 


177 




Exons 


13000. , 


.13290, 13002.. 


13289 








Seq. No. 


16130 






Seq. ID 


OJ990907_12.9B22. 


C16 


Gene No. 


34069 






Strand 






Start 


20759 






End 


21576 




Name 


OJ990907 12.9B22.C16. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


13401 






End 


13838 




GI 


none 






Score 


68 




Exons 


13401. . 


.13442, 13470.. 


13583, 


13471. .13584, 13629 .. 13838 , 





13630. .13782 



16706 



Can Mr» 


i 6i 
± o± ju 


Seq. ID 


OJ990907 12.9B22 


.C16 


Gene No. 


34069 


Strand 






Start 


20759 


End 


21576 




Name 


OJ990907 12. 9B22.C16.o7.tm 


Method 


TBLASTX: Maize 




Start 


13521 


End 


13874 




GI 


none 


Score 


188 




Exons 


13521.. 13874 










1 (T1 Of] 


Seq. ID 


OJ990907 12.9B22 


.C16 


Gene No. 


34069 


Strand 






Start 


20759 


End 


21576 




Name 


OJ990907 12. 9B22.C16.o7.tw 


Method 


TBLASTX: Wheat 




Start 


14145 


End 


14496 




GI 


none 


Score 


109 




Exons 


14145. .14 4 95, 14302. .14496 










i 6i 


Seq. ID 


OJ990907 12.9B22 


,C16 


Gene No. 


34069 


Strand 






Start 


20759 


End 


21576 




Name 


OJ990907 12. 9B22.C16.o6.tm 


Method 


TBLASTX: Maize 




Start 


14190 


End 


14495 




GI 


none 


Score 


87 




Exons 


14190. . 144 95, 14365. .14481 








o c ^ • LNL^ . 


i 6i 


Seq. ID 


OJ990907 12.9B22, 


.C16 


Gene- No. 


34069 


Strand 






Start* 


20759 


End 


21576 




Name 


OJ990907 12. 9B22.C16.o9.tw 


Method 


TBLASTX: Wheat 




Start 


14530 


End 


14789 




GI 


none 


Score 


105 




Exons 


14530. .14727, 14532 .. 14729, 


14742. .147! 


89 






i 6i ?n 


Seq. ID 


/™\ T A A A A A 1 1 '"i r\ t> r\ 

OJ990907 12.9B22. 


.C16 


Gene No. 


34069 


Strand 






Start 


20759 


End 


21576 




.Name 


OJ990907 12.9B22.C16.o5.gs 


Method 


GENSCAN 




"Start 


20759 


End 


21576 




GI 


none 


Score 


.79 




Exons 


20759. .20962, 21291.. 21576 








Seq. No. 


16131 


Seq. ID 


OJ990907_12. 9B22. 


C17 


Gene No . 


34070 


Strand 






Start 


1 


End 


2519 




Name 


OJ990907 12. 9B22.C17.ol.np 


Method 


AAT/NAP 




Start' 


1 


End 


2519 




GI 


5091513 


Score 


142 




Exons 


1..25, 1753. .2072, 2315. .25 


19 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


16131 


Seq. ID 


OJ990907_12. 9B22. 


C17 


Gene No. 


34070 


Strand 






Start 


1 


End 


2519 




Name 


OJ990907 12.9B22.C17.ol.gs 


Method 


GENSCAN 




Start 


1749 


End 


2066 




GI 


none 


Score 


. 62 




Exons 


1749. .2066 









16707 






Seq. No. 


16132 - - 


Seq. ID 


OJ990907 


_12 


.9B22 


.C18 




i^ene no . 


34071 


Strand 












Start 


1 


End 


677 










Name 


OJ990907 12. 9B22.C18.ol.np 


Method 


AAT/NAP 










Start 


1 


End 


677 










GI 


5042454 ■* 


Score 


172 










Exons 


1..127, 181. .272, 656. .677 














GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 










beq. no. 


16132 


Seq. ID 


OJ990907 


12 


. 9B22 


.ci8 




Gene No. 


34071 


Strand 












Start 


1 


End 


677 










Name 


OJ990907 12.9B22.C18.ol.gs 


Method 


GENSCAN 










Start 


181 


End 


387 










GI 


none 


Score 


.72 










Exons 


181. .387 














beq. no. 


16133 


Seq. ID 


OJ990907 


12 


9B22 


. C20 




Gene No. 


34072 


Strand 


+ 










Start 


389 


End 


1066 










Name 


OJ990907 12.9B22.C20.ol.gs 


Method 


GENSCAN 










Start 


389 


End 


1066 










GI 


none 


Score 


.52 








". y ; 


Exons 


389. .471, 564. .712, 1010. .1066 












Seq. No. 


16133 


Seq. ID 


OJ990907_ 


_12 


9B22 


.C20 




i^ene no . 


34073 


Strand 










r 

=: rj 


Start 


167 


End 


600 








hi 


Name 


OJ990907 12.9B22.C20.ol.np 


Method 


AAT/NAP 








■ 3 E 


Start 


167 


End 


600 










GI 


4680185 


Score 


442 










Exons 


167. . 600 












i: 


GI Descrip. 


(AF1 11709) unknown [Oryza sativa subsp 


. indica] 








q 


Seq. No. 


16134 


Seq. ID 


OJ990907_ 


_12. 


9B22 


C21 


bene jno . 


34074 


Strand 


+ 








M, 


Start 


513 


End 


754 










Name 


OJ990907 12.9B22.C21.ol.np 


Method 


AAT/NAP 








q 


Start 


513 


End 


754 










GI 


5852180 


Score 


148 










Exons 


513. .633, 685. .754 














GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 












beq. no. 


16134 


Seq. ID 


OJ990907 


12 . 


9B22 . 


C21 




Gene No. 


34075 


Strand 












Start 


194 


End 


679 










Name 


OJ990907 12.9B22.C21.ol.gs 


Method 


GENSCAN 










Start 


194 


End 


679 










GI 


none 


Score 


.43 










Exons 


194. .279, 607. .679 














Seq. No. 


16135 


Seq. ID 


OJ990907_ 


_12. 


9B22. 


C22 




Gene No. 


34076 


Strand 


+ 










Start 


1 


End 


447 










Name 


OJ990907 12.9B22.C22.ol.np 


Method 


AAT/NAP 










Start 


1 


End 


447 









16708 




GI 


4680179 




Score 


219 




Exons 


1. .447 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


16135 




Seq. ID 


OJ990907_12 . 


9B22 


bene lno . 






Strand 






Start 


73 




End 


229 




Name 


OJ990907 12.9B22.C22.ol 


.gs 


Method 


"GENSCAN 




Start 


73 




End 


229 




GI 


none 




Score 


. 67 




Exons 


73. .229 










Seq. No. 


16136 




Seq. ID 


OJ990907_19. 


9B22 


Gene No. 


34078 




Strand 






Start 


1 




End 


454 




Name 


OJ990907 19. 9B22.Cl.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


454 




GI 


6907089 




Score 


537 




Exons 


1. .454 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 





Seq. No. 16136 Seq. ID 

Gene No. 34078 Strand 

Start 1 End 

Name OJ990907_19~; 9B22 . CI . ol . gs Method 

Start 83 End 

GI none Score 

Exons 83. .367 



OJ990907_19. 9B22 .CI 
454 

GENSCAN 

367 

.94 



Seq. No. 16137 Seq. ID OJ990907 

Gene No. 34079 Strand + 

Start 2219 End 2558 

Name OJ990907_19 . 9B22 . C2 . ol . gs Method GENSCAN 

Start 2219 End 2558 

GI none Score .67 

Exons 2219.. 2279, 2440.. 2558 



19. 9B22 .C2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16137 
34080 
4599 

OJ990907 

4493 

none 



19.9B22.C2.ol.tm 



Seq. ID OJ990907_19.9B22.C2 

Strand + 

End 9451 

Method TBLASTX : Maize 

End . 5251 

Score 185 



4493. .4642, 4507. .5028, 4526. .5005, 5026.. 5250, 5027.. 5251 



Seq. No. 16137 Seq. ID 

Gene No. 34080 Strand 

Start 4599 End 

Name OJ990907_19 . 9B.22 . C2 . ol . tw Method 

Start 4 4 93 End 

GI none Score 

Exons 4493.. 4966, 4498.. 4965 



OJ990907__19.9B22.C2 
+ 

9451 

TBLASTX: Wheat 

4966 

429 



Seq. No. 16137 Seq. ID 

Gene No. 34080 Strand 

Start 4599 End 

Name OJ990907 19 . 9B22 . C2 . ol . ts Method 



OJ990907__19. 9B22 .C2 
+ 

9451 

TBLASTX: Soybean 



16709 





Start 


4493 






End 


6697 








GI 


none 






Score 


483 








Exons 


4493. .5014, 


4507 


..5013, 5020. 


.5256, 5021.. 5251, 


6538. . 6684, 






6545. .6697 
















Seq. No. 


16137 






Seq. ID 


OJ990907 


_19.9B22 


.C2 




Gene No. 


34080 






Strand 


+ 










fi D J 






End 


9451 








Name 


OJ990907 19 


.9B22 


. C2.ol.np 


Method 


AAT/NAP 








Start 


4599 






End 


9451 








GI 


5420389 






Score 


224 








Exons 


4599. .4914, 


6631 


..7030, 9396. 


.9451 










GI Descrip. 


(AJ243460) 


proteophosphoglycan [Leishmania major] 






Seq. No. 


16137 






Seq. ID 


OJ990907 


_19. 9B22 


,C2 




Gene No . 


Uo U 






Strand 


+ 








Start 


4599 






End 


9451 








Name 


OJ990907 19 


. 9B22 


.C2.ol.tc 


Method 


TBLASTX: 


Cress 






Start 


4931 






End 


5182 








GI 


none 






Score 


69 








Exons 


4931. .5005, 


5027 


. .5182, 5041 . 


. 5178 










Seq. No. 


16138 






Seq. ID 


OJ990907 


_19. 9B22 


,C3 




Gene No . 


34 Do 1 






Strand 


— 








Start 


321 






End 


486 






"i 
.: 


Name 


OJ990907 19 


. 9B22 - 


. C3.ol.gs; 


Method 


GENSCAN 






!.l E 


Start 


321 






End 


486 






ru 


GI 


none 






Score 


.77 






Q 


Exons 


321. .486 


* 












ui 


Seq. No. 


16138 






Seq. ID 


OJ990907 


_19.9B22, 


.C3 




Gene No . 


o4 (Jo z 






Strand 








ru 


Start 


2361 






End 


3191 








Name 


OJ990907 19 


. 9B22 . 


X3.o2.gs 


Method 


GENSCAN 








Start 


2361 




End 


3191 






: M 


GI 


none 






Score 


.42 








Exons 


2361. .2533, 


3170. 


. .3191 










:i; 
' l lit\ 


Seq. No. 


16139 






Seq. ID 


OJ990907 


_19.9B22. 


,C4 


Q 


Gene No. 


34083 






Strand 


+ 






!.:.? 


Q -h -a 

bldrt 








End 


5656 








Name 


OJ990907 19 


. 9B22. 


. C4 . ol .gs 


Method 


GENSCAN 








Start 


1136 






End 


5581 








GI 


none 






Score 


. 62 








Exons 


1136. .1148, 


2339. 


.2500, 2572. 


.2639, 3169. .3290, 


3430. .3482, 






4245. .4684, 


4898. 


.4914, 5010. 


.5123, 5446. .5581 








Seq. No. 


16139 






Seq. ID 


OJ990907_ 


JL9.9B22. 


C4 




Gene No. 


34083 






Strand 


+ 








o l art. 


1136 






End 


5656 








Name 


OJ990907 19. 


.9B22. 


C4 .ol .np 


Method 


AAT/NAP 








Start 


3941 






End 


5656 








GI 


6907086 






Score 


517 








Exons 


3941. .4764, 


4823. 


.5214, 5430. 


.5656 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


16139 






Seq. ID 


OJ990907_ 


_19.9B22. 


C4 



16710 




Gene No. 


34084 


Strand 






Start 


6427 


End 


20256 




Name 


OJ990907 19.9B22.C4 .o5.tm 


Method 


TBLASTX: Maize 




Start 


6403 


End 


6699 




GI 


none 


Score 


64 




Exons 


6403. .6699, 6524. .6670 








Seq. No. 


16139 


Seq. ID 


OJ990907_19. 9B22 


.C4 


Gene No. 


34084 


Strand 






Start 


6427 


End 


20256 




Name 


OJ990907 19.9B22.C4 .o2.gs 


Method 


GENSCAN 




Start 


6427 


End 


20197 




GI . 


none 


Score 


.42 




Exons 


6427. .6673, 6767. .7046, 7086. .7248, 7275. .7391, 7449. .7529 




7730. .7814, 7920. .8015, 9147 


'..9283, 10483. . 10723, 11097 


. . i: 




15752. .15871, 167 96. .16955, 


17094. .17237, 17 907. .19558, 




20044 . .20085, 20135. .20197 








Seq. No. 


16139 


Seq. ID 


OJ990907_19. 9B22 


. C4 


Gene No. 


34084 


Strand 






Start 


6427 


End 


20256 




Name 


OJ990907 19.9B22.C4.o4.tw 


Method 


TBLASTX: Wheat 




Start 


6583 


End 


6957 




i;p GI 


none 


Score 


230 




Exons 


6583.. 6957 








»!! Seq. No. 


16139 


Seq. ID 


OJ990907_19.9B22 


. C4 


! j i 

Gene No. 


34084 


Strand 






OLdlt 


6427 


End 


20256 




Uj Name 


OJ990907 19.9B22.C4.o2.np 


Method 


AAT/NAP 




ill Start 


17756 


End 


20256 




ri'i GI 


4234852 


Score 


2623 




Exons 


17756. .19675, 19770. .20256 








GI Descrip. 

i . i 

•t 'M 


(AF082133) gag-pol polyprotein [Zea mays] 




%\ Seq. No. 


16139 


Seq. ID 


OJ990907_19. 9B22, 


. C4 


y r Gene No. 


34084 


Strand 






!jj Start 


6427 


End 


20256 




.;!;: Name ■ 


OJ990907 19.9B22.C4.o4.tm 


Method 


TBLASTX: Maize 




M;? Start 


17795 


End 


18259 




GI 


none 


Score 


65 




Exons 


177 95. .17 992, 18029. . 18259, 


18039. .18203 




Seq. No. 


16139 


Seq. ID 


OJ990907_19.9B22. 


■ C4 


Gene No. 


34084 


Strand 






Start 


6427 


End 


20256 




Name 


OJ990907 19.9B22.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


17807 


End 


18274 




GI 


none 


Score 


45 




Exons 


17807. .18274, 17808. .17921, 


17991. .18179 




Seq. No. 


16139 


Seq. ID 


OJ990907_19. 9B22. 


C4 


Gene No. 


34084 


Strand 






Start 


6427 


End 


20256 




Name 


OJ990907 19.9B22.C4.o2.ts 


Method 


TBLASTX: Soybean 




Start 


17810 


End 


18383 




GI 


none 


Score 


56 





16711 




Exons 


17810. .17986, 18002 


. .18382, 


18039. .18206, 18300. .18383 




Seq. No. 


16139 




Seq. ID 


OJ990907_19.9B22 


.C4 


flonp Mo 


34084 




Strand 






Start 


6427 




End 


20256 




Name 


OJ990907 19.9B22.C4 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


18272 




End 


18703 




GI - 


none 




Score 


133 




Exons 


18272. .18568, 18273 


. .18428, 


18542.. 18703 


_ 


Seq. No. 


16139 




Seq. ID 


OJ990907_19. 9B22 


.C4 


Gene No. 


34084 




Strand 






Start 


64 27 




End 


20256 




Name 


OJ990907 19.9B22.C4 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


18368 




End 


19148 




GI 


none 




Score 


88 




Exons 


18368. .18817, 18531 


. .18662, 


18599. .18817, 18794. .19108, 






18803. .19147, 19053 


. .19148 








Seq. No. 


16139 




Seq. ID 


OJ990907_19.9B22 


.C4 


(2f±r\£i Mo 


"34 0R4 




Strand 






Start 


6427 




End 


20256 




Name 


OJ990907 19.9B22.C4 


. o2 . tm 


Method 


TBLASTX: Maize 




fy Start 


18755 




End 


19148 




;;;; gi 


none 




Score 


102 




<: M'- : -Exons * 


18755. .19147, 18840 


. .18992, 


19044. .19148 




F|j Seq. No. 


16139 




Seq. ID 


OJ990907_19.9B22 


.C4 


Gene No. 


34084 




Strand 






j"jE Start 


6427 




End 


20256 




Name 


OJ990907 19.9B22.C4 


.ol. ts 


Method 


TBLASTX: Soybean 




'< ilf Start 


18818 




End 


19276 




i U GI 


5509260 




Score 


188 




i? Exons 


18818. .19276, 18840 


. .19229 








|Hj| GI Descrip. 


- 










. . : Seq. No. 


16139 




Seq. ID 


OJ990907_19.9B22 


.C4 




^4 fifl 4 




Strand 






jp Start 


6427 




End 


20256 




i! l\ Name 


OJ990907 19.9B22.C4, 


. ol . tc 


Method 


TBLASTX: Cress 




i'j'i Start 


18929 




End 


19189 




' ::!r GI 


none 




Score 


102 




Exons 


18929. .19189, 18930. 


. .19187 








Seq. No. 


16139 




Seq. ID 


OJ990907_19.9B22, 


.C4 


Gpnp No 


34 084 




Strand 






Start 


6427 




End 


20256 




Name 


OJ990907 19.9B22.C4. 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


19205. • ' 




• End 


20195 




GI 


none 




Score 


122 




Exons 


19205. .19327, 19859. 


, .20194, 


19902. .20195 




Seq. No. 


16139 




Seq. ID 


OJ990907_19.9B22. 


,C4 


Gene No. 


34084 




Strand 






Start 


6427 




End 


20256 




Name 


OJ990907 19.9B22.C4. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


19856 




End 


20254 





16712 




GI 


none 




Score 


38 




Exons 


19856. .20029, 19968 


. .20030, 


20033. .20182, 20033.. 20254 




Seq. No. 


16139 




Seq. ID 


O.TQQnQfl7 1 Q QR99 


.C4 




Oft 4 




Oil dllvJ 






Start 


6427 




Fnri 


9H9 R 




Name 


OJ990907 19.9B22.C4 


.o2.tc 




i dj_iAo i a . cress 




Start 


19862 






9094 9 




GI 


none 










Exons 


19862. .20029, 20069 


. .20242 








Seq. No. 


16139 




Seq. ID 


OJ990907_19.9B22 


.C4 


OC11C LNVJ. 


"34 Oft 4 

J *i \J O *i 




Strand 






Start 


6427 




End 


20256 




Name 


OJ990907 19.9B22.C4 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


19865 




End . 


20254 




GI 


none 




Score 


114 




Exons 


19865. .19927, 19958 


. .20026, 


20033. .20254, 20040. .20243 




Seq. No. 


16140 




Seq. ID 


OJ990907_19.9B22 


.C5 


Gene No. 


34085 




Strand 






Start 


1 




End 


4195 




Name 


OJ990907 19.9B22.C5 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1648 




GI 


4234846 




Score 


968 




Exons 


1. .880, 923. . 1648 










GI Descrip. 


(AF082130) gag-pol polyprotein [Zea mays] 




Seq. No. 


16140 




Seq. ID 


OJ990907_19. 9B22, 


.C5 


\JC11C INU. 


34085 




Strand 






Start 


1 




End 


4195 




Name 


OJ990907 19.9B22.C5 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


6 




End 


332 




GI 


none 




Score 


68 




Exons 


6. .146, 39. .332, 183. .332 








Seq. No. 


16140 




Seq. ID 


OJ990907_19. 9B22, 


■ C5 


C2c^T\ & No 

UC11C LN » 


34085 




Strand 






Start 


1 




End 


4195 




Name 


OJ990907 19.9B22.C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


183 




End 


605 




GI 


none 




Score 


56 




Exons 


183. .365, 289. .384, 


351. . 605 








Seq. No. 


16140 




Seq. ID 


OJ990907_19.9B22. 


,C5 


rjpnpi No 


34085 




Strand 






Start 


1 




End 


4195 




Name 


OJ990907 19.9B22.C5, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


585 




End 


14 69 




GI 


none 




Score 


108 




Exons 


585. .677, 783. .854, 


1047. .1268, 1089.. 


1268, 1281. .1469 




Seq. No. 


16140 




Seq. ID 


OJ990907_19.9B22. 


C5 


Gene No. 


34085 




Strand 






Start 


1 




End 


4195 




Name 


OJ990907 19.9B22.C5. 


, ol . gs 


Method 


GENSCAN 




Start 


1044 




End 


4195 





16713 



GI 


none 


Score 


.53 




Exons 


1044. .1601, 2641.. 2857, 4043. 


.4195 






Seq. No. 


16141 


Seq. ID 


OJ990907_19.9B22 


.C7 






btrano 


+ 




Start 


150 


End 


815 




Name 


OJ990907 19.9B22.C7.ol.gs 


Method . 


GENSCAN 




Start 1 


150 


End 


815 




GI 


none 


Score 


.77 




Exons 


150. .247, 671. .815 








Seq. No. 


16141 


Seq. ID 


OJ990907_19. 9B22, 


,C7 




J ft U O / 


Strand 


+ 




Start 


3451 


End 


5234 




Name 


OJ990907 19.9B22.C7.o2.gs 


Method 


GENSCAN 




Start 


3451 


End 


5234 




GI 


none 


Score 


-.7 6 




Exons 


3451. .4414, 5128. .5234 








Seq. No. 


16141 


Seq. ID 


OJ990907_19. 9B22. 


.C7 


Gene No. 


34088 


Strand 


+ 






11538 


End 


13217 




, - Um Name 


OJ990907 19.9B22.C7.ol.ts 


Method 


TBLASTX : Soybean 




C|!i Start 


3628 


End 


10609 




; j GI 


none 


Score 


102 




rfl Exons 


3628.. 3717, 3681.. 3932, 3772. 


.3975, 3976. .4116, 4189. .4413, 


i Li 


4191. .4289, 10453. .10599, 10460. .10609 






J r »J Seq. No. 


16141 


Seq. ID 


OJ990907_19. 9B22, 


,C7 


i .,* ucilc LNvJ • 


34088 


Strand 


+ 




Start 


11538 


End 


13217 




f|! Name 


OJ990907 19. 9B22.C7.ol.tw 


Method 


TBLASTX: Wheat 




Y" Start 


3628 


End 


3975 




^ GI 


none 


Score 


231 




Exons 


3628.. 3975, 3681.. 3932 








M= Seq. No. 


16141 


Seq. ID 


OJ990907_19.9B22. 


C7 


J; i;j Gene No. 


34088 


Strand 


+ 




:• -J JLai. L 


11538 


End 


13217 




Name 


OJ990907 19. 9B22.C7.ol.tm 


Method 


TBLASTX: Maize 




Vl »> Start 


3919 


End 


4254 




GI 


none 


Score 


65 




Exons 


3919. .3969, 3985. .4116, 3985. 


.4080, 3999.. 4169, 4179.. 4253, 




4180. .4254 








Seq. No. 


16141 


Seq. ID 


OJ990907_19. 9B22. 


C7 


Gene No. 


34088 


Strand 


+ 




Start 


11538 


End 


13217 




Name 


OJ990907 19, ; 9B22".C7.o2.np 


Method 


-AAT/NAP 




Start 


11538 


End . 


13217 




GI 


4115357 


Score 


705 




Exons 


11538. .12938, 12987. .13217 








GI Descrip. 


(AC005957) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


16141 


Seq. ID 


OJ990907_19.9B22. 


C7 


Gene No. 


34088 


Strand 






Start 


11538 


End 


13217 





16714 




LNcUuC 




Method 


TBLASTX: 


Soybean 




Start 


11974 


End ■ 


13205 




GI 


none 


Score 


55 






Exons 


11974. .12018, 11976. . 12047, 


12084. .12182, 12252 


. .12314, 






12378. .124 4 9, 12594. .12725, 


12602. .12721, 12969 


. .13205, 






12995. .13201 








Seq. No. 


16142 


Seq. ID 


OJ990907 


_19.9B22 


.C8 


Gene No. 


34089 


Strand 


+ 






Start 


1 


End 


126 






Name 


OJ990907 19.9B22.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


126 






GI 


4115357 


Score 


110 






Exons 


1. . 126 










GI Descrip. 


(AC005957) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


1 ol4 z 


Seq. ID 


OJ990907 


_19 . 9B22 


.C8 




34090 


Strand 








Start 


270 


End 


553 






Name 


ujyyuyu/ ±y . ytszz . to . oi . gs 


Method 


GENSCAN 






Start 


z / u 


End 


553 






GI 


none 


Score 


. 72 






Exons 


Z/U..41J, 4o/..553 










Seq. No.. 


1 0 1 H O 


Seq. ID 


OJ990907 


_19 . 9B22 , 


,C9 


(~Z Ann. NT i-\ 


34091 


Strand 


+ 






Start 


708 


End 


1105 






Name 


OJ990907 19. 9B22.C9.ol.gs 


Method 


GENSCAN 






Start 


708 


End 


1105 






GI 


none 


Score 


.75 




- 


Exons 


708. . 1105 










Seq. No. 


16144 


Seq. ID 


OJ990907_ 


JL9.9B22. 


,C10 




34092 


Strand 


+ 






Start 


65 


End 


713 






Name 


OJ990907 19. 9B22.C10.ol.gs 


Method 


GENSCAN 






Start 


65 


End 


713 






GI 


none 


Score 


.99 






Exons 


65. .227, 571. .713 










Seq. No. 


16144 


Seq. ID 


OJ990907_ 


JL9.9B22. 


C10 


Gene No. 


34093 


Strand 








Start 


1 


End 


1913 






Name 


OJ990907 19.9B22.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1841 






GI 


3269293 


Score 


90 






Exons 


1..45, 1250. .1291, 1585. .1841 









GI Descrip. (AL030978) putative protein [Arabidopsis thaliana] 

Seq. No. 16144 

Gene No. 34093 

Start 1 

Name OJ990907_JL9 . 9B22 . C10 . ol . tm 

Start 1 

GI none 

Exons 1. . 102, 2. .226 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_19.9B22.C10 
1913 

TBLASTX: Maize 
226 
187 



16715 



Seq. No. 16144 

Gene No. 34093 
Start . 1 

Name OJ990907_19 . 9B22 . CIO . ol . ts 

Start 2 

GI none 

Exons 2.. 226, 4 102, 14 5. . 231 

Seq. No. 16144 

Gene No. 34093 

Start 1 

Name OJ990907_19 . 9B22 . CIO . o2 . gs 

Start 1644 

GI none 

Exons 1644.. 1913 



Seq. ID OJ990907_19.9B22.C10 
Strand 

End 1913 

Method TBLASTX : Soybean 

End '231 

Score . 184 



Seq. ID OJ990907_19. 9B22.C10 
Strand 

End 1913 

Method GEN SCAN 

End 1913 

Score .75 



Seq.. No. 16145 

Gene No. 34094 

Start 121 

Name OJ990907_19 . 9B22 . Cll . ol . gs 

Start 121 

GI none 

Exons 121.. 257 



Seq. ID OJ990907_19.9B22.C11 

Strand + 

End 257 

Method GENSCAN 

End 257 

Score .66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16146 
34095 
1 

OJ990907JL9. 9B22.C14.ol.gp 

■1 

4562_1.R1084 
1..25, 108. .203, 307. .421 

'2198851 0.0e+00 (AF007785) cystathionine gamma -synthase [Zea 
mays] 1 



Seq. ID OJ990907_19.9B22.C14 
Strand 

End 472 

Method AAT/GAP 

End 421 

Score 396 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI, 

Exons 



16146 
34095 
1 

OJ990907_19. 9B22.C14.ol.np 
1 

2198851 
1..25, 108. .203, 307. .414 

(AF007785) cystathionine gamma -synthase [Zea mays] 



Seq. ID OJ990907_19.9B22.C14 
Strand 

End 472 

Method AAT/NAP 

End 414 

Score 299 



16146 
34095 
1 

OJ990907_19. 9B22.C14.ol. tin 

3 

none 



Seq. ID OJ990907_19.9B22.C14 

Strand 

End 472 

Method TBLASTX: Maize 

End 422 

Score 37 



3. .26, 3. .26, 4. .27, 90. .206, 94. .210, 105. .221, 107. .211, 
295. .414, 308. .421, 309. .422 



Seq. No." 
Gene No. 
Start 
Name 
Start 



16146 
34095 
1 

OJ990907_19. 9B22.C14 .ol.ts 
92 



Seq. ID OJ990907_19.9B22.C14 

Strand 

End 472 

Method TBLASTX : Soybean 

End 415 



16716 



GI none Score 

Exons 92.. 193, 94.. 198, 105.. 221, 108.. 206, 

Seq. No. 16146 Seq. ID 

Gene No. 34 095 Strand 

Start 1 End 

Name OJ990907_19 . 9B22 . C14 . ol . tc _ Method 

Start 103 End 

GI none Score 

Exons 103.. 195, 105.. 227, 108.. 212, 304.. 414 
392. .472 



118 

304. .414, 305. .415 
OJ990907_19.9B22.C14 
472 

TBLASTX: Cress 

472 

101 

, 305. .415, 306. .419, 



Seq. No. 16146 Seq. ID 

Gene No. 34095 Strand 

Start 1 End 

Name OJ990907_19 . 9B22 . C14 . ol . gs Method 

Start 108 End 

GI none Score 

Exons 108.. 203, 307.. 414 



OJ990907_19.9B22.C14 
472 

GENSCAN 

414 

.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16147 
34096 
277 

OJ990907_ 

277 

none 

277. .480 



19.J9B22-.C16.ol.gs 



Seq. ID OJ990907_19.9B22.C16 

Strand + 

End 480 

Method GENSCAN 

End 480 

Score .62 



Ciii 



Seq. No. 16148 

Gene No. 34097 

Start 804 

Name OJ990907_19 . 9B22 . C17 . ol . gs 

Start 804 

GI none 

Exons 804.. 1373 

Seq. No. 16148 

Gene No. 34098 

Start 2922 

Name OJ990907_19 . 9B22 . C17 . ol . ts 

Start 876 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



876. .1028, 880. 
1210. .1365 



,978, 1050. .1190, 1054, 



OJ990907_19.9B22.C17 
+ 

1373 
GENSCAN 
1373 
.85 



OJ990907_19.9B22.C17 
3117 

TBLASTX: Soybean 

1365 

52 

.1131, 1209. .1364, 



Seq. No. 16148 Seq. ID 

Gene No. 34098 Strand 

Start 2922 End 

Name OJ990907_19 . 9B22 . C17 . o2 . gs Method 

Start 2922 End 

GI none Score 

Exons 2922.. 3034, 3090.. 3117 

Seq. No. 16149 Seq. ID 

Gene No. 34099 Strand 

Start 3414 End 

Name OJ990907_19 . 9B22 . C18 . ol . gs Method 



OJ990907_19.9B22.C17 

3117 
GENSCAN 
3117 
.97 



OJ990907_19.9B22.C18 
-f- 

3887 
GENSCAN 
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Start 3414 End 3887 

GI none Score . 6 

Exons 3414.. 3468, 3814.. 3887 



Seq. No. 16149 Seq. ID 

Gene No. . 34100 - Strand 

Start 3994 End 

Name OJ990907_1 9 . 9B22 . C18 . o2 . gs Method 

Start 3994 End 

GI none Score 

Exons 3994.. 4080, 4185.. 4332, 5088.. 5243 



OJ990907_19.9B22.C18 
+ 

5243 
GENSCAN 
5243 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



16149 Seq. ID 

34101 Strand 

3984 End 

OJ990907_19 . 9B22 . C18 . ol . gp Method 

3984 End 

48882_1.R1084 Score 
3984 . .4457 

, 5091597/gb|AC007858.1|10A19I 7.0e-31 Oryza sativa chromosome 1 
BAC 10A19I, complete sequence' 



OJ990907_19 . 9B22 . C18 

4457 
AAT/GAP 
4457 
907 



16150 
34102 
1415 

OJ990907_19. 9B22 . C19 . ol . gp 
1239 

43801JL.R1084 
1239. .1480, 1585. .1678 
•4056477 1.0e-16 (AC005896) 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_19.9B22.C19 

3206 
AAT/GAP 
1678 
597 



putative RNA binding protein 



Seq. No. 16150 
Gene No. 34102 
Start 1415 

Name OJ990907_19 . 9B22 . C19 . ol 

Start 1397 
GI none 

Exons 1397.. 1480, 1409.. 1480, 

1585. .1830, 1606. .1662, 
2198. .2272, 2204. .2305, 

Seq. No. .16150 
Gene No. 34102 
Start 1415 

Name OJ990907_19 . 9B22 .CI 9 . ol 

Start 1415 
GI none 

Exons 1415.. 1480, 1428. .1526, 

1588. .1776, 1607. .1777, 
2201. .2311, 2204. .2305, 

Seq. No. 16150 

Gene No. 34102 

Start 1415 

Name OJ990907__1 9 . 9B22 . CI 9 . o2 

Start 1415 



Seq. ID OJ990907_19.9B22.C19 
Strand 

End 3206 
.tm Method TBLASTX: Maize 

End 2305 

Score 91 
1410. .1493, 1581. .1670, 1585. .1794, 
1722. .1811, 1789. .1878, 1805. .18 64, 
2205.. 2300, 2208.. 2276, 2210.. 2278 

Seq. ID OJ990907_19.9B22.C19 
Strand 

End 3206 
-tc Method TBLASTX : Cress 

End 2888 

Score 65 
1583. .178 9, 1585. .1788, 1588. .17 64, 
1804. .1860, 1805. .1864, 2199. .2303, 
2790. .2888, 2792. .2887 

Seq. ID OJ990907_19.9B22.C19 
Strand 

End 3206 

.gs Method GENSCAN 

End 3011 
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GI none Score .88 

Exons 1415.. 1480, 1585.. 1866, 2201.. 2302, 2727.. 3011 



Seq. No. 16150 

Gene No. 34102 

Start 1415 

Name OJ990907_1 9 . 9B22 . CI 9 . ol 

Start 1418 

GI 4056477 

Exons 1418.. 1480, 1585.. 1866, 



GI Descrip. (AC005896) putative RNA 



Seq. ID OJ990907_19.9B22.C19 
Strand 

End 3206 
.np Method AAT/NAP 

End 3142 

Score 597 
2201. .2302, 2795. .3142 
-binding protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16150 
34102 
1415 

OJ990907_19.9B22.C19.ol.ts 
1427 



OJ990907 19.9B22.C19 



none 

1427. 

1699. 

2201. 

2792. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1480, 1588. .1704, 1588. .1776, 1603. .1704, 1607. .1777, 
1863, 1702. .1779, 1702. .1794, 1823. .1864, 2199. .2303, 
2305, 2201.. 2311, 2204.. 2305, 2223.. 2303, 2790.. 2888, 
2887 



3206 

TBLASTX: Soybean 

2888 

63 



,t a: 

f : 


Seq. No. 


16150 


Seq. ID 


OJ990907 


_19.9B22.C19 




Gene No. 


34102 


Strand 








Start 


1415 


End • 


3206 




m 


Name 


OJ990907 19.9B22 


.C19.ol.tw Method 


TBLASTX: 


Wheat 


jM 3 
i sr 


Start 


1436 


End 


2305 






GI 


none 


Score 


60 






Exons 


1436. .1483, 1588, 


..1776, 1589. .1768, 2204. .2305, 


2205. .2300 


Q 


Seq. No. 


16150 


Seq. ID 


OJ990907 


_19.9B22.C19 


ru 


Gene No. 


34102 


Strand 








Start 


1415 


End 


3206 






Name 


OJ990907 19.9B22. 


.C19.o2.np Method 


AAT/NAP 






Start 


2607 


End 


3206 






GI 


6434257 


Score 


81 






Exons 


2607. .2674, 2934. 


. .3206 








GI Descrip. 


(Z46676) similar 


to Poly (A) RNA binding protein 


; cDNA EST 



EMBL:D65752 comes from this gene; "cDNA EST EMBL:D69301 comes 
from this gene; cDNA EST EMBL:C11188 comes from this gene; cDNA 
EST EMBL:C13204 comes from this gene; cDNA. . . 



Seq. No. 16150 Seq. ID 

Gene No. 34102 Strand 

Start 1415 . End 

Name OJ990907_19 . 9B22 . CI 9 . o2 . gp Method 

Start 2902 End 

GI none Score 

Exons 2902. .3178 



OJ990907_19.9B22.C19 

3206 
AAT/GAP 
3178 
499 



Seq. No. 16151 Seq. ID 

Gene No. 34103 Strand 

Start 22 End 

Name OJ990907__19 . 9B22 . C20 . ol . gp Method 

Start 22 End 

GI none Score 



OJ990907_19.9B22.C20 
497 

AAT/GAP 

497 

919 
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Exons 



22. .497 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16151 
34104 
-418 

OJ990907 

418 

none 

418. .496 



_19.9B22.C20.ol.gs 



Seq. ID 

Strand 

End 

■Method 
End 
Score 



OJ990907_19 . 9B22 . C20 
496 

GENSCAN 
496 
. 65 



Seq. No. 16152 Seq. ID 

Gene No. 34105 Strand 

Start 415 End 

Name OJ990907_19 . 9B22 . C21 . ol . gs Method 

Start 415 End 

GI none Score 

Exons 415. .496 



OJ990907_19 . 9B22 . C21 
496 

GENSCAN 

496 

1 



Seq. No. 


16153 


Seq. ID 


OJ990907_ 


_19.9B22.C22 


Gene No. 


34106 


Strand 


+ 




Start 


3666 


End 


6863 




Name 


OJ990907 19. 9B22.C22.o2.gs 


Method 


GENSCAN 




Start 


3666 


End 


6780 




GI 


none 


Score 


. 96 




Exons 


3666. . 3860, 4781.. 4990, 5709. 


.5771, 5853. .5926, 


6726. . 6780 


Seq. No. 


16153 


Seq. ID 


OJ990907_ 


_19.9B22.C22 


Gene No. 


34106 


Strand 


+ 




Start 


3666 


End 


6863 




Name 


OJ990907 19.9B22.C22.o2.np 


Method 


AAT/NAP 




Start 


3678 


End 


6863 




GI 


3395938 


Score 


773 




Exons 


3678. .3860, 4781. .4990, 5709. 


.5771, 5853.. 5926, 


6024. .6119, 




6726. .6863 








GI Descrip. 


(AF07 6924) polypyrimidine tract-binding protein 


homolog * 




[Arabidopsis thaliana] 








Seq. No. 


16153 


Seq. ID 


OJ990907_ 


_19.9B22.C22 


Gene No. 


34107 


Strand 






Start 


1 


End 


1378 




Name 


OJ990907 19.9B22.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


532 




GI 


5080792 


Score 


418 




Exons 


1..532 









GI Descrip. (AC007576) Unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16153 
34107 
1 

OJ990907 
70 

none 
70. .535 



19. 9B22.C22.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_19. 9B22.C22 

1378 
GENSCAN 
535 
.52 



Seq. No. 
Gene No. 
Start 



16153 
34107 
1 



Seq. ID 

Strand 

End 



OJ990907 19.9B22.C22 



1378 
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Name 


OJ990907 19. 9B22.C22.ol.ts 


Method 


TBLASTX: Soybean 


Start 


92 


End 


496 


GI 


none 


Score 


193 


Exons 


92. .151, 140. .424, 189. .425, 


443. .496 




Seq. No. 


16153 


Seq. ID 


OJ990907_19.9B22.C22 


Gene No. 


34107 


Strand 




Start 


1 


End 


1378 


Name 


OJ990907 19. 9B22.C22.ol.gp 


Method 


AAT/GAP 


Start 


107 


End 


1378 


GI 


44258 1.R1084 


Score 


998 


Exons 


107. .538, 1252. .1378 






GI Descrip. 


'5080792/gb|AAD39302.1|AC007576 25 5.0e 


-23 (AC007576) Unknown 



protein [Arabidopsis thaliana] 1 



Uf 



■i fir 



Seq. No. 16153 

Gene No. 34107 

Start 1 

Name OJ990907_19 . 9B22 . C22 . ol . 

Start 140 

GI none 

Exons 140.. 523, 148.. 513, 185. 

Seq. No. 16153 

Gene No. " 34107 

Start 1 

Name OJ990907_19 . 9B22 . C22 . o2 . 

Start 209 

GI none 

Exons 209.. 460, 210.. 425, 443. 

Seq. No. 16153 

Gene No. 34108 

Start 3669 

Name OJ990907_19 . 9B22 . C22 . ol . 

Start 3669 

GI none 

Exons 3669.. 3785, 3699.. 3860, 
4784. .5014, 5658. .5771, 
5850. .5927, 6021. .6119, 
6724. .6771 



Seq. ID OJ990907__19.9B22.C22 
Strand 

End 1378 

tm Method TBLASTX : Maize 

End 525 

Score 304 
.514, 243. .524, 337. .525 



Seq. ID OJ990907_19.9B22.C22 
Strand 

End 1378 

Method TBLASTX : Cress 

End 532 

Score 170* 

497. .532 

Seq. ID OJ990907_19.9B22.C22 
Strand 

End 6771 
Method TBLASTX : Cress 
End 6771 
Score 251 

.3859, 4782. .4871, 4783. .5010, 
.5786, 5708. .5767, 5850. .5954, 
.6120, 6022. .6126, 6052. .6120, 



tc 



.493, 



tc 



3701. 
5697. 
6022. 



Seq. No. 16153 

Gene No. 34108 

Start 3669 

Name OJ990907_19 . 9B22 . C22 . ol . tw 

Start 3699 

GI none 

Exons 3699.. 3860, 3699.. 3785, 3701. 

Seq. No. 16153 

Gene No. 34108 

Start 3669 

Name OJ990907_19 . 9B22 . C22 . o3 . tm 

Start 3699 

GI none 

Exons 3699.. 3860, 3699.-3785, 3701. 



Seq. ID OJ990907_19.9B22.C22 
Strand 

End 6771 

Method TBLASTX : Wheat 

End 4876 

Score 241 
.3859, 4783. .4875,- 478,4. .4876 

Seq. ID OJ990907_19.9B22.C22 
Strand 

End 6771 

Method TBLASTX : Mai ze 

End 4 990 

Score 271 

.3859, 4784. .4990, 4795. .4983 
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Seq. No. 


16153 






Seq. ID 


OJ990907 


_19.9B22.C22 




Gene No. 


OH lUO 






Strand 








Start 


3669 






End 


6771 






Name 


OJ990907 19.9B22 


.C22.o2 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


3699 






End 


6105 




GP 


none 






Score 


256 






Exons 


3699.. 3860, 3699 


. .3785, 


3701. 


.3859, 4783.. 5010, 


4784 . . 5014, 






4841.. 5020, 5697 


. .5786, 


5708. 


.5770, 5850.. 5927, 


6022. . 6105 




Seq. No. 


16153 






Seq. ID 


OJ990907 


_19.9B22.C22 




Gene No. 


34108 






Strand 








Start 


Jbby 






End 


6771 






Name 


OJ990907 19.9B22 


.C22.o2 


.tm 


Method 


TBLASTX: 


Maize 




Start 


5305 






End 


6771 






GI 


none 






Score 


77 






Exons 


5305.. 5376, 5-310 


. .5375, 


5366.. 


.5404, 5375. .5404, 


5634 . . 5771, 






5708.. 5773, 5708 


. .5770, 


5847. 


.5936, 5849.. 5929, 


6024 . . 6119, 






6025.. 6120, 6027, 


. .6119, 


6724. 


.6771 






Seq. No. 


16154 






Seq. ID 


OJ990907 


_19.9B22.C23 




Gene No. 


34109 






Strand 


+ 






Of -i v+- 


1 






End 


441 






Name 


OJ990907 19.9B22. 


-C23.ol, 


■ gp 


Method 


AAT/GAP 






Start 


1 






End 


441 . 




■ J 


GI 


77048 1.R1084 






Score 


750 




1 f \ 


Exons 


1. .441 












'j| 


GI Descrip. 


'3395938 6.0e-26 


(AF076924) polypyrimidine tract-binding protein 


: 5i 




homolog [Arabidopsis^thaliana; 


] ' 






= t 


beq. No. 


16155 






Seq. ID 


OJ990907 


_19.9B22.C24 




Gene No. 


34110 






Strand 


+ 




sf 


Start 


499 






End 


1273 






Name 


OJ990907 19.9B22. 


C24 .ol. 


, tc 


Method 


TBLASTX : i 


Cress 




Start 


381 






End 


539 




. i \ 


GI 


none 






Score 


222 




'"•\ 

SI 


Exons 


381. .539, 388. .537, 393. 


. . 539 










Seq. No. 


16155 






Seq. ID 


OJ990907 


_19.9B22.C24 


= t 


Gene No. 


34110 






Strand 


+ 






Start 


499 






End 


1273 






Name 


OJ990907 19.9B22. 


C24 .ol. 


gs 


Method 


GENSCAN 






Start 


499 






End 


1044 






GI 


none 






Score 


.52 






Exons 


499. . 1044 














Seq. No. 


16155 






Seq. ID 


OJ990907_ 


_19.9B22.C24 




Gene No. 


34110 






Strand 


+ 






Start 


499 






End 


1273 






Name 


OJ990907 19.9B22. 


C24.ol. 


np 


Method 


AAT/NAP 






Start 


499 




End 


1273 






GI 


2126090 






Score 


1354 





Exons 499.. 1273 

GI Descrip. transposase (insertion sequence IS10) - Escherichia coli 

gi|455676|bbs|140379 (S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant, 402 aa] [Escherichia coli] 
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gi|6634720|gb|AAF19728.1|AC012463_2 (AC012463) T2E6.2 
[Arabidopsis thaliana] 





Seq. No. 


16156 


Seq. ID 


OJ990907_19.9B22 


.C25 




Gene No. 


34111 


Strand 


+ 






Start 


324 


End * 


651 






Name 


OJ990907 19.9B22.C25.ol.tc 


Method 


TBLASTX: Cress 






Start 


321 ' 


End . 


621 






GI 


none 


Score 


92 






Exons 


321. .401, 371. .400, 475. .621, 


482. .592 








Seq. No. 


16156 


Seq. ID 


OJ990907_19.9B22 


.C25 




Gene No. 


34111 


Strand 


+ 






Start 


324 * 


End 


651 






Name 


OJ990907 19.9B22.C25.ol.np 


Method 


AAT/NAP 






Start 


324 


End 


625 






GI 


4335768 


Score 


225 






Exons 


324:. 400, 484. .625 










GI Descrip. 


(AC006284) putative Golgi-associated membrane trafficking 






protein [Arabidopsis thaliana] 










Seq. No. 


16156 


Seq. ID 


OJ990907_19.9B22, 


.C25 




Gene No. 


34111 


Strand 


+ 




.;-\ 
:* 


Start 


324 


End 


651 




: : 


Name 


OJ990907 19.9©22.C25.ol.tm 


Method 


TBLASTX: Maize 






Start 


324 


End 


621 




iH 


GI 


none 


Score 


109 




rti 


Exons 


324. .401, 475. .621, 482. .592 








jt = : 

hj 

; t 
> i t 


Seq. No. 


16156 


Seq. ID 


OJ990907_19.9B22, 


.C25 




Gene No. 


34111 


Strand 


+ 




hl\ 


Start 


324 


End 


651 




I* l £ 

i S,? 


Name 


OJ990907 19.9B22.C25.ol.ts 


Method 


TBLASTX : Soybean 






Start 


324 


End 


651 






GI 


. none 


Score 


109 




>i ! 
■Hi 


Exons 


324. .401, 475. .651, 482. .592, 


486. .626 






! : 
3: 


Seq. No. 


16156 


Seq. ID 


OJ990907_19.9B22. 


.C25 


hl\ 


Gene No. 


34111 


Strand 


+ 






Start 


324 


End 


651 






Name 


OJ990907 19.9B22.C25.ol.gs 


Method 


GENSCAN 






Start 


327 


End 


400 






GI 


none 


Score 


.64 






Exons 


327.. 400 










Seq. No. 


16157 


Seq. ID 


OJ990907_19. 9B22. 


.C27 




Gene No. 


34112 


Strand 








Start 


1 


End 


704 






Name 


OJ990907 19.9B22.C27.ol.gp . } 


Method 


AAT/GAP • 






Start 


1 


End 


420 






GI 


uC-osflm202104el0bl 


Score 


299 






Exons 


1..31, 152. .222, 304. .420 










GI Descrip. 


•4176420/dbj |BAA37167| 2.0e-ll 


. (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 










Seq. No. 


16157 


Seq. ID 


OJ990907_19.9B22, 


.C27 




Gene No. 


34112 


Strand 
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Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990907_19 . 9B22 . C27 . ol . tm 

159 

none 



End 

Method 

End 

Score 



704 

TBLASTX: Maize 

704 

51 



159.. 227, 162.. 224, 300.. 392, 302.. 382, 385.. 573, 386.. 571, 
386.. 574, 505. .573, 654.. 704, 672.. 698 



16157 
34112 
1 

OJ990907_19.9B22.C27.ol.gs 

164 

none 



Seq. ID OJ990907_19.9B22.C27 

Strand 

End 704 

Method GENSCAN 

End 665 

Score .7 



164. .222, 304. .440, 489. .570, 657. .665 





Seq. No. 


16157 




Seq. ID 


OJ990907 


_19.9B22.C27 




(?pnp Mo 


34112 




J 1 — L ollU 








Start 


1 




End 


704 






Name 


OJ990907 19.9B22. 


C27.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


301 




End 


704 






GI 


none 




Score 


168 








301. .573, 308. .583, 654. .704 








:. _ i 

Ci 


C pn Mo 


16158 




Seq. ID 


OJ990907 






f^I cs Tl O Mo 


34113 




Strand 






i!f! 


UlGl L 


528 




End 


673 




rli 


Name 


OJ990907 19.9B22. 


C30.ol.gs 


Method 


GENSCAN 




!* C * 


Start 


528 




End 


673 




: : \ 


GI 


none 




Score 


.73 






Exons 


528. .673 










: e 
; if 


Cprf Mo 


16159 




Seq. ID 


OJ990907 


1 Q QR?9 P*39 




f^l p> r> Mo 


34114 




Strand 


+ 




si 
•; sr 


Start 


1614 




End 


1747 




X -\ 


Name 


OJ990907 19.9B22. 


C32.ol.gp 


Method 


AAT / GAP 






O Lai L 


1614 




End 


1747 




i S * 


GI 

Exons 


4562 1.R1084 
1614. .1747 




Score 


241 






GI Descrip. 


'2198851 0.0e+00 


(AF007785) 


cystathionine gamma 


-synthase [Zea 


.: 3; 

I. - J 




mays] ' 












Seq. No. 


16160 




Seq. ID 


OJ990907 


_19.9B22.C33 




Gene No. 


34115 




Strand 








Start 


1 




End 


1627 






Name 


OJ990907 19.9B22. 


C33. ol .gp 


Method 


AAT /GAP 






Start 


1 




End 


1627 






GI 


4562 1.R1084 




Score 


1074 






Exons 


1..123, 214. .273, 


881. .1049, 


1185. .125E 


, 1371.. 


1474, 1571. .16; 




GI Descrip. 


. '2.198851 0.0e+00- 


,(AF007785) 


cystathionine -gamma 


-synthase [Zea 






mays] ? 












Seq. No. 


16160 




Seq. ID 


OJ990907 


_19.9B22.C33 




Gene No. 


34115 




Strand 








Start 


1 




End 


1627 






Name 


OJ990907 19.9B22. 


C33.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


1 




End 


309 






GI 


none 




Score 


63 





16724 



Exons 



1..123, 3. .116, 5. .124, 187. .309, 188. .274, 211. .309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



16160 
34115 
1 

OJ990907_19.9B22.C33.ol.tc 
1 

none 



Seq. ID OJ990907_19.9B22.C33 
Strand 

End 1627 

Method TBLASTX : Cress 

.End 1475 

Score 157 



1. .141, 5. .124, 187. .309, 876. .1052, 878. .1051, 882. .1052, 
1185. .1295, 1187. .1291, 1369. .1437, 1371. .1475 



16160 
34115 
1 

OJ990907JL 9 . 9B22 . C33 . ol . tw 
1 

none 



Seq. ID OJ990907_19.9B22.C33 
Strand 

End 1627 

Method TBLASTX : Wheat 

End 1258 

Score 178 



1..141, 2. .124, 187. .279, 213. .275, 872. .1051, 876. .1070, 
878. .1069, 1185. .1256, 1187. .1258 



16160 
34115 
1 

0 J990 907_1 9 . 9B22 . C33 . ol . np 
1 

2198853 



Seq. ID OJ990907_19.9B22.C33 
Strand 

End 1627 
Method AAT/NAP 
End . 1627 
Score 802 

1..123, 214. .273, 881. .1049, 1185. .1258, 1371. .1474, 1571. .1627 
(AF007786) cystathionine gamma -synthase [Zea mays] 



16160 
34115 
1 

OJ990907_19 . 9B22 . C33 . ol . tm 
1 

none 



Seq. ID OJ990907_19.9B22.C33 
Strand 

End 1627 

Method TBLASTX: Maize 

End 1627 

Score 180 



1..141, 2. .124, 187. .279, 188. .274, 201. .275, 878. .1048, 
878. .1069, 885. .1070, 1185. .1259, 1185. .1259, 1187. .1285, 
1187. .1291, 1321. .1437, 1371. .1472, 1371. .1475, 1509. .1622, 
1569. .1622, 1570. .1623, 1571. .1627 



16160 
34115 
1 

OJ990907_19. 9B22.C33.ol.gs 

214 

none 



Seq. ID OJ990907_19.9B22.C33 
Strand 

End 1627 

Method GEN SCAN 

End 1545 

Score .84 



214. .273, 881. .1049, 1185. .1258, 1371. .1545 



16160-, 

34115 

1 

OJ990907_19. 9B22.C33.ol.ts 

881 

none 



Seq. ID -. OJ990907_19.9B22.C33 
Strand 

End 1627 

Method TBLASTX : Soybean 

End 14 4 8 

Score 177 ' 



881. .1072, 882. .1067, 1187. .1261, 1368. .1448, 1369. .1437 
16161 Seq. ID OJ990907_19.9B22.C34 



16725 



Gene No. 34116 Strand + 

Start 138 End 346 

Name OJ990907_19 . 9B22 . C34 . ol . gs Method GENSCAN 

Start 138 End 346 

GI none Score .71 

Exons 138.. 217, 247.. 346 



Seq. No. 16162 Seq. ID 

Gene No. 34117 Strand 

Start 475' End 

Name OJ990727_07 . 9B24 . CI . ol . gs Method 

Start 475 - End 

GI none Score 

Exons 475 . .556 



OJ990727_07.9B24.C1 
556 

GENSCAN 

556 

.79 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16163 Seq. ID 

34118 Strand 

1 End 

OJ990727_07 . 9B24 . C2 . ol . np Method 

1 End 

4416302 Score 
1. .608 

(AF105716) copia-type pol polyprotein 

16163 Seq. ID 

34118. , Strand 

1 " ' End 

OJ990727_07 . 9B24 . C2 . ol . tm Method 

1 End 

none Score 
1. .360, " 3. .317, 357. .587, 359. .577 



OJ990727_07. 9B24 . C2 
+ 

617 

AAT/NAP 

608 

641 

[Zea mays] 

OJ990727_07.9B24.C2 
+ 

617 

TBLASTX: Maize 

587 

391 



"ittf 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16163 Seq. ID 

34118 Strand 

1 End 

OJ990727_07 . 9B24 . C2 . ol . ts Method 

1 End 

none Score 
1..339, 54. .296, 357. .617, 371. .541 

16163 Seq. ID 

34118 Strand 

1 " End 

OJ990727_07 . 9B24 . C2 . ol . tw Method 

88 End 

none Score 
88. .339, 366. .542, 429. .542 



OJ990727_07.9B24.C2 
+ 

617 

TBLASTX : Soybean 

617 

233 



OJ990727_07. 9B24 .C2 
+ 

617 

TBLASTX: Wheat 

542 

123 



Seq. No;; 16163 Seq. ID 

Gene No. 34118 Strand 

Start 1 End 

Name OJ990727_07 . 9B24 . C2 . ol . tc Method 

Start 223 End 

GI ' none Score 

Exons 223.. 339, 375.. 587 



OJ990727_07. 9B24 .C2 
+ 

617 

TBLASTX: Cress 

587 

82 



Seq. No. 



16164 



Seq. ID OJ990727_07.9B24.C3 



16726 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



34119 Strand 

179 End 

OJ990727 J)7 . 9B24 . C3 . ol . gs Method 

17 9 End 

none Score 



+ 

10237 
GEN SCAN 
10206 
.75 



179. .218, 517. .693, 1377. .1440, 4003. .4119, 4381. .4520, 
5 7 a67. .5964, 6455.-6596, 6696. , 6796, 7272.. 7355, 7457.. 7507, 
7602. .7667, 7783.-7848, 8462. .8542, 8875. .9027, 9101 .. 9176, 
9280.. 9389, 9766.. 10206 



Seq. No. 16164 

Gene No. 34119 

Start 179 

Name OJ990727_07 . 9B24 . C3 . o2 . tc 

Start 5305 

GI none 
Exons 



Seq. ID OJ990727_07.9B24.C3 

Strand + 

End 10237 

Method TBLASTX : Cress 

End 5593 

Score 115 



5305. .5412, 5306. .5407, 5517. .5588, 5517. .5564, 5519. .5593, 
5519. .5587 



Seq. No. 16164 

Gene No. 34119 

Start 179 

Name OJ990727_07 . 9B24 . C3 . o2 . tm 

Start 5312 

GI . none 
Exons 



Seq. ID OJ990727_07.9B24.C3 

Strand + 

End 10237 

Method TBLASTX : Mai ze 

End 5590 

Score 60 



5312. .5407, 5316. .5399, 5340. .5408, 5341. .5412, 5342. .5407, 
5517. .5588, 5517. .5588, 5518. .5589, 5519. .5590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



16164 
34119 
179 

OJ990727_07.9B24.C3.ol.np 

5318 

4538923 



Seq. ID OJ990727__07. 9B24 .C3 

Strand + 

End 10237 

Method AAT/NAP 

End 10225 

Score 783 



5318.. 5407, 5520.. 5589, 5867.. 5964, 6455.. 6596, 6696.. 6790, 
7035. .7098, 7272. .7355, 7457. .7507, 7602. .7667, 7783. .7848, 
8625.. 8696, 8875.. 9205, 9295.-9363, 9730.. 10140, 10169.. 10225 
(AL049483) predicted protein destination factor [Arabidopsis 
thaliana] 



Seq. No. 16164 

Gene No. 34119 

Start 179 

Name OJ990727_07 . 9B24 . C3 . ol . tc 

Start 6454 

GI none 

Exons 6454.. 6585, 6455.. 6586, 6692. 



Seq. ID OJ990727_07.9B24.C3 

Strand + 

End 10237 

Method TBLASTX : Cress 

End 6817 

Score 190 
.6817, 6694.. 6795 



Seq. No. . ■ ' 16164 
Gene No. 34119 
Start 179 

Name OJ990727_07 . 9B24 . C3 . ol . tm 

Start 6717 
GI none 

Exons 6717.. 6797, 6721.. 6822, 6721. 

7264. .7353, 7275. .7400, 7450. 
7595. .7666, 7595. .7666, 7602. 



Seq. ID OJ990727_07.9B24.C3 

Strand + 

End 10237 

Method TBLASTX : Mai ze 

End 9960 

Score 90 

.6822, 6725. .6823, 7264. .7353, 
.7509, 7456. .7509, 7457. .7513, 
.7667, 7602. .7667, 7780. .7854, 



16727 



7781. .7849, 8459. .8542, 8461. .8541, 8535.-8678, 8612. .8689, 

8612. .8677, 9078. .9185, 9100. .9186, 9262. .93.90, 9308. .9388, 

9309. .9410, 9309. .9404, 9762. .9854, 9765. .9860, 9766. .9864, 

9913.. 9960, 9915.. 9950 



Seq. No. 16164 

Gene No. 34119 

Start 179 

Name OJ990727_07 . 9B24 . C3 . ol . gp 

Start 9803 

GI none 

Exons 9803.. 10237 



Seq. ID OJ990727J)7.9B24.C3 

Strand + 

End 10237 

Method AAT/GAP 

End 10237 

Score 783 



Seq. No. 16165 Seq. ID 

Gene No. 34120 Strand 

Start 1 End 

Name OJ990727_07 . 9B24 .C5.ol.np Method 

Start 1 End 

GI 2827699 Score 

Exons 1..127, 163. .311, 912. .988, 1028. .1216, 2783.-2822 
GI Descrip. (AL021684) predicted protein [Arabidopsis thaliana] 



OJ990727_07.9B24.C5 
+ 

3401 
AAT/NAP 
2822 
132 



r.'i 

'l jir 

-Si 

ih 

? ! S 



Seq. No. 16165 

Gene No. 34120 

Start 1 

Name OJ990727_07 . 9B24 . C5 . ol . gs 

Start 50 

GI none 
Exons 



Seq. ID OJ990727_07.9B24 .C5 

Strand + 

End ; '34 01 

Method GENSCAN 

End 3401 

Score .79 



50. .305, 1056.. 1225, 2196. .2579, 3243. .3401 



Mi* 



Seq. No. 16165 Seq. ID 

Gene No. 34121 Strand 

Start 2486 End 

Name OJ990727_07 . 9B24 .C5.ol.gp Method 

Start 2486 End 

GI none Score 

Exons 2486..2958 



OJ990727_07.9B24.C5 

2958 
AAT/GAP 
2958 
914 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16165 Seq. ID 

34122 Strand 

4440 End 

OJ990727_07. 9B24 .C5.ol.tm Method 

250 End 

none Score 



OJ990727_07.9B24.C5 
8870 

TBLASTX: Maize 

2863 

91 



250. .303, 251. .310, 1053. .1175, 1056. .1199, 1058. .1225, 
1058. .1228, 2205. .2732, 2207. .2731, 2786. .2830, 2790. .2846, 
2836..2862, 2840. .2863 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16165 Seq. ID 

34122 Strand 

4440 End 

OJ990727_07 .9B24 .C5.ol.tw Method 

2475 End 

none Score 



OJ990727_07.9B24 -C5 
8870 

TBLASTX: Wheat 

2915 

123 



247S..2642, 2475. .2585, 2495. .2602, 2582. .2668, 2595. .2711, 
2605. .2715, 2656. .2715, 2661. .2717, 2804. .2839, 2877. .2915 



16728 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16165 Seq. ID 

34122 Strand 

4440 End 

OJ990727_07 . 9B24 . C5 . o2 . np Method 

4440 End 

136140 Score 



OJ990727_07.9B24.C5 

8870 
AAT/NAP 
8870 
170 



4440. .4486, -5779. .6082, 8840. .8870 

PUTATIVE AC 9 TRANSPOSASE gi | 72973 I pir | | TQZMCA probable 
transposase - maize transposon Ac9 



16165 
34122 
4440 

OJ990727_07, 

5612 

none 

5612. .5695, 
5783. .5980 



9B24.C5.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_07. 9B24 .C5 
8870 

TBLASTX: Maize 

5982 

65 



5617.. 5700, 5626.. 5694, 5630.. 5695, 5782.. 5982, 



Seq. No. 16165 Seq. ID 

Gene No. 34122 Strand 

Start 4440 End 

Name OJ990727_07 . 9B24 .C5.ol.ts Method 

Start 5797 End 

GI none ' Score 

e-Exons 5797.. 6009, 5813.. 6001 



OJ990727_07. 9B24 .C5 
8870 

TBLASTX : Soybean 
6009 

134; ■ 



Seq. No. . 


16165 






Seq. ID 


OJ990727 


Gene No. 


34122 






Strand 




Start 


4440 






End 


8870 


Name 


OJ990727 07 


.9B24.C5.o3. 


np 


Method 


AAT/NAP 


Start 


6551 






End 


7195 


GI 


6006367 






Score 


282 


Exons 


6551. .6825, 


6861. . 6897, 


6998. 


.7195 




GI Descrip. 


(AP000559) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


16166 






Seq. ID 


OJ990727 


Gene No. 


34123 






Strand 




Start 


24 






End 


499 


Name 


OJ990727 07 


.9B24.C6.ol. 




Method 


GENSCAN 


Start 


24 






End 


499 


GI 


none 






Score 


.98 


Exons 


24. .499 










Seq. .No. 


16167 






Seq. ID 


OJ990727 


Gene No. 


34124 






Strand 


+ 


Start 


1071 






End 


1189 


Name 


OJ990727 07 


.9B24.C9.ol. 


gs 


Method 


GENSCAN 


Start 


1071 






End 


1189 


GI 


none 






Score 


.'56 


Exons 


1071. .1189 










Seq. No. 


16168 






Seq. ID 


OJ990727 


Gene No. 


34125 






Strand 




Start 


1 






End 


7777 


Name 


OJ990727 07 


.9B24.C10.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


1340 



16729 



GI 3858935 Score 475 

Exons 1..21, 302.. 492, 1121.. 1340 

GI Descrip. (AL021636) synaptobrevin-like protein [Arabidopsis thaliana] 
gi 1 4103357 (AF025332) vesicle-associated membrane protein 7C; 
synaptobrevin 7C [Arabidopsis thaliana] 

Seq. No.' 16168 Seq. ID OJ990727_07 . 9B24 . CIO 

GerTe No. 34125 Strand - 

Start 1 End " ' 7777 

Name OJ990727_07 . 9B24 . CIO . o2 . np Method AAT/NAP 

Start 1 End 7777 

GI 124178 Score 134 

Exons 1..20, 1292. .1425, 3888. .4143, 5014. .5298, 7112. .7340, 

7522. .7777 

GI Descrip. IMMEDIATE -EARLY PROTEIN IE180 gi | 59968 | emb | CAA33214 | (X15120) 
immediate-early protein (AA 1-14 60) [ Pseudorabies virus] 



Seq. No. 16168 

Gene No. 34125 

Start 1 

Name OJ990727_07 . 9B24 . C10 . ol . tm 

Start 184 

GI none 
Exons 



Seq. ID OJ990727_07.9B24.C10 
Strand 

End 7777 

Method TBLASTX: Maize 

End 1343 

Score 237 



184. .393, 300. .491, 302. .490, 1110. .1343, 1110. .1340 



m 
I'll 



Seq. No. 16168 Seq. ID OJ990727_07 . 9B24 . CIO 

Gene No. 34125 Strand 

Start 1 End 7777 

Name OJ990727_07 . 9B24 . C10 . ol . gp Method AAT/GAP 

Start 265 End 1464 

GI 17941_1.R1084 Score 970 

Exons 265. .492, 1121. .1464 

GI Descrip. 1 3858935/emb | CAA16574 . 1 | 1.0e-46 (AL021636) synaptobrevin-like 
protein [Arabidopsis thaliana] >gi_4103357 (AF025332) 
vesicle-associated membrane protein 7C; synaptobrevin 7C 
[Arabidopsis thaliana] f 



□ 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



16168 
34125 
1 

OJ990727JD7 . 9B24 . C10 . ol . tc 

300 

none 



Seq. ID OJ990727_07.9B24.C10 
Strand 

End 7777 

Method TBLASTX: Cress 

End 134 9 

Score 173 



300. .488, 302. .490, 1110. .1226, 1122. .1217, 1227. .1340, 
1296. .1349 



Seq. No. 16168 Seq. ID OJ990727_07 . 9B24 . C10 

Gene No. 34125 Strand 

Start ' 1 End ' 7777 - 

Name OJ990727_07 . 9B24 . C10 . ol . ts Method TBLASTX : Soybean 

Start 300 End 1340 

GI none Score 172 

Exons 300. .491, 300. .392, 302. .490, 438. .494, 1110. .1226, 1122. .1217, 
1123. .1227, 1227. .1340 



Seq. No. 
Gene No. 



16168 
34125 



Seq. ID OJ990727_07.9B24.C10 
Strand 



16730 



Start 


1 




End 


7777 


Name 


OJ990727 07.9B24.C10.ol 


. as 


Method 


GENSCAN 


Start 


302 




End 


1340 


GI 


none 




Score 


. 96 


Exons 


302. .492, 1121. . 1340 








Seq. No. 


16168 




Seq. ID 


OJ990727 07.9B24.C10 


Gene No. 


34125 




Strand 




Start 


1 




End 


7777 


Naine 


OJ990727 07 . 9B24 .ClO.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


438 




End 


1341 


GI 


none 




Score 


76 


Exons 


438 .. 491, 438 . .485, 439 


. .501, 


440. . 490 


, 1110. .1340, 1119. .1 




1120. . 1341 








Sea. No. 


16169 




Seq. ID 


OJ990727_07 . 9B24 . Cll 


Gene No. 


34126 




Strand 


+ 


Start 


1512 




End 


2530 


Name 


OJ990727 07 . 9B24 .Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1512 




End 


2530 


GI 


4582447 




Score 


346 


Exons 


1512. .2530 








GI DescriD . 


(AC007071) putative non 


-LTR retroelement reverse transcript. 




[Arabidopsis t ha liana] 








Seq. No. 


16169 




Seq. ID 


OJ990727_07 . 9B24 . Cll 


Gene No. 


34126 




Strand 


+ 


Hi Start 


1512 




End 


2530 


j 3 ."5 Name 


OJ9907 27 07 .9B24 .Cll.ol 


. tm 


Method 


TBLASTX: Maize 


i"i Start 


1810 ~ 




End 


2530 


'"!;? GI 


none 




Score 


575 


Exons 

is i e 


1810. .207 6, 1811. .2530, 


1859. 


.2206, 2263..2499 


1 U 

u Seq. No. 


16169 




Seq. ID 


OJ990727_07.9B24.C11 


f! [ | Gene No. * 


34126 




Strand 


+ 


™ Start 


1512 




End 


2530 


Name 


OJ990727 07 .9B24.Cll.o2 


. tw 


Method 


TBLASTX: Wheat 


r ; Start 


1844 




End 


2074 


V;J GI 


none 




Score 


180 


nj Exons 


1844. .2074, 1864. .2007 








Seq. No. 


16169 




Seq. ID 


OJ990727_07.9B24.C11 


Gene No. 


34126 




Strand 


+ . 


Start 


1512 




End 


2530 


Name 


OJ990727 07. 9B24. Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2078 




End 


2488 


GI 


none 




Score 


158 


Exons 


2078.. 2263, 2264.. 2419, 


2275. 


.2415, 2429. .2488 



Seq. No. 16170 

Gene No. 34127 

Start 127 

Name OJ990727_07 . 9B24 ,C13.ol . 

Start 127 

GI none 

Exons - 127.. 175 



gs 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990727_07.9B24.C13 
175 

GENSCAN 

175 

.49 



16731 




Seq. No. 


16171 


Seq. ID 


OJ9.90727__07 . 9B24 .C14 


Gene No. 


34128 


Strand 




Start 


593 


End 


784 


Name 


OJ990727 07.9B24.C14 .ol.gs 


Method 


GENSCAN 


Start 


593 


End 


784 


GI 


none 


Score 


.62 


Exons 


593. .784. 






Seq. No. 


16172 


Seq. ID 


OJ990727_07 . 9B241C15 


Gene No. 


34129 


Strand 




Start 


1 


End 


1505 


Name 


OJ990727 07. 9B24 .C15.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


235 


GI 


none 


Score 


417 


Exons 


1. .235 






Seq. No. 


16172 


Seq. ID 


OJ990727_07 . 9B24 .C15 


Gene No. 


34129 


Strand 




Start 


1 


End 


1505 


Name 


OJ990727 07.9B24.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1505 


GI 


5430761 


Score 


388 


Exons 


1..21, 377. .707, 906. .1165, 


1274. .1505 




GI Descrip. 


(AC007504) Similar to ethylene-f orming- 


-enzyme-like dioxygenase 




[Arabidopsis thaliana] 






Seq. No. 


16172 


Seq. ID 


** 

OJ990727_07.9B24.C15 


Gene No. 


34129 


Strand 




Start 


1 


End 


1505 


Name 


OJ990727 07.9B24.C15.ol.tc 


Method 


TBLASTX: Cress 


Start 


372 


End - 


709 


GI 


none 


Score 


73 


Exons 


372. .566, 377. .709 






Seq. No. 


16172 


Seq. ID 


OJ990727 07.9B24.C15 


Gene No. 


34129 


Strand 




Start 


1 


End 


1505 


Name 


OJ990727 07.9B24.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


372 


End 


1441 


GI 


none 


Score 


183 


Exons 


372. .602, 377. .625, 377. .625 


, 632.. 709, 


926. .1165, 927. .1166, 




985. .1167, 1266. .1433, 1271. 


.1441 




Seq. No. 


16172 


Seq. ID 


OJ990727 07.9B24.C15 


Gene No. 


34129 


Strand 




Start 


1 


End 


1505 


Name 


OJ990727 07.9B24.C15.o2.gp 


Method 


AAT/GAP 


Start 


376 


End 


681 


.GI 


LIB34 34-011-P1-K1-D6 . 


Score 


551 


Exons 


376. . 681 






GI Descrip. 


'5430761/gb| AAD43161. 1 IAC007504 16 7.0e-40 (AC007504) Similar ■ 




ethylene-f orming-enzyme- like 


dioxygenase [Arabidopsis thaliana 


Seq. No. 


16172 


Seq. ID 


OJ990727_07.9B24.C15 


Gene No. 


34129 


Strand 




Start 


1 


End 


1505 


Name 


OJ990727 07.9B24.C15.ol.tw 


Method 


TBLASTX: Wheat 



16732 




Start 


377 




End 


581 


GI 


none 




Score 


72 


Exons 


377. .568, 378. .581 








Seq. No. 


16172 




Seq. ID 


OJ990727_07.9B24.C15 


Gene No. 


34129 




Strand 




Start 


1 




End 


1505 


Name 


OJ990727 07. 9B24.C15.ol 


.gs 


Method 


GEN SCAN 


Start 


380 




End 


1492 


GI . 


none 




Score 


. 72 


Exons 


380. .707, 906. .1165, 1274. .1492 




Seq. No. 


16172 




Seq. ID 


OJ990727_07.9B24.C15 


Gene No. 


34129 




Strand 




Start 


1 




End 


1505 


Name 


OJ990727 07.9B24.C15.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


380 




End 


568 


GI 


none 




Score 


75 


Exons 


380. .568, 387. .566 








Seq. No. 


16173 




Seq. ID 


OJ990727_07.9B24.C16 


Gene No. 


34130 




Strand 




Start 


1358 




End 


3173 


Name 


OJ990727 07. 9B24 .C16.ol 


.gs 


Method 


GENSCAN 


Start 


1358 




End 


3124. 


GI 


none 




Score 


.57' 


Exons 


1358. .1504, 1535. .1622, 


2279. 


.2535, 2686.-2767, 2946. .3124 


Seq. No. 


16173 




Seq. ID 


OJ990727_07.9B24.C16 


Gene No. 


34130 




Strand 




Start 


1358 




End 


3173 


Name 


OJ990727 07. 9B24.C16.ol. 


.np 


Method 


AAT/NAP 


Start 


1424 




End 


3173 


GI 


2688828 




Score 


509 


Exons 


1424. .1654, 2293. .2760, 


2801. 


.3173 




GI Descrip. 


(U97530) ethylene -forming-enzyme -like 


dioxygenase [Prunus 




armeniaca] 








Seq. No. 


16173 




Seq. ID 


OJ990727_07.9B24.C16 


Gene No. 


34130 




Strand 




Start 


1358 




End 


3173 


Name 


OJ990727 07.9B24.C16.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


1496 




End 


2953 


GI 


none 




Score 


36 


Exons 


1496. .1621, 2293. .2358, 


2293. 


.2601, 2351. .2581, 2647. .2772, 




2678. .2764, 2816. .2902, 


2820. 


.2906, 2909.. 2953 


Seq. No. 


16173 




Seq. ID 


OJ990727_07.9B24.C16 


Gene No. 


34130 




Strand 




Start 


1358 




End 


3173 


Name 


OJ990727 07.9B24.C16.ol. 


.tc 


Method 


TBLASTX: Cress 


Start 


2293 




End 


2906 


GI 


none 




Score 


84 


Exons 


2293.-2493, 2363. .2485, 


2551. 


.2736, 2820. .2906 


Seq. No. 


16173 




Seq. ID 


OJ990727_07.9B24.C16 


Gene No. 


34130 




Strand 





16733 




Start 


1358 




End 


3173 


Name 


OJ990727 07. 9B24 .CI6.0I 


. tw 


Method 


TBLASTX: Wheat 


Start 


2293 




End 


2487 


GI 


none 




Score 


58 


Exons 


2293. .2487, 2296. .2358, 


2351. 


.2482 




Seq. No. 


16173 




Seq. ID 


OJ990727_07 . 9B24 .C16 


Gene No. 


34130 




Strand 




Start 


1358 




End 


3173 


Name 


OJ990727 07.9B24.C16.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2293 




End 


2906 


GI 


none 




Score 


56 


Exons 


2293. .2517, 2548. .2718, 


2820. 


.2906 




Seq. No. 


16174 




Seq. ID 


OJ990727_07.9B24.C17 


Gene -No. 


34131 




Strand 


+ 


Start 


5110 




End 


11033 


Name 


OJ990727 07.9B24.C17.o2 


. gs 


Method 


GENSCAN 


Start 


5110 




End 


11033 


GI 


none 




Score 


.77 


Exons 


5110 . . 5271, 5581 . . 6022, 


6059. 


.6237, 6325.. 6436, 8616.. 8679, 




8836. .8971, 9060. .9292, 


9383. 


.9747, 97 


80.. 9886, 10308.. 11033 


Seq. No. 


16174 




Seq. ID 


OJ990727_07.9B24.C17 


Gene No. 


34131 




Strand 


+ 


Start 


5140 




End 


11033 


Name 


OJ990727 07.9B24.C17.o2 


.np 


Method 


AAT/NAP 


Start 


5187 




End 


7826 


GI 


6730725 




Score 


439 


Exons 


5187. .6052, 6184. .6237*' 


6325. 


.6436, 7512. .7564, 7686. .7826 


GI Descrip. 


(AC018849) unknown protein [Arabidopsis thaliana] 


Seq. No. 


16174 




Seq. ID 


OJ990727_07.9B24.C17 


Gene No. 


34131 




Strand 


+ 


Start 


5110 




End 


11033 


Name 


OJ990727 07.9B24.C17.o3 


.np 


Method 


AAT/NAP 


Start 


9209 




End 


11024 


GI 


6466945 




Score 


804 


Exons 


9209. .9292, 9383. .9743, 


10308 


. .10592, 


10650. .11024 


GI Descrip. 


(AC009176) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


16174 




Seq. ID 


OJ990727_07.9B24.C17 


Gene No . 


34132 




Strand 




Start 


842 




End 


4661 


Name 


OJ990727 07.9B24.C17.ol 


• gp 


Method 


AAT/GAP 


Start 


532 




End 


3603 


GI 


1987 1.R1084 




Score 


1575 


Exons 


532. .864, 957. .1069, 1563. .1634, 2242. 


.2292, 2727. .2814, 




2895, .3018, 3351. .3423. 


3555. 


.3603 




GI Descrip. 


1 4567247/gb| AAD23661. 1 I AC007070 10 6.0e-37 (AC007070) unknown 




protein [Arabidopsis thaliana 


] ' 




Seq. No. 


16174 




Seq. ID 


OJ990727_07.9B24.C17 


Gene No. 


34132 




Strand 




Start 


842 




End 


4661 


Name 


OJ990727 07.9B24.C17.ol 


.gs 


Method 


GENSCAN 


Start 


842 




End 


4661 



16734 



GI 

Exons 



none Score .89 

842. .864, 957. .1069, 1563. .1634, 2242. .2377, 2895. .3018, 

3351.. 3423, 3555.. 3615, 3799. .3989, 4365.. 4546, 4551.. 4661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16174 
34132 
842 

OJ990727_0"7 . 9B24 .C17 . ol . np 
952 

4567247 



Seq. ID OJ990727_07.9B24.C17 
Strand 

End 4 661 

Method AAT/NAP 

End 4 4 92 

Score 803 



952. .1028, 1552. .1634, 2242. .2292, 2727. .2814, 2895. .3018, 
3351. .3423, 3555. .3615, 3799. .3989, 4074. .4123, 4213. .4276, 
4365. .4492 

GI Descrip. (AC007070) unknown protein [Arabidopsis thaliana] 



Seq. No. 16174 Seq. ID 

Gene No. 34132 Strand 

Start 842" End 

Name OJ990727_07 . 9B24 . C17 . o2 . gp Method 

Start 3823 End 

GI 22048_1.R1084 Score 

Exons 3823.. 3989, 4074.. 4123, 4213 
GI Descrip. 



OJ990727_07.9B24.C17 

4661 . 
AAT/GAP 
4583 
932 



4276, 4365.. 4583 
, 4567247/gb|AAD23661.1|AC007070_10 2.0e-32 (AC007070) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 16174 

Gene No. 34133 

Start 12242 

Name OJ990727_07 . 9B24 . C17 . o3 . tm 

Start 947 

GI none 

Exons 947.. 1072, 952.. 1062, 1552 



OJ990727 07.9B24.C17 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1632, 1563.. 1637, 1565.. 1633, 
2239. .2310, 2241. .2291, 2726. .2818, 2726. .2818, 2896. .3018, 
2897. .2971, 2899. .3042, 3323. .3424, 3346. .3444, 3351. .3425, 
3537. .3617, 3556. .3618, 3557. .3616, 3792. .3881, 3797. .3907 



13317 

TBLASTX: Maize 

3907 

161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16174 
34133 
12242 

OJ990727_07. 9B24 .C17.o5.ts 

952 

none 



Seq. ID OJ990727_07.9B24.C17 
Strand 
End 

Method 
End 
Score 



13317 

TBLASTX: Soybean 

2982 

91 



952. .1062, 953. .1078, 1565. .1633, 2241. .2291, 2245.-2283, 
2726.. 2818, 2727. .2789, 2896. .2982, 2896.. 2982 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16174 
34133 
12242 



OJS90727_07 ; . 9B24 . C17 . o3 . tc 



End 

_ Method 
1565 End 
none Score 

1565. .1633, 2241. .2291, 2251. .2283, 2726. .2818, 2896. .3012, 

2896. .3018, 2913. .3014, 3326. .3424, 3349. .3444, 3351. .3425, 

3537. .3614, 3556. .3618, 3557. .3613, 3800. .3853 



Seq. ID OJ990727_07.9B24.C17 
Strand 

13317 

TBLASTX: Cress 
3853 
68 



Seq. No. 
Gene No. 



16174 
34133 



Seq. ID OJ990727_07.9B24.C17 
Strand 



16735 



Start 
Name 
Start 
GI 

Exons 



12242 

OJ990727_07 . 9B24 . C17 . o3 . ts 

3569 

none 

3569.. 3616, 3570.. 3617, 3792. 
3891.. 3968, 3918.. 3998, 4074. 
4220.. 4279, 4364.. 4414, 4368. 



End 13317 

Method TBLASTX : Soybean 

End 4415 

Score 73 

.3881, 3797.. 3895, 3869.. 3979, 
.4121, 4076. .4126, 4219. .4278, 
.4415 



Seq. No. 16174 

Gene No. 34133 

Start 12242 

Name OJ990727_07 . 9B24 . C17 . o2 . tm 

Start 3911 

GI none 

Exons 3911. 

3917, 



,3979, 3912.. 3968, 3915. 
,4006, 4074 . .4124, 4076. 



Seq. No. 16174 

Gene No. 34133 

Start 12242 

Name OJ990727_07 . 9B24 . C17 . o2 . ts 

Start 9237 

GI -none 

Exons 9237. .9302, 9380. .9493, 9381. 

10230. .10415, 10307.. 10414 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990727 07.9B24.C17 



,3998, 3916 
,4123, 4210 



4222. .4281, 4364. .4426, 4365. .4427, 



13317 

TBLASTX: Maize 
4523 
81 

,3999, 3916. 
,4278, 4211. 
4466.. .4522, 4467. 



,4008, 
,4273, 
,4523 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_07 . 9B24 .C17 
13317 

TBLASTX: Soybean 

10415 

44 



,9512, 9537.. 9743, 9692.. 9742, 



Seq. No. 16174 Seq. ID 

Gene No. 34133 Strand 

Start 12242 End 

Name OJ990727_07 . 9B24 . C17 . o4 . tc Method 

Start 9402 End 

GI none Score 

Exons 9402. .9509, 9540. .9746 



OJ990727_07.9B24.C17 
13317 

TBLASTX: Cress 

9746 

95 



Seq. No. • 16174 

Gene No. 34133 

Start 12242 

Name OJ990727_07 . 9B24 . C17 . o4 . tm 

Start 9663 

GI none 
Exons 



Seq. ID OJ990727 07.9B24.C17 



Strand 
End 

Method 

End 

Score 



13317 

TBLASTX: Maize 

10994 

87 



9663. .9761, 10661. .10801, 10662. .10901, 10671. .10883, 
10923. .10994 



Seq. No. 16174 Seq. ID 

Gene No. 34133 Strand 

Start 12242 End 

Name OJ990727_07 . 9B24 . C17 . o2 . tw . Method 

Start .,10506 End 

GI none Score 

Exons 10506. .10571, 10662 .. 10736, 10673 .. 1074 1 , 10731 10919, 
10731. .10829 



OJ990727_07 . 9B24 . C17 
13317 

TBLASTX: Wheat 
10919 
82 



Seq. No. 16174 Seq. ID 

Gene No. 34133 Strand 

Start 12242 End 

Name OJ990727 07 . 9B24 . C17 . o2 . tc Method 



OJ990727__07. 9B24 .C17 
13317 

TBLASTX: Cress 



16736 



Start 


10662 


End 


10997 




GI 


none 


Score 


312 




Exons 


10662. .10997, 10682.. 10804 








Seq. No. 


16174 


Seq. ID 


OJ990727_07.9B24 


.C17 


Gene No. 


34133 


Strand 






Start 


12242 


End 


13317 




Name 


OJ990727 07.9B24.C17.o4.ts 


Method 


TBLASTX : Soybean 




Start 


10662 


End 


10814 




GI 


none 


Score 


213 




Exons 


10662. .10814, 10682. .10804 








Seq. No. 


16174 


Seq. ID 


OJ990727_07. 9B24 


.C17 


Gene No. 


34133 


Strand 






Start 


12242 


End 


13317 




Name 


OJ990727 07.9B24.C17.o3.gp 


Method 


AAT/GAP 




Start 


12242 


End 


13012 




GI 


8546 2.R1084 


Score 


1183 




Exons 


12242. .13012 








GI Descrip. 


, 5091520/dbj |BAA78755.1| 4. 


Oe-59 (AB023482) ESTs 






AU058081 (E30812) , AU058365 (E5067 9) , AU030138 (E5067 9 ) correspond 




to a region of the predicted gene.; Similar to Spinacia 


oleracea 




mRNA for proteasome 37kD subunit . (X96974 ) [Oryza sativa 


] ' 


Seq. No. 


16174 


Seq. ID 


OJ990727_07 . 9B24 


.C17 


Gene No. 


34133 


Strand 






Start 


12242 


End 


13317 




Name 


OJ990727 07.9B24.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


12457 


End 


13234 




GI . 


none 


Score 


357 




Exons 


12457. .12771, 12467 .. 12841, 


12769. . 13233, 12770 .. 12919, 






12961. .13032, 12971. .13234, 


13193. .13234 




Seq. No. 


16174 


Seq. ID 


OJ990727_07.9B24 


.C17 


Gene No. 


34133 


Strand 






Start 


12242 


End 


13317- 




Name 


OJ990727 07.9B24.C17.o3.gs - 


Method 


GENS CAN 




Start 


12472 


End 


13224 




GI 


none 


Score 


. 99 




Exons 


12472. .13224 








Seq. No. 


16174 


Seq. ID 


OJ990727_07.9B24 


.C17 


Gene No. 


34133 


Strand 






Start 


12242 


End 


13317 




Name 


OJ990727 07.9B24.C17.o4.np 


Method 


AAT/NAP 




Start 


12475 


End 


13224 




GI 


5091520 


Score 


1264 




Exons 


12475. . 13224 








GI Descrip. 


(AB023482) ESTs AU058081 (E30812) , AU058365 (E50679) , 





AU030138 (E50679) correspond to a region of the predicted gene.; 
Similar to Spinacia oleracea mRNA for proteasome 37kD 
subunit. (X96974) [Oryza sativa] 



Seq. No. 16174 Seq. ID 

Gene No. 34133 Strand 

Start 12242 End 

Name OJ990727 07 . 9B24 . C17 . ol . tc Method 



OJ990727_07.9B24.C17 
13317 

TBLASTX: Cress 



16737 



1 !:F 



Vat 



Start 


12478 




End 


13225 




GI 


none 




Score 


55 




Exons 


12478. .12555, 12479. 


. 12556, 


12568. .13224, 12569. .12919, 






12971. . 13081, 13136. 


. 13225 








Seq. No. 


16174 




Seq. ID 


OJ990727_07.9B24. 


C17 


Gene No. 


34133 




Strand 






Start 


12242 




End 


13317 




Name 


OJ990727 07.9B24.C17 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


12568 




End 


13225 




GI 


none 




Score 


78 




Exons 


12568. .12660, 12569. 


. 12652, 


12661. .13224, 12662 .. 12919, 






12971. .13225 










Seq. No. 


16174 




Seq. ID 


OJ990727_07.9B24. 


C17 


Gene No. 


34133 




Strand 






Start 


12242 




End 


13317 




Name 


OJ990727 07.9B24.C17 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12596 




End 


13234 




GI 


none 




Score 


436 




Exons 


12596. .12919, 12598. 


.13014, 


12961. .13014, 12971. .13015, 






13138. .13233, 13139. 


. 13234, 


13193. .13234 




Seq. No. 


16174 




Seq. ID 


OJ990727_07.9B24, 


C17 


'Gene No. 


34133 




Strand 






Start 


12242 




End 


13-317 




Name 


OJ990727 07.9B24.C17 


. o4 . gp 


Method 


AAT/GAP 




Start 


12961 




End 


13317 




GI 


31845 2.R1084 




Score 


676 




Exons 


12961. .13317 










GI Descrip. 


' 5091520/dbj |BAA78755.1| 1. 


0e-27 (AB023482) ESTs 






AU058081 (E30812) , AU058365 (E50679) , AU030138 (E50679) correspond 




to a region of the predicted gene.; Similar to Spinacia 


oleracea 




mRNA for proteasome 


37kD subunit . (X96974) [Oryza sativa] 




Seq. No. 


16175 




Seq. ID 


OJ990727_07.9B24. 


C18 


Gene No. 


34134 




Strand 


+ 




Start 


292 




End 


685 




Name 


OJ990727 07.9B24.C18 


.ol .gs 


Method 


GENSCAN 




Start 


292 


End 


685 




GI 


none 




Score " 


.56 




Exons 


292.. 352, 621.. 685 










Seq. No. 


16175 




Seq. ID 


OJ990727_07.9B24. 


C18 


Gene No. 


34135 




Strand 


+ 




Start 


10475 




End 


10930 




Name 


OJ990727 07.9B24.C18 


.o3.gp 


Method 


AAT/GAP 




Start 


10475 




End 


10930 




GI 


4968598 




Score 


757 




Exons 


10475. .10930 










Seq. No. 


16175 




Seq. ID 


OJ990727_07*. 9B24 . 


C18 


Gene No. 


34136 




Strand 


+ 




Start 


11126 




End 


11653 




Name 


OJ990727 07.9B24.C18 


. o3 . np 


Method 


AAT/NAP 




Start 


11126 




End 


11653 




GI 


6539588 




Score 


174 





16738 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11126. .11436, 11575. .11653 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727 07.9B24.C18 



9574 
AAT/GAP 
3089 
1026 - 



16175 
34137 
1059 

OJ99072.7_07 . 9B24 . C18 . ol . gp 
1059 

10341_1.R1084 
1059. .1334, 2824.. 3089 

! 2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P387 67) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 1 



Seq. No. 


16175 








Seq. ID 


OJ990727_07.9B24.C18 


Gene No. 


34137 








Strand 




Start 


1059 








End 


9574 


Name 


OJ990727 07 


.9B24 


.C18.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


1129 








End 


2997 


GI 


none 








Score 


36 


Exons 


1129 . . 1152/ 


1131 


. .1157, 


1131 . 


.1160, 11 


80. .1254, 1206. .1262, 


iH 


1278 . . 1334, 


1282 


. . 1335, 


1286. 


.1336, 28 


17.. 2996, 2818.. 2997 


Seq. No. 


16175 








Seq. ID 


OJ990727_07~. 9B24 .C18 


f ; 1 i Gene No . 


34137 








.Strand 




Pi! Start 

» y.t - 


1059 








End 


9574 


fj\ Name 


OJ990727 07 


.9B24 


.C18.o2 


tm 


Method 


TBLASTX: Maize 


Start 


1131 








End • 


3161 


•!;! GI 


none 








Score 


70 


5 Exons 


1131 . . 1166, 


1283 


. .1336, 


1284. 


.1334, 1284. .1340, 2817. .2996, 


\g 


2818 . .2997, 


3099 


. .3161 








Jv:i| Seq. No. 


16175 








Seq. ID 


OJ990727_07.9B24.C18 


Gene No. 


34137 








Strand 




^ -Start 


1059 








End 


9574 


i E , :!t Name 


OJ990727 07 


.9B24 


•C18.o2. 


tc 


Method 


TBLASTX: Cress 


v"! Start 


1286 








End 


2997 


m gi 


none 








Score 


183 


Exons 

'siif 


1286. .1333, 


2817 


. .2996, 


2818. 


.2997 




Seq. No. 


16175 








Seq. ID 


OJ990727_07.9B24.C18 


Gene No. 


34137 








Strand 




Start 


1059 








End 


9574 


Name 


OJ990727 07 


.9B24 


.C18.ol. 


np 


Method 


AAT/NAP 


Start 


1289 








End 


2993 


GI 


6630544 








Score 


284 


Exons 


1289. .1334, 


2824 


. .2993 








GI Descrip. 


(AC011708) 


putative ubiquinol 


-cytochrome C reductase complex 




ubiquinone- 


binding protein (QP-C) [Arabidopsis thaliana] 


Seq. No. 


16175 








Seq. ID 


OJ990727_07.9B24.C18 


Gene No. 


34137 








Strand 




Start 


1059 








End 


9574 


Name 


OJ990727 07 


. 9B24 


.C18 .o2. 


gs 


Method 


GENSCAN 


Start 


2520 








End 


8138 



16739 



GI 

Exons 



# 



none Score .74 

2520. .3092, 3562. .3662, 4085. .4249, 4426. .4528, 4679. .4786, 

4972. .5149, 5454. .5535, 5646. .5742, 5870. .5981, 6446. .6545, 

6648.-6687, 7669. .7781, 7871. .8138 



Seq. No. 16175 Seq. ID 

Gene No. 34137 Strand 

Start 1059 End 

Name OJ990727_07 . 9B24 . C18 . ol . ts Method 

Start 2820 End 

GI none Score 

Exons 2820.. 2996, 2821.. 2997 



OJ990727_07 . 9B24 .C18 
9574 

TBLASTX : Soybean 

2997 

166 



Seq. No. 16175 Seq. ID 

Gene No. 34137 Strand 

Start 1059 End 

Name OJ990727_07 . 9B24 . C18 . o2 . gp Method 

Start 3928 End 

GI 58312_1.R1084 Score 

Exons 3928. .4249, 4426. .4528, 4679. .4775 
GI Descrip. 



OJ990727_07 . 9B24 . C18 

9574 
AAT/GAP 
4775 
996 



1 4 17 6420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



: H 

IW 



r * ! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



16175 
34137 
1059 

OJ990727_07. 

4060 

none 

4060. .4269, 
4427. .4531, 
4971. .5090, 
5448. .5540, 
5870. .5983, 
6271. .6360, 
7669. .7782, 



9B24 .C18.ol.tm 



4080. 
4434. 
4971. 
5641. 
5874. 
6442. 
7670. 



.4250, 4114 

.4535, 4677 

.5087, 4972 

.5739, 5642 

.5984, 6069 

.6519, 6446 
.7783 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4275, 4424 
.4787, 4679 
.5091, 4973 
.5740, 5643 
.6167, 6071 
.6463, 6447 



OJ990727 07.9B24.C18 



9574 

TBLASTX: Maize 
7783 
108 

4531, 4425. 
4789, 4680. 



4529, 
4790, 



.5092, 5396.. 5539, 

,5744, 5865.. 5987, 

,6169, 6265.. 6360, 

, 6524, 6450. . 6521, 



16175 
34137 
1059 

OJ990727_07.9B24.C18.o2.np 
4077 
1708993 

4077.. 4249, 4426. .4528, 4679. 
5646.-5742, 5870.. 5981, 6078, 
7669.. 7771, 9434.. 9574 

CYSTATHIONINE BETA-LYASE PRECURSOR (CBL) (BETA-CYSTATHIONASE ) 
(CYSTEINE LYASE) gi | 2129567 | pir || S61429 cystathionine beta-lyase 
(EC 4.4.1.8) - Arabidopsis thaliana gi|704397 (L40511) 
cystathionine beta-lyase [Arabidopsis thaliana] 

gi 169118751 emb | CAB72175 . 1 I (AL138655) CYSTATHIONINE BETA-LYASE 
PRECURSOR (CBL) [Arabidopsis thaliana] 



Seq. ID OJ990727_07.9B24.C18 
Strand 

End 9574 
Method AAT/NAP 
End 9574 
Score 1280 

.4786, 4972. .5089, 5454. .5535, 
.6165, 6267. .6358, 6446. .6516, 



Seq. No. 16175 Seq. ID 

Gene No. 34137 Strand 

Start 1059 End 

Name OJ990727 07 . 9B24 . C18 . o2 . ts Method 



OJ990727_07.9B24.C18 
9574 

TBLASTX : Soybean 



16740 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4080 End 5543 

none Score 119 

4080. .4265, 4081. .4251, 4114. .4275, 4424. .4531, 4425. .4529, 

4425. .4535, 4679. .4789, 4683. .4790, 4970. .5068, 4970. .5062, 

4972. .5088, 4990. .5088, 5393. .5542, 5396. .5542, 5451. .5543 



16175 
34137 
1059 

OJ990727_07. 

4092 

none 

4092. .4247, 
4679. .4789, 
5448. .5540, 
5870. .5983, 
6265. .6360, 



9B24 .C18.ol.tc 



OJ990727_07.9B24.C18 
9574 

TBLASTX: Cress 
7770 
104 

4131. .4265, 4135. .4251, 4424. .4531, 4425. .4529, 
4701. .4790, 4961. .5086, 4972. .5088, 5396. .5539, 
5641. .5745, 5648. .5743, 5648. .5749, 5862. .5954, 
5874. .5987, 6071. .6169, 6072. .6167, 6257. .6376, 
6442. .6519, 6447. .6521, 7648. .7770, 7649. .7768 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 


16176 


Seq. ID 


OJ990727_07 


.9B24 


Gene No. 


34138 


Strand 


+ 




Start 


4020 


End 


4397 




Name 


OJ990727 07.9B24.C19.o3.gp 


Method 


AAT/GAP 




Start 


4020 


End 


4397 




GI 


none 


Score 


712 




Exons 


4020.. 4397 








Seq. No. 


16176 


Seq. ID 


OJ990727J37 


.9B24 


Gene No. 


34139 • - • 


Strand 






Start 


940 


End 


2974 




Name 


OJ990727 07. 9B24 . C19 . ol . gp 


Method 


AAT/GAP 




Start 


762 


End 


1743 




GI 


uC-osrocyp017gl0al 


Score 


860 




Exons 


762. .1191, 1692. .1743 








GI Descrip. 


'2688828 3.0e-15 (U97530) 


ethylene- f orming-enzyme- 


like 




dioxygenase [Prunus armeniaca] 1 







Seq. No. 16176 ' 

Gene No. 34139 

Start 940 

Name OJ990727_07 .9B24 . CI 9 . ol . gs 

Start 940 

GI none 
Exons 



Seq. ID OJ990727_07.9B24.C19 
Strand 

End 2974 

Method GENS CAN 

End 2974 

Score .7 



940. .1191, 1692. .2019, 2219. .2414, 2716. .2974 



Seq. No. 16176 

Gene No. 34139 

Start 940 

Name OJ990727_07 . 9B24 . C19 . ol 

Start 949 

GI 2688828 

Exons 949.. 1191, 1692.. 2019, 

GI Descrip. (U97530) ethylene-f ormi 
armeniaca] 

Seq. No. 16176' 

Gene No. 34139 

Start 940 



Seq. ID OJ990727_07.9B24.C19 
Strand 

End 2974 
.np Method AAT/NAP 

End 2970 

Score 534 
2147. .2408, 2728. .2970 
ng-enzyme-like dioxygenase [Prunus 



Seq. ID OJ990727_07.9B24.C19 
Strand 

End 2 97 4 



16741 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990727_07 . 9B24 . CI 9 . o2 . gp Method AAT/GAP 
1914 End 2957 

8671_1.R1084 Score 1105 

1914.. 2019, 2147.. 2414, 2726.-2957 

'2688828 6.0e-19 (U97530) ethylene-f orming-enzyme-like 
dioxygenase [Prunus armeniaca] ' 



Seq. No. 
Gene No'. 
Start 
Name . 
Start 
GI 

Exons 



16176 
34140 
3390 

OJ990727_07.9B24.C19.ol.tm 

949 

none 

949. .1056, 1054. .1197, 1106. 
1831.. 1998, 1980.. 2021, 2167 
2789..2833, 4303.. 4542, 4308 
4665.. 4949, 5233.. 5475, 5235 
5532.. 5624, 5628.. 5657 



Seq. ID 
Strand 
End 

Method 

End 

Score 
1198, 1689. 
.2391, 2168 
.4556, 4341 
.5474, 5247 



OJ990727 07.9B24.C19, 



5842 

TBLASTX: Maize 
5657 
96 

1778, 1689. .1934, 
.2392, 2723..2779, 
.4559, 4662. .4862, 
.5486, 5499..S624, 



OJ990727 07.9B24.C19 



Seq. No. 16176 Seq. ID 

Gene No. 34140 Strand 

Start 3390 End 

Name OJ990727_07 . 9B24 . C19 . ol . ts Method 

Start * 949 End 

GI none Score 

Exons 949. .1050, 1048 1197," 1689 .. 1907, 4311, .4556, 4375 
4665. .4988 



5842 

TBLASTX: Soybean 
4988 
65 

4542, 



Seq. No. 16176 

Gene No. 34140 

Start 3390 

Name OJ990727_07 . 9B24 . CI 9 . ol . tc 

Start 1689 

GI none 

Exons 1689.. 1910, 2146.. 2280, 2147, 
4363. .4542, 4665. .4865, 5214, 



Seq. ID OJ990727_07.9B24.C19 
Strand 

End 5842 
Method TBLASTX : Cress 
End 5478 
Score 69 

,2281, 2311. .2391, 4308. .4556, 
,5351, 5379. .5477, 5380. .5478 



Seq. No. " 16176 

Gene No. 34140 

Start 3390 

Name OJ990727_07 . 9B24 . CI 9 . ol . tw 

Start 1692 

GI none 

Exons 1692.. 1730, 1740.. 1880, 1975, 
4720. .4791, 4734. .4931 



Seq. ID OJ990727_07.9B24.C19 
Strand 

End 5842 

Method TBLASTX : Wheat 

End 4997 

Score 58 ■ 

.1992, 466S..4724, 4707. .4997, 



Seq. No. 16176 

Gene No. 34140 

Start 3390 

Name OJ990727_07 . 9B24 . CI 9 . o2 . gs 

Start 3390 

GI none 

Exons 3390.. 3581, 4389.. 4550, 4671, 



Seq. ID OJ990727_07.9B24.C19 
Strand 

End - 5842 • 
Method GENSCAN 
End 5792 
Score .87 

,4995, 5215. .5474, 5568. .5792 



Seq. No. 
Gene No. 
Start 



16176 
34140 
3390 



Seq. ID OJ990727_07.9B24.C19 
Strand 

End 5842 



16742 



Name OJ990727_07 . 9B24 . C19 . o2 . np Method AAT/NAP 

Start 4305 End 5789 

GI 3335372 Score 476 

Exons 4305.. 4550, 4671.. 4995, 5215.. 5474, 5568.-5789 

GI Descrip. (AC003028) putative anthocyanidin synthase [Arabidopsis 
thaliana] 



Seq. No. 16176 Seq. ID OJ990727_07.9B24.C19 

Gene No. 34140 Strand 

Start 3390 End 5842 

Name OJ990727_07 . 9B24 . C19 . o4 . gp Method AAT/GAP 

Start 5298 End 5842 

GI 6138_1.R1084 Score 677 

Exons 5298.. 5474, 5568.. 5842 

GI Descrip. 1 629561/pir | | S4 4 261 4.0e-ll SRG1 protein - Arabidopsis thaliana 
>gi_479047_emb_CAA55654_ (X79052) SRG1 [Arabidopsis thaliana] 
>gi_5734767_gb_AAD50032. 1_AC007651_27 (AC007651) SRG1 Protein 
[Arabidopsis thaliana] ' 



Seq. No. 


16177 


Seq. ID 


OJ990727_07.9B24 


.C20 


Gene No. 


34141 


Strand 






Start 


419 


End 


921 




Name 


OJ990727 07.9B24.C20.ol 


. gp Method 


AAT/GAP 




}H Start 


419 


End 


921 






.. 3767039 


Score 


534 




Exons 


419. .566, 763. .921 








Vji Seq. No. 


16177 


Seq. ID 


OJ990727_07.9B24 


.C20 


I 1 ?* Gene No. 


34142 


Strand 






Li Start 


1256 


End 


2356 




u-. Name 


OJ990727 07.9B24.C20.ol 


. np Method 


AAT/NAP 




'H Start 


1256 


End 


2356 




M GI 


5734769 


Score 


133 




h Exons 


1256. .1504, 2266. .2356 








K"j GI Descrip. 


(AC007651) Very similar 


to SRG1 [Arabidopsis thaliana] 




. ^ Seq. No. 


16177 


Seq. ID 


OJ990727_07.9B24, 


.C20 


y T Gene No. 


34142 


Strand 






Start 


1256 


End 


2356 




Q Name 


OJ990727 07.9B24.C20.ol 


. tm Method 


TBLASTX: Maize 




K i! j Start 


1259 


End 


1510 




GI 


none 


Score 


175 




Exons 


1259. .1510, 1266. .1505, 


1292. .1510 







Seq. No. 16178 Seq. ID 

Gene No. 34143 Strand 

Start 1 End 

Name OJ990727_07 . 9B24 . C22 . ol . np Method 

Start 1 '*'... End -> 

GI 3777527 Score 

Exons 1..158, 318.. 731 

GI Descrip. (AF053008) gag-pol polyprotein [Glycine max] 



OJ990727_07.9B24.C22 
+ 

731 

AAT/NAP 
731 
261 



Seq. No. 16178 Seq. ID 

Gene No. 34143 Strand 

Start 1 End 

Name OJ990727_07 . 9B24 . C22 . ol . gs Method 



OJ990727_07.9B24.C22 
+ 

731 

GENSCAN 



16743 



Start 


61 


End 


485 








GI 


none 


Score . 


.58 








Exons 


61. .245, 295. .485 












Seq. No. 


16178 


Seq. ID 


OJ990727 


_07 


. 9B24 


. C22 


Gene No. 


34143 


Strand 


+ 








Start 


1 


End 


731 * 








Name 


OJ990727 07.9B24.C22.bl.ts 


Method 


TBLASTX: 


Soybean 




Start 


449 


End 


731 








GI 


5509260 


Score 


199 








Exons 


4 4 9. .499, 520. .729, 532. .723, 


537. .731 










GI Descrip. 














Seq. No. 


16179 


Seq. ID 


OJ990727 


_07 


. 9B24 


.C23 


Gene No. 


34144 


Strand 


+ 








Start 


49 


End 


1405 








Name 


OJ990727 07.9B24.C23.ol.gs 


Method 


GENSCAN 








Start 


49 


End 


1405 








GI 


none 


Score 


.75 








Exons 


49. .595, 654 . . 1405 












Seq. No. 


16179 


Seq. ID 


OJ990727 


_07, 


. 9B24 


.C23 


Gene No. 


34145 


Strand 










Start 


1885 


End 


1994 








Name 


OJ990727 07.9B24.C23.o2.gs 


Method 


GENSCAN 








Start 


1885 


End 


1994 








Gl' 


none 


Score 


. 95 ? " 








Exons 


1885. . 1994 












Seq. No. 


16180 


Seq. ID 


OJ990427 


_08. 


.9B19, 


.CI 


Gene No. 


34146 


Strand 


+ 








Start 


530 


End 


624 








Name 


OJ990427 08.9B19.Cl.ol.gs 


Method 


GENSCAN 








Start 


530 


End 


624 








GI 


none 


Score 


. 92 








Exons 


530. . 624 












Seq. No. 


16181 


Seq. ID 


OJ990427 


_08. 


.9B19. 


.C5 


Gene No. 


34147 


Strand 


+ 








Start 


335 


End 


406 








Name 


OJ990427 08. 9B19 . C5 . ol . gs 


Method 


GENSCAN 








Start 


335 


End 


406 








GI 


none 


Score 


.72 








Exons 


335. .406 












Seq. No. 


16182 


Seq. ID 


OJ990427_ 


_08. 


9B19. 


,C6 


Gene No. 


34148 


Strand 










Start 


189 


End 


488 








Name 


OJ990427 08.9B19.C6.ol.gs-, 


Method 


GENSCAN 








Start 


189 


End 


488 








GI 


none 


Score 


.57 








Exons 


189. .488 












Seq. No. 


16183 


Seq. ID 


OJ990427_ 


_08. 


9B19. 


C7 


Gene No. 


34149 


Strand 


+ 








Start 


1 


End 


2558 








Name 


OJ990427 08.9B19.C7.o2.np 


Method 


AAT/NAP 









16744 



Start 1 End 2330 

GI 4886284 Score 475 

Exons 1..64, 1123.. 1855, 1941.. 1994, 2025.. 2330 

GI Descrip. (AL050300) putative protein [Arabidopsis thaliana] 
gil 64 57331 1 gb | AAF09479 . 1 |AF188329_1 (AF188329) 
phytoalexin-def icient 4 protein [Arabidopsis .thaliana] 



Seq. No.. 16183 ' *■ " 

Gene No. 34149 

Start 1 

Name OJ990427_08 . 9B19 . C7 . ol . gs 

Start 595 

GI none 
Exons 



Seq. ID OJ990427 08.9B19.C7 



Strand 
End 

Method 

End 

Score 



+ 

2558 
GENSCAN 
2307 
.9 



595.. 687, 899.. 1032, 1127.. 1855, 1941.. 2307 



Con Kin 


16183 


Seq. ID 


OJ990427JD8. 9B19.C7 




34149 


Strand 


+ 


O Lai L 


1 


End 


2558 


Name 


OJ990427 08.9B19.C7.ol.gp 


Method 


AAT/GAP 


Start 


2112 


End 


2558 


GI 


3763020 


Score 


830 


Exons 


2112.. 2558 






Seq. No. 


16183 


Seq. ID 


OJ990427J)8.9B19.C7 


Gene No. 


34150 


Strand 


+ 


Start 


12630 


End 


14278 


Name 


OJ990427 08.9B19.C7.o3.np 


Method 


AAT/NAP 


Start 


12630 


End 


14278 


GI 


3293031 


Score 


1702 


Exons 


12630. .13081, 13178. .13535, 


13640. .14278 


GI Descrip. 


(AJ007574) amino acid carrier [Ricinus 


communis] 


Seq. No. 


16183 


Seq. ID 


OJ990427_08.9B19.C7 


Gene No. 


34151 


Strand 




Start 


707 


End 


889 


Name 


OJ990427 08.9B19.C7.ol.np 


Method 


AAT/NAP 


Start 


707 


End 


889 


GI 


133435 


Score 


174 


Exons 


707. .889 






GI Descrip. 


DNA- DIRECTED RNA POLYMERASE 


BETA 1 CHAIN gi | 66983 | pir | | RNRZC1 



DNA-directed RNA polymerase (EC 2.7.7.6) beta'-l chain - rice 
chloroplast gi | 11 972 | emb | CAA33987 | (X15901) RNA polymerase beta* 
subunit-1 [Oryza sativa] gi | 22 6690 | prf | | 1603356Q RNA polymerase 
beta ? -l [Oryza sativa] 



Seq. No. 16183 Seq. ID OJ990427_08 . 9B19 . C7 

Gene No. 34152 Strand 

Start 3199 End 14266 

Name OJ990427_08 . 9B-;9 . C7 . o2 .^tc . Method TBLASTX : Cress 

Start 722 ' End 883 

GI none Score 58 

Exons 722. .766, 723. .767, 727. .774, 764. .871, 766. .879, 767. .883 



Seq. No. 16183 

Gene No. 34152 

Start 3199 

Name OJ990427 08 . 9B19 . C7 . o4 . tm 



Seq. ID OJ990427_08.9B19.C7 
Strand 

End 14266 

Method TBLASTX : Maize 



16745 





Start 


1108 






End 


1318 




GI 


none 






Score 


78 




Exons 


1108. .1218, 


1112. 


.1234, 1113. 


.1250, 1124. .1258, 1256. .1318 






1257. .1316 












Seq. No. 


16183 






Seq. ID 


OJ990427_08.9B19.C7 




Gene No. 


34152 






Strand 






Start " 


'* 3199 






End 


14266 




Name 


OJ990427 b8. 


9B19. 


C7 .o2. ts 


Method 


TBLASTX: Soybean 




Start 


1137 






End 


1858 




GI 


none 






Score 


94 




Exons 


1137. .1238, 


1367. 


.1573, 1371. 


.1568, 1605.. .1856, 1631.. 1858 




Seq. No. 


16183 






Seq. ID 


OJ990427_08.9B19.C7 




Gene No. 


34152 






Strand 






Start 


T1 Art 

3199 






End 


14266 




Name 


OJ990427 08. 


9B19. 


C7.ol.tm 


Method 


TBLASTX : Maize 




Start 


1425 






End 


2310 




GI 


none 






Score 


614 




Exons 


1425. .1856, 


1427. 


.1858, 1436. 


.1873, 1522. .1872, 1938. .1976 






1939. .2031, 


1939. 


.2040, 1990. 


.2310, 2021.. 2059, 2029.. 2310 




Seq. No. 


16183 






Seq. ID 


OJ990427_08.9B19.C7 


o 


Gene No. 


34152 






Strand 






Start 


3199 






End ' 


14266 




Name 


OJ990427 08 : . 


9B19. 


C7.o3.ts 


Method 


TBLASTX: Soybean 




Start 


1938 






End 


2268 




GI 


none 






Score 


60 




Exons 


1938. .1967, 


1939. 


.1968, 2021. 


.2236, 2023.. 2268, 2052.. 2234 


i it 


Seq. No. 


16183 






Seq. ID 


OJ990427_08 . 9B19.C7 




Gene No. 


34152 






Strand 




IU 


Start 


3199 






End 


14266 




Name 


OJ990427 08. 


9B19. 


C7.o2.gs 


Method 


GENSCAN 


j " 5 


Start 


3199 






End 


6187 


' ;: "1 


GI 


none 






Score 


.44 




Exons 


3199. .3525, 


5208. 


.5700, 6051. 


.6187 




l-.'.l 


Seq. No. 


16183 






Seq. ID 


OJ990427_08. 9B19.C7 




Gene No. 


34152 






Strand 




Q" 


Start 


3199 






End 


14266 




Name 


OJ990427 08. 


9B19. 


C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5695 






End 


14152 




GI 


none 






Score 


227 




Exons 


5695. .5763, 


13781 


..13951, 13784. .13873, 


13786. .13926, 






13961. .14152 


, 13975. .14130, 14072. .14140 




Seq. No. 


16183 






Seq. ID 


OJ990427_08.9B19.C7 




Gene No. 


34^52 






Strand 






Start 


3199 






End 


14266 




Name 


OJ990427 08. 


9B19. 


C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


12726 






End 


14173 




GI 


none 






Score 


469 




Exons 


12726. .13082 


, 12764. .13093, 13172 13399, 13182 .. 13400, 






13413. .13535, 134 18 .. 13531, 13625 .. 13960, 13639 .. 13929, 



13901. .14173 



16746 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16183 
34152 
3199 

OJ990427_08.9B19.C7.ol.ts 
12726 



End 

Method 
End 

none Score 
12726. .13082, 12755 13078 , 13172 .. 134 38 , .13182 .. 13439, 
13442. .13558, 134 43 13535, 13625 .. 13729, 1364 5 .. 13926, 
13658. .13927, 13967 .. 14077 , 13981.. 14076 



Seq. ID OJ990427_08.9B19.C7 
Strand 

14266 

TBLASTX : Soybean 
14077 
466 - . 



Seq. No. 16183 Seq. ID 

Gene No. 34152 Strand 

Start 3199 End 

Name OJ990427_08 . 9B19 . C7 . o3 . tm Method 

Start 12747 End 

GI none Score 
Exons 



OJ990427_08.9B19.C7 
14266 

TBLASTX: Maize 

13352 

496 



12747. .13079, 12755. 
13199. .13351 



.13093, 13196. .13318, 13197 .. 13352 , 



Seq. No. 16183 

Gene No. 34152 

Start 3199 

Name OJ990427_08 . 9B19 . C7 . o2 . tm 

Start 13371 

GI none 

Exons 13371. . 13436, 13376 .. 13435 , 
13625. .14047, 13639. .14043 



Seq. ID OJ990427_08.9B19.C7 
Strand 

End 14266 

Method TBLASTX: Maize 

End 14047 

Score 7 4 
134 42. .13555, 1344 3. .13535," 



Seq. No. 16183 

Gene No. 34152 

Start 3199 

Name OJ990427_08 . 9B19 . C7 . o5 . tm 

Start 14048 

GI none 

Exons 14048. .14266, 14 048 .. 14 161 , 



Seq. ID OJ990427_08.9B19.C7 
Strand 

End 14266 

Method TBLASTX: Maize 

End 14266 

Score 191 
14068. . 14163 



Seq. No. 16184 

"Gene No. 34153 

Start 11439 

Name OJ990427_08 . 9B19 . C8 . o3 . gs 

Start . 11439 

GI none 

Exons 11439. . 11516, 11747 .. 1234 4 , 

Seq. No. 16184 

Gene No. 34154 

Start "972 

Name OJ990427_08 .'9B19 . C8 . ol . gs 

Star£ 972 

GI none 

Exons 972.. 1133, 3271.. 3378, 5028. 
7009. .7397 



Seq. ID OJ990427_08 . 9B19.C8 
Strand + 
End 13709 
Method GENSCAN 
End ' 13709 

Score .48 
12355. . 12706, 13523.. 13709 . 

Seq. ID OJ990427_08.9B19.C8 
Strand 

End 7456 

Method GENSCAN 

End .7397 

Score .63 
.5070, 5144. .5472, 6499. .7003, 



Seq. No. 16184 

Gene No. 34154 

Start 972 

Name OJ990427_08 . 9B19 . C8 . ol . gp 



Seq. ID OJ990427_08.9B19.C8 
Strand 

End 7456 

Method AAT/GAP 



16747 




Start 6300 End 6717 

GI LIB3433-035-P1-K1-F4 Score 808 

Exons 6300.. 6717 

GI Descrip. * 4 680178/gb | AF111709 . 1 1 AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



Seq. No. . 


16184 




Seq. ID 


OJ990427 08.9B19 


.C8 


Gene No. 


34154 




Strand 






Start 


972 




End 


7456 




Name 


OJ990427 08.9B19.C8 


.o2.gp 


Method 


AAT/GAP 




Start 


7167 




End 


7456 




GI 


428688 




Score 


559 




Exons 


7167. .7456 










Seq. No. 


16184 




Seq. ID 


OJ990427_08 . 9B19 


.C8 


Gene No. 


34155 




Strand 






Start • 


8212 




End 


11327 




Name 


OJ990427 08.9B19.C8 


. o2 . gs 


Method 


GENSCAN 




Start 


8212 




End 


11327 




GI 


none 




Score 


.58 




Exons 


8212. .8283, 9203. .9458, 948 


2. .9618, 9811. .9903, 10584.. 


11327 


Seq. No. 


16184 




Seq. ID 


OJ990427_08.9B19 


.C8 


Gene No. 


34156 




Strand 






Start 


15652 




End ' 


16121 




Name 


OJ990427 08.9B19.C8. 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


5135 




End 


5422 




GI 


none 




Score 


62 




Exons 


5135. .5251, 5170. .5250, 5284 .. 5319, 5299 5421, 5333. .5422 


Seq. No. 


16184 




Seq. ID 


OJ990427_08.9B19 


.C8 


Gene No. 


34156 




Strand 






Start 


15652 




End 


16121 




Name 


OJ990427 08.9B19.C8, 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


14488 




End 


14851 




GI " 


none 




Score 


62 




Exons 


14488. .14850, 14491. 


. .14703, 


14501. .14851 




Seq. No. 


16184 




Seq. ID 


OJ990427_08.9B19 


.C8 


Gene No. 


34156 




Strand 






Start 


15652 




End 


16121 




Name 


OJ990427 08.9B19.C8, 


,ol.tm 


Method 


TBLASTX: Maize 




Start 


14605 




End 


15561 




GI 


none 




Score 


63 




Exons 


14605. .15030, 14606. 


, .14893, 


14945. .15031, 15040. .15081, 






15042. .15143, 15153. 


, .15404, 


15168. .15404, 15383. . 15538, 






15394. .15561 










Seq. No. 


16184 . 




Seq. ID 


OJ990427_08. 9B19 


.C8 


Gene No. 


34156 




Strand 






Start 


15652 




End 


16121 




Name 


OJ990427 08.9B19.C8. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


15180 




End 


15507 




GI 


none 




Score 


134 




Exons 


15180. .15407, 15238. 


. 15402, 


15397. .154 95, 15397. .15507 





16748 



Seq. No. 


16184 


Seq. ID 


OJ990427_08. 


9B19 


.C8 


Gene No. 


34156 


Strand 








Start 


15652 


End 


16121 






Name 


OJ990427 08.9B19.C8.o4 .gs 


Method 


GENSCAN 






Start 


15652 


End 


"16121 






GI 


none 


Score 


.44 






Exons 


15652. .15872, 16012.. 16121 










Seq. No. 


16185 ' 


Seq. ID 


OJ990427_08. 


9B19. 


,C9 


Gene No. 


34157 


Strand 


+ 






Start 


3470 


End 


4265 






Name 


OJ990427 08.9B19.C9.o2.np 


Method 


AAT/NAP 






Start 


3470 


End 


4265 






GI 


3608155 


Score 


227 






Exons 


3470. .4265 










GI Descrip. 


(AC005314) putative pre-mRNA splicing 


factor RNA helicase 




[Arabidopsis thaliana] 










Seq. No. 


16185 


Seq. ID 


OJ990427_08. 


9B19. 


.C9 


Gene No. 


34158 


Strand 








Start 


435 


End 


2175 






Name 


OJ990427 08.9B19.C9.ol.gs 


Method 


GENSCAN 






Start 


435 


End 


2175 






GI 


none 


Score 


.48 






Exons 


435.. 448, 1*301.. 1352, 1443. 


.1920, 1937 


. .2175 






Seq. No. 


16185 


Seq. ID 


OJ990427_08. 


9B19, 


,C9 


Gene No. 


34159 


Strand 








Start 


2879 


End 


2980 






Name 


OJ990427 08.9B19.C9.ol.np 


Method 


AAT/NAP 






Start 


2879 


End 


2980 






GI 


5922634 


Score 


126 






Exons 


2879. .2980 










GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 








gi | 60168 67 | dbj | BAA85210 . 1 | 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


16185 


Seq. ID 


OJ990427_08. 


9B19. 


,C9 


Gene No. 


34160 


Strand 








Start 


11193 


End 


15715 






Name 


OJ990427 08.9B19.C9.o3.np 


Method 


AAT/NAP 






Start 


11193 


End 


15715 






GI 


6862925 


Score 


54 






Exons 


11193. .11281, 14329. .14475, 


15678. . 15715 







GI Descrip. (AC018907) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



16186 Seq. ID 

34161 Strand 

1 End 

OJ990427_08 . 9B19 . C10 . ol . np Method 

1 End 

4584539 Score 

1..378, 418. .781, 2467. .2676, 5127. .5228 
(AL04 9608) extensin-like protein [Arabidopsis thaliana] 



OJ990427_08.9B19.C10 
+ 

9044 
AAT/NAP 
5228 
188 



16186 
34161 



Seq. ID OJ990427_08.9B19.C10 
Strand + 



16749 



I'll 

I iff 

-i.i.i 

Hi 



i.-.i 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 904 4 

Method GENSCAN 
End 9044 
Score . 5 

208. .321, 414. .505, 549. .835, 1548. .1677, 1697. .1872, 

2157. .2298, 2454. .2676, 2893. .3010, 5205. .5298, 6018. .6198, 

7222.. 7367, 8554.. 8629, 8707.. 9044 



OJ990427_08.9B19.C10.ol.gs 

208 

none 



Seq. 

Gene 

Start 

Name 

Start 

GI 

Exons 
GI De 



No. 
No. 



scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16186 Seq. ID 

34161 Strand 
1 End 
OJ990427_08.9B19.C10.ol.gp Method 
2157 End 
1631463 Score 
2157. .2367 

4680178/gb|AF111709.1 IAF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ990427_08.9B19.C10 
+ 

9044 
AAT/GAP 
2367 
330 



16186 Seq. ID 

34162 Strand 
15003 End 
OJ.9904 27_08. 9B19 . C10 . o2 . np Method 
15003 End 
1184075 Score 
15003. .15044, 16350. .17931, 20056.. 20112 
(U42444) Cf-2.1 [Lycopersicon pimpinellif olium], 
gi 1 1587673 | prf | I2207203A Cf-2 gene [Lycopersicon esculentum] 



OJ990427_08 . 9B19 . C10 
+ 

20112 
AAT/NAP 
20112 
539 



Seq. No. 


16186 


: Seq. ID 


OJ990427 


_08.9B19 


.C10 


Gene No. 


34163 


Strand 


+ 






Start 


20286 


End 


21344 






Name 


OJ990427 08. 9B19 . C10 . o3 . np 


Method 


AAT/NAP 






Start 


20286 


End 


21344 






GI 


6721543 


Score 


181 






Exons 


20286. .20414, 21228. .21344 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16186 


Seq. ID 


OJ990427_ 


_08.9B19 


.C10 


Gene No. 


34164 


Strand 


+ 






Start 


21271 


End 


22916 






Name 


OJ990427 08.9B19.C10.o2.gp 


Method 


AAT/GAP 






Start 


21271 


End 


21838 






GI 


LIB34 75-007-P1-K1-G8 


Score 


634 






Exons 


21271. .21309, 21413. .21511, 


21588. .21838 






GI Descrip. 


, 5441880/dbj IBAA82378.il 5. 


Oe-75 (AP000367) EST 


C28952 (C62945) 




corresponds to a region of 


the predicted gene.; 


Similar 


to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] * 



16186 Seq. ID 

34164 Strand 

21271 End 

OJ990427_08. 9B19.C10.o4 .np Method 

21307 End 

5441880 Score 



OJ990427_08.9B19.C10 
+ 

22916 
AAT/NAP 
22916 
1314 



21307. .21511, 21588, 
22682. .22916 



.21846, 22091. .22188, 22435 .. 22566, 



16750 



GI Descrip. (AP000367) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16186 Seq. ID 

34165 Strand 

10324 End . 

OJ990427_08. 9B19 . CIO . o2 . gs Method 

10324 End 

none Score 



OJ990427_08 .9B19.C10 

15125 - 
GEN SCAN 
15125 
.65 



10324. .10441, 10539. .10717, 12879. .13205, 13417. .13509, 
14375. .14596, 15075. .15125 



Seq. No. 16186 

Gene No. 34166 

Start 23416 

Name OJ990427__08 . 9B19 . C10 . o2 . tc 

Start 13221 

GI none 

Exons 13221. .13337, 13225 .. 13338 , 13228 
13330. .13377, 13337 .. 1338 1, 13338 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 08.9B19.C10 



23960 

TBLASTX: Cress 
13382 
183 

13338, 13233. . 13340, 
13382 



Seq. No. 16186 
Gene No. 34166 
Start . 23416 

Name OJ990427_08 . 9B19 . C10 . ol . tm 

Start 16674 
GI none 
Exons 16674 

16767 

17148 

17298 

17367 



16733, 16737. 

16877, 16854, 

17261, 17148. 

17615, 17301. 

17636, 17393. 

17643. .17927, 17678. 
17802. .17933 



16874, 
17180, 
17282, 
17636, 
17584, 
17932, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_08.9B19.C10 
23960 

TBLASTX: Maize 

17933 

49 



16743. . 16877", 16752 .. 1 6871 , 

16875. .17144, 168 90. .17183, 

17295. .17636, 17298. .17 633, 

17307. .17636, 17325. .17651, 

17436. .17636, 17601. .17639, 

17760. .17837, 17760. .17927, 



Seq. No,. 16186 
Gene No. 34166 
Start 23416 ' 

Name OJ9904 27_08 . 9B19 . C10 . ol . ts 

Start 16674 
GI none 
Exons 16674 

16875 

16881 



16712, 16722. 

17153, 16878'. 

16970, 16953. 

17163. .17282, 17163. 

17298. . 17636, 1730.1. 

17336. .17638, 17397. 

17760. .17930, 17760. 



.16871, 
.17150, 
.17153, 
.17318, 
.17927, 
,17639, 
,17930, 



Seq. ID OJ990427_08.9B19.C10 
Strand 

End 23960 

Method TBLASTX : Soybean 

End 17930 

Score 4 3 
16743. .16874, 16854 17081, 
16881. .17174, 16881. . 17144, 
16955. .17143, 16977. .17144, 
17283. .17 636, 17286. . 17 636, 
17301. .17 636, 17331. .17 636, 
17760. .17930, 17760. .17927, 
17760.. 17930 



Seq. No. 16186 

Gene No. 34166 

Start 23416 

Name OJ9904 27_08 . 9B19 . C10 . ol . tc 

Start 16677 

GI none 
Exons 



Seq. ID OJ990427_08 . 9B19.C10 
Strand 
End 

Method 
End 
Score 



23960 

TBLASTX: Cress 

17980 

107 



16677. .16862, 16719 .. 16859, 16743 .. 1687 4 , 16743 .. 16862, 



16751 




16743. .16874, 
16878. .17159, 
17148. .17297, 
17286. .17636, 
17298. .17636, 
17301. .17636, 
17370. .17648, 
17673. .17927 , 
17757. .17927, 
17766. . 17927, 



16854. .17144, 
16950. . 17000, 
17160. . 17288, 
17295. . 17636, 
17298. .17567, 
17316. .17636, 
17375. .17647, 
17681. . 17980, 
17760. . 17927, 
17799. . 17933 



16875. . 17159, 
17025. . 17153, 
47160. .17279, 
17295. . 17633, 
17298. . 17633, 
17325. . 17429, 
17480. . 17563, 
17757. .17930, 
17760. . 17927, 




16878. .17162, 
17145. .17291, 
17166. . 17219, 
17295. . 17639, 
17301. . 17636, 
17367. .17636, 
17505. .17648, 
17757. .17918, 
17760. .17942, 



Seq. No. 16186 

Gene No. 34166 

Start 23416 

Name OJ990427_08 . 9B19 . CIO . o3 . gp 

Start 23416 

GI 7406_1.R1084 

Exons 23416. .23490, 23525. 
GI Descrip. • 1122315/emb | CAA63901 | 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 08.9B19.C10 



23960 
AAT/GAP 
23853 
584 

23853 

7.0e-10 (X94191) heat shock protein 17.0 



08.9B19.C10 





[Pennisetum glaucum] ' 








Seq. No. 


16186 




Seq. ID 


OJ990427 


Gene No. 


34166 




Strand 




Start 


23416 




End 


23960 


Name 


• OJ990427 • 08. 9B19.C10.o5, 


.np 


Method 


AAT/NAP 


Start 


23732 




End 


23960 


GI 


6721543 




Score 


122 


Exons 


23732. .23960 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


16187 




Seq. ID 


OJ990427 


Gene No. 


34167 




Strand 


+ 


Start 


668 




End 


1538 


Name 


OJ990427 08. 9B19.Cll.ol. 


.gs 


Method 


GENSCAN 


Start 


668 




End 


1526 


GI 


none 




Score 


.5 


Exons 


668. .1526 








Seq. No. 


16187 




Seq. ID 


OJ990427 


Gene No. 


34167 




Strand 


+ 


Start 


668 




End 


1538 


Name 


OJ990427 08. 9B19.Cll.ol. 


.np 


Method 


AAT/NAP 


Start 


683 




End 


1538. 


GI 


6714444 




Score 


197 


Exons 


683. . 946, 1086. . 1538 








GI Descrip. 


(AC011620) putative disease 


resistance 


protein 




thaliana] 








Seq. No. 


16188 




Seq. ID 


OJ990427 


Gene No. 


34168 




Strand 


+ 


Start 


1 




End 


1000 


Name 


OJ990427 08. 9B19.C12.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1000 


GI 


5777617 




Score 


74 


Exons 


1..79, 903. .1000 









GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



16752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16188 
34169 
523 

OJ990427JD8. 9B19 . C12 . ol . gs 

523 

none 

523. .686, 1155. .1379 

16189 
34170 
91 

OJ990427_08 . 9B19 . C13 . ol . gs 
91 

none 

91. .278, 429. .631 



Seq. ID OJ990427_08.9B19.C12 
Strand 

End 1379 

Method GENSCAN 

End 1379 

Score .59 



Seq. ID OJ990427_08.9B19.C13 
Strand 

End 692 

Method GENSCAN 

End 631 

Score .58 



16189 
34170 
91 

OJ990427_08. 9B19 . C13 . ol . np 
397 

5441880 
397. .692 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID OJ990427_08.9B19.C13 
Strand 

End 692 

Method AAT/NAP 

End 692 

Score 399 



16190 
34171 
795 

OJ990427_08 . 9B19 . C16 . ol . gs 

795 

none 

795. .889 



Seq. ID OJ9904 27_08 . 9B19.C16 
Strand 

End 889 

Method GENSCAN 

End 889 

Score .95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



16191 
34172 
1 

OJ990427_08. 9B19 . C17 . ol . np 
1 

3894385 
1. .301, 1375. .1432 

(AF053994) Hcr2-0A [Lycopersicon esculentum] 



Seq. ID OJ990427_08.9B19.C17 
Strand + 

1432 
AAT/NAP 
1432 
187 



End 

Method 

End 

Score 



16191 
34173 
22 

OJ990427_08. 9B1 9 . C17 . ol . gs 

22 

none 

22. .90, 715. .719 

16192 
34174 
91 

OJ990427JD8. 9B19 . C18 . ol . gs 
91 



Seq. ID OJ990427_08.9B19.C17 
Strand 

End 719 

Method GENSCAN 

End 71$ 

Score . 65 



Seq. ID OJ990427_08.9B19.C18 

Strand + 

End 1481 

Method GENSCAN 

End 1481 



16753 




GI 


none 


Score 


.45 




Exons 


91. .341, 1116. .1406, 1472.. 


.1481 






Seq. No. 


16192 


Seq. ID 


OJ990427_08.9B19 


.C18 


Gene No. 


34175 


Strand 






Of- o 


1624 


End 


1727 




Name 


OJ990427 08.9B19.C18.ol.np 


Method 


AAT/NAP 




Start - 


1624 


End 


1727 




GI 


5777617 


Score 


81 




Exons 


1624. .1727 








GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza sativa] 




Seq. No. 


16193 


Seq. ID 


OJ990427_08.9B19 


.C19 


Gene No. 


34176 


Strand 


+ 




Start 


1 


End 


387 




LNCtlLIC 


OJ990427 08. 9B19 . C19 . ol . gp 


Method 


AAT/GAP 




Start 


1 


End 


387 




GI 


uC-osflcyp066e08al 


Score 


679 




Exons 


1. .387 








GI Descrip. 


'4521193/dbj | ABO 134 50. 1 | ABO 134 50 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 1 






Seq. No. 


16193 


Seq. ID 


OJ990427_08.9B19 


.C19 


Liene no . 


34177 


Strand 






Start 


495 


End 


2109 




Name 


OJ990427 08.9B19.C19.ol.gs 


Method 


GENSCAN 




Start 


495 


End 


2016 




GI 


none 


- Score 


.58 




Exons 


495. .935, 1151. .1243, 1643. 


.1705, 1889 


. .2016 




Seq. No. 


16193 


Seq. ID 


OJ990427_08. 9B19 


.C19 


Gene No. 


34177 


Strand 






otarc 


495 


End 


2109 




Name 


OJ990427 08.9B19.C19.o2.tm 


Method 


TBLASTX: Maize 




Start 


531 


End 


1196 




GI 


none 


Score 


118 




Exons 


531. .680, 532. .681, 751. .870, 753. .872 


, 753. -..920, 754..! 


?27, 




1149. .1196, 1151. .1195 








Seq. No. 


16193 


Seq. ID 


OJ990427_08.9B19, 


.C19 


Gene No. 


34177 


Strand 








495 


End 


2109 




Name 


OJ990427 08.9B19.C19.ol.np 


Method 


AAT/NAP 




Start 


670 


End 


2109 




GI 


4803931 


Score 


386 




Exons 


670. .869, 1151. .1243, 1643. 


.1780, 1889 


. .2109 




GI Descrip. 


(AC006264) unknown protein 


[Arabidopsis thaliana] 




Seq. No." 


16193 


-£eq. ID 


OJ990427_08.9B19. 


,C19 


Gene No. 


34177 


Strand 






Start 


495 


End 


2109 




Name 


OJ990427 08.9B19.C19.ol.tc 


Method 


TBLASTX: Cress 




Start 


1149 


End 


2020 




GI 


none 


Score 


86 




Exons 


1149. .1244, 1154. .1246, 1154. .1246, 1635. .1769, 1641. .1775, 



1643. .1816, 1643. .1780, 1886. .2020, 1887. .1946 



16754 



Seq. No. 16193 

Gene No. 34177 

Start 495 

Name OJ990427_08 . 9B19. C19 . ol . ts 

Start 1149 

GI none 
Exons 



Seq. ID OJ990427_08.9B19.C19 
Strand 

End 2109 

Method TBLASTX : Soybean 

End 1954 

Score 7 9 



1149. .1244, 1151. .1246, 1643. .1780, 1700. ..1780, 1886. .1954 



Seq. No. 16193 

Gene No. 34177 

Start 495 

Name OJ990427_08 . 9B19 . C19 . ol . tm 

Start 1197 

GI none 
Exons 



Seq. ID OJ990427_08.9B19.C19 
Strand 

End 2109 

Method TBLASTX : Maize 

End 2020 

Score 68 



1197. .1244, 1199. .1246, 1199. .1246, 1201. .1260, 1635. .1766, 
1639. .1782, 1639. .1674, 1643. .1780, 1699. .1791, 1890. .2015, 
1891. .2019, 1892. .2020 



Seq. No. 16194 

Gene No. 34178 

Start 971 

Name OJ990427_08 . 9B1 9 . C20 . ol . gp 

Start 971 

GI uC-osflcyp066e08al 

Exons 971. .1380 

GI Descrip. ' 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. ID OJ990427_08.9B19.C20 

Strand + 

End 1380 

Method AAT/GAP 

End 1380 

Score 724 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16194 
34179 
1 

OJ9904 27_08 . 9B1 9 . C20 . o2 . np 
1 

5916446 



Seq. ID OJ990427_08.9B19.C20 
Strand 

End 5833 

Method AAT/NAP 

End 5830 

Score 720 



1..109, 1705. .1862, 2636. .2847, 3099. .3252, 3363. .3466, 
4203. .4259, 5668. .5830 

(AC007 633) similarity to several hypothetical proteins- 
Arabidopsis thaliana 



Seq. No. 16194 

Gene No. 34179 

Start 1 

Name OJ9904 27_08 . 9B19 . C20 . ol . gs 

Start 84 

GI none 
Exons 



Seq. ID OJ990427_08.9B19.C20 
Strand 

End 5833 

Method GENSCAN 

End 5833' 

Score • .72 



84. .300, 359.-434, 1518. .1678, 1757. .1928, 2144. .2236, 
2636. .2698, 2882. .3009, 3120. .3280, 3376. .3466, 5668. .5833 



Seq. No. 16194 , 

Gene No. 34179 

Start 1 

Name OJ9904 27_08 . 9B19 . C20 . ol . np 

Start 447 

GI 5777617 

Exons 447.. 547, 1725.. 1755 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ990427_08.9B19.C20 
Strand 

End 5833 

Method AAT/NAP 

End 1755 

Score 75 



16755 



Seq. No. 16194 
Gene No. 34179 
Start 1 

Name OJ990427_08 . 9B19 .C20 . o2 . tm 

Start 1524 
GI none 

Exons' : 1524. ,.1673, 1525.. 1674, 1742. 
. 1746. .1913, 1747. .1920 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_08.9B19.C20 
5833 

TBLASTX: Maize 

1920 

118 



.1861, 1744. .1869, 1746. .1862, 



Seq. No. 16194 

Gene No. 34179 

Start 1 

Name OJ990427_08 . 9B1 9 . C20 . ol . tm 

Start 2118 

GI none 

Exons 2118.. 2237, 2144.. 2239, 2145. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_08. 9B19.C20 
5833 

TBLASTX: Maize 

5788 

80 



.2237, 2628. .2762, 2636.. 2770, 



2636. .2773, 2879. .3013, 2880. .3059, 3109. .3288, 3120. .3278, 
3121. .3279, 3122. .3283, 3134. .3289, 3378. .3470, 3378. .3470, 
4199. .4261, 4204. .4260, 5664. .5720, 5666. .5722, 5726. .5788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16194 
34179 
1 

OJ990427_08. 9B1 9 . C20 . ol . tc 

2142 

none x 

2142/.*2237, 2147.. 2239, 2147. 
2636. .2809, 2636. .2773, 2879. 

16194 
34179 
1 

OJ990427_08. 9B19 . C20 . ol . ts 

2714 

none 

2714. .2773, 2879. .2941, 2900. 
3118. .3282, 3119. .3283 



Seq. ID OJ990427_08.9B19.C20 
Strand 

End 5833 
Method TBLASTX : Cress 
End 3156 
Score 8 6 

.2239, 2628. .2762, 2634. .2768, 
.3013, 2880. .2939, 3121. .3156 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_08.9B19.C20 
5833 

TBLASTX: Soybean 

3283 

55 



,3013, 3116. .3262, 3118. .3252, 



Seq. No. 16194 

Gene No. 34179 

Start 1 

Name OJ990427_08 . 9B1 9 . C20 . ol . tw 

Start 2720 

GI none 

Exons 2720.. 2773, 2879.. 3013, 2880. 

3378. .3467, 3378. .3467 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_08.9B19.C20 
5833 

TBLASTX: Wheat 

3467 

60 



.3050, 3118. .3282, 3119. .3274, 



OJ990427 08.9B19.C21 



Seq. No. 16195 Seq. ID _ 

Gene No. 34180 Strand 

Start 1 End 1244 

Name OJ990427_08 . 9B1 9 . C21 . ol . np Method AAT/NAP 

Start 1 End 1244 

GI 5916446 Score 215 

Exons 1..61, 172.. 275, 1012.. 1244 

GI Descrip. (AC007633) similarity to several hypothetical proteins- 
Arabidopsis tha liana 



16756 




Seq. No. 


16195 


Seq. ID 


OJ990427_08.9B19 


.C21 


Gene No. 


34180 


Strand 






Start 


1 


End 


1244 




Name 


OJ990427 08.9B19.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


3 


End 


1070 




GI 


none 


Score 


91 




Exons 


3. .32," 35. .97, 36. .92, 185. .274, 187. 


.276, 187. .279, 1008..: 




1013. . 1069 








Seq. No. 


16196 


Seq. ID 


OJ990427_08.9B19 


.C24 


Gene No. 


34181 


Strand 


+ 




Start 


1 


End 


728 




Name 


OJ990427 08.9B19.C24.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


728 




GI 


1491621 


Score 


138 




Exons 


1..163, 442. .728 








GI Descrip. 


(278205) UL36 [Bovine herpesvirus 1] gi | 2 653311 | emb | CAA0609* 




(AJ004801) very large virion 


DTOt pin 


( f~ p>oiim^Pit" \ r Rr^Tr "i n o 






herpesvirus type 1.1] 








Seq. No. 


16197 


Seq. ID 


OJ990427JD8.9B19. 


. C26 


Gene No. 


34182 


Strand 






Start 


106 


End 


504 




uhi Name 


OJ990427 08.9B19.C26.ol.tw 


Method 


TBLASTX: Wheat 




>9 £ Start 


106 


End 


469 




GI 


.none 


Score 


62 




*j! Exons 
I'll 


106. .468, 109. .321, 119. .469 








r ;j Seq. No. 


16197 


Seq. ID 


OJ990427_08. 9B19, 


. C26 


Gene No. 


34182 


Strand 






Start 


106 


End 


504 




^" !! - Name 


OJ990427 08.9B19.C26.ol.tm 


Method 


TBLASTX: Maize 




^IJ Start 


206 


End 


504 




it GI 


none 


Score 


146 




Exons 

I, ;;I 


206. .502, 223. .504, 223. .504 








: U ! 

/'; ! Seq. No. 


16198 


Seq. ID 


OJ990427_08.9B19. 


C27 


^ Gene No. 


34183 


Strand 






h\} Start 


1 


End 


656 




lijj Name 


OJ990427 08. 9B19 . C27 . ol . np 


Method 


AAT/NAP 




; ; H Start 


1 


End 


656 




*"' GI 


5916446 


Score 


85 




Exons 


1..51, 413. .656 








GI Descrip. 


(AC007633) similarity to several hypothetical proteins- 






Arabidopsis thaliana 








Seq. No. 


16198 


Seq. ID 


OJ990427_08. 9B19. 


C27 


Gene No. 


34183 


Strand 






Start 


1 


End 


656 




Name 


OJ990427 08. 9B1 9 . C27 . ol . tm 


Method 


TBLASTX: Maize 




Start 


194 


End 


589 




GI 


none 


Score 


118 




Exons 


194. .343, 195. .344, 416. .466, 


440. .589, 457. .582 




Seq. No. 


16199 


Seq. ID 


OJ990427J38. 9B19. 


C28 


Gene No. 


34184 


Strand 


+ 




Start 


1 


End 


1621 





16757 



Name OJ990427_08 . 9B19 . C28 . ol . np Method AAT/NAP 

Start 1 End 1621 

GI 6635236 Score 451 

Exons 1..60, 222.. 580, 647.. 1621 

GI Descrip. (AB029327) elicitor-inducible receptor-like protein EIR 
[Nicotiana tabacum] 



Seq. No. 16199 Seq. ID 

Gene No. 34184 Strand 

Start 1 End 

Name OJ990427_08 . 9B19 . C28 . ol . gs Method 

Start 141 End 

GI none Score 

Exons 141.. 591, 1154.. 1321, 1379.. 1486 

Seq. No. 16199 Seq. ID 

Gene No. 34184 Strand 

Start 1 End 

Name OJ990427_08 . 9B19 . C28 . ol . ts Method 

Start 153 End 

GI none Score 
Exons 



OJ990427_08.9B19.C28 
+ 

1621 
GENSCAN 
1486 
.65 



OJ990427_08 . 9B19 .C28 
+ 

1621 

TBLASTX: Soybean 

1404 

37 



153. .197, 201. .281, 222. .419, 231. .488, 441. .575, 512. .661, 
513. .812, 851. .970, 1003. .1113, 1258. .1404 



Seq. -No. 16199 .* 

Gene No. 34184 
Start 1 

Name OJ990427_08 . 9B19 . C28 . ol . 

Start 156 

GI none 

Exons 156.. 341, 198.. 338, 

354. .638, 357. .641, 
627. .776, 639. .767, 
815. .967, 815. .907, 
815. .970, 845. .988, 



Seq. ID 

Strand 

End 

tc Method 
End 
Score 



1150.. 1404, 1158, 
1237.. 1404, 1237. 
1320. .1415 



222. 
357. 
639. 
815. 
988. 
1457, 
1404, 



OJ990427_08.9B19.C28 
+ 

1621 

TBLASTX: Cress 
1457 
107 

.353, 222. .341, 222. .353, 333. .623, 
.638, 429. .479, 504. .632, 624. .770, 
.758, 645. .698, 806. .988, 812. .988, 
.988, 815. .985, 815. .988, 815. .988, 
.1113, 991. .1125, 994. .1113, 1009. .1116, 
1234. .1395/1234. .1404, 1234. .1407, 
1237. .1419, 1243. .1404, 1276. .1410, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16199 
34184 
1 

OJ990427_08. 9B19.C28 .ol.tm 

174 

none 



Seq. ID OJ990427_08.9B19.C28 

Strand + 

End 1621 

Method TBLASTX : Mai ze 

End 1401 

Score 97 



174. .407, 424. .669, 428. .664, 429. .692, 429. .689, 630. .815, 
815. .967, 988. .1113, 1237. .1401 

16200 Seqv*IG> OJ990427_08 . 9B19 .C31 

34185 Strand' - 

1 End 1151 

OJ990427_08. 9B19 . C31 . ol . np Method AAT/NAP 

1 End 1151 

1184077 Score 459 

1..33, 254. .1151 

(U42445) Cf-2.2 [Lycopersicon pimpinellif olium] 



16758 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16200 
34185 
1 

OJ990427_08. 9B19 . C31 . ol . ts 

191 

none 



Seq. ID OJ990427_08.9B19.C31 
Strand 

End 1151 

Method TBLASTX : Soybean 

End 1128 

Score 77 



191. .424, 2S3..447, 256. .441, 256. .453, 323. .424, 427. .942, 

436. .870, 458. .727, 460. .948, 460. .735, 463. .942, 463. .594, 

463. .933, 464. .703, 466. .786, 604. .945, 751.*. 822, 820. .948, 
946. .1095, 946. .1086, 961. .1080, 1060. .1128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16200 
34185 
1 

OJ9904 27_08. 9B19 . C31 . ol . tc 
250 



none 
250. . 
430. . 
460. . 
487. . 
946. . 
964. . 



Seq. ID OJ990427_08.9B19.C31 
Strand 

End 1151 
Method TBLASTX : Cress 
End 1098 
Score 64 
441, 256. .432, 257. .412, 265. .438, 
876, 436. .657, 445. .717, 457. .801,' 
948, 463. .666, 463. .933, 464. .580, 
945, 556. .945, 608. .973, 689. .835, 
1095, 952. .1083, 955. .1086, 961. .1098, 961. .1095, 
1083, 1024. .1077 • 



339, 253.. 447, 256. 

942, 436.. 933, 436. 

948, 463.. 957, 463. 

945, 533.. 703, 544. 



; t 



Seq. No. 16200 

Gene No. 34185 

Start 1 

Name OJ990427_08 . 9B19.C31 .ol. tm 

Start 250 

GI none 
Exons 



Seq. ID OJ990427_08.9B19.C31 
Strand 

End 1151 

Method TBLASTX : Mai ze 

End 1095 

Score 59 



250. .339, 256. .450, 314. .439, 329. .412, 436. .876, 445. .918, 
449. .568, 463. .933, 463. .666, 463. .807, 464. .691, 466. .948, 
484. .945, 485. .571, 530. .835, 697. .945, 961. .1095 



Seq. No. 16200 Seq. ID 

Gene No. 34185 Strand 

Start 1 End 

Name OJ990427_08 . 9B19 . C31 . ol . tw Method 

Start 436 End 

GI none Score 
Exons 



OJ990427_08.9B19.C31 
1151 

TBLASTX: Wheat 

1128 

52 



436. .645, 445. .717, 628. .933, 946. .1095, 946. .1083, 971. .1054, 
1084. .1128 



Seq. No. 16201 Seq. ID 

Gene No. 34186 Strand 

Start 354 End 

Name OJ990427_08 . 9B19 . C32 . ol . gs Method 

Start 354 End 

GI none Score 

Exons 354 . . 448 



OJ990427_08.9B19.C32 
448 

GENSCAN 

448 

.87 



Seq. No. 16202 Seq. ID 

Gene No. 34187 Strand 

Start 363 End 

Name OJ990427_08 . 9B19 . C36 . ol . gs Method 

Start 363 ^ End 

GI none Score 



OJ990427_08.9B19.C36 
+ 

584 

GENSCAN 

584 

.75 



16759 



Exons 


363. .584 






Seq. No. 


16203 


Seq. ID 


OJ990427_08.9B19.C37 


Gene No. 


34188 


Strand 




Start 


169 


End 


525 


Name 


OJ990427 08.9B19.C37.ol.gs 


Method 


GENSCAN 


Start .. 


169 


End 


525 


GI 


none 


Score 


.62 


Exons 


169. .525 






Seq. No. 


16204 


Seq. ID 


OJ990427_08.9B19.C41 


Gene No. 


34189 


Strand 




Start 


201 


End 


642 


Name 


OJ990427 08.9B19.C41.ol.gs 


Method 


GENSCAN 


Start 


201 


End 


642 


GI 


none 


Score 


. 63 


Exons 


201. .302, 517. .642 






Seq. No. 


16205 


Seq. ID 


OJ990427_08.9B19.C42 


Gene No. 


34190 


Strand 




Start 


60 


End 


757 


Name 


OJ990427 08.9B19.C42.ol.gs 


Method 


GENSCAN 


Start 


60 


End 


757 


GI 


none 


Score 


. 65 


Exons 


' 60:'. 225, 741. .757 






Seq. No. 


16206 


Seq. ID 


OJ990427_08\ 9B19.C43 


Gene No. 


34191 


Strand 




Start 


176 


End 


675 


Name 


OJ990427 08.9B19.C43.ol.np 


Method 


AAT/NAP 


Start 


176 


End 


675 


GI 


6069646 


Score 


91 


Exons 


176. .334, 646. . 675 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC00531 




[Oryza sativa] gi | 6907112 | dbj 


IBAA90639 


.11 (AP001129) Similar 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence 




putative non-LTR retroelement 


reverse 


transcriptase . (AC00624 




[Oryza sativa] 






Seq. No. 


16207 


Seq. ID 


OJ990427_08.9B19.C45 


Gene No. 


34192 


Strand 




Start 


1 


End 


279 


Name 


OJ990427 08.9B19.*C45.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


279 


GI 


none 


Score 


73 


Exons 


1..57, 3. .56, 129. .278, 130.. 


279 




Seq. No. 


16208 


Seq. ID 


OJ990427_08. 9B19.C4 6 


Gene No. 


34193 


Strand 




Start 


1 


End 


599 


Name 


OJ990427 08.9B19.C46.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


599 


GI 


2995321 


Score 


448 


Exons 


1. .599 






GI Descrip. 


(Z68759) amino acid carrier [Ricinus communis] 


Seq. No. 


16208 


Seq. ID 


OJ990427_08.9B19.C46 



16760 




Gene No. 


34 193 


Strand 






Start 


1 


End 


599 




Name 


OJ990427 08.9B19.C46.ol.gs 


Method 


GENSCAN 




Start 


44 


End 


484 




GI 


none 


Score 


.66 




Exons 


44. .484 








Seq. No. 


16208 


Seq. ID 


OJ990427_08.9B19 


.C46 


Gene No. 


34193 


Strand 






Start 


1 


End 


599 




Name 


OJ990427 08.9B19.C46.ol.ts 


Method 


TBLASTX : Soybean 




Start 


87 


End 


473 




GI 


none 


Score 


67 




Exons 


87. .203, 89. .202, 206. .463, 207. .473 






Seq. No. 


16208 


Seq. ID 


OJ990427_08.9B19, 


.C4 6 


Gene No . 


34193 


Strand 






Start 


1 


End 


599 




Name 


OJ990427 08.9B19.C46.ol.tc 


Method 


TBLASTX: Cress 




Start 


89 


End 


473 




GI 


none 


Score 


69 




Exons 


89. .202, 90. .203, 206. .463, 207. .473, 


330. .467 




Seq. No. 


16208 


Seq. ID 


OJ990427_08.9B19. 


.C4 6 


Gene No. - 


34193 


Strand 






Start 


1 


End 


599 




Name 


OJ990427 08.9B19.C46.ol.tm 


Method 


TBLASTX: Maize 




Start 


167 


End 


458 




GI 


none 


Score 


355 




Exons 


167. .457, 180. .458 








Seq. No. 


16209 


Seq. ID 


OJ990727_08.9B05. 


,C1 


Gene No. 


34194 


Strand 


+ 




Start 


2429 


End 


8595 




Name 


OJ990727 08.9B05.Cl.o2.gs 


Method 


GENSCAN 




Start 


2429 


End 


8595 




GI 


none 


Score 


.63 




Exons 


242.9.. 2554, 2880.. 3452,' 3609. 


.3644, 4030.. 8595 




Seq. No. 


16209 


Seq. ID 


OJ990727_08.9B05. 


CI 


Gene No. 


34194 


Strand 


+ 




Start 


2429 


End 


8595 




Name 


OJ990727 08.9B05.Cl.o2.np 


Method 


AAT/NAP 




Start 


2946 


End 


3775 




GI 


5042448 


Score 


1123 




Exons 


2946. .3775 








GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa^ 


1 






Seq. No. 


16209 


Seq. ID 


OJ990727_08. 9B05. 


CI 


Gene No. 


34194 


Strand 


+ 




Start 


2429 


End 


8595 




Name 


OJ990727 08. 9B05 . CI . o3 . np 


Method 


AAT/NAP 




Start 


4030 


End 


8592 




GI 


4680179 


Score 


7893 




Exons 


4030. .8592 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 





16761 




Seq. No. 


16209 








Seq. ID 


OJ990727 


_08.9B05 


.CI 


Gene No. 


34195 








Strand 








Start 


135 








End 


530 






Name 


OJ990727 08 


. 9B05 


.Cl.ol. 


qs 


Method 


GEN SCAN 






Start 


135 








End 


530 






GI 


none 








Score 


1 






Exons 


135. .530 
















Seq. No. 


16209 








Seq. ID 


OJ990727 


_08.9B05 


.CI 


Gene No. 


34196 








Strand 








Start 


1415 








End 


2180 






Name 


OJ990727 08 


.9B05 


.Cl.ol. 


np 


Method 


AAT/NAP 






Start 


1415 








End 


2180 






GI 


4680183 








Score 


187 






Exons 


1415. . 1504, 


2110 


. .2180 












GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


16209 








Seq. ID 


OJ990727 


_08.9B05, 


.CI 


Gene No. 


34197 








Strand 


— 






Start 


8790 








End 


9165 






Name 


OJ990727 08 


.9B05 


.Cl.o7. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4297 








End 


4656 






GI 


none 








Score 


308 






Exons 


4297. .4656, 


4323 


. .4655 












Seq. No. 


16209 








Seq. ID 


OJ990727 


_08. 9B05. 


.CI 


Gene No. 


34197 








Strand 








Start 


8790 








End 


9165 






Name 


OJ990727 08 


.9B05 


.Cl.06. 


tm 


Method 


TBLASTX: 


Maize 




Start 


4537 








End 


4833 






GI 


none 








Score 


210 






Exons 


4537. .4833, 


4537 


. .4821, 


4554 . 


.4724 








Seq. No. 


16209 








Seq. ID 


OJ990727 


_08.9B05. 


.CI 


Gene No. 


34197 








Strand 








Start 


.8790 








End 


9165 






Name 


OJ990727 08 


.9B05 


.CI.08. 


tm 


Method 


TBLASTX: 


Mai ze 




Start 


5173 








End 


5493 






GI 


none 








Score 


184 






Exons 


5173. .5493, 


5226 


. .5318 












Seq. No. 


16209 








Seq. ID 


OJ990727 


_08.9B05. 


.CI 


Gene No. 


34197 








Strand 








Start 


8790 








End 


9165 






Name 


OJ990727 08 


. 9B05 


.Cl.08. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5176 








End 


5598 






GI 


none 








Score 


152 






Exons 


5176. .5385, 


5226 


. .5324, 


5385.' 


.5525, 5407. .5598, 


5436. .559^. 


Seq. No. 


16209 








Seq. ID 


OJ990727 


_08. 9B05. 


CI 


Gene No. 


34197 








Strand 








Start 


8790 








End 


9165 






Name 


OJ990727 08 


. 9B05 


.Cl.o4 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5755 








End 


6237 






GI 


none 








Score 


550 






Exons 


5755. .6237, 


5859, 


. .6194, 


5884 . 


.6228 









16762 



Seq. No. 


16209 








Gene No. 


34197 








Start 


8790 








Name 


OJ990727 08 


.9B05 


.Cl.o5. 


tm 


Start 


5767 








GI . 


none 








Exons 


5767. .6054, 


5865 


. .6056 




Seq. No. 


16209 








Gene No. 


34197 








Start 


8790 








Name 


OJ990727 08 


. 9B05 


.Cl.o4. 


ts 


Start 


5791 








GI 


none 








Exons 


5791. .6105, 


5907 


. .6104 




Seq. No. 


16209 








Gene No. 


34197 








Start 


8790 








Name 


OJ990727 08 


. 9B05 


.Cl.o3. 


tm 


Start 


6124 








GI 


none 








Exons 


6124. .6303, 


6289 


. .6624, 


6375. 


Seq. No. 


16209 








Gene No. 


34197 








Start 


8790 








Name 


OJ990727 08 


. 9B05 


.Cl.ol. 


ts 


Start 


6178 








GI 


none 








Exons 


6178. .6210, 


6178 


. .6222, 


6214 . 


Seq. No. 


16209 








Gene No. 


34197 








Start 


8790 








Name 


OJ990727 08 


.'9B05 


.Cl.o5. 


tw 


Start 


6286 








GI 


none 








Exons 


6286. .6582, 


6306 


. .6587 




Seq. No. 


16209 








Gene No. 


34197 








Start 


8790 








Name 


OJ990727 08 


. 9B05 


.Cl.o2. 


tw 


Start 


6588 








GI 


none 








Exons 


6588. .6773, 


■6589 


. .7098, 


6621. 


Seq. No. 


16209 








Gene No. 


34197 








Start 


8790 








Name 


OJ990727 08 


. 9B05 


.Cl.o3. 


ts 


Start 


6595 








GI 


none 








Exons 


6595. . 6840 









Seq. ID OJ990727_08. 9B05.C1 
Strand 

End 9165 

Method TBLASTX : Mai ze 

End 6056 

Score 322 



Seq. ID OJ990727_08.9B05.C1 
Strand 

End 9165 

Method TBLASTX : Soybean 

End 6105 

Score 183 



Seq. ID OJ990727_08. 9B05.C1 
Strand 

9165 

TBLASTX: Maize 
6624 
161 



End 

Method 
End 
Score 
.6509 



Seq. ID OJ990727_08.9B05.C1 
Strand 

End 9165 

Method TBLASTX : Soybean 

End 6573 

Score 57 

.6573, 6214.. 6294, 6309.. 6572 

Seq. ID OJ990727_08.9B05.C1 
Strand 

End 9165 

Method TBLASTX : Wheat 

End 6587 

Score 398 



Seq. ID OJ990727JD8. 9B05.C1 
Strand 

End 9165 

Method TBLASTX : Wheat 

End 7098 

Score 78 
.6932, 6667. .7014 

Seq. ID OJ990727_08. 9B05.C1 
Strand 

End 9165 

Method TBLASTX : Soybean 

End 6840 

Score 204 



16763 




Seq. No. 


16209 








Seq. ID 


OJ990727_08.9B05 


.CI 


Gene No. 


34197 








Strand 






Start 


8790 








End 


" 9165 




Name 


OJ990727 08 


. 9B05 


.Cl.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6661 








End 


7026 




GI 


none 








Score 


488 




Exons 


6661. .7014, 


6663 


. .6929, 


6715. 


.7026 






Seq. No. 


16209 








Seq. ID 


-4-. . " i 

OJ990727_08.9B05 


XI 


Gene No. 


34197 








Strand 






Start 


8790 








End 


9165 




Name 


OJ990727 08 


. 9B05 


.Cl.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


7102 








End 


7581 




GI 


none 








Score 


591 




Exons 


7102. .7581, 


7135 


. .7548, 


7173. 


.7580 






Seq. No. 


16209 








Seq. ID 


OJ990727_08.9B05 


CI 


Gene No. 


34197 








Strand 






Start 


8790 








End 


9165 




Name 


OJ990727 08 


. 9B05 


.Cl.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7288 








End 


7605 




GI 


none 








Score 


89 




Exons 


7288. .7461, 


7462 


. .7605, 


7464 . 


.7604 






Seq. No. 


16209 








Seq. ID • 


OJ990727_08.9B05 


CI 


Gene No. 


34197 








Strand 






Start 


8790 








End 


9165 




Name 


OJ990727 08 


9B05 


.Cl.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


7369 








End 


7629 




GI 


none 








Score 


300 




Exons 


7369. .7629, 


7372 


. .7533, 


7374. 


.7628 






Seq. No. 


16209 








Seq. ID 


OJ990727_08.9B05 


CI 


Gene No. 


34197 








Strand 






Start 


8790 








End 


9165 




Name 


OJ990727 08 


9B05 


.Cl.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


7429 








End 


7719 




GI 


none 








Score 


384 




Exons 


7429'. .7719, 


7443 


. .7715 










Seq. No. 


16209 








Seq. ID 


OJ990727_08.9B05 


CI 


Gene No. 


34197 








Strand 






Start 


8790 








End 


9165 




Name 


OJ990727 08, 


9B05 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7588 








End 


8214 




GI 


none 








Score 


728 




Exons 


7588. .8214, 


7590 


. . 8213 










Seq. No. 


16209 








Seq.-, ID 


OJ990727_08.9B05. 


CI 


Gene No. 


34197 








Strand 






Start 


8790 








End 


9165 




Name 


OJ990727 08. 


9B05 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7768 








End 


8367 




GI 


none 








Score 


226 




Exons 


7768. .7929, 


7776 


. .7922, 


7927. 


.8367, 7929.. 8354 




Seq. No. 


16209 








Seq. ID 


OJ990727_08.9B05. 


CI 



16764 




Gene No. 


34197 








Strand 








Start 


8790 








End 


9165 






Name 


OJ990727 08 


. 9B05. 


CI.06. 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


8215 








End 


8582 






GI 


none 








Score 


374 






Exons 


8215. .8547, 


824 2. 


.8322, 


8307. 


.8423, 8529.. 8582 






Seq. No. 


16209 








Seq. ID 


OJ990727 


_08.9B05 


.CI 


Gene No. 


34197 








Strand 








Start 


8790 








* End 


9165 






Name 


OJ990727 08 


. 9B05. 


Cl.o7. 


tm 


Method 


TBLASTX: 


Maize 




Start 


8371 








End 


8568 






GI 


none 








Score 


197 






Exons 


8371. .8568 
















Seq. No. 


16209 








Seq. ID 


OJ990727 


_08.9B05, 


.CI 


Gene No. 


34197 








Strand 








Start 


8790 








End . 


9165 






Name 


OJ990727 08 


. 9B05. 


Cl.o3. 


gs 


Method 


GENSCAN 






Start 


8790 








End 


9165 






GI 


none 








Score 


.5 






Exons 


8790. .8797, 


9066. 


.9165 












Seq. No. 


16210 








Seq.^ ID 


OJ990727 


_08.9B05. 


.C2 


Gene No. 


34198 








Strand 


+ * 






Start 


957 








End 


4551 






Name 


OJ990727 08 


. 9B05. 


C2 .ol. 


gs 


Method 


GENSCAN 






Start ■ • 


957 








End 


4551 






GI 


none 








Score 


.58 






Exons 


957.. 1080, : 


3698. . 


3783, 


3998. . 


4202, 4422.. 4551 






Seq. No. 


16210 








Seq. ID 


OJ990727 


_08.9B05. 


.C2 


Gene No. 


34199 








Strand 








Start 


5662 








End 


9136 






Name 


OJ990727 08 


.9B05. 


C2.ol. 


np 


Method 


AAT/NAP 






Start 


5662 








End 


9136 






GI 


2252839 








Score 


277 






Exons 


5662. .5704, 


6821. 


.6947, 


7011. 


.7383, 9109.. 9136 







GI Descrip. (AF013293) Similar to receptor-like protein kinase precusor 
[Arabidopsis thaliana] gi | 6049881 | gb IAAF02796. 1 |AF195115_16 
(AF195115) Similar to receptor-like protein kinase precusor 
F5I10.19 [Arabidopsis thaliana] 



Seq. No. 


16210 








Seq. ID 


OJ990727JD8. 9 


Gene No. 


34199 








Strand 




Start 


5662 








End 


9136 


Name 


OJ990727 08, 


. 9B05, 


.C2.o2. 


.gs 


Method 


GENSCAN 


Start 


6792... 








End 


9016 


GI 


none 








Score 


. .64 


Exons 


6792. .7438, 


7888, 


. . 9016 








Seq. No. 


16210 








Seq. ID 


OJ990727_08. 9 


Gene No. 


34199 








Strand 




Start 


5662 








End 


9136 


Name 


OJ990727 08. 


, 9B05. 


■C2.ol. 


, tc 


Method 


TBLASTX: Cress 


Start 


6839 








End 


7378 


GI 


none 








Score 


117 



16765 



6839. .6919, 7067. .7141, 7145. .7378, 7158. .7304 



Exons 

Seq. No. 16210 

Gene No. 34199 

Start 5662 

Name OJ99Q727_08.9B05.C2.o4.tm 

Start 6839 

GI none 

Exons 6839.. 6916, 7070.. 7141, 7092. 
7157. .7369 



Seq. ID OJ990727_08.9B05.C2 
Strand 

End 9136 

Method TBLASTX : Mai ze 

End 7378 

Score 4 5 

.7142, 7145. .7378, 7146. .7304, 



Seq. No. 16210"-' 

Gene No. 34199 

Start 5662 

Name OJ990727_08 . 9B05 . C2 . o3 . ts 

Start 7070 

GI none 

Exons 7070.. 7129, 7089.. 7130, 7157, 



Seq. ID OJ990727_08.9B05.C2 
Strand 

End 9136 

Method TBLASTX : Soybean 

End 7378 

Score 41 
.7378, 7158. .7304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16210 
34199 
5662 

OJ990727_08 . 9B05 . C2 . o2 . tw 

7139 

none 

7139.. 7375, 7140.. 7319, 7157, 



Seq. ID OJ990727_08.9B05.C2 
Strand 

End 9136 

Method TBLASTX: Wheat 

End 7391 

Score 215 
.7378, 7179.. 7391 



16210 
34199 
5662 

OJ990727_08.9B05.C2.o2.np 
7772 
130582 
7772. .9136 

RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi I 100342 | pir | | S04273 hypothetical . protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. ID OJ990727_08.9B05.C2 
Strand 

End 9136 

Method AAT/NAP 

End 9136 

Score 1354 



Seq'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16210 Seq. ID 

34199 Strand 

5662 End 

OJ990727_08 . 9B05 . C2 . ol . tm Method 

7778 End 

none Score 

7778. .8200, 7782. .8183 



OJ990727_08. 9B05.C2 
9136 

TBLASTX: Maize 

8200 

275 



Seq. No. 16210 
Gene No. . 34199 

Start 5662 

Name OJ990727_08 . 9B05 . C2 . o2 . tc 

Start 7778 

GI none 

Exons 7778.. 7990, 8006.. 8143, 8153. 

Seq. No. 16210 

Gene No. 34199 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_08. 9B05.C2 
9136 

TBLASTX: Cress 

8380 

64 



.8257, 8252.. 8380 

Seq. ID OJ990727_08.9B05.C2 
Strand 



16766 




Start 


5662 








End 


9136 


Name 


OJ990727 08 


.9B05 


.C2.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


7781 








End 


8179 


GI 


none 








Score 


54 


Exons 


7781. .7894, 


7788 


. .7886, 


7904 . 


.8179, 7907.. 8170, 7917.. 8177 


Seq. No. 


16210 








Seq. ID 


OJ990727_08 . 9B05.C2 


Gene No . 


oh 1 y y 








Strand 




Start 


5662 








End 


9136 


Name 


OJ990727 08. 


. 9B05 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


7805 








End 


8258 


GI 


none 








Score 


53 


Exons 


7805. .8005, 


7806 


. .7994, 


8021. 


.8173, 81 


024. .8224, 8037. .8258 


Seq. No. 


16210 








Seq. ID 


OJ990727_08.9B05.C2 


Gene No. 


34199 








Strand 




o Car L 










End 


9136 


Name 


OJ990727 08. 


, 9B05 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8251 








End 


8701 


GI 


none 








Score 


74 


Exons 


8251. .8502, 


8256, 


. .8567, 


8264. 


.8581, 8274..8S67, 8279. .8581 




8543. .8701, 


8613, 


. .8693 








Seq. No. 


16210 








Seq. ID 


OJ990727_08. 9B05.C2 


Gene No. 


o4 iy 9 








Strand 




Start 


5662 








End 


9136 


Name 


OJ990727 08. 


9B05. 


■C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start • 


8354 








End 


9133 


GI 


none 








Score 


135 


Exons 


8354 . .8809, 


8804, 


. .9133, 


8820. 


.9131 




Seq. No. 


16210 








Seq. ID 


OJ990727_08.9B05.C2 


Gene No . 


o4 iyy 








Strand 




Start 


5662 








End 


9136 


Name 


OJ990727 08. 


9B05. 


,C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8708 








End 


9136 


GI 


none 








Score 


96 


Exons 


8708. .9136, 


8841. 


, .9131 








Seq. No. 


16210 








Seq. ID 


OJ990727_08.9B05.C2 


uene jno . 


on QQ 

j4 1 y y 








Strand 




Start 


5662 








End 


9136 


Name 


OJ990727 08. 


9B05. 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8723 








End 


9112 


GI 


none 








Score 


119 


Exons 


8723. . 9112, 


8764 . 


.8988, 


8765. , 


.9073, 8820.. 9095 


Seq. No. 


16211 








Seq, ID 


OJ990727JD8 . 9B05 . C3 


Gene No. 


^4200 








Strand 


+ 


Start 


7220 








End 


18385 . 


Name 


OJ990727 08. 


9B05. 


C3.o2. 


gs 


Method 


GENSCAN 


Start 


7220 








End 


18385 


GI 


none 








Score 


.66 


Exons 


7220. .7346, 


7438. 


.7574, 


11149, 


. .11420, 


12588. .14523, 



14610. .14756, 15225. .15769, 1614 9 .. 16265, 17219 .. 17285 , 
17630. .18385 



16767 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ^ 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16211 Seq. ID 

34200 Strand 
7220 End 
OJ990727_08 . 9B05 . C3 . ol . gp Method 
94 94 End 
LIB3477-003-P1-K1-E9 Score 
9494. .9567, 9605. .9633 

, 24 98586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990727_08.9B05.C3 
+ 

18385 
AAT/GAP 
9633 
121 



16211 
34200 
7220 

OJ990727_08.9B05.C3.o3.np 

10756 

2829910 

10756. . 10777, 10916 
15225. .15375, 15433 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11028, 12585. . 14523, 14610. 
15769, 16149.. 16299 
(AC002291) Unknown protein, contains regulator of chromosome 
condensation motifs [Arabidopsis thaliana] 



OJ990727_08.9B05.C3 
+ 

18385 
AAT/NAP 
16299 
2610 

14756, 



Seq. No. 


16211 




Seq. ID 


OJ990727_08 


.9B05 


.C3 


Gene No. 


34200. 




Strand 


+ 






Start 


7220 




End 


18385 






Name 


OJ990727 08.9B05. 


C3 . o4 . np 


Method 


AAT/NAP 






Start 


17497 




End 


18313 






GI 


3171731 




Score 


224 






Exons 


17497. .18313 












GI Descrip. 


(AJ006406) AgPET8 


[Eremothecium gossypii] 






Seq. No. 


16211 




Seq. ID 


OJ990727_08 


. 9B05 


.C3 


Gene No. 


34200 




Strand 


+ 






Start 


7220 




End 


18385 






Name 


OJ990727 08.9B05. 


C3.o2.gp 


Method 


AAT/GAP 






Start 


17599 




End 


18228 






GI 


17002 1.R1084 




Score 


1173 






Exons 


17599. .18228 












GI Descrip. 


'3150404 6.0e-16 


(AC004165) 


putative mitochondrial 


carrier 



protein [Arabidopsis thaliana] 1 

Seq. No. 16211 Seq. ID 

Gene No. 34201 Strand 

Start 20126 End 

Name OJ990727_08 . 9B05 . C3 . o3 . gp Method 

Start 20126 End 

GI none Score 

Exons 20126. .20564 



OJ990727_08.9B05.C3 
+ 

20564 
AAT/GAP 
20564 
789 



Seq. No. . 16211 Seq. ID OJ990727_08 . 9B05 . C3 

Gene No. 34202 Strand 

Start 1 End 3485 

Name OJ990727_08 . 9B05 . C3 . ol . np Method AAT/NAP 

Start 1 End 1377 

GI 4567266 Score 494 

Exons 1 . . 1377 

GI Descrip. (AC006841) putative retroelement pol polyprotein [Arabidopsis 



16768 




thaliana] 



Seq. No. 


16211 






Seq. ID 


OJ990727_08.9B05 


Gene No. 


34202 






Strand 




Start 


1 






End 


3485 


Name 


OJ990727 


08.9B05.C3. 


.ol . gs 


Method 


GEN SCAN 


Start 


12 






End 


3485 


GI 


none 






Score 


.41 


Exons 


• 12. .977, 


1206. .1386, 


1831 


..2345, 2405.. 


3485 . 


Seq. No. 


16211 






Seq. ID 


OJ990727_08.9B05 


Gene No. 


34203 






Strand 




Start 


16898 






End 


26501 


Name 


OJ990727 


p8.9B05.C3. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


660 






End 


1030 


GI 


none 






Score 


36 


Exons 


660. .701, 


727. .798, 


787. 


897, 799.. 855, 


882. .1013, 883. 




884. .1030 











Seq. No. 


16211 






Seq. ID 


OJ990727 


_08.9B05 


.C3 


Gene No. 


34203 






Strand 








Start 


16898 






End 


26501 






Name 


OJ990727 08.9B05.C3. 


06 . tm 


Method 


TBLASTX: 


Maize 




Start 


12561 






End 


12753 






GI 


none 






Score 


165 






Exons 


12561. 


.12749, 12589. 


.12753, 


"12590. .12748, 12597 


. .12752 




Seq. No. 


16211 






Seq. ID 


OJ990727 


_08.9B05 


.C3 


Gene No. 


34203 






Strand 








Start 


16898 






End 


26501 






Name 


OJ990727 08.9B05.C3. 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


12808 






End 


13863 






GI 


none 






Score 


122 






Exons 


12808. 


.13086, 12856. 


.12948, 


12901. .13086, 13129 


. .13269, 






13177. 


.13209, 13198. 


.13365, 


13320. .13376, 13321 


. .13377, 






13360. 


.13650, 13482. 


.13670, 


13630. .13863, 13645 


. .13767, 






13653. 


.13745, 13720. 


.13863 










Seq. No. 


16211 






Seq. ID 


OJ990727 


_08.9B05 


.C3 


Gene No. 


34203 






Strand 








Start 


16898 






End 


26501 






Name 


OJ990727 08.9B05.C3. 


ol . tm 


Method 


TBLASTX : 1 


Maize 




Start 


12808 






End 


13869 






GI 


none 






Score 


704 






Exons 


12808. 


.13377, 12946. 


.13077, 


13000. .13149, 13005 


. . 13376, 






13164. 


.13370, 13408. 


.13596, 


13408. .13533, 13597 


. .13863, 






13633. 


.13743, 13657. 


.13869 










Seq. No. 


16211 






Seq. ID 


OJ990727_ 


_08.9B05, 


.C3 


Gene No. 


34203 






Strand 








Start 


16898 






End 


26501 






Name 


OJ990727 08.9B05.C3. 


ol .ts 


Method 


TBLASTX : ! 


Soybean 




Start 


12856 






End 


13863 




GI 


none 






Score 


155 






Exons 


12856. 


.13044, 12964. 


.13125, 


13057. .13383, 13057 


. . 13374, 






13059. 


.13403, 13408. 


.13533, 


13657. .13863 







16769 



Seq. No. 16211 

Gene No. 34203 

Start 16898 

Name OJ990727_08 . 9B05 . C3 . o3 . ts 

Start 13864 

GI none 

Exons 13864. .14154, 13864 .. 1407.9, 
14131. .14325 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_08.9B05.C3 
26501 

TBLASTX: Soybean 

14325 

345 



13872. /14084, 14110. .14325, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16211 Seq. ID 

34203 Strand 

16898 End 

OJ990727_08. 9B05 . C3 . o4 . tm Method 

13870 End 

none Score 



OJ990727_08.9B05.C3 
26501 

TBLASTX: Maize 

14090 

383 



13870. .14088, 13871 .. 14074 , 13872. .14090 



Seq. No. 16211 Seq. ID 

Gene No. 34203 Strand 

Start 16898 End 

Name OJ990727_08 . 9B05 . C3 . o2 . tm Method 

Start 14218 End 

GI none Score 
Exons 



OJ990727_08. 9B05.C3 
26501 

TBLASTX; Maize 

15308 

177 



14218. .14343, 14220 .. 14339, 1434 0 . . 14 375 , 1434 1 .. 14373, 

14365. .14523, 14366 .. 14524 , 14 367 .. 14525 , 144 34 .. 14526, 

14436. .14525, 14581 .. 14754 , 14 609 .. 147 67 , 14610 14771, 

15222. .15308, 15223.. 15306 



Seq. No. 16211 

Gene No. 34203 

Start 16898 

Name OJ990727_08 . 9B05 . C3 . o3 . tm 

Start 15401 

GI none 

Exons 15401. .15571, 15403 
15596. .15769, 16143 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15438, 15405. .15767, 15477 
16277, 16147. .16227, 16148 



OJ990727 08.9B05.C3 



26501 

TBLASTX; Maize 
16467 
109 



16164. .16280, 16379. .16459, 16384 . . 1 64 67 , 16389. 



,15767, 
,16279, 
,16460 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16211 
34203 
16898 

OJ990727_08. 9B05 . C3 . 06 . np 

16898 

2088657 



Seq. ID OJ990727_08 . 9B05.C3 
Strand 

End 26501 

Method AAT/NAP 

End 21235 

Score 245 



16898. .16948, 207 61 .. 20987 , 21083. .21235 
(AF002109) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16211 
34203 
16898 

OJ990727_08. 9B05 . C3 . o2 . ts 
17454 



none 
17454. 
17648. 
17875. 



,17495, 17560 
17758, 17683 
17901, 17876. .18067, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17589, 17563. . 17595, 17621 
17754, 17770. .17874, 17771 
17983. .18018, 18077 



OJ990727 08.9B05.C3 



26501 

TBLASTX: Soybean 
18319 
37 

17752, 
17875, 
18319 



16770 



Seq. ID OJ990727_08.9B05.C3 
Strand 

End 26501 

Method AAT/NAP 

End 21312 

Score 135 



Seq. No. 16211 
Gene No. 34203 
Start 16898 

Name OJ990727_08 . 9B05 . C3 . o5 . np 

Start 19430 

GI 6014934 

Exons 19430. .19603, 19687 .. 19790, 19961 .. 20106, 21273.. 21312 

GI Descrip. DCL PROTEIN, CHLOROPLAST PRECURSOR (DEFECTIVE CHLOROPLASTS AND 
LEAVES PROTEIN) gi 1 1305531 (U55219) defective chloroplasts and 
leaves; required for chloroplast development and palisade cell 
differentiation in leaves [Lycopersicon esculentum] gi 11323698 
(U55278) DCL [Solanum lycopersicum] 



Seq. No. 


16211 


Seq. ID 


OJ990727 


08 . 9B05 


,C3 


Gene No. 


34203 


Strand 








Start 


16898 


End 


26501 






Name 


OJ990727 08 . 9B05 . C3 . o3 . gs 


Method 


GENSCAN 






Start 


19435 


End 


26479 






GI 


none 


Score 


.94 






Exons 


19435. .19650, 19687. .19795, 


19972. .20759, 20844 


. .20987, 






21083. .21256, 21299 . .21612 , 


21710. .21879, 22716 


. .22885, 






23026. .24630, 24722 .. 24 874 , 


24990. .25148, 25309 


. .25454, 






26128. .26272, 26365.-26479 










Seq. No. 


16211 


Seq. ID 


OJ990727 


_08.9B05 


.C3 


Gene No. 


34203 


Strand 








Start 


16898 


End 


26501 






Name 


OJ990727 08.9B05.C3.o5.tm 


Method 


TBLASTX : 


Maize 




Start 


23416 


End 


23781 






GI 


none 


Score 


100 






Exons 


23416. .23613, 23623 .. 23781, 


23636. .23779 






Seq. No. 


16211 


Seq. ID 


OJ990727 


_08.9B05 


.C3 


Gene No. 


34203 


Strand 








Start 


16898 


End 


26501 






Name 


OJ990727 08. 9B05 . C3 . o7 . np 


Method 


AAT/NAP 






Start 


24035 


End 


26501 






GI 


3257973 


Score 


184 






Exons 


24035. .24541, 26474. .26501 










GI Descrip. 


(AP000006) 907aa long hypothetical DNA- 


-directed 


RNA polyme. 




subunit A 1 [Pyrococcus horikoshii] 








Seq. No. 


16212 


Seq. ID 


OJ990727_ 


_08.9B05 


.C4 


Gene No. 


34204 


Strand 


+ 






Start 


92 


End 


1358 






Name 


OJ990727 08. 9B05.C4 .ol.gs 


Method 


GENSCAN 






Start 


92 


End 


1358 






GI 


none 


Score 


.84 






Exons 


92 .v. 331, 503.. 923, 1276.. 1358 








Seq. No. 


16212 


Seq. ID 


OJ990727_ 


_08. 9B05 


.C4 


Gene No. 


34204 


Strand 


+ 






Start 


92 


End 


1358 






Name 


OJ990727 08.9B05.C4.ol.np 


Method 


AAT/NAP 






Start 


156 


End 


900 






GI 


6175155 


Score 


62 






Exons 


156. .305, 781. .900 











16771 



GI Descrip. 


(AC010796) 


putative protein kinase [Arabidopsis 


thaliana] 


Seq. No. 


16212 




Seq. ID 


OJ990727_ 


08.9B05.C4 


Gene No. 


34205 




Strand 


- 




otart 






End 


1512 




Name 


OJ990727 08 


. 9B05 . C4 . o2 . np 


Method 


AAT/NAP 




Start 


1088 




End 


15 1 2 




GI 


5777617 




Score 


68 




Exons 


1088. .1200, 


1481. . 1512 








GI Descrip. 


(AJ245900) 


CAA30375.1 protein 


[Oryza 


sativa] 




Seq. No. 


16213 




Seq. ID 


OJ990727 


08.9B05.C5 


Gene No. 


34206 




Strand 


+ 




Start 


1497 




End 


5643 




Name 


OJ990727 08 


. 9B05.C5.ol.gp 


Method 


AAT/GAP 




Start 


1497 


End 


3256 




GI 


7034 1.R1084 


Score 


826 




Exons 


1497. . 1772, 


2979. .3123, 3212.. 


3256 






GI Descrip. 


f 4 9594 60/gb|AF126053.1 IAF126053 6.0e- 


10 Zea mays 


RACB small 




binding protein mRNA, complete cds ' 






Seq. No. 


16213 




Seq. ID 


OJ990727_ 


08.9B05.C5 


Gene No. 


34206 




Strand 


+ 




Start 


1497 




End 


5643 




Name 


OJ990727 08 


. 9B05.C5.o2.gs 


Method 


GENSCAN 




Start 


2934 




End 


5403 




GI 


none 




Score 


.88 




Exons 


2934. .2938, 


2979.. 3123, 3457.. 


3587, 4157.. 4383, 


4997. .5173, 




5255. .5403 










Seq. No. 


16213 




Seq. ID 


OJ990727_ 


08.9B05.C5 * 


Gene No. 


34206 




Strand 


+ 




Start 


1497 




End 


5643 




Name 


OJ990727 08 


. 9B05.C5.ol.np 


Method 


AAT/NAP 




Start 


2979 




End 


5349 




GI 


2497492 




Score 


585 




Exons 


2979. .3123, 


3212. .3265, 3496.. 


3587, 4157.. 4383, 


4997. .5173, 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 



5255. .5349 
URIDYLATE KINASE 



(UMP 



UK) (URIDINE MONOPHOSPHATE KINASE) 
KINASE) gi|1653646|dbj IBAA18558I (D90915) uridine monophosphate 
kinase [Synechocystis sp.] 



16213 
34206 
1497 

OJ990727_08. 9B05 . C5 . o2 . gp 
3519 

3832 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
3519. .3587, 4157. .4383, 4997. .5173, 5255. .5643 
1 24 97 4 92/sp | P74 4 57 | PYRH_SYNY3 1.0e-50 URIDYLATE KINASE (UK) 
(URIDINE MONOPHOSPHATE KINASE) (UMP KINASE) 

>gi_l 65364 6_dbj_BAA18558_ (D90915) uridine monophosphate kinase 
[Synechocystis sp.] 1 



OJ990727_08.9B05.C5 
+ 

5643 
AAT/GAP 
5643 
1559 



16213 
34207 
6629 



Seq. ID OJ990727_08.9B05.C5 
Strand + 
End 8583 



16772 




Name 


OJ990727 08 


.9B05 


C5.o3. 


gs 


Method 


GEN SCAN 




Start 


6629 








End 


7237 




GI 


none 








Score 


.98 




Exons 


6629. .6995, 


7145 


.7237 










Seq. No. 


16213 








Seq. ID 


OJ990727 


_08.9B05.C5 


Gene No. 


34207 








Strand 


+ 




Start 


oozy 








End 


o c o o 
ODOJ 




Name 


OJ990727 08 


.9B05. 


C5.o2. 


np 


Method 


AAT/NAP 




Start 


6755 








End 


8583 




GI 


6942227 








Score 


129 




Exons 


6755. .7005, 


8559. 


.8583 










GI Descrip. 


(AF221130) 


chromatin remodelinq factor 


WCRF180 


[Homo sapiens] 


Seq. No. 


16213 








Seq. ID 


OJ990727 


_08.9B05.C5 


Gene No. 


34208 








Strand 






Start 


681 








End 


1937 




Name 


OJ990727 08 


. 9B05. 


CS.ol. 


gs 


Method 


GENSCAN 




Start 


681 








End 


1937 




GI 


none 








Score 


.75 




Exons 


681. .902, 1482. .1937 










Seq. No. 


16213 








Seq. ID 


OJ990727 


_08.9B05.C5 


Gene No. 


34209 








Strand 






Start 


3010 








End 


5349 




Name 


OJ990727 08 


. 9B05 . 


■C5 . o2 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3010 








End 


3543 


GI 


none 








Score 


137 




Exons 


3010 . . 3138, 


3048 . 


. 3119, 


3209. 


.3268, 3508.. 3543 




Seq. No. 


16213 








Seq. ID 


OJ990727 


_08.9B05.C5 


Gene No. 


34209 








Strand 






Start 


3010 








End 


5349 




Name 


OJ990727 08 


. 9B05. 


CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3220 








End 


5349 




GI 


none 








Score 


90 




Exons 


3220. .3267, 


3220. 


.3267, 


3224 . 


.3271, 3490.. 3660, 


3493. .3585, 




3495. .3593, 


4149. 


.4343, 


4153. 


.4344, 4157. .4345, 


4158. .4382, 




4982. .5170, 


4995. 


.5171, 


4996. 


.5172, 4996. .5169, 


5022. .5171, 




5244. .5348, 


5245. 


.5349, 


5254 . 


.5349 






Seq. No. 


16213 








Seq. ID 


OJ990727 


_08. 9B05.C5 


Gene No. 


34209 








Strand 






Start 


3010 








End 


5349 




Name 


OJ990727 08 


. 9B05. 


CS.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4227 








End 


5337 




GI 


none 








Score 


134 




Exons 


4227. .4334, 


4232. 


.4345, 


4238. 


.4339, 4334. .4387, 


4335. .4382, 




4982. .5170, 


4996. 


.5172, 


4996. 


.5169, 5022. .5180, 


52^7. .5336, 




5245. .5337 












Seq. No. 


16214 








Seq. ID 


OJ990727 


_08.9B05.C8 


Gene No. 


34210 








Strand 


+ 




Start 


4517 








End 


4849 




Name 


OJ990727 08 


. 9B05. 


C8.o2. 


gs 


Method 


GENSCAN 




Start 


4517 








End 


4849 




GI 


none 








Score 


.62 





16773 



Exons 4517. .4649, 4697. .4849 



Seq. No. 16214 Seq. ID 

Gene No. 34211 Strand 

Start 105 End 

Name OJ990727_08 . 9B05 . C8 . ol . gp Method 

Start 105 End 

GI none Score 

Exons 105 . . 527 



OJ990727_08.9B05.C8 

3020 
AAT/GAP 
527 
811 



Seq. No. 


16214 


Seq. ID 


OJ990727_08.9B05 


,C8 


Gene No. 


34211 


Strand 


- 




Start 


105 


End 


3020 




Name 


OJ990727 08.9B05.C8.ol.gs 


Method 


GEN SCAN 




Start 


381 


End 


3020 




GI 


none 


Score 


.89 




Exons 


381. .568, 722. .898, 1845. .2012, 2101.. 


2379, 2771.. 3020 




beq. no. 




beq. lu 


OJ990727 08. 9B05 


. C8 


Gene No. 


34211 


Strand 






Start 


105 


End 


3020 




Name 


OJ990727 08. 9B05 . C8 . ol . tc 


Method 


TBLASTX: Cress 




Start 


381 


End 


570 




GI 


none 


Score 


95 




Exons 


381. .569, . 382'. .570 








Seq. No. 


16214 


Seq. ID 


OJ990727_08.9B05 


.C8 


Gene No. 


34211 


Strand 






Start 


105 


End 


3020 




Name 


OJ990727 08. 9B05 . C8 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


499 


End 


2017 




GI 


none 


Score 


109 




Exons 


499. .570, 501. .569, 722. .802, 


726. .815 


, 734. .832, 735.. 


812, 




1840. .2013, 1841. .2017, 1846. 


.2013 






Seq. No. 


16214 


Seq. ID 


OJ990727_08.9B05 


.C8 


Gene No. . 


34211 


Strand 






Start 


105 


End 


3020 




Name 


OJ990727 08. 9B05 . C8 . o2 . gp 


Method 


AAT/GAP 




Start 


2186 . . 


- End 


2969 




GI 


none 


Score 


915 




Exons 


2186.. 2379, 2490.. 2586, 2771. 


.2969 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



16215 
34212 
1 

OJ990727_08. 9B05 . C9 . ol . np 
1 

3935138 



Seq. ID OJ990727JD8 . 9B05.C9 

Strand + 

End 3744 

Method AAT/NAP 

End 3589 

Score -£4 3 



1..72, 557. .835, 962. .1117, 1526. .1596, 2076. .2467, 2699. .2785, 
3097. .3196, 3325. .3589 

(AC005106) T25N20.2 [Arabidopsis thaliana] 



16215 
34212 
1 

OJ990727_08. 9B05 . C9 . ol . gs 



Seq. ID OJ990727_08.9B05.C9 

Strand + 

End 3744 

Method GENSCAN 



16774 



Start 
GI 

Exons 



215 End 3744 

none Score .87 

215. .1114, 1526. .1560, 1729. .1802, 2251. .2467, 3097. .3196, 
3325. .3744 



Seq. No. 16215 Seq..«JD 

Gene No. 34213 Strand 

Start 5520 End - 

Name 1 OJ990727_08 . 9B05 . C9 . o2 . gs Method 

Start 5520 End 

GI none Score 

Exons 5520.. 6071 



OJ990727_08.9B05.C9 

6071 
GEN SCAN 
6071 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16215 
34214 
7721 

OJ990727_08.9B05.C9.ol.gp 

7698 

none 

7698.. 7960, 8050.. 8118, 8213, 

16215 
34214 
7721 ' 

OJ990727_08. 9B05 . C9 . o3 . gs 

7721 

none 

7721.. 7960, 8050.. 8118, 8213. 
9927.. 10010, 10103.. 10287 

16215 
34214 
7721 

OJ990727_08.9B05.C9.o2.tc 

7724 

none 

7724.. 7963, 7724.. 7777, 7725. 
8051. .8116, 8210. .8239 



Seq. ID OJ990727_08.9B05.C9 
Strand 

End 15917 

Method AAT/GAP 

End 10162 

Score 908 
.8252, 9927.. 10010, 10103.. 10162 

Seq. ID OJ990727_08.9B05.C9 
Strand 

End 15917 

Method GENSCAN 

End 10287 

Score .78 
.8252, 9075.. 9193, 9382.. 9499, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_08. 9B05.C9 
15917 

TBLASTX: Cress 

8239 

246 



,7961, 7883.. 7963, 8026.. 8121, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16215 Seq. ID 

34214 Strand 
7721 End 
OJ990727_08 . 9B05 . C9 . o4 . np Method 
7934 End 
3004557 Score 
7934.. 7960, 8725.. 8830, 11527 .. 1164 9, 
12032. .12102, 13988.. 14032 
(AC003673) plasma membrane proton ATPase 
thaliana] . f 



OJ990727 08.9B05.C9 



15917 
AAT/NAP 
14032 
448 

11736. .11942, 



(PMA) [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16215 Seq. ID 

34214 Strand 

7721 End 

OJ990727_08 . 9B05 . C9 . o2 . np Method 

8444 End 

6069646 Score 

8444. .8686, 9234. .9879, 15352. .15391 



OJ990727_08.9B05.C9 

15917 
AAT/NAP 
15391 
448 



16775 




GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


16215 




Seq. ID 


OJ990727_08.9B05 


-C9 


Gene No. 


34214 




Strand 






Start 


7721 




End 


15917 




Name 


OJ990727 08.9B05.C9 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


8552 




End 


14297 




GI 


none 




Score 


104 




Exons 


8552. .8635, 9223. .9462, 9234. .9461, 9471. .9635, 14154.. 


14297 


Seq. No. 


16215 




Seq. ID 


OJ990727_08. 9B05 


. C9 


Gene No . 


34214 




Strand 






Start 


7721 




End 


15917 




Name 


OJ990727 08.9B05.C9, 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


9270 




End 


9458 




GI 


none 




Score 


206 




Exons 


9270. .9458 










Seq. No. 


16215 




Seq. ID 


OJ990727_08. 9B05 


.C9 


Gene No. 


34214 




Strand 






Start 


7721 




End 


15917 




Name 


OJ990727 08.9B05.C9. 


. o3 . np 


Method 


AAT/NAP 




Start. 


11246 




End 


11562 




GI 


170292 




Score 


99 




Exons 


11246. .11562 










GI Descrip. 


(M804 92) plasma membrane H+ 


ATPase [Nicotiana plumbaginif olia 


Seq. No. 


16215 




Seq. ID 


OJ990727_08.9B05 


.C9 


Gene No. 


34214 




Strand 






Start 


7721 




End 


15917 




Name 


OJ990727 08.9B05.C9, 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


11271 




End 


12100 




GI 


none 




Score 


43 




Exons 


11271. .11342, 11300. 


, . 11329, 


11336. .11425, 11391. .11429, 






11527. .11652, 11528. 


, . 11653, 


11579. . 11653, 11736. .11942, 






11736. . 11945, 11737. 


, . 11943, 


12026. . 12100, 12030. . 12092 




Seq. No. 


16215 




Seq. ID 


OJ990727_08. 9B05 


.C9 


Gene No. 


34214 




Strand 






Start 


7721 




End 


15917 




Name 


OJ990727 08.9B05.C9. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


11300 




End 


12100 




GI 


none 




Score 


40 




Exons 


11300. .11338, 11301. 


. 11336, 


11318. .11425, 11336. .11425, 






11525. .11653, 11,527. 


. 11652, 


11734 .. 11880, 11736. . 11924, 






11736. . 11945, 11737. 


.11943, 


12026. .12100, 12039. .12098 





Seq. No. 16215 Seq. ID OJ990727_08 . 9B05 . C9 

Gene No. 34214 Strand 

Start 7721 End 15917 

Name OJ990727_08 . 9B05 . C9 . ol . tw Method TBLASTX : Wheat 

Start 11525 End 12080 

GI none Score 140 



16776 



Exons 



11525. .11653, 11527. .11652, 11736 .. 11945, 11737 11943, 
12026. .12079, 12039.. 12080 



Seq. No. 


16215 


Seq. ID 


OJ990727_08.9B05.C9 


Gene No. 


34214 


Strand 




Start 


7721 


End 


15917 


Name 


-OJ990727 08.9B05.C9.o2.ts 


Method 


TBLASTX : Soybean 


Start 


11525 


End 


1210.0 • 


GI 


none- 


Score 


148 


Exons 


11525. .11653, 11527. .11652, 


11734. .11922, 11736. .11930, 




11736. .11945, 11737. .11943, 


12026. .12100, 12030.. 12098 


Seq. No. 


16215 


Seq. ID 


OJ990727_08.9B05.C9 


Gene No. 


34214 


Strand 




Start 


7721 


End 


15917 


Name 


OJ990727 08.9B05.C9.o5.np 


Method 


AAT/NAP 


Start 


12601 


End 


13806 


GI 


1196998 


Score 


2104 


Exons 


12601. .13806 






GI Descrip. 


(J01829) unknown protein [Transposon TnlO] 




gil 5103202 |dbj I BAA78838.il 


(AP000342) 


transposase of TnlO 




[Plasmid R100] gi | 5706382 | dbj | BAA8 30 97 


. 1 1 (AB026428) transi 




[Methylomonas aminof aciens ] 


gil 5738092 | gb | AAD50250 . 1 |AF1 62 




(AF162223) ISlO-right transposase [Shigella flexneri] 




gil 6721110|gb|AAF26764.1|AC007396 13 (AC007396) T4012.21 




* [Arabidopsis thaliana] 






Seq. No. 


16215 


Seq. ID 


OJ990727_08. 9B05.C9 


Gene No. 


' 34214 


Strand 




Start 


7721 


End 


15917 


Name 


OJ990727 08.9B05.C9.o2.tw 


Method 


TBLASTX: Wheat 


Start 


14148 


End 


14513 


GI 


none 


Score 


244 


Exons 


14148. .14513, 14162. .14311 






Seq. No. 


16215 


Seq. ID 


OJ990727_08.9B05.C9 


Gene No. 


34214 


Strand 




Start 


7721 


End 


15917 * • 


Name 


OJ990727 08.9B05.C9.o5.tm 


Method 


TBLASTX: Maize 


Start 


14399 


End 


14657 


GI 


none 


Score 


217 


Exons 


14399. .14545, 14 400. .14 657 






Seq. No. 


16215 


Seq. ID 


OJ990727_08.9B05.C9 


Gene No. 


34214 


Strand 




Start 


7721 


End 


15917 


Name 


OJ990727 08.9B05.C9.o2.gp 


Method 


AAT/GAP 


Start 


14865 


End 


15411 


GI 


2983-Q 1.R1084 


Score 


997 


Exons • 


14865. .15411 






GI Descrip. 


, 3914212/sp|P97608|OPLA RAT 


1.0e-23 5- 


OXOPROLINASE 




( 5-OXO-L-PROLINASE ) ( PYROGLUTAMASE) ( 5 


-OPASE) >gi 1732065 




(U70825) 5-oxo-L-prolinase 


[Rattus norvegicus] 1 


Seq. No. 


16215 


Seq. ID 


OJ990727_08. 9B05.C9 


Gene No. 


34214 


Strand 




Start 


7721 


End 


15917 



16777 



Name OJ990727_08 . 9B05 .C9.o7 .np Method AAT/NAP 

Start 14988 End 15917 

GI 3914212 Score 859 

Exons 14988. .15917 

GI Descrip. 5-0X0PR0LINASE ( 5 -0X0- L- PROLINASE) ( PYROGLUTAMASE) (5-OPASE) 
gi 1 1732065 (U70825) 5-oxo-L-prolinase [Rattus norvegicus ] 



Seq. No. 16215 Seq. ID 

Gene No. 34214 Strand 

Start 7721 End 

Name OJ990727_08 . 9B05 . C9 . o3 . tm Method 

Start 15053 End 

GI none Score 

Exons 15053. . 15370, 15053.. 15370 



OJ990727_08.9B05.C9 
15917 

TBLASTX: Maize 

15370 

319 



Seq. No. 


16215 






Seq. ID 


OJ990727_08.9B05 


.C9 


Gene No. 


34214 






Strand 






Start 


7721 






End 


15917 




Name 


OJ990727 08.9B05.C9. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


15089 






End 


15274 




GI 


none 






Score 


123 




Exons 


15089. 


.15274, 15090. 


. 15194, 


15092. .15274 




Seq. No. 


16215 






Seq. ID 


OJ990727_08.9B05 


.C9 


Gene No. 


34214 






Strand 






Start 


7721 






End 


15917 • 




Name 


OJ990727 08.9B05.C9. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


15362 






End 


15904 




GI 


none 






Score 


88 




Exons 


15362. 


.15904, 15369. 


. 15455, 


15391. . 15561, 15534 15878, 






15778. 


.15891 











Seq. No. 16215 

Gene No. 34214 

Start 7721 

Name OJ990727_08 . 9B05 . C9 . ol . 

Start 15372 

GI none 

Exons 15372. . 15455, 15374 . . 15 

Seq. No. 16216 

Gene No. 34215 

Start 8437 

Name OJ990727_08 . 9B05 . Cll . o3 

Start 8311 

GI 6907086 

Exons 8311. .9077, 9138. .9368, 
GI Descrip. (AP001129) hypothetical 

Seq. No. 16216 

Gene No. 34215 

Start 8437 

Name OJ990727_08 . 9B05 . Cll . o2 

Start 8437 

GI none 

Exons 84 37 . .8514, 8 603-. . 904 9 



Seq. ID OJ990727_08. 9B05.C9 
Strand 

End 15917 

tm Method TBLASTX : Mai ze 

End 15913 

Score 133 
913, 15380. .15907 

Seq. ID OJ9907.27_08.9B05. Cll 

Strand + 

End 10089 

. np Method AAT/NAP 

End 10089 

Score 1199 
9591. .9660, 9750. .10089 

protein [Oryza sativa] 

Seq. ID OJ990727_08. 9B05.C11 

Strand + 

End 10089 

.gs Method GENSCAN 

End 9049 

Score .99 



16778 




Seq. No. 


16216 




Seq. ID 


OJ990727 08.9B05 


.Cll 


Gene No. 


34216 




Strand 






Start 


239 




End 


4814 




Name 


OJ990727 08.9B05.Cll.ol 


. np 


Method 


AAT/NAP 




Start 


239 




End 


4814 




GI 


4680179 




Score 


4548 




Exons 


239. . 3.655, 3758. .4814 










GI Descrip. 


(AF1 11709) polyprotein 


[Or'yza 


sativa subsp. indica] ' 




Seq. No. 


16216 




Seq. ID 


OJ990727 08 9B0S 


.Cll 


Gene No. 


34217 




Strand 






Start 


5305 




End 


6086 




Name 


OJ990727 08.9B05.Cll.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


283 




End 


615 




GI 


none 




Score 


142 




Exons 


283. .615, 304. .573 










Seq. No. 


16216 




Seq. ID 


OJ990727 08 9B05 


.Cll 


Gene No. 


34217 




Strand 






Start 


5305 




End 


6086 




Name 


OJ990727 08. 9B05.Cll.o8 


. tm 


Method 


TBLASTX: Maize 




Start 


298 




End 


456 




GI 


none 




Score 


192 




Exons 


•298 . . 456 










Seq. No. 


16216 




Seq. ID 


OJ990727 08 9B0S 


.Cll 


Gene No. 


34217 




Strand 






Start 


5305 




End 


6086 




Name 


OJ990727 08. 9B05.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


466 




End 


1059 




GI 


none 




Score 


103 




Exons 


466. .783, 466. .903, 713 


. . 904, 


761. .904 


, 901. .1059, 908. 


. 1054 


Seq. No. 


16216 




Seq. ID 


OJ990727_08.9B05 


.Cll 


Gene No. 


34217 




Strand 






Start 


5305 




End 


6086 




Name 


OJ990727 08. 9B05.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


616 




End 


1242 




GI 


none 




Score 


257 




Exons 


616. . 1242, 740. . 1147 










Seq. No. 


16216 




Seq. ID 


OJ990727_08.9B05 


.Cll 


Gene No. 


34217 




Strand 






Start 


5305 




End 


6086 




Name 


OJ990727 08. 9B05.Cll.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1111 ~ 




End 


1403 




GI - 


none 




Score 


53 




Exons 


1111 . . 1401, 1115. .1159, 


1211 . . 


1390, 1269.. 1403 




Seq. No. 


16216 




Seq. ID 


OJ990727_08. 9B05 


Cll 


Gene No. 


34217 




Strand 






Start 


5305 




End 


6086 




Name 


OJ990727 08. 9B05.Cll.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1201 




End 


1456 




GI 


none 




Score 


71 




Exons 


1201. .1329, 1201. .1449, 


1211. . 


1456 







16779 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16216 
34217 
5305 

OJ990727_08. 

1225 

none 

1225. .1368, 

16216 
34217 
5305 

OJ990727_08. 

1249 

none 

1249. .1773, 

16216 
34217 
5305 

OJ990727_08. 

1816 

none 

1816. .1905, 
1908. .2183, 



9B05.Cll.ol.tc 



1241... 1366, 1369. 



9B05.Cll.o2.tw 



1253. .1621 



9B05.Cll.o3.tw 



1853. .1903, 1903. 
1909. .2241 



Seq. ID OJ990727_08.9B05.C11 
Strand 

End 608 6 

Method TBLASTX : Cress 

End 1542 

Score 101 
.1542, 1423. .1521 

Seq. ID OJ990727_08.9B05.C11 
Strand 

End 6086 

Method TBLASTX : Wheat 

End 1773 

Score . 268 



Seq. ID OJ990727_08.9B05.C11 
Strand 

End 6086 

Method TBLASTX : Wheat 

End 2241 

Score 50 

.2007, 1904. .2179, 1905. .2240, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16216 
34217 
5305 

OJ990727_08. 

1929 

none 

1929. .2354, 



9B05.Cll.o2.tm 



1929. .2354, 1942. 



Seq. ID OJ990727_08.9B05.C11 
Strand 

End 6086 

"Method TBLASTX: Maize 

End 2355 

Score 119 
.2355 



Seq. No. 


16216 








Seq. ID 


OJ990727_08.9B05.C1 


Gene No. 


34217 








Strand 




Start 


5305 








End 


6086 


Name 


OJ990727 08 


. 9B05 


.Cll.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


1989 








End 


2234 


GI 


none 








Score 


209 


Exons 


1989. .2234 












Seq. No. 


16216 








Seq. ID 


OJ990727_08.9B05.C1 


Gene No. 


34217 








Strand 




Start 


5305 








End 


6086 


Name 


OJ990727 08 


. 9B05 


Cll.06 


.tw 


Method 


TBLASTX: Wheat 


Start 


2247 








End 


2543 


GI 


none 








Score 


166 


Exons 


2247. .2543, 


2290 


.2499 








Seq. No. 


16216 








Seq. ID 


OJ990727_08.9B05.C1 


Gene No. 


34217 








Strand 




Start 


5305 








End 


6086 


Name 


OJ990727 08 


. 9B05 


Cll.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


2256 








End 


2651 


GI 


none 








Score 


136 


Exons 


2256. .2615, 


2290, 


.2499, 


2307. 


.2615, 2619. .2651, 2619. .2651 



16780 




Seq. No. 


16216 








Seq. ID 


OJ990727_08.9B05 


.Cll 


Gene No. 


34217 








Strand 






Start 


5305 








End 


6086 




Name 


OJ990727 08 


. 9B05. 


.C11.04 


. tm 


Method 


TBLASTX: Maize 




Start 


2538 








End 


3005 




GI 


none 








Score 


129 




Exons 


2538. .3005, 


2575, 


, .2934 










Seq. No. 


16216 








Seq. ID 


OJ990727_08.9B05 


.Cll 


Gene No. 


34217 








Strand 






Start 


5305 








End 


6086 




Name 


OJ990727 08 


. 9B05. 


Cll.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


2592 








End 


3075 




GI 


none 








Score 


164 




Exons 


2592. .3074, 


2601. 


.3047, 


2620. 


. 3075 






Seq. No. 


16216 








Seq. ID 


OJ990727_08.9B05 


.Cll 


Gene No. 


34217 








Strand 






Start 


5305 








End 


6086 




Name 


OJ990727 08 


. 9B05. 


Cll.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


3006 








End 


3203 




GI 


none 








Score 


162 




Exons 


3006. .3203, 


3007. 


.3153 










Seq. No. 


16216 








Seq. ID 


OJ990727_08. 9B05 


.Cll 


Gene No. 


34217 








Strand 






Start 


5305 








End 


6086 




Name 


OJ990727 08 


. 9B05. 


Cll.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


3222 








End 


3621 




GI 


none 








Score 


84 




Exons 


3222. .3386, 


3271. 


.3390, 


3399. 


.3620, 3466.. 3621 




Seq. No. 


16216 








Seq. ID 


OJ990727_08. 9B05 


.Cll 


Gene No. 


34217 








Strand 






Start 


5305 








End 


6086 




Name 


OJ990727 08 


. 9B05. 


Cll.06 


. tm 


Method 


TBLASTX: Maize 




Start 


3301 








End 


3627 




GI 


none 








Score 


44 




Exons 


3301. .3384, 


3303. 


.3626, 


3486. 


.3620, 3514. .3627 




Seq. No. 


16216 








Seq. ID 


OJ990727_08.9B05. 


.Cll 


Gene No. 


34217 








Strand 






Start 


5305 








End 


6086 




Name 


OJ990727 08, 


. 9B05'. 


Cll.oS 


. tm 


Method 


TBLASTX: Maize 


- 


Start 


3936 








End 


4337 




GI 


none 








Score 


237 




Exons 


3936. .4337 














Seq. No. 


16216 








Seq. ID 


OJ990727_08.9B05. 


■ Cll 


Gene No . ' 


34217 








Strand 






Start 


5305 








End 


6086 




Name 


OJ990727 08, 


, 9B05. 


Cll .08 , 


. tw 


Method 


TBLASTX: Wheat 




Start 


4218 








End 


4595 




GI 


none 








Score 


60 




Exons 


4218. .4595, 


4477. 


.4578 










Seq. No. 


16216 








Seq. ID 


OJ990727_08.9B05. 


Cll 



16781 



Gene No. 


34217 


Strand 


Start 


5305 


End 


Name 


OJ990727 08.9B05.Cll.o2.np 


Method 


Start 


5305 


End 


GI 


6002794 


Score 


Exons 


-5305. .6086 




GI Descrip. 


(AF149813) unknown [Oryza sativa] 


Seq. No. 


16217 '■ * * 


Seq. ID 


Gene No. 


34218 


Strand 


Start 


1 


End 


Name 


OJ990727 08.9B05.C12.ol.np 


Method 


Start 


1 


End 


GI 


5852180 


Score 


Exons 


1..47, 1259. .1312, 2296. .2421, 2473. .2 


GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 


Seq. No. 


16217 


Seq. ID 


Gene No. 


34218 


Strand 


Start 


1 


End 


Name 


OJ990727 08.9B05.C12.ol.gs 


Method 


Start 


302 


End 


GI 


none 


Score 


Exons 


302. .379 




Seq. No. 


'16217 


Seq. ID 


Gene No. 


34219 


Strand 


Start 


655 


End 


Name 


OJ990727 08.9B05.C12.o2.gs 


Method 


Start 


655 


End 


GI 


none 


Score 


Exons 


655. .721, 1493. .1597, 2378.. 


2619, 2625 


Seq. No. 


16217 


Seq. ID 


Gene No . 


34219 


Strand 


Start 


655 


End 


Name 


OJ990727 08.9B05.C12.ol.gp 


Method 


Start 


1161 


End 


GI 


uC-osflcyp033a04bl 


Score 


Exons 


1161.. 1542 




GI Descrip. 


1 6016845/dbj | AP000570.. 1 1 AP000570 3.0e- 




DNA, chromosome 1, clone : P0711E10 1 


Seq. No. 


16218 


Seq. ID 


Gene No. 


34220 


Strand 


Start 


724 


End 


Name 


OJ990727 08. 9B05 . C13 . ol . gp 


Method 


Start 


724 


End 


GI 


44649 1.R1084 


Score 


Exons 


724. .1169 




GI Descrip . 


'3420239 5.0e-72 (AF059484) 


actin [Gos 


Seq. No. 


16218 


Seq. ID 


Gene No. 


34221 


Strand 


Start 


2085 


End 


Name 


OJ990727 08. 9B05 . C13 . o2 . gp 


Method 


Start 


2085 


End 



6086 
AAT/NAP 
6086 
1244 



+ 

2933 
AAT/NAP 
2933 
464 



OJ990727_08.9B05.C12 
+ 

2933 
GENSCAN 
379 
.63 



OJ990727_08.9B05.C12 

2871 
GENSCAN 
2871 
.48 



OJ990727_08.9B05.C12 

2871 
AAT/GAP 
1542 
663 



+ 

1169 
AAT/GAP 
1169 
590 



OJ990727_08.9B05.C13 
+ 

5329 

AAT/GAP 

3750 



16782 



GI 


428863 








Score 


514 




Exons 


2085. .2217, 


3511 


. .3586, 


3673. 


.3750 






GI Descrip. 


113217/sp| P23343IACT1 DAOCA 4 


.Oe-21 ACTIN 1 






>gi_100149_ 


pir 


S07002 


actin 


1 - carrot 




Seq. . No. 


16218 








Seq. ID 


OJ990727 


_08.9B05.C13 


Gene No. 


34221 








Strand 


.+ 




Start. 


2085 








End 


5329 




Name 


OJ990727 08 


.9B05.C13.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


3511 








End 


5123 




GI 


none 








Score 


104 




Exons 


3511. .'3582, 


3521 


. . 3586, 


3521. 


.3586, 3528. .3587, 


3662. .3964, 




3663. .3965, 


3663 


. .3971, 


3664 . 


.3972, 3664. .3972, 


3945. .4049, 




3954. .4052, 


3955 


. .4053, 


4269. 


.4775, 4277. .4900, 


4279. .4338, 




4402. .4896, 


5048 


. .5122, 


5049. 


.5123 






Seq. No. 


.16218 








Seq. ID 


OJ990727 


08.9B05.C13 


Gene No. 


34221 








Strand 


+ 




Start 


2085 








End 


5329 




Name 


OJ990727 08 


.9B05 


.C13.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3523 








End 


5136 




GI 


none 








Score 


113 




Exons 


3523. .3585, 


3524 


. .3586, 


3524 . 


.3586, 3525. .3587, 


3525. . 3587, 




3526. .3588, 


3574 


. .3627, 


3662. 


.4054, 3662*. .4069, 


3663. .4100, 




3664. .4071, 


4277 


...4900, 


4279. 


.4341, 4283. .4471, 


4284. .4892, 




4402. .4896, 


4514 


. .4900, 


5048. 


.5116, 5049. .5120, 


5050. .5136 


Seq. No. 


16218 








Seq. ID 


OJ990727 


_08.9B05.C13 


Gene No. 


34221 








Strand 


+ 




Start 


2085 








End 


5329 




Name 


OJ990727 08 


.9B05.C13.ol 


.np 


Method 


AAT/NAP 




Start 


3527 








End 


5117 




GI 


231503 








Score 


1826 




Exons 


3527. .3586, 


3673 


. .4066, 


4284 . 


.4897, 5055. .5117 




GI Descrip. 


ACTIN 97 gi| 100417 |pir| 


IS20098 actin - 


potato 




* 


gi 12154 4 | emb | CAA39280 | 


(X55751) actin 


[Solanum 


tuberosum] 


Seq. No. 


16218 








Seq. ID 


OJ990727 


__08.9B05.C13 


Gene No. 


34221 








Strand 


+ 




Start 


2085 








End 


5329 




Name 


OJ990727 08 


. 9B05 


.C13.o2 


.gs 


Method 


GEN SCAN 




Start 


3527 








End 


5120 




GI 


. none 








Score 


.94 




Exons 


3527. .3586, 


3673 


. .4066, 


4284 . 


.4897, 5055.. 5120 




Seq. No. 


16218 








Seq. ID 


OJ990727 


_08.9B05.C13 


Gene No. 


34221 








Strand 


+ 




Start 


2085 








End 


5329 




Name 


OJ990727 08 


. 9B05, 


.C13.ol 


. tc 


Method 


TBLASTX : 1 


Cress . f 


Start 


3527 








End 


5120 




GI 


none 








Score 


108 




Exons 


3527. .3586, 


3528, 


. .3587, 


3538. 


.3588, 3663. .3695, 


3663. .4070, 




3664. .4071, 


4277. 


. .4900, 


4279. 


.4341, 4283. .4468, 


4402. .4896, 




4523. .4900, 


5048. 


. .5116, 


5049. 


.5120, 5052. .5117 




Seq. No. 


16218 








Seq. ID 


OJ990727 


_08.9B05.C13 


Gene No. 


34221 








Strand 


+ 





16783 



Start 


2085 








End 


5329 


Name 


OJ990727 08. 


9B05 


,C13.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3660 








End 


4071 


GI 


none 








Score 


694 


Exons 


3660. .4070, 


3664 


. .4071 








Seq. No. 


16218 








Seq. ID 


OJ990727_08.9B05.C13 


Gene No. 


J4zzl 








Strand 


+. 


Start 


2085 








End 


5329 


Name 


OJ990727 08. 


9B05 


.C13.o3, 


. tw 


Method 


TBLASTX: Wheat 


Start 


4277 








End 


4570 


GI 


none 








Score 


478 


Exons 


4277. .4570, 


4280 


. .4468, 


4281. 


.4565, 4402. .4569 


Seq. No. 


16218 








Seq. ID 


OJ990727 08.9B05.C13 


Gene No. 


34221 








Strand 


+ 


Start 










End 


5329 


Name 


OJ990727 08. 


9B05 


.C13.o3. 


■ gp 


Method 


AAT/GAP 


Start 


4491 






End 


5329 


GI 


3767527 








Score 


1226 


Exons 


4491. .4897, 


5055 


. .5329 








GI Descrip. 


3420239 5.0e 


-72 


<AF0594£ 


J4) actin [Gossypium hirsutum] 


Seq. No. 


16218 








Seq. ID 


OJ990727 .08. 9B05.C13 


Gene Nov 


34221 








: Strand 


+ 


Start 


2085 








End 


5329 


Name 


OJ990727 08. 


9B05 


.C13.o2. 


, tw 


Method 


TBLASTX: Wheat 


Start 


4571 








End 


5121 


GI 


none 








Score 


526 


Exons 


4571. .4900, 


4573 


. .4896, 


4583. 


.4900, 4591.. 4935>- 5048.. 5116, 




5049. .5120, 


5050 


. .5121, 


5052. 


.5117 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16219 
34222 
1 

OJ990727_08.9B05.C15.ol.np 
1 

3914212 
1..2485 

5-OXOPROLINASE ( 5-OXO-L-PROLINASE) (PYROGLUTAMASE) (5-OPASE) 
gi 1 1732065 (U70825) 5-oxo-L-prolinase [Rattus norvegicus] 



Seq. ID OJ990727_08.9B05.C15 
Strand 

End 2485 

Method AAT/NAP 

End 2485 

Score 2341 



16219 
34222 
1 

OJ990727_08.9B05.C15.o2.tm 
1 

none 

1..246, 2. .247, 2. .250, 3. .251 



Seq. ID OJ990727_08.9B05.C15 
Strand 

End 2485 

Method TBLASTX : Mai ze 

End 251 

Score 285 



Seq. No. 16219 

Gene No. 34222 

Start 1 

Name OJ990727_08 . 9B05 . C15 . ol . gs 

Start 92 

GI none 

Exons 92.. 2485 



Seq. ID OJ990727_08.9B05.C15 
Strand 

End 2485 

Method GENSCAN 

End 2485 

Score .62 



16784 



Seq. No. 16219 

Gene No. 34222 

Start 1 

Name OJ990727_08 . 9B05 .C15.ol.tm 

Start 474 

GI none 

Exons 474.. 878, 476.. 877 



Seq. ID OJ990727_08.9B05.C15 
Strand 

End 2485 

Method TBLASTX: Maize 

End 878 

Score 521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16219 
34222 
1 

OJ990727_08. 9B05 . C15 . ol . gp 
542 

uC-osflm202111d01bl 
542. . 1038 

'3914212/ sp I P97608 | 0PLA_RAT 2.0e-32 5-OXOPROLINASE 
(5-0X0-L-PR0LINASE) { PYROGLUTAMASE ) (5-OPASE) >gi_1732065 
(U70825) 5-oxo-L-prolinase [Rattus norvegicus] ' 



Seq. ID OJ990727_08.9B05.C15 
Strand 

End 2485 

Method AAT/GAP 

End 1038 

Score 959 



16219 
34222 
1 

OJ990727_08. 9B05 . C15 . o2 . ts 

1172 

none 

1172. .1351, ■ 1194. .1352 



Seq. ID OJ990727_08.9B05.C15 
Strand 

End 2485 

Method TBLASTX : Soybean 

End 1352 

Score 106 



Seq. No. 16219 

Gene No. 34222 

Start 1 

Name OJ990727_08 . 9B05 . C15 . o3 . tm 

Start 1391 

GI none 

Exons 1391.. 1426, 1404. .1427, 1454, 
1590.. 1685, 1703.. 1912 



Seq. ID OJ990727_08.9B05.C15 
Strand 

End 2485 

Method TBLASTX: Maize 

End 1912 

Score 40 

.1549, 1461. .1547, 1577. .1732, 



Seq. No. 16219 

Gene No. 34222 

Start 1 

Name OJ990727_08 . 9B05 . C15 . ol . tc 

Start 1828 

GI none 
Exons 



Seq. ID OJ990727_08.9B05.C15 
Strand 

End 2485 

Method TBLASTX : Cress 

End 2213 

Score .229 

1828. .1983, 1829. .2020, 1830. .2018, 1832. .2023, 2096. .2212, 
2100. .2213 



Seq. No. 16219 Seq. ID 

Gene No. 34222 Strand 

Start 1 En,d 

Name OJ990727_08 . 9B05 . C15 . ol . ts Method 

Start 2096 End 

GI 5175354 Score 

Exons 2096.. 2269, 2103.. 2267, 2132.. 2269 
GI Descrip. 



OJ990727_08.9B05.C15 
2485 

TBLASTX : Soybean 

2269 

174 



3914 212/sp_P97 608_OPLA_RAT 4.0e-13 5-OXOPROLINASE 
(5-OXO-L-PROLINASE) (PYROGLUTAMASE) (5-OPASE) >gi_17 32065 
(U70825) 5-oxo-L-prolinase [Rattus norvegicus] 



16785 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16220 Seq. ID 

34223 Strand 

1 End 
OJ990727_08 . 9B05 . C16 . o2 . np Method 

1 End 

6562258 Score 

1..503 : 

(AL132980) putative protein [Arabidopsis thaliana] 



OJ990727_08 . 9B05 . C16 
+ 

503 

AAT/NAP 
503 
172 



16220 Seq. ID OJ990727_08.9B05.C16 

34224 Strand 

1 End 185 

OJ990727_08. 9B05 . C16 . ol . np Method AAT/NAP 

1 End 185 

6322634 Score 73 

1. . 185 

Ykl215cp gi 1549754 |sp| P28273| YKV5_YEAST HYPOTHETICAL 140.4 KD 
PROTEIN IN URA1-DOA1 INTERGENIC REGION gi | 539224 | pir | | S38058 
hypothetical protein YKL215c - yeast (Saccharomyces cerevisiae) 
gi|473135|emb|CAA53558| (X75951) ORF4 , F1286 [Saccharomyces 
cerevisiae] gi | 486385 | emb | CAA82060 | (Z28215) ORF YKL215c 
[Saccharomyces cerevisiae] 



Seq. No. 16220. Seq. ID 

Gene No. 34225 Strand 

Start 164 End 

Name OJ990727_08 . 9B05 . C16 . ol . tc Method 

Start 164 End 

GI none Score 

Exons 164.. 316, 165.. 323 



OJ990727_08 . 9B05.C16 
332 

TBLASTX: Cress 
323 
-199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16220 
34225 
164 

OJ990727_08. 9B05 . C16 . ol . ts 
168 

4301121 
168.. 332, 182.. 331 

882341 3.0e-21 (U24702) LRP1 [Arabidopsis thaliana] 



Seq. ID OJ990727_08.9B05.C16 
Strand 

End 332 

Method TBLASTX : Soybean 

End 332 

Score 207 



16221 
34226 
1 

OJ990727_08. 9B05.C17 .ol.np 
1 

4388818 
1. .504 

(AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990727_08.9B05.C17 

Strand 

End 504 

Method AAT/NAP 

End 504 

Score 319 



Seq. No. 16221 

Gene No. 34226 

Start 1 

Name OJ990727_08 . 9B05 . C17 . ol . tc 

Start 34 

GI none 

Exons 34. .282, 224. .280, 298. .495 



Seq. ID OJ990727_08.9B05.C17 
Strand 

End 504 

Method TBLASTX: Cress 

End 4 95 

Score 58 



16786 



Seq. No. 16221 

Gene No. 34226 

Start 1 

Name OJ990727_08 . 9B05 . C17 . ol . gs 

Start 42 

GI none 

Exons 42 . . 456 



Seq. ID OJ990727_08.9B05.C17 
Strand 

End 504 

Method GENSCAN 

End 456 

Score .62 . 



Seq. No. 16221 

Gene No. 34226 

Start 1 

Name OJ990727_08 . 9B05 . C17 . ol . ts 

Start 145 

GI none 

Exons - 145. .294, 280. .504, 281. .451 

Seq. No. 16221 

Gene No. 34226 

Start 1 

Name OJ990727_08 . 9B05 . C17 . ol . tm 

Start 169 

GI none 

Exons 169.. 282, 301.. 501 



Seq. ID OJ990727_08.9B05.C17 

Strand 

End * 504 

Method TBLASTX : Soybean 

End 504 

Score 64 



Seq. ID OJ990727_08.9B05.C17 

Strand 

End 504 

Method TBLASTX : Maize 

End 501 

Score 132 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16222 
34227 
475 

OJ990727_08 . 9B05 . C18 . ol . gp 
475 

LIB34 77-003-P1-K1-E9 
475. .544, 619. .658 

1 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ990727_08.9B05.C18 

Strand + 

End 658 

Method AAT/GAP 

End 658 

Score 158 



16223 
34228 
1 

OJ990617_02.9B01.Cl.ol.np . 
1 

6721517 
1..898 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. ID OJ990617_02. 9B01.C1 

Strand + 

End 898 

Method AAT/NAP 

End 898 

Score 14 95 



16223 
34228 
1 

OJ990617 J)2 . 9B01 . CI . o3 . tw 
37 

none 

37. .183, 38. .190 



Seq. ID OJ990617_02. 9B01.C1 

Strand + 

End 8 98 

Method TBLASTX : Wheat 

End 190 

Score 22 6 



Seq. No. 16223 

Gene No. 34228 

Start 1 

Name OJ990617 02 . 9B01 . CI . o2 . tm 



Seq. ID OJ990617_02. 9B01.C1 

Strand + 

End 898 

Method TBLASTX : Mai ze 



16787 



Start 38 

GI none 

Exons 38.. 208, 194.. 364 

Seq. No. 16223 

Gene No. 34228 

Start 1 

Name ~ OJ990617_02 . 9B01 . CI . ol . gs 

Start 50 

GI none 

Exons 50.. 7 63 



End 
Score 



364 
152 



Seq. ID OJ990617_02.9B01.C1 

Strand + 

End 898 

Method GENSCAN 

End ' 7 63 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16223 
34228 
1 

OJ990617_02. 9B01.Cl.ol. ts 

83 

none 



Seq. ID OJ990617_02.9B01.C1 

Strand + 

End 8 98 

Method TBLASTX : Soybean 

End 487 

Score 57 



83. .115, 83. .127, 115. .168, 119. .478, 119. .196, 183. .260, 
235. .477, 251. .487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16223 
34228 
1 

OJ990617_02 . 9B01 . CI . o2 . tw 

191 

none 



Seq. ID OJ990617_02.9B01.C1 

Strand + 

End 8 98 

Method TBLASTX : Wheat 

End 4 62 

Score 362 



191. .460, 191. .448, 229. .462, 355. .462 



16223 
34228 
1 

OJ990617_02 . 9B01 . CI . ol . tm 

365 

none 

365. .805, 379. .792 

16223 
34228 
1 

OJ990617_02. 9B01.Cl.ol. tw 

463 

none 

463. .879, 464. .877 

16223 
34228 
1 

OJ990617_02. 9B01.Cl.o2.ts 

503 

none 

503. .745, 548. .703 



Seq. ID OJ990617_02.9B01.C1 

Strand + 

End 8 98 

Method TBLASTX : Maize 

End 805 

Score 440 



Seq. ID OJ990617_02.9B01.C1 

Strand + 

End 8 98 

Method TBLASTX : Wheat 

End 87 9 

Score 576 



Seq. ID OJ990617_02.9B01.C1 

Strand + 

End 8 98 

Method TBLASTX : Soybean 

End 745 

Score 193 



Seq. No. 16224 

Gene No. 34229 

Start 1 

Name OJ990617 JD2 . 9B01 . C2 . ol . np 



Seq. ID OJ990617_02.9B01.C2 

Strand + 

End 1880 

Method AAT/NAP 



16788 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1880 
2826 



4680179 
1. .1880 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



16224 - Seq. ID 

34229 Strand 

1 End 

OJ990617_02.9B01.C2.ol.gs Method 

4 6 End 

none Score 
46. .422 



OJ990617_02.9B01.C2 
+ 

1880 
GENSCAN 
422 
.78 



Seq. No. 


16224 


Seq. ID 


OJ990617_02.9B01.C2 


Gene No. 


34230 


Strand 


+ 


Start 


5561 


End 


5745 


Name 


OJ990617 02.9B01.C2 


.o3.np Method 


AAT/NAP 


Start 


5561 


End 


5745 


GI 


6721517 


Score 


85 


Exons 


5561. .5745 






GI Descrip. 


(AP001072) Similar 


to polyprotein. (AF061282) [Oryza sativa] 


Seq. No. 


16224 


Seq. ID 


OJ990617_02.9B01.C2 


Gene No. 


34231 


Strand 




Start 


676 


End 


5745 


Name 


OJ990617 02.9B01.C2 


. o3. tw Method 


•TBLASTX: Wheat 


Start 


1 


End 


290 


GI 


none 


Score 


113 


Exons 


1..267, 1..267, 2.. 


283, 3. .290, 3. .284 




Seq. No. 


16224 


Seq. ID 


OJ990617_02.9B01.C2 


Gene No. 


34231 


Strand 




Start 


676 


End 


5745 


Name 


OJ990617 02.9B01.C2 


.o2.tm Method 


TBLASTX: Maize 


Start 


2 


End 


290 


GI 


none 


Score 


400 


Exons 


2. .205, 3. .290, 3. . 


275 




Seq. No. 


16224 


Seq. ID 


OJ990617_02.9B01.C2 


Gene No. 


34231 


Strand 




Start 


676 


End 


5745 


Name 


OJ990617 02.9B01.C2 


.o2.tw Method 


TBLASTX: Wheat 


Start 


354 


End 


857 


GI 


none 


Score 


543 


Exons 


354. .857, 402. .851, 


473. .856 





Seq. No. 16224 Seq. ID 

Gene No. 34231 Strand 

.jStart 676 End 

Name OJ990617_02 . 9B01 . C2 . ol . ts - Method 

Start 645 End 

GI none Score 

Exons 645.. 905, 650.. 904 



OJ990617_02. 9B01.C2 
5745 

TBLASTX : Soybean 

905 

278 



Seq. No. 
Gene No. 
Start 



16224 
34231 
676 



Seq. ID 

Strand 

End 



OJ990617 02.9B01.C2 



5745 



16789 




Name 


OJ990617 02.9B01.C2.o2.np 


Method 


AAT/NAP 


Start 


676 


End 


5745 


GI 


5295955 


Score 


465 


Exons 


676. .713, 2151. .2603, 2683. .3016, 3044 


..3155, 3836. .3950, 




4493. .4562, 5659.-5745 






GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V015 




[Oryza sativa] 






Seq. No. 


16224 


Seq. ID 


OJ990617 02 9B01 C2 


Gene No. 


34231 


Strand 




Start 


676 


End 


5745 


Name 


OJ990617 02. 9B01.C2.o3. tm 


Method 


TBLASTX: Maize 


Start 


703 


End 


995 


GI 


none 


Score 


370 


Exons 


703. .894, 704. .991, 705. .995 






Seq. No. 


16224 


Seq. ID 


OJ990617 02 9B01 02 


Gene No. 


34231 


Strand 




Start 


676 


End 


5745 


Name 


OJ990617 02. 9B01.C2.o2.gs 


Method 


GENSCAN 


Start 


828 


End 


4562 


GI 


none 


Score 


.74 


Exons 


828. .904, 958. .1012, 1068. .1267, 1548. 


.1676, 2705.. 3150, 




3836. .4014, 4425. .4562 






Seq. No. 


16224 


Seq. ID 


OJ990617_02.9B01.C2 


Gene No. 


34231 


Strand- 




Start 


676 


End 


5745 


Name 


OJ990617 02.9B01.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


864 


End 


1490 


GI 


none 


Score 


613 


Exons 


864. .1490, 867. .893, 920. .1378, 954. .1445, 1430. .1489 


Seq. No. 


16224 


Seq. ID 


OJ990617_02.9B01.C2 


Gene No. 


34231 


Strand 




Start 


676 


End 


5745 


Name 


OJ990617 02. 9B01.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


1047 . 


End 


1632 


GI 


none 


Score 


219 


Exons 


1047. .1205, 1052. .1198, 1203. 


.1301, 1205. .1300, 1362. .1556, 




1552. .1632 






Seq. No. 


16224 


Seq. ID 


OJ990617_02. 9B01.C2 


Gene No. 


34231 ' 


Strand 




Start 


676 


End 


5745 


Name 


OJ990617 02. 9B01.C2.o4.tw 


Method 


TBLASTX: Wheat 


Start 


1491 


End 


1835 


GI 


none 


Score 


93 


Exons 


1491. .1556, 1537. .1692, 1728., 


.1835 




Seq. No. 


16225 


Seq. ID 


OJ990617_02. 9B01.C3 


Gene No. 


34232 


Strand 


+ 


Start 


1 


End 


1820 


Name 


OJ990617 02. 9B01.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1820 


GI 


6721517 


Score 


2893 


Exons 


1..99, 179. .922, 971. .1820 







16790 




GI Descrip. (AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. No. 


16225 




Seq. ID 


OJ990617_02.9B01 


.C3 


Gene No. 


34232 




Strand 


+ 




Start 


1 




End 


1820 




Name 


OJ990617 02.9B01.C3.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


101 




End 


460 




GI 


none 




Score 


'263 




Exons 


101. .460, 104. .376, 223. .459 








Seq. No. 


16225 




Seq. ID 


OJ990617_02.9B01 


.C3 


Gene No. 


34232 




Strand 


+ 




Start 


1 




End 


1820 




Name 


OJ990617 02.9B01.C3.ol 


.gs 


Method 


GENSCAN 




Start 


179 




End 


1756 




GI 


none 




Score 


.42 




Exons 


179. .922, 971. .1756 










Seq. No. 


16225 




Seq. ID 


OJ990617_02.9B01 


.C3 


Gene No. 


34232 




Strand 


+ 




Start 


1 




End 


1820 




Name 


OJ990617 02. 9B01.C3.o3 


tm 


Method 


TBLASTX: Maize 




Start 


341 




End 


637 




GI 


none 




Score 


196 




Exons 


341. .637, 358. .528, 431. .625 








Seq. No. 


16225 




Seq. ID 


OJ990617_02.9B01 


C3 


Gene No. 


34232 




Strand 


+ 




Start 


1 




End 


1820 




Name 


OJ990617 02. 9B01.C3.o2 


tm 


Method 


TBLASTX: Maize 




Start 


1019 




End 


1296 




GI 


none 




Score 


205 




Exons 


1019. .1294, 1204. .1296 










Seq. No. 


16225 




Seq. ID 


OJ990617_02.9B01, 


C3 


Gene No. 


34232 




Strand 


+ 




Start 


1 




End 


1820 




Name 


&T990617 02. 9B01.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1028 




End 


1381 




GI 


none 




Score 


268 




Exons 


1028. .1381, 1211. .1354 










Seq. No. 


16225 




Seq. ID 


OJ990617_02.9B01. 


C3 


Gene No. 


34232 




Strand 


+ 




Start 


1 




End 


1820 




Name 


OJ990617 02.9B01.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1543 




End 


1819 




GI 


none 




Score 


303 




Exons 


1543. .1818, '1544. .1819 










Seq. No. 


16225 




Seq. ID 


OJ990617_02.9B01. 


C3 


Gene No. 


34232 




Strand 


+ 




Start 


1 




End 


1820 




Name 


OJ990617 02.9B01.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1564 




End 


1816 




GI 


none 




Score 


273 




Exons 


1564. .1629, 1565. .1816, 


1657. 


.1809 







16791 



Seq. No. 


16226 


Seq. ID 


OJ990617 


_02. 


9B01 


.C4 


Gene No . 




Strand 










Start 


1 


End 


443 








Name 


OJ990617 02.9B01.C4 .ol.np 


Method 


AAT/NAP 








Start 


1 


End 


443 








GI 


6721515 


Score 


418 








Exons 


1..76, 184. .443 












GI Descrip. 


(AP001072) Similar to mudrA. 


(M76978) 


[Oryza sativa] 




Seq. No. 


1 DZZD 


Seq. ID 


OJ990617 


_02. 


9B01 


. C4 


Gene No. 


34233 


Strand 










Start 


1 


End 


A A "3 

4 4 3 








Name 


OJ990617 02.9B01.C4 .ol.tm 


Method 


TBLASTX : 


Maize 




Start 


181 


End 


4 07 








GI 


none 


Score 


115 








Exons 


181.'. 396, 189. .398, 264. .407 












Seq. No. 


16227 


Seq. ID 


OJ990617 


_02. 


9B01 


,C5 


Gene No . 


34234 


Strand 


+ 








Start 


1 


End 


2001 








Name 


OJ990617 02. 9B01.C5. ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2001 








GI 


6721516 


Score 


85 








Exons 


1..36, 147. .242, 1927. .2001 












GI Descrip ; 


(AP001072) hypothetical protein {Oryza 


sativa] 








Seq. No. 


16227 


Seq. ID 


OJ990617 


_02. 


9B01 


.C5 


Gene No. 


34235 


Strand 


+ 








Start 


3592 


End 


a a n r 

44 96 








Name 


OJ990617 02.9B01.C5.o2.np 


Method 


AAT/NAP 








Start 


3592 


End 


44 96 








GI 


6721516 


Score 


117 








Exons 


3592. .3669, 4410. .4496 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


16227 


Seq. ID 


OJ990617 


_02. 


9B01 


. C5 


Gene No. 


34236 


Strand 










Start 


1394 


End 


1/35 








Name 


OJ990617 02. 9B01.C5.ol.gs 


Method 


GENSCAN 








Start 


1394 


End 


1735 








GI 


none 


Score 










Exons 


1394. .1735 












Seq. No. 


16228 


Seq. ID 


OJ990617_ 


_02. 


9B01 


.C6 


t^ene jno . 


34237 


Strand 


+ 








Start 


1 


End 


992 








Name 


OJ990617 02. 9B01.C6. ol.np 


Method 


AAT/NAP 








Start 


1 


End 


992 








GI 


6721516 


Score 


376 








Exons 


1..42, 528. .775, 848. .992 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


16228 


Seq. ID 


OJ990617_ 


_02. 


9B01 


C6 


Gene No. 


34238 


Strand 










Start 


364 


End 


873 








Name 


OJ990617 02. 9B01.C6.ol.gs 


Method 


GENSCAN 









16792 



• * 



Start 


" 364 End 


873 








GI 


none Score 


. 78 








Exons 


364 . . 425, 793. . 873 










Seq. No. 


16229 Seq. ID 


OJ990617 


02 . 


9B01 


. C7 


Gene No. 


34239 Strand 


+ 








Start 


1 \ End 


619 








Name 


OJ990617 02. 9B01.C7;ol. np Method 


AAT/NAP 








Start 


1 End 


619 








GI 


6721516 Score 


139 








Exons 


1. . 118, 350. . 619 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa ] 








Seq. No. 


16230 Seq. ID 


OJ990617 


02 . 


9B01 


.C8 


Gene No. 


34240 Strand 










Start 


1 End 


362 








Name 


OJ990617 02. 9B01.C8.ol.np Method 


AAT/NAP 








Start 


1 End 


126 








GI 


6498436 Score 


147 








Exons 


1. .126 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa ] 








Seq. No. 


16230 Seq. ID 


OJ990617 


02 . 


9B01 


. C8 


Gene No. 


34240 Strand 










Start 


1 End 


362. 








Name 


OJ990617 02. 9B01. C8.o2.np Method 


AAT/NAP 








Start 


1 End 


362 








GI 


6815052 Score 


108 








Exons 


1 . .42, 244 . . 362 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sat iva ] 








Seq. No. 


16230 Seq. ID 


OJ990617 


_02. 


9B01 


C8 


Gene No. 


34240 Strand 










Start 


1 End 


362 








Name 


OJ990617 02. 9B01.C8.ol.gs Method 


GENSCAN 








Start 


4 0 End 


126 








GI 


none Score 


. 97 








Exons 


40. . 126 










Seq. No. 


16231 Seq. ID 


OJ990617 


02 . 


9B01 


C9 


Gene No. 


34241 Strand 










Start 


1 End 


626 








Name 


OJ990617 02. 9B01.C9.ol.np Method 


AAT/NAP 








Start 


1 End 


626 








GI 


6721518 Score 


935 








Exons 


1. .626 










GI Descrip. 


(AP001072) Similar to NBS-LRR-like protein cD7 . 


(AF098970) 




[Oryza sativa] 










Seq. No. 


16231 Seq. ID 


OJ990617_ 


_02. 


9B01. 


C9 


Gene No. 


34241 Strand 










Start 


1 End 


626 








Name 


OJ990617 02. 9B01.C9.ol.gs Method 


GENSCAN 








Start 


63 End 


584 








GI 


none Score 


.53 








Exons 


63. .584 











16793 




Seq. No. 


16232 


Seq. ID 


OJ990617_02. 9B01 


.C10 


Gene No. 


34242 


Strand 


+ 




Start 


1 


End 


1354 




Name 


OJ990617 02 . 9B01 . CIO . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


1354 




GI 


6721519 


Score 


184 




Exons 


1..83, 1226. .1354 








GI Descrip. 


(AP001072) EST AU082116 (E4 026) 


corresponds to a region 


of t* 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


16232 


Seq. ID 


OJ990617 02.9B01 


.C10 


Gene No. 


34243 


Strand 






Start 


191 


End 


1281 




Name 


OJ990617 02. 9B01.C10.ol.gs 


Method 


GENSCAN 




Start 


191 


End 


1281 




GI 


none 


Score 


.89 




Exons 


191. .294, 544. .650, 1106. .1281 






Seq. No. 


16233 


Seq. ID 


OJ990617_02.9B01 


.Cll 


Gene No. 


34244 


Strand 


+ 




Start 


1 


End 


383 




Name 


OJ990617 02.9B01.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


383 




GI 


6498432 


Score 


191 




Exons 


1..64, 236. .383 








GI Descrip. 


(AP000815) Similar to Transcription factor HBP-1B. (P23'923) 




[Oryza sativa] 








Seq. No. 


16233 


Seq. ID 


OJ990617_02.9B01 


.Cll 


Gene No. 


34244 


Strand 


+ 




Start 


1 


End 


383 




Name 


OJ990617 02.9B01.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


237 


End 


383 




GI 


none 


Score 


186 




Exons 


237. .383, 242. .376 








Seq. No. 


16233 


Seq. ID 


OJ990617 02.9B01 


.Cll 


Gene No. 


34244 


Strand 


+ 




Start 


1 


End 


383 




Name 


OJ990617 02.9B01.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


237 


End 


383 




GI 


none 


Score 


193 




Exons 


237. .383, 240. .329, 260. .382 








Seq. No. 


16233 


Seq. ID 


OJ990617_02.9B01 


.Cll 


Gene No. 


34244 


Strand 


+ 




Start 


1 


End 


383 




Name 


OJ990617 02.9B01.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


237 


End 


" 383 




GI 


none 


Score 


220 




Exons 


237. .383, 240. .329, 242. .382 








Seq. No. 


16233 


Seq. ID 


OJ990617_02.9B01 


.Cll 


Gene No. 


34244 


Strand 


+ 




Start 


1 


End 


383 




Name 


OJ990617 02. 9B01.Cll.ol. ts 


Method 


TBLASTX : Soybean 




Start 


237 


End 


380 





16794 



GI 


none 


Score 


195 


Exons 


237. .380, 257. .379 






Seq. No. 


16234 


Seq. ID 


OJ990617 02.9B01.C12 


Gene No. 


34245 


Strand 




Start 


1 


End 


347 


Name . 


OJ99061 7 02 . 9B01 . C12 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


347 


GI 


5295955 


Score 


195 


Exons 


1..175, 215. .347 






GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V0155 




[Oryza sativa] 






Seq. No. 


16234 


Seq. ID 


OJ990617 02 9B01 C12 


Gene No. 


34245 


Strand 




Start 


1 


End 


347 


Name 


OJ990617 02.9B01.C12.ol.gs 


Method 


GENSCAN 


Start 


17 


End 


280 


GI 


none 


Score 


. 46 


Exons 


17. .280 






Seq. No. 


16235 


Seq. ID 


OJ990617_02.9B01.C13 


Gene No. 


3424 6 


Strand 


+ 


Start 


361 


End 


1899 


Nape 


OJ990617 02.9B01.C13.ol.gs 


Method 


GENSCAN 


Start 


361 


End 


1899 


GI 


none "* 


Score 


.6 


Exons 


361. .1239, 1290. .1899 






Seq. No. 


16235 


Seq. ID 


OJ990617_02.9B01.C13 


Gene No. 


34246 


Strand 


+ 


Start 


361 


End 


1899 


Name 


OJ990d1 / 02 . 9B01 . C13 . ol . np 


Method 


AAT/NAP 


Start 


539 


End 


1532 


GI 


6721518 


Score 


1678 


Exons 


539. .1532 






GI Descrip. 


(AP001072) Similar to NBS-LRR- 


-like protein cD7 . (AF098970) 




[Oryza sativa] 






Seq. No. 


16235 


Seq. ID 


OJ990617__02.9B01.C13 


Gene No. 


34247 


Strand 




Start 


3096 


End 


3287 


Name 


OJ990617 02.9B01.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


278 


End 


577 


GI 


none 


Score 


185 


Exons 


278. .508, 283. .492, 530. .577, 


532-. .576 




Seq. No. 


16235 


Seq. ID 


OJ990617_02.9B01.C13 


Gene No. 


34247 


Strands 




Start 


3096 


End 


3287 


Name 


OJ990617 02.9B01.C13.ol.ts 


Method 


TBLASTX: Soybean 


Start 


278 


End 


1278 


GI 


none 


Score 


152 


Exons 


278. .421, 283. .414, 443. .496, 


521. . 610, 


538. .591, 782. .1033, 




824. .952, 1061. .1111, 1171. .1278 


Seq. No. 


16235 


Seq. ID 


OJ990617 02.9B01.C13 



16795 



bene No. 


O A O A ^ 








Strand 




Start 


3096 








End 


3287 


Name 


OJ990617 02 


.9B01. 


C13.o2. 


, gs 


Method 


GENSCAN 


Start 


3096 






End 


3287 


GI 


none 








Score 


.92 


Exons 


3096. .3287 












Seq. No. 


16236 








Seq. ID 


OJ990617 


Gene No. 


34248 








Strand 


+ 


Start 


1 








End 


4160 


Naiue 


OJ990617 02 


. 9B01. 


C14.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


4157 


GI 


6721518 








Score 


940 


Exons 


1.-92, 1109 


. .129"? 


', 3893. 


.4157 






GI Descrip. 


(AP001072) ; 


Similar to NBS-LRR- 


-like protein cD7 . 




[Oryza sativa] 










Seq. No. 


1 c o o c 








Seq. ID 


OJ990617 


Gene No. 


34248 








Strand 


+ 


Start 


1 








End 


4160 


Name 


OJ990617 02 


. 9B01. 


C14.ol. 


gs 


Method 


GENSCAN 


Start 


1109 








End 


4160 


GI 


none 








Score 


.58 


Exons . 


1109. .1297, 


3893. 


'.4160 








Seq. No. 


16236 








Seq. ID 


OJ990617 


Gene No . 


34248 








Strand " 


+ 


Start 


1 








End 


4160 


Name 


OJ990617 02 


. 9B01. 


C14.o2. 


tm 


Method 


TBLASTX : 1 


Start 


2644 








End 


2962 


GI 


none 








Score 


60 


Exons 


2644. .2760, 


2776. 


.2817, 


2815. . 


,2961, 2873.. 2962 


Seq. No. 


16236 








Seq. ID 


OJ990617 


Gene No. 


34248 








Strand 


+ 


Start 


1 








End 


4160 


Name 


OJ990617 02 


. 9B01. 


C14.ol. 


tw 


Method 


TBLASTX : 1 


Start 


2677 








End 


3037 


GI 


none 








Score 


79 


Exons 


2677. .2970, 


2771. 


.3037 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16236 Seq. ID 

34248 Strand 

1 End 
OJ990617_02. 9B01.C14 .ol.tm Method 

2962 End 

none Score 

2962. .3021, 2963. .3019, 3062. .3343, 3081. .3344 



OJ990617_02.9B01.C14 
+ 

4160 

TBLASTX: Maize 
3344 
64 



16237 Seq. ID 

34249 Strand 

623 End 
OJ990617_02 . 9B01 . C15 . ol . gs Method 

623 End 

none Score 

623. .734, 947. .1086 



OJ?90617_02.9B01.C15 
+ 

1086 
GENSCAN 
1086 
.96 



16796 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16237 Seq. ID 

34249 Strand 
623 End 
OJ990617_02 . 9B01 . C15 . ol . np Method 
623 End 
6721519 Score 
623. .734, 947. .1085 „ 

(AP001072) EST AU08211 6 (E4026) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ990617_02 . 9B01 .C15 
+ 

1086 
AAT/NAP 
1085 
358 



16237 Seq. ID 

34250 Strand 

14 61 End 
OJ990617_02 . 9B01 . C15 . o2 . gs Method 

14 61 End 

none Score 
1461. .1564 



OJ990617_02 . 9B01 . C15 

1564 
GEN SCAN 
1564 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16238 
34251 
1 

OJ990617_02. 9B01.C16.ol.np 
1 

6721519 
1. .81,- 197. .518 

(AP001072) EST AU082116 (E4026) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_02.9B01.C16 

Strand + 

End 1175 

Method AAT/NAP 

End 518 

Score 504 



16238 
34251 
1 

OJ990617_02 . 9B01 . C16 . ol . gs 

199 

none 

199. .477, 976. .1175 



Seq. ID OJ990617_02.9B01.C16 

Strand + 

End 1175 

Method GENSCAN 

End 1175 

Score .75 



16238 
34252 
197 

OJ990617_02.9B01.C16.ol.gp 
197 

4160_1.R1084 
197. .654 

1 5852172 /emb | CABS 54 10 . 1 | 4.0e-ll (AL117265) zhb0002.1 [Oryza 
sativa] 1 



Seq. ID OJ990617_02.9B01.C16 

Strand 

End 654 

Method AAT/GAP 

End 654 

Score 865 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



16238 
34252 
197 

OJ990617_02. 9B01.C16.ol.tm 

198 

none 



Seq. ID OJ990617_02.9B01.C16 

Strand 

End 654 

Method TBLASTX : Mai ze 

End 521 

Score 4 9 



198. .230, 246. .293, 247. .294, 321. .395, 335. .517, 483. .521 



16239 
34253 
1161 



Seq. ID OJ990617_02.9B01.C17 
Strand + 
End 2270 



16797 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990617_02 . 9B0 1 . C17 . ol . gs Method GENS CAN 
1161 End 2254 

none Score . 93 

1161. .1247, 1393. .1612, 1729. .1881, 1981. .2254 



16239 
34253 
1161 

OJ990617_02 . 9B01 . C17 . ol .np 

1161 

6721520 

1161. .1247, 1393. .1612, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1729.. 1881, 1981.. 2270 
(AP001072) EST AU0294 28 (E30359) corresponds to a region of the 
predicted gene.; Similar to antifreeze-like protein (D86598) 
[Oryza sativa] 



OJ990617_02 . 9B01 . C17 
+ 

2270 
AAT/NAP 
2270 
1174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16239 
34253 
1161 

OJ990617JD2 . 9B01 .C17 . ol . tc 

1740 

none . 



Seq. ID OJ990617 02.9B01.Ci7 



Strand 
End 

Method 

End 

Score 



+ 

2270 

TBLASTX: Cress 

2117 

88 



1740. .1829, 1848. .1883, 1973. .2116, 1977. .2117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16239 
34253 , 
1161 

OJ990617_02. 9B01.C17.ol.ts 

1740 

none 



Seq. ID OJ990617_02.9B01.C17 

Strand + 

End 2270 

Method TBLASTX : Soybean 

End 2117 

Score 95 



1740. .1853, 1845. .1883, 1973. .2107, 1977. .2117 



Seq. No. 


16239 


Seq. ID 


OJ990617_02.9B01 


C17 


Gene No. 


34253 


Strand 


+ 




Start 


1161 


End 


2270 




Name 


OJ990617 02.9B01.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


1740 


End 


2117 




GI 


none 


Score 


42 




Exons 


1740. .1802, 1854. .1883, 1973. 


.2107, 1977. .2117 




Seq. No. 


16240 


Seq. ID 


OJ990617_02.9B01 


C18 


Gene No. 


34254 


Strand 


+ 




Start 


272 


End 


657 




Name 


OJ990617 02. 9B01.C18.ol.np 


Method 


AAT/NAP 




Start 


272 


End 


657 




GI 


6721520 


Score 


430 




Exons 


272. .485, 571. .657 








GI Descrip. 


(AP001072) EST AU029428 (E30359) corresponds to a region 


of the 



predicted gene.; Similar to antifreeze-like protein (D86598) 
[Oryza sativa] 



Seq. No. 16240 Seq. ID OJ990617_02.9B01.C18 

Gene No. 34255 Strand 

Start 79 End 639 

Name OJ990617_02 . 9B01 . C18 . ol . gs Method GENSCAN 

Start 79 End 639 

GI none Score .44 



16798 



Exons 



79. .215, 318. .639 



Seq. No. 16240 

Gene No. 34255 

Start 79 

Name OJ990617_02 . 9B01 . C18 . ol . tm 

Start. 259 

GI none 

Exons 259. .291," 271. .309, 272. 

Seq. No. 16240 

Gene No. 34255 

Start 79 

Name OJ990617_02 . 9B01 . C18 . ol . tc 

Start 271 

GI none 

Exons 271.. 309, 272.. 484, 364.. 483 

Seq. No. 16240 

Gene No. 34255 

Start 79 

Name OJ990617_02 . 9B01 . C18 . ol . ts 

Start 271 

GI none 

Exons 271.. 483, 272.. 484 



Seq. ID OJ990617_02.9B01.C18 
Strand 

End 639 

Method TBLASTX: Maize 

End 4 84 

Score 205 
.484, 297. .449, 364. .483 

Seq. ID OJ990617_02.9B01.C18 
Strand 

End 639 

Method TBLASTX : Cress 

End 4 84 

Score 221 



Seq. ID OJ990617_02.9B01.C18 

Strand 

End 639 

Method TBLASTX : Soybean 

End 484 

Score 226 



Seq. No. 16241 

Gene 'No.. 34256 

Start 344 

Name OJ990617_02 . 9B01 . CI 9 . ol , 

Start 344 

GI none 

Exons 344 . .556 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_02.9B01.C19 
568 

GENSCAN 

556 

.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



16241 Seq. ID 

34256 Strand 

344 End 568 

OJ990617_02 . 9B01 . CI 9 . ol . np Method AAT/NAP 

347 End 568 

6498425 Score 362 
347. .568 

(AP000815) hypothetical protein [Oryza sativa] 



OJ990617 02.9B01.C19 



16242 
34257 
281 

OJ990617_02 . 9B01 . C21 . o2 . 
281 

133351 
281. .424 

REPRESSOR PROTEIN CI gi | 
- phage phi-80 gi | 14804 | 
236) [Bacteriophage phi- 

16242 
34258 
1 



np 



Seq. ID OJ990617_02.9B01.C21 

Strand + 

End 424 

Method AAT/NAP 

End 424 

Score 130 



540747 |pir | | S04828 repressor protein cl 
emb | CAA3 1 4 7 1 1 (X13065) cl gene (AA 1 - 
80] 

Seq. ID OJ990617_02.9B01.C21 

Strand 

End 163 



16799 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



OJ990617_02. 9B01 .C21.ol.np Method AAT/NAP 

1 End 163 

137997 Score 262 
1..163 

GENE 30 PROTEIN gi | 54074 3 | pir | | S04829 gene 30 protein - phage 

phi-80 gi|14805|emb|CAA31472| (X13065) gene 30 (AA 1 - 73) 
[Bacteriophage phi-80] 



16242 
34259 
77 

OJ990617_02 . 9B01 . C21 . ol . gs 
77 

none 
77. .163 



Seq. ID OJ990617_02.9B01.C21 

Strand 

End 163 

Method GENSCAN 

End 163 

Score .66 



Seq. No. 16243 

Gene No. 34260 

Start 271 

Name OJ990617_02 . 9B01 . C23 . ol . gs 

Start 271 

GI none 

Exons 271.. 315, 403.. 675, 687.. 704 



Seq. ID OJ990617_02.9B01.C23 
Strand 

End 729 

Method GENSCAN 

End 704 

Score .43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



16243 
34260 
271 

OJ990617_02. 9B01 .C23.ol.np 
403 

6721516 
403. .606, 687. .729 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID -OJ990617_02.9B01.C23 
Strand 

End 72 9 

Method AAT/NAP 

End 729 

Score 348 



16244 
34261 
143 

OJ990617_02 . 9B01 . C25 . ol . np 
143 

6498434 
143. .488, 527. .715 

(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_02.9B01.C25 
Strand 

End 715 

Method AAT/NAP 

End 715 

Score 417 



16245 
34262 
1 

OJ990617_02. 9B01.C2 6.ol.np 
1 

6498433 
1/.419 

(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_02.9B01.C26 
Strand 

End 419 

Method AAT/NAP 

End 419 

Score 753 



16245 
34262 
1 

OJ990617_02.9B01.C2 6. ol.tm 
1 

none 



Seq. ID OJ990617_02.9B01.C26 
Strand 

End 419 

Method TBLASTX : Mai ze 

End 418 

Score 7 9 



16800 



Exons 


1..75, 3. .80, 108. .155, 


207. . 


416, 216. 


.416, 227 


Seq. No. 


16245 




Seq. ID 


OJ990617 


Gene No . 


34262 




Strand 




Start 


1 




End 


419 


Name 


OJ990617 02.9B01.C26.ol 


.ts 


Method 


TBLASTX: 


Start 


226 




End 


416 


GI 


none 




Score 


128 


Exons 


226. .411, 228. .416, 239 


. .415 






Seq. No. 


16246 




Seq. ID 


OJ990617 


Gene No . 


34263 




Strand 




Start 


27 




End 


171 


Name 


OJ990617 02. 9B01.C27.ol 


. gs 


Method 


GENSCAN 


Start 


27 




End 


171 


GI 


none 




Score. 


.52 


Exons 


27. .171 








Seq. No. 


16247 




Seq. ID 


OJ990617 


Gene No. 


34264 




Strand 


+ 


oiart 


1 




End 




Name 


OJ990617 02. 9B01.C28.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


1216 


GI 


6498434 




Score 


93 


Exons 


1..T9, 416. .502, 1142.. 


1216 






GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


16247 




Seq. ID 


OJ990617 


Gene No. 


34264 




Strand 


+ 


Start 


1 




End 


1216 


Name * 


OJ990617 02. 9B01.C28.ol 


.gs 


Method 


GENSCAN 


Start 


416 




End 


541 


GI 


none 




Score 


.73 


Exons 


416. .541 








Seq. No. 


16248 




Seq. ID 


OJ990617_ 


Gene No. 


34265 




Strand 


+ 


o tar l. 


X 




End 


1345 


Name 


OJ990617 02.9B01.C29.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1345 


GI 


6498434 




Score 


245 


Exons 


1..54, 1112. .1345 








GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


16248 




Seq. ID 


OJ990617_ 


Gene No. 


34266 




Strand 




Start 


1141 




End 


1287 


Name 


OJ990617 02.9B01.C29.ol 


• gp 


Method 


AAT/GAP 


Start 


1077 




End 


1201 


GI 


uC-osroM202032e07bl 




Score 


221 


Exons 


1077. .1201 









GI Descrip. 1 504 2437/gb | AC007789 . 1 | AC007789 4.0e-14 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. No. 
Gene No. 
Start 



16248 
34266 
1141 



Seq. ID 

Strand 

End 



OJ990617 02.9B01.C29 



1287 



16801 



Name 


OJ990617 02 . 9B01.C29.ol 


crs 


Method 


GEN SCAN 


Start 


1141 ~~ 




End 


1287 


GI 


none 




Score 


. 97 


Exons 


1141 . . 1287 








Seq. No. 


16249 




Seq. ID 


OJ990617 


Gene No. 


34267 




Strand 




Start 


308 




End 


737 


Name 


OJ990617 02.9B01.C30.ol 


.np 


Method 


AAT/NAP 


Start 


308 ~ 




End 


737 


GI 


6498423 




Score 


135 


Exons 


308. .413, 540. .737 








GI Descrip. 


(AP000815 ) hypothetical 


protein [Oryza 


Sat 1 Vr3 1 


Seq. No. 


16249 




Seq. ID 


OJ990617 


Gene No. 


34267 




Strand 




Start 


308 




End 


737 


Name 


OJ990617 02.9B01.C30.ol 


. gs 


Mpf" hnH 
L1C l_ 11UU 


GENSCAN 


Start 


351 ~~ 




End 


593 


GI 


none 




Score 


. 61 


Exons 


351 .413/ 540 593 








Seq. No. 


16250 




Seq. ID 


OJ990617 


Gene "No. 


34268 




Strand 


+ 


Start 


262 




End 


357 


Name 


OJ990617 02 9B01 C35 ol 


.gs 


Method 


GENSCAN 


Start 


262 ~~ 




End 


357 


GI 


none 




Score 


. 55 


Exons 


262 . . 357 








Seq. No. 


16250 




Seq. ID 


OJ990617 


Gene No. 


34269 




Strand 




Start 


920 




End 


1015 


Name 


OJ990617 02 9B01 C35 o2 


.gs 


Method 


GENSCAN 


Start 


920 _ 




End 


1015 


GI 


none 




Score 


. 63 


Exons 


920 . . 1015 








Seq. No. 


16251 




Seq. ID 


OJ990617 


Gene No. 


34270 




Strand 


+ 


Start 


120 




End 


456 


Name 


OJ990617 02. 9B01.C36.ol 


.np 


Method 


AAT/NAP 


Start 


120 ~~ 




End 


456 


GI 


6498427 




Score 


266 


Exons 


120. .243, 399. .456 








GI Descrip. 


(AP000815) hvDOthetical 


protein [Oryza 


sat" i va 1 


Seq. No. 


16252 




Seq. ID 


OJ990617_ 


Gene No . 


34271 




Strand 




Start 


569 




End 


708 


Name 


OJ990617 0? 9R01 0*37 nl 


.gs 


Method 


O Cj IN O \_^xt.LN 


Start 


569 




End 


708 


GI 


none 




Score 


.58 


Exons 


569. .708 








Seq. No. 


16253 




Seq. ID 


OJ990617_ 


Gene No. 


34272 




Strand 


+ 



16802 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1001 

OJ990617_02 . 9B01 . C38 . ol . gp 
1001 

1259_1.R1084 

1001. .1514, 1614. .1678, 187.1. 



End 

Method 

End 

Score 



3176 
AAT/GAP 
3176 
2875 



.2198, 2301. .2399,. 2622. .3176 



•1052960 0.0e+00 (U37437) PNIL34 [Ipomoea nil]' 



16253 Seq. -ID 

34272 Strand 

1001 End 

OJ990617_02 . 9B01 . C38 . ol . tm Method 

1033 . End 

none Score 



OJ990617_02 . 9B01 .C38- 
+ 

3176 

TBLASTX: Maize 

3091 

247 



1033. .1389, 1033. .1287, 1199. .1390, 1351. .1389, 1433. 
1457. .1513, 1458. .1547, 1611. .1679, 1613.. 1705, 1613. 
1869. .1937, 1870. .1911, 1871. .2188, 1872. .2189, 2295. 



2300. .2404, 2619. .2906, 2621, 
3062. .3091 



.2893, 2970. .3056, 2974, 



.1477, 
.1678, 
,2417, 
.3033, 



Seq. No. 16253 
Gene No. 34272 
Start 1001 

Name OJ990 617_02 . 9B01 . C38 . ol . np 

.Start 1034 
GI 6498420 

Exons 1034.. 1514, 1614.. 1678, 1871 

GI Descrip. (AP000815) ESTs D47452(S1294 
AU081294 (E10057) ,AU032455 (SI 
predicted gene.; Similar to 
gi| 6721522 | dbj IBAA89564 .1 | ( 
D474 52 (S1294 6) , C23573 ( S1008 6 
AU081294 (E10057) , AU032455 (SI 
predicted gene.; Similar to 

Seq. No. . 16253 

Gene No. ' 34272 

Start 1001 

Name OJ990617_02 . 9B01 .C38 . ol . gs 

Start 1034 

GI none 

Exons 1034.. 1431, 
2622. .2885 



Seq. ID 
Strand 
End 

Method . 
End 
Score 
:2198, 



OJ990617_ 
+ 

3176 
AAT/NAP 
2882 
1838 - 
2301. .2399, 



02.9B01.C38 



2622. .2882 



6) ,C23573 (S1008 6) , CI 9173 (E10057 ) , 
0086) correspond to a region of the 
PNIL34. (U37437) [Oryza sativa] 
AP001072) ESTs 
) ,C19173 (E10057) , 
0086) correspond 
PNIL3 



to a region of the 



Seq. ID OJ990617_02.9B01.C38 

Strand + 

End 3176 . 

Method GENSCAN 

End 2885 

Score .82 
1451. .1514, 1614. .1678, 1871. .2198, 2301. .2399, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16253 
34272 
1001 

OJ990617_02.9B01.C38.ol.tc 

1183 
none 



Seq. ID OJ990617 02.9B01.C38 



Strand 
End 

Method 

End 

Score 



+ 

3176 

TBLASTX: Cress 

2887 

108 



1183. .1380, 1202. .1390, 1458. .1547, 1611. .1679, 1613. .1678, 
1869. .1937, 1871. .2188, 1872. .2189, 2295. .2417, 2300. .2398, 
2301. .2399, 2619. .2885, 2621. .2881, 2637. .28.82, 2759. .2887 



Seq. No. 
Gene No. 
Start 
Name 



16253 Seq. ID 

34272 Strand 

1001 End 

OJ990617 02.9B01.C38.o2.ts Method 



OJ990617_02.9B01.C38 
+ 

3176 

TBLASTX : Soybean 



16803 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1202 End 

none Score 
1202. .1390 

16253 Seq. ID 

34272 , . . .Strand 
1001 End 
OJ990617_02 . 9B01 . C38 . ol . ts Method 
1887 End 
none Score 
1887.. 2189, 1889.. 2200, 1889. 
2582. .2890/ 2619. .2891 

16254 Seq. ID 

34273 Strand 
123 End 
OJ990617_02 . 9B01 . C39 . ol . gp Method 
123 End 
none Score 
123. .495 



1390 
272 



OJ990617_02 . 9B01 . C38 
+ 

3176 

TBLASTX : Soybean 
2891 
540 

2188, 2295.. 2417, 2300.. 2398, 

OJ990617_02.9B01.C39 
495 

AAT/GAP 
495 
711 

OJ990617 02.9B01.C40 



16255 Seq. ID 

34274 Strand 

1 End 632 
OJ990617_02.9B01.C4 0.ol.np , * Method AAT/NAP 

1 End 632 

6721517 Score 999 
1..632 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



16255 
34274 
1 

OJ990617_02 . 9B01 . C4 0 . ol . gs 

176 

none 

176. .473 

16255 
34274 
1 

OJ990617_02 . 9B01 . C4 0 . ol . tw 

261 

none 

261. .326, 312. .611, 400. .606 

16255 
34274 
1 

OJ990617_02 . 9B01.C4 0.ol.tm 

312 

none 

312. .608, 324. .605, 421. .609 

16256 
34275 
644 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_02.9B01.C40 
632 

GENSCAN 

473 

.7 



Seq.. ID OJ990617_02.9B01.C40 

Strand 

End 632 

Method TBLASTX : Wheat 

End 611 

Score 162 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_02.9B01.C40 
632 

TBLASTX: Maize 

609 

106 



Seq. ID OJ990617_02.9B01.C44 
Strand + 
End 7 37 



.1-6804 



Name 

Start 

GI 

Exons 



OJ990617_02 . 9B01 . C4 4 . ol . gs Method 

644 End 

none Score 
644. .737 



GENSCAN 

737 

.61 



Seq. No. 

Gene N6; 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16257 
34276 
317 - 

OJ990617_02. 9B01.C4 6.ol.tm 

317 

none 



Seq. ID OJ990617_02.9B01.C46 
Strand 

End 686 

Method TBLASTX : Maize 

End 640 

Score 65 



317. .433, 449. .490, 488. .640, 546. .638 



16257 
34276 
317 

OJ990617_02. 9B01.C4 6.ol.tw 

350 

none 

350. .643, 444. .686 



Seq. ID OJ990617_02.9B01.C46 
Strand 

End 686 

Method TBLASTX : Wheat 

End 686 

Score 76 



Seq. No. 16258 
Gene No. ■ 34277 

Start 146 

Name OJ990617_02 . 9B01 . C47 . ol . gs 

Start • 14 6 

GI none 

Exons 146. .283 



Seq. ID OJ990617_02.9B01.C47 
Strand 

End 283 
Method . GENSCAN 
End "' 283 

Score . 61 



Seq. No. 16259 

Gene No. 34278 

Start 1 

Name OJ990617_02 . 9B01 . C4 8 . ol . np 

Start 1 

GI 6649085 

Exons 1 . .411 

GI Descrip. (AF146269) resistance gene analog PIC22 [Oryza sativa] 



Seq. ID OJ990617_02.9B01.C48 

Strand + 

End 411 

Method AAT/NAP 

End 411 

Score 190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16259 
34278 
1 

OJ990617_02 . 9B01.C4 8 .ol. ts 

150 
none 



Seq. ID OJ990617_02.9B01.C48 

Strand + 

End 411 

Method TBLASTX : Soybean 

End 369 

Score * 143 



150. .275, 151. .312, 313. .369, 324. .368 



Seq. No. 16259 

Gene No. 34278 

Start 1 

Name OJ990617_02 . 9B01 . C4 8 . ol . tm 

Start 151 

GI none 

Exons 151. .366, 156. .365 



Seq. ID OJ990617_02.9B01.C48 

Strand + 

End 4,11 

Method TBLASTX : Maize 

End 366 

Score 176 



Seq. No. 
Gene No. 
Start 



16260 
34279 
1 



Seq. ID OJ990617__02.9B01.C50 
Strand + 
End 431 



16805 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990617_02 . 9B01 . C50 . ol . np Method AAT/NAP 
1 End 4 31 

6721520 Score 487 

1..128, 226. .431 

(AP001072) EST AU029428 (E30359) corresponds to a region of the 
predicted gene.; Similar to antifreeze-like protein (D86598) 
[Oryza sativa] 



16260 
34279 
1 

OJ990617_02 . 9B01 . C50 . ol . tm 
26 

none 



Seq. ID OJ990617 02.9B01.C50 



Strand 
End 

Method 

End 

Score 



+ 

431 

TBLASTX: Maize 

337 

67 



26. .109, 59. .106, 67. .123, 223. .336, 224. .337 



Seq. No. 


16260 


Seq. ID 


OJ990617_02.9B01 


.C50 


Gene No. 


34279 


Strand 


+ 




Start 


1 


End 


431 




Name 


OJ990617 02.9B01.C50.ol.gs 


Method 


GENSCAN 




Start 


52 


End 


418 




GI 


none 


Score 


1 




Exons 


52. .128, 226. .418 








Seq. No. 


16261 " 


Seq. ID 


OJ990617_02.9B01 


.C51 


Gene No. 


34280 


Strand 


+ 




Start 


1 


End 


55 




Name 


OJ990617 02.9B01.C51.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


55 




GI 


none 


Score 


84 




Exons 


1. .55 








Seq. No. 


16261 


Seq. ID 


OJ990617JD2.9B01 


C51 


Gene No. 


34281 


Strand 






Start 


192 


End 


792 




Name 


OJ990617 02. 9B01.C51.ol.gs 


Method 


GENSCAN 




Start 


192 


End 


792 




GI 


none 


Score 


.46 




Exons 


192. .281, 659. .792 








Seq. No. 


16262 


Seq. ID 


OJ990617_02.9B01 


C52 


Gene No. 


34282 


Strand 


+ 




Start 


42 


End 


1232 




Name 


OJ990617 02. 9B01.C52.ol.np 


Method 


AAT/NAP 




Start 


42 


End 


1232 




GI 


6498419 


Score 


862 




Exons 


42. .281, 485. .831, 1205. .1232 








GI Descrip. 


(AP000815) Similar to Arabidopsis thaliana DNA chromosome 4, 



clone F22K18 (AL035356) [Oryz,a sativa] 
gi I 6721521 |dbj | BAA89563. 1 1 (AP001072) Similar to Arabidopsis 
thaliana DNA chromosome 4, BAC clone F22K18 , putative protein. 
(AL035356) [Oryza sativa] 



Seq. No. 16262 Seq. ID OJ990617_02.9B01.C52 

Gene No. 34282 Strand + 

Start 42 End 1232 

Name OJ990617_02 . 9B01 . C52 . ol . gs Method GENSCAN 



16806 




Start 


93 


End 


814 




GI 


none 


Score 


.79 




Exons 


93. .281, 485. .814 








Seq. No. 


16262 


Seq. ID 


OJ990617_02.9B01. 


C52 


Gene No. 


34282 


Strand - 


+ 




Start 


42 


End 


1232 




Name 


OJ990617 02. 9B01.C52.ol.ts 


Method 


.-TBLASTX : Soybean 




Start 


93 


End 


819 




GI 


none 


Score 


88 




Exons 


93.. 209, 95.. 226, 473. .556, 


631. .819, 


632. . 814 




Seq. No. 


16262 


Seq. ID 


OJ990617 02.9B01. 


C52 


Gene No. 


34282 


Strand 


+ ~~ 




Start 


42 


End 


1232 




Name 


OJ990617 02. 9B01.C52.ol.tm 


Method 


TBLASTX: Maize 




Start 


93 


End 


819 




GI 


none 


Score 


90 




Exons 


93. .188, 95. .184, 473. .559, 


478. .552, 


638 . . 721, 641 .. 814 






643. .819 








Seq. No. 


16262 


Seq. ID 


OJ990617_02. 9B01. 


C52 


Gene No. 


34282 


Strand 


+ 




Start 


42 


End 


1232 




Name 


OJ990617 02. 9B01.C52.ol.tc 


Method 


TBLASTX: Cress 




Start 


96 


End 


814 




GI 


none 


Score 


93 




Exons 


96. .188, 485. .556, 626. .814, 


631 . .810, 


644 . .814 




Seq. No. 


16262 


Seq. ID 


OJ990617_02. 9B01. 


C52 


Gene No. 


34282 


Strand 


+ 




Start 


42 


End 


1232 




Name 


OJ990617 02. 9B01.C52.ol.tw 


Method 


TBLASTX: Wheat 




Start 


473 


End 


808 




GI 


none 


Score 


100 




Exons 


473. .553, 478. .552, 641. .808, 643. .807 






Seq. No. 


16263 


Seq. ID 


OJ990617 02.9B01. 


C54 


Gene No. 


34283 


Strand 






Start 


1 


End 


862 




Name 


OJ990617 02. 9B01.C54.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


464 




GI 


6498421 


Score 


387 




Exons 


1. .183,' 277. .464 








GI Descrip. 


(AP000815) ESTs AU08 1256 (C53656) , AU081257 (C53656 ) , 






AU032236 (R3784) ,AU081351 (E61905) , AU031587 (E61905) , 





AU081361 (R3784 ) correspond to a region of the predicted gene. 
Similar to alien-like protein. (AC005623) [Oryza sativa] 

Seq. No. 16263 

Gene No. 34283 

Start 1 

Name OJ990617_02 . 9B01 . C54 . ol . tm 

Start 108 

GI none 

Exons 108.. 182, 109.. 183, 112.. 183, 
275. .466, 276. .470 



Seq. ID OJ990617_02.9B01.C54 
Strand 

End 8 62 

Method TBLASTX: Maize 

End 471 

Score 85 

113. .184, 114. .188, 274. .471, 



16807 



Seq. No. 16263 

Gene No. 34283 

Start 1 

Name OJ990617_02 . 9B01 . C54 . ol . gp 

Start 112 

GI 18421_1.R1084 

Exons 112.. 469, 835.. 862 

GI Descrip. '3885329 1.0e-116 (AC005623) alien-like protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990617_02.9B01.C54 
Strand 

End 862 

Method AAT/GAP - 

End 862 

Score 665 



Seq. No. 16263 

Gene No. 34283 

Start 1 

Name OJ990617_02 . 9B01 . C54 . ol . gs 

Start 115 

GI none 

Exons 115.. 183, 277. -.410 



Seq. ID OJ990617_02.9B01.C54 

Strand 

End 8 62 

Method GENSCAN 

End 410 

Score .71 



Seq. No. 16263 Seq. ID 

Gene No. 34283 Strand 

Start 1 End 

Name OJ990617_02 . 9B01 . C54 . ol . t s Method 

Start 251 End 

,GI none Score 
Exons 



OJ990617_02.9B01.C54 
862 

TBLASTX: Soybean 

470 

91 



251. .463, 252. .470, 269. .409, 274. .453 



Seq. No. 16263 

Gene No. 34283 

Start 1 

Name OJ990617_02 . 9B01 . C54 . ol . tc 

Start 288 

GI none 

Exons 288. .470, 300. .470, 301. .471 



Seq. ID OJ990617_02.9B01.C54 
Strand 

End 8 62 

Method TBLASTX : Cress 

End 471 

Score 140 



Seq. No. 


16264 








Seq. ID 


OJ990617 


_02. 


9B01 


.C55 


Gene No. . 


34284 . . 








Strand. 


+ 








Start 


439 








End 


748 








Name 


OJ990617 


02. 9B01.C55, 


.ol 


.gs 


Method 


GENSCAN 








Start 


439 








End 


748 








GI 


none 








Score 


.48 








Exons 


439. .520, 


722. .748 
















Seq. No. 


16265 








Seq. ID 


OJ990617 


_02. 


9B01 


.C56 


Gene No. 


34285 








Strand 










Start 


70 








End 


104 








Name 


OJ990617 


_02.9B01.C56, 


.ol 


.gs 


Method 


GENSCAN 








Start 


70 








End 


104 








GI 


none . } 








Score 


.99 








Exons 


70. .104 



















Seq. No. 16266 Seq. ID 

Gene No. 34286 Strand 

Start 160 End 

Name OJ990617_02 . 9B01 . C57 . ol . np Method 

Start 160 End 

GI 6721515 Score 



OJ990617_02.9B01.C57 
+ 

1349 
AAT/NAP 
1349 
1342 



16808 



Exons 


160. .409, 572. .839, 1070. .1349 






GI Descrip. 


(AP001072) Similar to mudrA. 


(M76978) 


[Oryza sativa] 




Seq. No. 


16266 


Seq. ID 


OJ990617_02.9B01 


.C57 


Gene No. 


34286 


Strand 


+ 




Start 


160 


End 


1349 




Name 


OJ990617 02. 9B01.C57.o2. tm 


Method 


TBLASTX: Maize 




Start 


196 ~ 


End 


422 




GI 


none 


Score 


183 




Exons 


196. .339, 205. .414, 207. .422 








Seq. No. 


16266 


Seq. ID 


OJ990617_02. 9B01 


.C57 


Gene No. 


34286 


Strand 


+ 




Start 


160 


End 


1349 




Name 


OJ990617 02. 9B01.C57.ol.gs 


Method 


GEN SCAN 




Start 


304 


End 


1086 




GI 


none 


Score 


. 65 




Exons 


304. .376, 572. .751, 929. .1086 








Seq. No. 


16266 


Seq. ID 


OJ990617_02. 9B01 


.C57 


Gene No. 


34286 


Strand 


+ 




Start 


160 


End 


1349 




Name 


OJ990617 02. 9B01.C57.ol.tm 


Method 


TBLASTX: Maize 




Start 


577 ~ 


End 


939 




GI. 


■ none ; '-* 


Score " 


233 




Exons 


577.. 873, 666.-764, 859.. 924, 


873. .938, 874. .939 




Seq. No. 


16267 


Seq. ID 


OJ990617_02. 9B01 


.C59 


Gene No. 


34287 


Strand 


+ 




Start 


177 


End 


257 




Name 


OJ990617 02.9B01.C59.ol.gs 


Method 


GENSCAN 




Start 


177 


End 


257 




GI 


none 


Score 


.63 




Exons 


177. .257 








Seq. No. 


16267 


Seq. ID 


OJ990617_02.9B01 


.C59 


Gene No. 


34288 


Strand 






Start 


1 


End 


366 




Name 


OJ990617 02.9B01.C59.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


366 




GI 


6498419 


Score 


100 




Exons 


1..35, 220. .366 









GI Descrip. (AP000815) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F22K18 (AL035356) [Oryza sativa] 



gi| 6721521 | dbj | BAA8 9563.il 
thaliana DNA chromosome 4, 
(AL035356) [Oryza sativa] 



(AP001072) Similar to Arabidopsis 
BAC clone F22K18 , putative protein. 



Seq. N<v 16267 Seq. ID OJ990617_02.9B01.C59 

Gene No. 34288 Strand 

Start 1 End 366 

Name OJ990617_02 . 9B01 . C59 . ol . gp Method AAT/GAP 

Start 224 End 306 

GI LIB3433-019-P1-K1-F6 Score 119 

Exons 224 . . 306 

GI Descrip. 1 3402718 9.0e-16 (AC004261) hypothetical protein [Arabidopsis 
thaliana] 1 



16809 




Seq. No. 


16268 


Seq. ID 


OJ990617_02. 9B01 


.C61 


Gene No. 


34289 


Strand 


+ 




Start 


110 


End 


670 




Name 


OJ990617 02.9B01.C61.ol.gs 


Method 


GENSCAN 




Start 


110 


End 


670 




GI 


none 


Score 


.58 




Exons 


110.. 297, 338.. 670 








Seq. No. 


16268 


Seq. ID 


OJ990617_02.9B01 


.C61 


Gene No. 


34290 


Strand 






Start 


1 


End 


909 




Name 


OJ990617 02.9B01.C61.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


909 




GI 


6721516 


Score 


510 




Exons 


1..284, 365. .493, 836. .909 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


16269 


Seq. ID 


OJ990617JD2.9B01. 


.C62 


Gene No. 


34291 


Strand 


+ 




Start 


1 


End 


1446 




Name 


OJ990617 02.9B01.C62.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1441 




GI 


122772 


Score . 


520 




Exons 


1. .76,. 811. .888, 970. . 1021, 


1170. .1441 






GI Descrip. 


TRANSCRIPTION FACTOR HBP-1B 


gi|100809|; 


pir| IS15347 transcription 




factor HBP-lb - wheat gi | 21635 | emb | CAA40102 | (X56782) HBP-lb 




[Triticum aestivum] 








Seq. No. 


16269 


Seq. ID 


OJ990617JD2.9B01. 


C62 


Gene No. 


34291 


. Strand 


+ 




Start 


1 


End 


1446 




Name 


OJ990617 02.9B01.C62.ol.gs 


Method 


GENSCAN 




Start 


340 


End 


1441 




GI 


none 


Score 


.86 




Exons 


340. .403, 1170. .1441 








Seq. No. 


16269 


Seq. ID 


OJ990617_02.9B01. 


C62 


Gene No. 


34291 


Strand 


+ 




Start 


1 


End 


1446 




Name 


OJ990617 02-.9B01.C62.ol.tm 


Method 


TBLASTX: Maize 




Start 


796 


End 


1444 




GI 


none 


Score 


110 




Exons 


796.. 849, 800.. 889, 809.. 889 


, 943. .1020, 966. .1022, 967. 


.1023, 




969.. 1028, 1169.. 1444, 1169. 


.1441 




Seq. No. 


16269 


Seq. ID 


OJ990617_02.9B01. 


C62 


Gene No. 


34291 


Strand 


+ 




Start 


1 


End 


.1446 




Name 


OJ990617 02.9B01.C62.ol.tc 


Method 


TBLASTX: Cress 




Start 


811 


End 


1446 




GI 


none . 


Score 


67 




Exons 


811. .852, 967. .1023, 1168. .1446, 1169., 


.1444 




Seq. No. 


16269 


Seq. ID 


OJ990617_02.9B01. 


C62 


Gene No. 


34291 


Strand 


+ 




Start 


1 


End 


1446 





16810 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990617_02 . 9B01 . C62 . ol . ts Method TBLASTX : Soybean 

811 End 1446 

none Score 62 

811. .852, 966. .1022, 967. .1023, 1168. .1446, 1169. .1444 



16269 
34291 
1 

OJ990617JD2. 9B01.C62.ol.tw 

811 

none 



Seq. ID OJ990617_02.9B01.C62 

Strand + 

End 1446 

Method TBLASTX : Wheat 

End 1423 

Score 54 



811. .849, 815. .928, 966. .1022, 967. .1023, 1168. .1413, 
1169. .1420, 1181. .1423 



Seq. No. 16270 

Gene No. 34292 

Start 443 

Name OJ990617JD2 . 9B01 . C64 . ol . gs 

Start 443 

GI none 

Exons 443. .475 



Seq. ID OJ990617_02.9B01.C64 

Strand + 

End 475 

Method GEN SCAN 

End 475 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 



16271 
34293 
782 

OJ990617_02. 9B01.C65.ol.np 
782 

6498434 
782.. 931, 2335.. 2497 

(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_02.9B01.C65 

Strand + 

End 24 97 

Method AAT/NAP 

End 24 97 

Score 425 



16272 
34294 
888 

OJ990617_02.9B01.C66.ol.gs 

888 

none 

888. .999 



Seq. ID OJ990617_02.9B01.C66 
Strand 

End 999 

Method GENSCAN 

End 999 

Score .62 



16273 
34295 
38 

OJ990617__02. 9B01.C67.bl.np 
38 

6498434 

38. .124, 1837. .2102, 2362. .2496 

(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_02.9B01.C67 
Strand 

End 2496 

Method AAT/NAP 

End 2496 

Score 766 



16274 
34296 
2007 

OJ990617_02. 9B01.C68.ol.gp 
2007 

uC-osroM202032e07bl 
2007. .2131 

, 5042437/gb|AC007789.1|AC007789 4.0e-14 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. ID OJ990617_02.9B01.C68 

Strand + 

End 2131 

Method AAT/GAP 

End 2131 

Score 215 



16811 




Seq. No. 


16274 


Seq. ID 


OJ990617_02 . 9B01 . C68 


Gene No. 


34297 


Strand 




Start 


1 


End 


2355. 


Name 


OJ990617 02.9B01.C68.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2355 ' 


GI 


5295955 


Score 


85 


Exons 


1..62, 723.-856, 2297. .2355 






GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 






Seq. No. 


16274 


Seq. ID 


OJ990617 02 . 9B01 . C68 


Gene No. 


34297 


Strand 




Start 


1 


End 


2355 


Name 


OJ990617 02.9B01.C68.o2.np 


Method 


AAT/NAP 


Start 


374 


End 


2355 


GI 


6498434 


Score 


238 


Exons 


374.. 461, 1928.. 2096, 2303.. 2355 




GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa J 


Seq. No. 


16275 


Seq. ID 


OJ990617 02 . 9B01 . C69 


Gene No. 


34298 


Strand 


+ ~~ 


Start 


1 


End 


2107 


Name 


OJ990617 02.9B01.C69.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2107 


GI 


2852640 


Score 


136 


Exohs 


1..24, 652. .906, 2066. .2107 






GI Descrip. 


(AF007157) unknown [Homo sapiens] 


... 


Seq. No. 


16275 


Seq. ID 


OJ990617 02.9B01.C69 


Gene No. 


34298 


Strand 


+ ~~ 


Start 


1 


End 


2107 


Name 


OJ990617 02.9B01.C69.ol.gp 


Method 


AAT/GAP 


Start 


279 


End 


625 


GI 


uC-osroM202032e07bl 


Score 


668 


Exons 


279. .625 






GI Descrip. 


■ 50424 37/gb|AC007789. 1 IAC00778 9 4 . 0e-14 


Oryza sativa BAC T4 9B20 




genomic sequence, complete sequence' 




Seq. No. 


16275 


Seq. ID 


OJ990617_02.9B01.C69 


Gene No. 


34298 


Strand 


+ 


Start 


1 


End 


2107 


Name 


OJ990617 02.9B01.C69.ol.gs 


Method 


GENSCAN 


Start 


289 


End 


1623 


GI 


none 


Score 


.59 


Exons 


289. .867, 1445. .1623 






Seq. No. 


16275 


Seq. ID 


OJ990617_02.9B01.C69 


Gene No. 


34299 


Strand 




Start 


1430 


End 


2107 


Name 


OJ990617 02.9B01.C69.ol.tm 


Method 


TBLASTX: Maize 


Start , 


267 


End 


870 


GI 


none 


Score 


85 


Exons 


267. .329, 280. .330, 280. .330, 


281. .331, 


367. .435, 368. .433, 




433. .831, 439. .870, 473. .868 






Seq. No. 


16275 


Seq. ID 


OJ990617_02.9B01.C69 



16B12 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34299 Strand 

1430 End 

OJ990617_02 . 9B01 . C69 . ol . ts Method 

571 - : End 

none ' Score 



2107 

TBLASTX : Soybean 

883 

66 



571. .651, 574. .639, 640. .870, 640. .831, 645. .869, 650. .883 



16275 
34299 
1430 

OJ990617_02 . 9B01 . C69 . ol . tw 

648 

none 

648. .806, 649. .855 



Seq. ID OJ990617_02.9B01.C69 
Strand 

End 2107 

Method TBLASTX : Wheat 

End 855 

Score 233 



16275 
34299 
1430 

OJ990617_02. 9B01.C69.o2.np 
1430 
6498434 
1430. .1555, 2075. .2107 

(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_02.9B01.C69 
Strand 

End 2107 

Method AAT/NAP 

End 2107 

Score 163 



16276 
34300 
670 

OJ990617_02.9B01.C70.ol.tm 

462 

none 

462. .656, 472. .648 

16276 
34300 
670 

OJ990617_02.9B01.C70.ol.ts 

462 

none 

462. .644, 470. .646, 472. .648 

16276 
34300 
670 

OJ990617_02. 9B01.C70.ol.gs 

670 

none 

670. .788 



Seq. ID OJ990617_02.9B01.C70 
Strand 

End 7 88. 

Method TBLASTX : Mai ze 

End 656 

Score 301 



Seq. ID OJ990617_02.9B01.C70 
Strand 

End 788 

Method TBLASTX : Soybean 
End 64 8 

Score ■ 91 



Seq. ID OJ990617_02.9B01.C70 
Strand 

End 788 

Method GENSCAN 

End 788 

Score .61 



Seq. No. 16277 

Gene No. 34301 

Start 1 

Name OJ990617_02 . 9B01 . C7 1 . ol . np 

Start 1 

GI 6498434 

Exons 1..79, 231.. 607, 758.. 912, 1122.. 1179 
GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_02.9B01.C71 
Strand 

End 1179 

Method AAT/NAP 

End 1179 

Score 767 



16813 




Seq. No. 


16277 




Seq. ID 


OJ990617 


_02 


. 9B01 


.Cll 


Gene No. 


J 4 JKJ1 




Strand 










Start 


1 




End 


1179 








Name 


OJ990617 02.9B01.C71.ol 


.gs 


Method 


GENSCAN 








Start 


241 




End 


885 








GI 


none 




Score 


. 6 








Exons 


241. .607, 758. .885 














Seq. No. 


16278 




Seq. ID 


OJ990617 


_02 


9B01 


C73 


Gene No. 


"3 A "5 n o 

J 4 oUZ 




Strand 


+ 








Start 


247 




End 


313 








Name 


OJ990617 02.9B01.C73.ol 


.gs 


Method 


GENSCAN 








Start 


247 




End 


313 








GI 


none 




Score 


.85 








Exons 


247. .313 














Seq. No. 


16278 




Seq. ID 


OJ990617 


_02 


9B01. 


C73 


Gene No. 


34303 




Strand 










OCdlt 


± 




End 










Name 


OJ990617 02.9B01.C73.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1259 








GI 


6721516 




Score 


70 








Exons 


1..47, 269. .390, 1204.. 


1259 












GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


16279 




Seq. ID 


OJ990617 


_02. 


9B01. 


C7 4 


bene No. 


J4 JU4 




Strand 


+ 








Start 


536 




End 


573 








Name 


OJ990617 02.9B01.C74.ol 


.gs 


Method 


GENSCAN 








Start 


536 * 




End 


573 








GI 


none 




Score 


.68 








Exons 


536..S73 














Seq. No. 


16279 




Seq. ID 


OJ990617 


_02. 


9B01. 


C74 


Gene No. 


34305 




Strand 












ft / O 




End 


o y / 








Name 


OJ990617 02.9B01.C74.ol 


.np 


Method 


AAT/NAP 








Start 


478 




End 


597 








GI 


6498426 




Score 


112 








Exons 


478. .597 . 














GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


16280 




Seq. ID 


OJ990617_ 


_02. 


9B01. 


C76 


Gene No. 


34306 




Strand 


+ 








Start 


204 




End 


607 








Name 


OJ990617 02.9B01.C76.ol 


.np 


Method 


AAT/NAP 








Start 


204 




End 


607 








GI 


6498419 




Score 


303 








Exons 


204. .254, 432. .607 










'i 




GI Descrip. 


(AP000815) Similar to Arabidopsis thaliana DNA chromosome 4, 




clone F22K18 (AL035356) 


[Oryza 


sativa] 











gi| 6721521 |dbj IBAA89563.1 | (AP001072) Similar to Arabidopsis 

thaliana DNA chromosome 4, BAC clone F22K18 , putative protein. 
(AL035356) [Oryza sativa] 

Seq. No. 16280 Seq. ID OJ990617_02 . 9B01 . C7 6 

Gene No. 34307 Strand 



16814 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



65 End 

OJ990617_02 . 9B01 . C7 6 . ol . gs Method 

65 End 

none Score 
65.. 135, 259.. 296 



16281 
34308 
543 

OJ990617_02 . 9B01 . C77 . ol . tm 
542 
none 

542. .775, 543. .776, 1204. .1338 

16281 
34308 
543 

OJ990617_02 . 9B01 . C77 . ol . ts 
542 
none 

542. .769, 543.-776, 1204. .1395 

16281 
34308 
543 

OJ990617_02 . 9B01 . C77 . ol . gs 
543 
none 

543. .776, 1207. . 1614 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



296 

GEN SCAN 

296 

.52 



OJ990617_02 . 9B01 . C77 
+ 

1644 

TBLASTX: Maize 

1338 

201 



OJ990617_02.9B01.C77 
+ 

1644 

TBLASTX : Soybean 

1395 

206 



OJ990617_02.9B01.C77 
+ 

1644 
GEN SCAN 
1614 
.94 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_ 
+ 

1644 
AAT/NAP 
1644 
1139 



02.9B01.C77 



16281 
34308 
543 

OJ990617_02 . 9B01 . C77 . ol . np 
543 

6498419 
543. .776, 1207. .1644 

(AP000815) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F22K18 (AL035356) [Oryza sativa] 

gi. I 6721521 |dbj IBAA89563.il (AP001072) Similar to Arabidopsis 
thaliana DNA chromosome 4, BAC clone F22K18, putative protein. 
(AL035356) [Oryza sativa] 



Seq. No. 


16281 


Seq. ID 


OJ990617_02.9B01 


.C77 


Gene No. 


34308 


Strand 


+ 




Start 


543 


End 


1644 




Name 


OJ990617 02.9B01.C77.ol. 


tc Method 


TBLASTX: Cress 




Start 


543 


End 


1350 




GI 


none 


Score 


189 




Exons 


543. .776, 545. .775, 1204 


. .1350 




Seq. No. 


16281 


Seq. ID 


OJ990617_02.9B01 


C77 


Gene No. 


34308 


Strand 


+ 




Start 


543 


End 


1644 




Name 


OJ990617 02.9B01.C77.ol. 


gp Method 


AAT/GAP 




Start 


644 


End 


1524 




GI 


LIB34 33-01 9-P1-K1-F6 


Score 


865 





16815 



Exons 644.. 776, 1207.. 1524 

GI Descrip. '3402718 9.0e-16 (AC004261) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 


16282 




Seq. ID 


OJ990617 


Gene No. 


34309 




Strand 




Start 


545 . 




End 


634 


Name 


OJ990617 02.9B01.C78.ol 


. gs 


Method 


GENSCAN 


Start 


545 




* End 


634 ' 


GI 


none 




Score 


.97 


Exons 


545 . . 634 








Seq. No. 


16282 




Seq. ID 


OJ990617 


Gene No. 


34310 




Strand 




Start 


548 




End 


634 


Name 


OJ990617 02.9B01.C78.ol 


.np 


Method 


AAT/NAP 


Start 


548 




End 


634 


GI 


6498434 




Score 


124 


Exons 


548. .634 








GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


16283 




Seq. ID 


OJ990617 


Gene No. 


34311 




Strand 


+ 


Start 


1 




End 


713 


Name 


OJ990617 02. 9B01.C81.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


713 


GI 


6498423 




Score 


184 


Exons 


1..44, 552. .713 








GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


16283 




Seq. ID 


OJ990617 


Gene No. 


34311 




Strand 


+ 


Start 


1 




End 


713 


Name 


OJ990617 02.9B01.C81.ol 


.gs 


Method 


GENSCAN 


Start 


613 




End 


712 


GI 


none 




Score 


. 98 


Exons 


613. .712 








Seq. No. 


16284 




Seq. ID 


OJ990617 


Gene No. 


34312 




Strand 




Start 


1 




End 


707 


Name 


OJ990617 02.9B01.C85.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


694 


GI 


6630695 




Score 


297 


Exons 


1..152, 279. .332, 416.. 


518, 


603. . 694 





02.9B01.C85 



GI Descrip. (AP000969) ESTs C97915 (C0113) , 
region of the predicted gene.; 
sativa] 



C26087 (C11614) correspond to a 
hypothetical protein [Oryza 



Seq. No. 16284 Seq. ID 

Gene No. 34312 Strand 

Start 1 End 

Name OJ990617_02 . 9B01 . C85 . ol . tm Method 

Start 7 9 End 

GI none Score 

Exons 79.. 153, 90.. 152, 276.. 338, 368.. 517, 
621. .707 



OJ990617_02.9B01.C85 
707 

TBLASTX: Maize 

707 

55 

416. .526, 602. .706, 
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Seq. No. 


16284 




Seq. ID 


OJ990617_02 . 9B01 . C85 


Gene No. 


34312 




Strand 




Start 


1 




End 


707 


Name 


OJ990617 02. 9B01.C85.ol 


. as 


Method 


GENSCAN 


Start 


90 




End 


518 - 


GI 


none 




Score 


.92 


Exons 


90. .152, 279. .332, 416. 


.518 






Seq. No. 


16284 




Seq. ID 


OJ990617_02.9B01.C85 


Gene No. 


34312 




Strand 




Start 


1 




End 


707 


Name 


OJ990617 02. 9B01.C85.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


90 




End 


706 


GI 


none 




Score 


56 


Exons 


90. .152, 274. .339, 276. 


.338, 


369. .509, 


410. .571, 416. .526, 




602. .706 








Seq. No. 


16285 




Seq. ID 


OJ990617_02.9B01.C86 


Gene No. 


34313 




Strand 


+ 


Start 


1 




End 


215 


Name 


OJ990617 02. 9B01.C86.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


212 


GI 


6498427 




Score 


191 


Exons 


1. .212 








GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa ] 


Seq. No. 


16285 




Seq. ID 


OJ990617_02. 9B01.C8 6 


Gene No. 


34313 




Strand 


+ 


Start 


1 




End 


215 


Name 


OJ990617 02. 9B01.C86.ol 


.gs 


Method 


GENSCAN 


Start 


100 




End 


215 


GI 


none 




Score 


.92 


Exons 


100. .215 








Seq. No. 


16285 




Seq. ID 


OJ990617_02. 9B01.C8 6 


Gene No. 


34314 




Strand.. 


+ 


Start 


1042 




End 


1849 


Name 


OJ990617 02. 9B01.C86.o2 


.gs 


Method 


GENSCAN 


Start 


1042 




End 


1809 


GI 


none 




Score 


. 95 


Exons 


1042. .1452, 1702. . 1809 








Seq. No. 


16285 




Seq. ID 


OJ990617_02.9B01.C86 


Gene No. 


34314 




Strand 


+ 


Start 


1042 




End 


1849 


Name 


OJ990617 02. 9B01.C86.o2 


.np 


Method 


AAT/NAP 


Start 


1042 




End 


1849 


GI 


6498428 




Score 


868 


Exons 


1042. .1452, 1702. .1849 








GI Descrip. 


(AP000815) Similar to Arabidopsis thaliana chromosome II BAC 




T27A16 sequence; hypothetical 


protein. 


(AC005496) [Oryza sativa 


Seq. No. 


16285 




Seq. ID 


OJ990617_02.9B01.C86 


Gene No. 


34314 




Strand 


+ 


Start 


1042 




End 


1849 


Name 


OJ990617 02.9B01.C86.ol 


. tm 


Method 


TBLASTX: Maize 



16817 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
• Name 
Start 
GI 

Exons 

GI Descrip. 



1386 End 1812 

none Score 112 

1386. .1460, 1387. .1461, 1680. .1808, 1686. .1805, 1690. .1812 



Seq. ID OJ990617_02.9B01.C87 

Strand + 

End 1569 

Method AAT/GAP 

End 426 

Score 4 61 



16286 
34315 
1 

OJ990617_02 . 9B01 . C87 . ol . gp 
1 

6515_1.R1084 
1..56, 167. .310, 367. .426 

•3582333 7.0e-92 (AC005496) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16286 
34315 
1 

OJ990617_02.9B01.C87.ol.np 
1 

6498428 



Seq. ID OJ990617_02.9B01.C87 
Strand + 
End 1569 
Method AAT/NAP 
End 1569 
Score 1098 

1..56, 167. .310, 367. .432, 509. .646, 863. .964, 1126. .1191, 
1295. .1379, 1475. .1569 

(AP000815) Similar to Arabidopsis thaliana chromosome II BAC 
T27A16 sequence; hypothetical protein. (AC005496) [Oryza sativa] 



16286 
34315 
1 

OJ990617_02 . 9B01 . C87 . ol . gs 
566 
none 

566. .646, 863. .964, 1126. .1209 

16286 
34316 
1513 

OJ990617_02 . 9B01 . C87 . o2 . gp 
1513 
none 

1513. .2081 



Seq. ID OJ990617_02.9B01.C87 

Strand + 

End 1569 

Method GENSCAN 

End 1209 

Score .84 



Seq. ID OJ990617_02.9B01.C87 
Strand 

End 2081 

Method AAT/GAP 

End 2081 ' 

Score 1070 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16286 
34317 
2637 

OJ990617_02.9B01.C87.ol. tm 
2 

none 



Seq. ID OJ990617_02.9B01.C87 
Strand 

End 3861 

Method TBLASTX : Mai ze 

End 583 

Score 59 



2. .61, 2. .55, 3. .62, 160. .330, 163. .330, 164. .331, 165. .332, 
358. .432, -.358. .432, 499. .582, 506. .583, 511. .582 



16286 
34317 
2637 

OJ990617_02.9B01.C87.o2.tc 

160 

none 



Seq. ID OJ990617_02.9B01.C87 
Strand 

End 3861 

Method TBLASTX : Cress 

End 64 9 

Score 209 



160. .330, 164. .331, 357. .425, 358. .435, 370. .435, 499. .627, 



16818 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



500. .622, 506. .649, 508. .642 

16286 
34317 
2637 

OJ990617_02. 9B01.C87.ol.ts 

206 

none 



Seq. ID OJ990617_02.9B01.C87 
Strand 

End 3861 

Method TBLASTX : Soybean 

End 1584 

Score 61 



206. .286, 254. .331, 280. .330, 355. .432, 357. .434, 358. .435, 
366. .437, 506. .526, 511. .642, 524. .655, 527. .649, 528. .650, 
860. .964, 862. .960, 1122. .1187, 1122. .1187, 1123. .1197, 
1284. .1379, 1294. .1383, 1295. .1381, 1462. .1584, 1473. .1568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16286 
34317 
2637 

OJ990617 _02 . 9B01 . C87 . ol . tc 

874 

none 



Seq. ID OJ990617_02.9B01.C87 
Strand 

End 3861 

Method TBLASTX : Cress 

End 1572 

Score 132 



874. .960, 881. .964, 896. .964, 1095. .1190, 1100. .1192, 
1123. .1191, 1294. .1383, 1295. .1381, 1462. .1572, 1473. .1568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16286 Seq. ID 

34317 Strand 
2 637 End 

OJ990617_02 . 9B01 . C87 . o2 . tm * Method 
881 End 
none Score 



OJ990617_02.9B01.C87 
3861 

TBLASTX: Maize 

1692 

113 

1191, 1294. .1383, 



881. .964, 883. .960, 1122. .1184, 1123. 
1295. .1450, 1458. .1592, 1462. .1692, 1473. .1568, 1607. .1651, 
1656. .1688 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16286 
34317 
2637 

OJ990617JD2 . 9B01 . C87 . o3 . gp 
2377 

22376_1.R1084 
.2377. .2706, 3249. .3320, 
'1619300/emb|CAA64565| 3.0e- 
[Lycopersicon esculentum] ' 

16286 
34317 
2637 

OJ990617_02.9B01.C87.o2.gs 

2637 

none 

2637. .2706, 3416. .3487 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3416. .3487, 



OJ990617_02.9B01.C87 

3861 
AAT/GAP 
3821 
1125 
3678. .3821 



86 (X95269) LRR protein 



Seq. ID OJ990617_02.9B01.C87 
Strand 

End 3861 

Method GENSCAN 

End 3487 

Score .68 



Seq. No. 16286 

Gene No. 34317 

Start 2637 

Name OJ990617_02 . 9B01 . C87 . o2 . ts 

Start 2638 

GI none 
Exons 



Seq. ID OJ990617_02.9B01.C87 
Strand 

End 38 61 

Method TBLASTX : Soybean 

End 3821 

Score 70 



2638. .2709, 2640. .2714, 3243. .3338, 3251. .3340, 3385.-3492, 



16819 



3404. .3463, 3669. .3821, 3678. .3797, 3698. .3820, 3701. .3820, 
3701. .3820, 3704. .3820, 3713. .3817 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3487, 



OJ990617 02.9B01.C87 



16286 
34317 
2637 ... 

OJ990617_02 . 9B01 .C87 . o2 . np 
2640 
6498429 

2640.. 2706, 3249. .3320, 341 
(AP000815) ESTs C97 64 4 (C60871 ) , AU081265 (C60871 ) correspond 
region of the predicted gene.; Similar to L.esculentum LRP 
(X95269) [Oryza sativa] 



3861 
AAT/NAP 
3861 
522 
3678. .3861 



to a 
gene 



16287 
34318 
92 

OJ990617_02.9B01.C88.ol.np 
92 

6498429 

92. .145, 263. .347, 443. .514 



OJ990617 02.9B01.C88 



Seq. ID 
Strand 

End 2853 

Method AAT/NAP 

End 2853 

Score 489 

705. .848, 1711. .1782, 2831. .2853 
(AP000815) ESTs C97 64 4 (C6087 1 ) , AU081265 (C60871 ) correspond to a 

region of the predicted gene.; Similar to L.esculentum LRP gene 
(X95269) [Oryza sativa] 



16287 Seq: ID 

34318 Strand 

92 End 
OJ990617_02 . 9B01 . C88 . ol . gp Method 

260 End 

22376_1 .R1084 Score 

260. .347, 443. .514, 705. .848, 1711 



OJ990617_02.9B01.C88 

2853 
AAT/GAP 
1782 
616 
1782 



1 1619300/emb|CAA64565| 3.0e-86 (X95269) LRR protein 
[Lycopersicon esculentum] ' 



16287 
34318 
92 

OJ990617_02 . 9B01 . C88 . ol . tm 

270 

none 



Seq. ID OJ990617_02.9B01.C88 
Strand 

2853 

TBLASTX: Maize 
1809 



End 

Method 
End 
Score 



104 



270. .365, 272. .367, 412. .519, 453. .515, 696. 
704. .853, 725. .853, 728. .832, 731. .847, 732. 
1711. .1809 



.848, 703. .852, 
.848, 1710. .1802, 



Seq. No. 
Gene No. 
Start 
-jName 
Start 
GI 

Exons 



Seq. No. 
Gene No. 



16287 
34318 
92 

OJ990617_02.9B01.C88.ol.ts 

270 

none 



Seq. ID OJ990617_02.9B01.C88 
Strand 

End 2853 

Method TBLASTX : Soybean 

End 1802 

Score 100 



270. .365, 278. .367, 412. .519, 696. .848, 705. .824, 725. .853, 
728. .847, 728. .847, 731. .847, 740. .853, 745. .909, 746. .853, 
1710. .1802, 1711. .1800 



16288 
34319 



Seq. ID OJ990617_02.9B01.C89 
Strand + 



16820 



Start 


125 




End 


1863 


Name 


OJ990617 02.9B01.C89.ol 


.gs 


Method 


GENSCAN 


Start 


125 




End 


1863 


GI 


none 




Score 


.95 


Exons 


125. .154, 964. .1030, 1577.. 


1863 




Seq. No.- - 


i bzo y 




Seq. ID 


OJ990617 


■^Gene No . 


*3 A O O f\ . 




Strand 


+ 


Start 


O n *5 




End 


521 


Name 


ujyyubi/ uz . you ± . cy u . oi 


.gs 


Method 


GENSCAN 


Start 


303 




End 


521 


GI 


none 




Score 


.56 


Exons 


on o, C91 








Seq. No. 


1 dz 0 y 




Seq. ID 


OJ990617 


Gene No. 


0 y< 0 0 n 
JZ u 




Strand 


+ 




0 n 0 




End 


col 
DZ 1 


Name 


ujyyuoi/ uz . ytsui . cyu . 01 


.np 


Method 


AAT/NAP 


Start 


303 




End 


518 


GI 


6498430 




Score 


363 


Exons 


rsn^ ci 0 
JUj . . O 1 0 








GI Descrip. 


(APUUUolb) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


1 COQQ 

Ibzoy 




Seq. ID 


OJ990617 


bene no.' 


jfl JZ 1 




Strand 




Start 


1 "7 C / 
I f OH 




End 


1980 


Name 


OJ990617 02.9B01.C90.o2, 


.gs 


Method 


GENSCAN 


Start 


1764 




End 


1980 


GI 


none 




Score 


.99 


Exons 


1 / 04 . . 1 y 0 u 








Seq. No. 


1 conn 

1 oz y u 




Seq. ID 


OJ990617 


Gene No. 


O. >i O O 0 
JZZ 




Strand 


+ 


Start 


/ / 




End 


395 


Name 


ujyyubi/ uz . ybui . ty 1 . ox , 


.gs 


Method 


GENSCAN 


Start 


77 


End 


395 


GI 


none 




Score 


.86 


Exons 


11 1 "5Q O.OQ OQC 








Seq. No. 


1 bz y u 




Seq. ID 


OJ990617_ 


Gene No. 


OZ O 




Strand 




C -j- -3 v-f 


TOCO 

1Z bZ 




End 


1 / ID 


Name 


ujyyubi / uz . yBU 1 . cy 1 . oi , 


. np 


Method 


AAT/NAP 


Start 


1 0 c 0 
iz bz 




End 


1715 


GI 


V T J <J T .J X 




Score 


760 


Exons 


1262. .1715 








GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


16290 




Seq. ID 


OJ990617_ 


Gene No. 


34 324 




Strand 


- 


Start 


1901 




End 


3162 


Name 


OJ990617 02. 9B01.C91.o2. 


np 


Method 


AAT/NAP 


Start 


1901 




- End 


3162 


GI 


6815099 




Score 


76 


Exons 


1901.. 2033, 3130.. 3162 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 



16821 




Seq. No. 


16291 


Seq. ID^ 


OJ990617_02. 


9B01 


.C92 


Gene No. 


34325 


Strand 


+ 






Start 


686 


End 


1555 






Name 


OJ990617 02.9B01.C92.ol.np 


Method 


AAT/NAP 






Start 


686 


End 


1555 






GI 


1232130 


Score 


83 






Exons 


68 6. .736, 1172. .1255, 1336. 


.1403, 1509 


. .1555 






GI Descrip. 


(D30809) transcription factor HBP-lb(c38) [Triticum aestivum 


Seq. No. 




oeq . i u 








Gene No . 


34325 


Strand 


+ 






Start 


686 


End 


1555 






Name 


OJ990617 02. 9B01.C92. ol.gs 


Method 


GENSCAN 






Start 


1181 


End 


1395 






GI 


none 


Score 


.83 






Exons 


1181. .1255, 1336. .1395 










Seq. No. 


16292 


Seq. ID 


OJ990617_02. 


9B01 


.C93 


Gene No. 


34326 


Strand 


+ 






Start 


922 


End 


1236 






Name 


OJ990617 02.9B01.C93.ol.np 


Method 


AAT/NAP 






Start 


922 


End 


1236 






GI 


6498432 


Score 


93 






Exons 


. 922. .1001, 1179. .1236 










GI Descrip 


(AP000815) Similar to Transcription factor HBP-1B. 


(P23923) 




[Oryza sativa] 










Seq. No. 


16293 


Seq. ID 


OJ990617_02. 


9B01 


.C94 


Gene No. 


34327 


Strand 


+ 






Of -iyf 


1 


End 


645 






Name 


OJ990617 02. 9B01.C94 .ol.np 


Method 


AAT/NAP 






Start 


1 


End 


645 






GI 


6498434 


Score 


128 






Exons 


1..84, 559. .645 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16293 


. Seq. ID 


OJ990617_02. 


9B01 


.C94 


Gene No . 


34328 


Strand 


+ 






Start 


559 


End 


648 






Name 


'OJ990617 02. 9B01.C94 .ol.gs 


Method 


GENSCAN 






Start 


559 


End 


648 






GI 


none 


Score 


.97 






Exons 


559. .648 










Seq. No. 


16293 


Seq. ID 


OJ990617_02. 


9B01 


.C94 


Gene No. 


34329 


Strand 








Start 


956 


End 


1231 






Name 


OJ990617 02.9B01.C94.o2.gs 


Method 


GENSCAN 






Start 


956 


End 


1231 






GI 


none 


Score 


.99 






Exons 


956. .1231 










Seq. No. 


16294 


Seq. ID 


OJ990617_02. 


9B01 


.C95 


Gene No. 


34330 


Strand 


+ 






Start 


202 


End 


2586 






Name 


OJ990617 02. 9B01.C95. ol.gs 


Method 


GENSCAN 






Start 


202 


End 


2586 







16822 






GI 


none 


Score 


.57 






Exons 


202.. 399, 1777.. 1816, 1883.. 1915, 1943 


. .2586 






Seq. No. 


16294 


Seq. ID 


OJ990617_02.9B01. 


C95 




Gene No. 


34330 


Strand 


+ 






Start 


202 


End 


2586 - 






Name 


OJ990617 02.9B01.C95.ol.np 


Method 


AAT/NAP 






Start 


1864 


End 


2583 






GI 


6498435 


Score 


1309 






Exons 


1864 . .2583 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16294 


Seq. ID 


OJ990617_02.9B01. 


C95 




Gene No. 


34330 


Strand 


+ 






Start 


202 


End 


2586 






Name 


OJ990617 02.9B01.C95.ol.tm 


Method 


TBLASTX: Maize 






Start 


2374 


End 


2565 






GI 


none 


Score 


57 






Exons 


2374. .2415, 2461. .2565, 2469. 


.2546 








Seq. No. 


16295 


Seq. ID 


OJ990617 02.9B01. 


C96 




Gene No. 


34331 


Strand 








Start 


1 


End 


731 






Name 


OJ990617 02.9B01.C96.ol.np 


Method 


AAT/NAP 






Start 


1 . 


End 


701 






GI 


3894317 


Score 


108 




Ft 


Exons 


1..18, 230. .390, 494. .701 








1 1 

^5 


GI Descrip. 


(AB019243) Dihydrofravonol 4- 


reductase 


[Ipomoea batatas] 




:"i 


Seq. No. 


16295 


Seq. ID 


OJ990617J32.9B01. 


C96 




Gene No. 


34331 


Strand 






3 


Start 


1 


End 


731 






Name 


OJ990617 02.9B01.C96.ol.gs 


Method 


GENS CAN 






Start 


231 


End 


701 






GI 


none 


Score 


.88 






Exons 


231 . . 390, 483 . . 701 










Seq. No. 


16295 


Seq. ID 


OJ990617_02.9B01. 


C96 




Gene No. 


34331 


Strand 








Start 


1 


End 


731 




r? 


Name 


OJ990617 02.9B01.C96.ol.tm 


Method 


TBLASTX: Maize 






Start 


561 


End 


731 






GI 


none 


Score 


161 






Exons 


561. .704, 562. .702, 564. .731 










Seq. No. 


16296 


Seq. ID 


OJ990617 02.9B01. 


C97 




Gene No. 


34332 


Strand 








Start 


1 


End 


768 






Name 


OJ990617 02.9B01.C97.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


768 






GI 


6498438 


Score 


647 






Exons 


1..64, 211. .571, 632..768 










GI Descrip. 


(AP000815) EST C93513 (C53164 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Arabidopsis thaliana chromosome II 
BAC F5H14 genomic sequence, hypothetical protein. (AC006234) 
[Oryza sativa] 



16823 



Seq. No. 


16296 




Seq. ID 


OJ990617_02.9B01 


.C97 


Gene No. 


34 332 




Strand 






Start 


1 




End 


768 




Name 


OJ990617 02.9B01.C97.ol 


.gp 


Method 


AAT/GAP 




Start 


74 




End 


706 




GI 


none 




Score 


808 




Exons 


74. .107, 221;. 706 










Seq. No. 


16296 




Seq. ID 


OJ990617 02.9B01 


.C97 


Gene No. 


34332 




Strand 


- 




Start 


1 




End 


768 




Name 


OJ990617 02.9B01.C97.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


207 




End 


705 




GI 


none 




Score 


131 




Exons 


207. .353, 211. .363, 218 


. .382, 


221. .343, 


312.. 383, 395.. 


625, 




397. .636, 404. .607, 429 


. .623, 


640. .705, 


1 640. .705 




Seq. No. 


16296 




Seq. ID 


OJ990617_02. 9B01 


.C97 


Gene No. 


34 332 




Strand 






Start 


1 




End 


768 




Name 


OJ990617 02.9B01.C97.ol 


.gs 


Method 


GENSCAN 




Start 


221 




End 


680 




GI 


none 




Score 


.42 




Exons 


221. .587, 592. .680 










Seq. No. 


16297 




Seq. ID 


OJ990617_02. 9B01 


.C98 


Gene No. 


34333 




Strand 


+ 




C" A i 

otart 






End 


4 83 




Name 


OJ990617 02.9B01.C98.ol 


.np 


Method 


AAT/NAP 




Start 


334 




End 


483 




GI 


6721511 




Score 


108 




Exons 


334. .483 










GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


16298 




Seq. ID 


OJ990617_02.9B01 


.C99 


Gene No. 


34334 




Strand 


+ 




Of -I V"l- 

otart 


TOO 

zzz 




End 


1 A A A 

1000 




Name 


OJ990617 02.9B01.C99.ol 


np 


Method 


AAT/NAP 




Start 


222 




End 


1000 




GI 


6721511 




Score 


1035 




Exons 


222. .287, 474. .1000. 










GI Descrip. 


{ AP001072 ) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


16298 




Seq. ID 


OJ990617_02. 9B01 


.C99 


Gene No . 


34 334 




Strand 


+ 




Start 


222 




End 


1000 




Name 


OJ990617 02.9B01.C99.ol. 


gs 


Method 


GENSCAN 




Start 


425 ' 




End 


818 




GI 


none 




Score 


.55 




Exons 


425. .818 










Seq. No. 


16298 




Seq. ID 


OJ990617_02.9B01 


.C99 


Gene No. 


34335 




Strand 






Start 


2643 




End 


3192 




Name 


OJ990617 02.9B01.C99.o2. 


np 


Method 


AAT/NAP 




Start 


2643 




End 


3192 




GI 


6721512 




Score 


626 





16824 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2643.. 2941, 3088.. 3192 

(AP001072) hypothetical protein [Oryza sativa] 



16299 Seq. ID 

34336 Strand 

3749 End 
OJ990617_02 . 9B01 . C100 . ol . gp Method 

3749 End 

none Score 
3749. .4097 



OJ990617_02 . 9B01 . C100 
+ 

4097 
AAT/GAP 
4097 
595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16299 
34337 
4757 

OJ990617_02.9B01.C100.o2.np 

4757 

6721513 



Seq. ID OJ990617_02.9B01.C100 

Strand + 

End 7623 

Method AAT/NAP 

End 7623 

Score 629 



4757. .4897, 4973. .5091, 5949. .6081, 6551. .6600, 7561. .7623 
(AP001072) hypothetical protein [Oryza sativa] 

16299 Seq. ID OJ990617_02.9B01.C100 

34338 Strand 

1 End 4039 

OJ990617_02 . 9B01 . C100 . ol . np Method AAT/NAP 

1 End 4039 

6721512 Score 1395 

1..89, 875. .940/ 1053. .1089, 1132. .1266, 1294^.1486, 1681. .1784, 
2198. .2355, 3771. .4039 

(AP001072) hypothetical protein [Oryza sativa] 



16300 
34339 
97 

OJ990617_02.9B01.C101.ol.gp 
97 

286958 
97. .426 



Seq. ID OJ990617_02.9B01.C101 

Strand + 

End 426 

Method AAT/GAP 

End 426 

Score 660 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16300 Seq. ID 

34340 Strand 
607 End 
OJ990617_02 . 9B01 . C101 . ol . np Method 
607 End 
6721514 Score 
607. .645, 763. .858, 965. .1048 

(AP001072) ESTs D15765 (C1211 ) , AU082107 (C1211 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ990617_02 . 9B01 . C101 
+ 

1171 
AAT/NAP 
1048 
314 



16300 Seq. ID 

34340 Strand 

607 End 
OJ990617_02 . 9B01 . C101 . ol . gs Method 

772 End 

none Score 

772. .858, 1151. .1171 



OJ990617_02.9B01.C101 
+ 

1171 
GENSCAN 
1171 
.43 



16825 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16301 Seq. ID 

34341 Strand 

859 End 

OJ990617_02 . 9B01 . C102 . ol . gs Method 

859 End 

none Score 
859. .967, 1039.. 1247 

16301 Seq. ID 

34341 Strand 

859 End 

OJ990617_02.9B01.C102.ol.np Method 

8 62 End 

6721515 Score 
862. .967, 1039. .1363 

(AP001072) Similar to mudrA. (M76978) [Oryza sativa] 



OJ990617_02 . 9B01 . C102 

1363 
GENSCAN 
1247 
.97 



OJ990617_02.9B01.C102 

1363 
AAT/NAP 
1363 
619 



16301 
34341 
859 

OJ990617_02. 9B01.C102.ol.tm 

867 

none 



OJ990617 02.9B01.C102 



Seq. ID 
Strand 
End 

Method 
End 
Score 

867. .956, 869. .958, 870. .944, 871. .957, 871. .969, 872. .970, 
1035. .1100, . 1036. .1128, 1039. .1161, 1040. .1222, 1047. .1190, 
1211. .1276, 1225. .1302, 1225. .1299, 1227. .1301 



1363 

TBLASTX: Maize 

1302 

45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16302 Seq. ID 

34342 Strand 

1 End 

OJ990617_02.9B01.C103.ol .np Method 

1 End 

6721516 Score 
1..37, 794. .893, 1022. .1090 

(AP001072) hypothetical protein [Oryza sativa] 



OJ990617_02.9B01.C103 
+ 

1090 
AAT/NAP 
1090 
76 



16303 Seq. ID OJ990617_02.9B01.C104 

34343 Strand 

1 End 555 

OJ990617_02 . 9B01 . C104 . ol . np Method AAT/NAP 

1 End 555 

6498420 Score 510 

1..225, 329. .555 

(AP000815) ESTs D47452 (S1294 6) , C23573 (S10086) , C19173 (E10057 ) , 
AU081294 (E10057) ,AU032455 (S10086) correspond to a region of the 
predicted gene.; Similar to PNIL34. (U37437) [Oryza sativa] 
gi I 6721522 | dbj IBAA89564.il (AP001072) ESTs 
D4 7 452 (S1294 6) , C23573 (S1008 6) , CI 9173 (E10057 ) , 

AU081294 (E10057) ,AU032455 (S10086) correspond to a region of the 
predicted gene.; Similar to PNIL3 



Seq. No. 16303 Seq. ID 

Gene No. 34343 Strand 

Start 1 End 

Name OJ990617_02 . 9B01 . C104 . ol . tc Method 

Start 109 End 

GI none Score 



OJ990617_02.9B01.C104 
555 

TBLASTX: Cress 

555 

63 



16826 



Exons 



109. .231, 127. .225, 128. .226, 326. .508, 327. .503, 509. .553, 
511. .555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16303 
34343 
1 

OJ9"90617_0'2.9B01.C104 .ol.ts 

109 

none 



Seq. ID OJ990617_02.9B01.C104 
Strand 

End 555 

Method TBLASTX : Soybean 

End 555 

Score 112 



109. .231, 128. .226, 326. .508, 327. .509, 509. .553, 511. .555 



16303 
34343 
1 

OJ990617_02.9B01.C104 .ol.tm 

109 

none 



Seq. ID OJ990617_02.9B01.C104 

Strand 

End 555 

Method TBLASTX : Mai ze 

End 555 

Score 165 



109. .231, 122. .226, 326. .508, 327. .509, 327. .509, 361. .465, - 
509. .553, 511. .555 

16303 Seq. ID OJ990617_02.9B01.C104 

34343 Strand 

1 End 555 

OJ99Q517_02 . 9B01 . C104 . ol . gp Method AAT/GAP 

127 End 555 . 

1259_1.R1084 ''• Score 583 

127. .225, 329. .555 

'1052960 0.0e+00 (U37437) PNIL34 [Ipomoea nil]' 



16303 
34343 
1 

OJ990617_02 . 9B01 . C104 . ol . gs 

127 

none 

127. .225, 329. .500 

16304 
34344 
137 

OJ990617_02.9B01.C105.ol.gs 

137 

none 

137. .373 



Seq. ID OJ990617_02.9B01.C104 

Strand 

End 555 

Method GENSCAN 

End 500 

Score .95 



Seq. ID OJ990617_02.9B01.C105 

Strand + 

End 373 

Method GENSCAN 

End 373 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



16304 
34345 
1 

OJ990617_02.9B01.C105.ol.np 
1 

6721519 . 
1. . 172 

(AP001072) EST AU082116 (E4026) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_02.9B01.C105 
Strand 

End 172 

Method AAT/NAP 

End 172 

Score 115 



16304 
34346 



Seq. ID OJ990617_02.9B01.C105 
Strand 



16827 




Start 


132 




End 


279 








Name 


OJ990617 02 . 9B01 . C105 . ol 


• gp 


Method 


AAT/GAP 








Start 


132 




End 


279 








GI 


4160 1.R1084 




Score 


226 








Exons 


132. .279 














GI Descrip. 


' 5852172/emb ICAB55410 . 1 1 


4.0e 


-11 (AL117265) zhb0002 


M [Oryza 




sativa] 1 














Seq. No. 


16305 




Seq. ID 


OJ990617 


02. 


9B01 


.C108 


Gene No. 


34 347 




Strand 


+ 








Start 


1328 




End 


1886 








Name 


OJ990617 02. 9B01.C108.ol 


.gs 


Method 


GENSCAN 








Start 


1328 




End 


1886 








GI 


none 




Score 


.52 








Exons 


1328. .1384, 1785. .1886 














Seq. No. 


16305 




Seq. ID 


OJ990617 


02. 


9B01 


.C108 


Gene No. 


34347 




Strand 


+ 








ot art 


i TOO 




End 


1886 








Name 


OJ990617 02.9B01.C108.ol 


.np 


Method 


AAT/NAP 








Start 


1328 




End 


1564 








GI 


6498426 




Score 


319 








Exons 


1328. .1564 














GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


16306 




Seq. ID 


OJ990617 


02. 


9B01 


-C109 


Gene No. 


34348 




Strand 










Start 


1520 




End 


1744 








Name 


OJ990617 02. 9B01.C109.o2 


.gs 


Method 


GENSCAN 








Start 


1520 


End 


1732 








GI 


none 




Score 


.58 








Exons 


1520. .1732 














Seq. No. 


16306 




Seq. ID 


OJ990617 


02. 


9B01 


.C109 


Gene No. 


34348 




Strand 










otart 


i con 




End 


1744 








Name 


OJ990617 02. 9B01.C109.ol 


.np 


Method 


AAT/NAP 








Start 


1523 • 




End 


1744 








GI 


6498425 




Score 


341 








Exons 


1523. .1744 














GI Descrip. 


(AP000815) hypothetical ; 


protein [Oryza 


sativa ] 








Seqi No. 


16307 




Seq. ID 


OJ990617 


02. 


9B01- 


.cm 


Gene No. 


*5 A O A C\ 

34 34 9 




Strand 


+ 








Start 


576 




End 


3487 








Name 


OJ990617 02. 9B01.Clll.ol 


.gs . 


Method 


GENSCAN 








Start 


576 




End 


1012 








GI 


none 




Score 


. 97 








Exons 


576. .759, 939. ..1012 














Seq. No. 


16307 




Seq. ID 


OJ990617_ 


_02. 


9B01 


.cm 


Gene No. 


34349 




Strand 


+ 








Start 


576 




End 


3487 








Name 


OJ990617 02. 9B01.Clll.ol 


.np 


Method 


AAT/NAP 








Start 


576 




End 


3487 








GI 


6498424 




Score 


437 








Exons 


576. .759, 3414. .3487 















16828 



GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 



Seq. No. 


16307 




Seq. ID 


OJ990617 02 


.9B01.C111 


Gene No. 


34350 




Strand 


_ 




Start 


2730 




End 


3506 




Name 


OJ990617 02.9B01.Clll.o2 


,gs 


Method 


GENSCAN 




Start '* • 


2730 


. End 


3506 




GI 


none 




Score 


.54 




Exons 


2730.. 2956, 3395.. 3506 










Seq. No. 


16308 




Seq. ID 


OJ990617 02 


9B01.C113 


Gene No. 


34351 




Strand 


+ 




Start 


166 




-End 


3551 




Name 


OJ990617 02.9B01.C113.ol 


.np 


Method 


AAT/NAP 




Start 


166 




End 


3551 




GI 


6498423 




Score 


1521 




Exons 


166. .825, 2075. .2242, 2748.. 


2788, 2911 


.2971, 3487. 


.3551 


GI Descrip.* 


(AP000815) hypothetical 


protein [Oryza 


sativa] 





Seq. No. 16308 Seq. ID OJ990617_02.9B01.C113 

Gene No. 34351 Strand + 

Start 166 End 3551 

Name OJ990617_02 . 9B01 . C113 . o2 . np Method AAT/NAP 

Start 3177 End 3551 

GI 6630695 Score 208 

Exons 3177.. 3268, 3353.. 3551 

GI Descrip. (AP000969) ESTs C97 915 (C0113) , C26087 (C11614 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 

Seq. No. 16309 Seq. ID OJ990617_02.9B01.C114 

Gene No. 34352 Strand + 

Start 1 End 1905 

Name OJ990617_02 . 9B01 . C114 . ol . np Method AAT/NAP 

Start 1 End 1905 

GI 6498423 Score 554 

Exons 1..88, 215. .277, 1158. .1361, 1619. ..1905 

GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 



Seq. No. 16309 

Gene No. 34352 

Start 1 

Name OJ990617_02.9B01.C114.ol.gs 

Start 215 

GI none 
Exons 



Seq. ID OJ990617_02.9B01.C114 

Strand + 

End 1905 

Method GENSCAN 

End 1706 

Score .84 



215. .277, 552. .601, 704. .779, 1158. .1361, 1619. .1706 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16310 
343^3 
1 

OJ990617_02.9B01.C115.ol.np 
1 

6498423 



Seq. ID .OJ990617_02.9B01.C115 

Strand + 

End 1992 

Method AAT/NAP 

End 1992 

Score 862 



1..338, 596. .683, 880. .965, 1051. .1158, 1876. .1992 
(AP000815) hypothetical protein [Oryza sativa] 



Seq. No. 



16310 



Seq. ID OJ990617 02.9B01.C115 



16829 



bene ino * 


1A *3 R "5 




Strand 


+ 


Start 


1 




End 


1992 


Name 


OJ990617 02.9B01.C115.ol 


. gs 


Method 


GENSCAN 


Start 


147 


End 


1965 


GI 


none 




Score 


.65 


Exons 


147.. 338, 596.. 683, 880. 


.965, 


1027. . 1158, 1876. . 1965 


Seq. No. 


16310 




Seq. ID 


OJ990617_02.9B01.C115 


Gene- No. 


34353 




Strand 


+ 


Start 


1 




End 


1992 


Name 


OJ990617_02.9B01.C115.ol 


. tw 


Method 


TBLASTX: Wheat 




coo 




End 


1961 


GI 


none 




Score 


62 


Exons 


632.. 685, 632.. 697, 640. 


.696, 


848. .967, 


, 876. .968, 879. .968, 




1049. '.1156, 1050.. 1154, 


1050. 


.1166, 1051. .1164, 1563. .1616, 




1564. .1617, 1571. .1651, 


1571. 


.1630, 1718. .1810, 1719. .1814, 




1728. .1811, 1919. .1957, 


1923. 


.1961 




Seq. No. 


16311 




Seq. ID 


OJ990617 02 . 9B01 . CI 16 


Gene No. 


34354 




Strand 


+ ~~ 




i 




End 


83 


Name 


OJ990617 02.9B01.C116.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


83 


GI 


6498423 




Score 


127 


Exons 


1. .83 








GI Descrip. 


(AP000815) hypothetical ; 


protein [Oryza 


sativa] 


Seq. No. 


16311 




Seq. ID 


OJ990617_02 . 9B01 .C116 


Gene No. 


T/l ICC 

J4 Joo 




Strand 




Start 


249 




End 


1624 


Name 


OJ990617 02.9B01.C116.ol 


.gs 


Method 


GENSCAN 


Start 


249 


End 


1533 


GI 


none 




Score 


.54 


Exons 


249. .429, 1164. .1533 








Seq. No. 


16311 




Seq. ID 


OJ990617_02 . 9B01 . C116 


Gene No. 


34355 




Strand 




Start 


249 




End 


1624 


Name 


OJ990617 02.9B01.C116.ol 


.gp 


Method 


AAT/GAP 


Start 


. 1127 




End 


1533 


GI 


234 4.R1084 




Score 


717 


Exons 


1127.. 1533 








GI Descrip. 


'100665/pir MS22860 9.0e- 


-80 calmodulin 


2 (clone lambda DASH) 



rice >gi_20190_emb_CAA78288_ (Z12828) calmodulin [Oryza sativa] 
>gi_310313 (L18914) calmodulin [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start, 

Name 

Start 

GI 

Exons 



16311 
34355 
249 

OJ990617_02. 9B01.C116.ol. tw 

1150 

none 

1150. .1317, 1160. .1534, 1163. 
1382. . 1534 



OJ990617_02.9B01.C116 
1624 

TBLASTX: Wheat 
1534 
395 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1528, 1163. .1357, 1163. .1369, 



Seq. No. 
Gene No. 



16311 
34355 



Seq. ID 

Strand 



OJ990617 02.9B01.C116 



16830 




Start 


249 






End 


1624 


Name 


OJ990617 02, 


.9B01 


.C116.ol.tm 


Method 


TBLASTX: Maize 


Start 


1154 






End 


1534 


GI 


none 






Score 


383 


Exons 


1154. .1534, 


1163 


..1534, 1163. 


.1369, 1163.. 1357 


Seq. No. 


16311 






Seq. ID 


OJ990617_02.9B01 


Gene No. 


34355 






Strand 




Start 


249 






End 


1624 


Name 


OJ990617 02. 


.9B01 


.C116.ol.tc 


Method 


TBLASTX: Cress 


Start 


1156 






End 


1535 


GI 


none 






Score 


320 


Exons 


1156. .1314, 


1158 


..1535, 1160. 


.1534, 1163. .1369 



Seq. No. 16311 Seq. ID 

Gene No. 34355 Strand 

Start 24 9 End 

Name OJ990617_02 . 9B01 . C116 . ol . ts Method 

Start 1160 End 

GI none Score 
Exons 



OJ990617 _02 . 9B01 . C116 
1624 

TBLASTX : Soybean 

1534 

384 



1160. .1534, 1163. .1534, 1163. .1357, 1163. .1357 



!.J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ990617 02.9B01.C116 



16311 Seq. ID 

34355 Strand - " 

249 End 1624 

OJ990617_02 . 9B01 . C116 . o2 . np Method AAT/NAP 
1163 End 1624 

6498422 Score 610 

1163.. 1624 

(AP000815) ESTs AU030013 (E50493) , AU081341 (E504 93) correspond to 
a region of the predicted gene.; Similar to O.sativa gene 
encoding calmodulin. (Z12828) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617 02.9B01.C117 



16312 
34356 
1 

OJ990617_02. 9B01.C117.ol.gp 
1 

234_4 .R1084 
1. .286, 1068. .1224 

1 100665/pir | IS22860 9.0e-80 calmodulin 2 (clone lambda DASH) - 
rice >gi_20190_emb_CAA78288_ (Z12828) calmodulin [Oryza sativa] 
>gi_310313 (L18914) calmodulin [Oryza sativa] 1 



1224 
AAT/GAP 
1224 
748 



OJ990617 02.9B01.C117 



16312 Seq. ID _ 

34356 Strand 
1 End 1224 

OJ990617 _02 . 9B01 . C117 . ol . np Method AAT/NAP 
1 End 1143 

6498422 Score 532 

1..286, 1068. .1143 

(AP000815) ESTs AU030013 (E504 93) ,AU081341(E504 93) correspond to 
a region of the predicted gene.; Similar to O.sativa gene 
encoding calmodulin. (Z12828) [Oryza sativa] 



16312 
34356 



Seq. ID 
Strand 



OJ990617 02.9B01.C117 



16831 




Start 


1 


End 


1224 




Name 


OJ990617 02.9B01.C117.ol.gs 


Method 


GENSCAN 




Start 


23 


End 


1143 




GI 


none 


Score 


.8 




Exons 


23.-286, 918.. 1143 








Seq. No. 


16312 


Seq. ID 


OJ990617 


_02.9B01.C117 


bene no . 


*3 /l O C T 


Strand 






Start 


2032 . 


End 


7866 




Name 


OJ990617 02.9B01.C117.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


1 


End 


1143 


GI 


none 


Score 


243 




Exons 


1..288, 3. .287, 6. .122, 135. 


.287, 1066 


. . 1143 




Seq. No. 


16312 


Seq. ID 


OJ990617 


_02.9B01.C117 


Gene No. 


34357 


Strand 






Start 


2032 


End 


7866 




Name 


ujyyuoi / . ybu x . ci i / . o^s . tm 


Method 


TBLASTX: 


Maize 


Start 


1 


End 


1143 




GI 


none 


Score 


272 




Exons 


1..288, 1..288, 3. .287, 3. .2: 


87, 6. .122, 


, 6. .122, 


10. .288, 




10. .288, 126. .287, 135. .287, 


1066. . 1143, 1066. . 


1143, 1067.. 1108, 




1067. .1108 

* 








Seq. No. 


16312 


Seq. ID 


OJ990617 


02.9B01.C117 


Gene No. 


34357 


Strand 






o uar c 


2032 


End 


7866 




Name 


OJ990617 02.9B01.C117.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


1 


End 


1147 




GI 


none 


Score 


278 




Exons 


1..288, 3. .287, 6. .122, 7. .288, 135. .287, 1066. 


.1143, 




1066.. 1122, 1067.. 1108, 1115 


. .1147 






Seq. No. 


16312 


Seq. ID 


OJ990617 


_02.9B01.C117 


oene ino . 


34357 


Strand 






Start 


2032 


End 


7866 




Name 


OJ990617 02.9B01.C117.o2.tc 


Method 


TBLASTX: 


Cress 


Start 


1 


End 


1143 




GI 


none 


Score 


215 




Exons 


1..288, 1..240, 3. .287, 6. .155, 135. .287, 1066. 


.1143, 1067. .1108 


Seq. No. 


16312 


Seq. ID 


OJ990617 


_02.9B01.C117 


Gene No. 


34357 


Strand 






<Zt a r-t- 
O Ldl L 


2032 


End 


7866 




Name 


OJ990617 02.9B01.C117.o2.gs 


Method 


GENSCAN 




Start 


2032 


End 


7781 




GI 


none 


Score 


.86 




Exons 


2032. .2227, 3746. .3855, 4455. 


. .4589, 4701. .4791, 


4868. .4936, 




5030.. 5217, 5757.. 5891, 5983. 


. .6057, 6140: . 6380, 


7703. .7781 


Seq. No. 


16312 


Seq. ID 


OJ990617 


_02.9B01.C117 


Gene .No. 


34357 


Strand 






Start 


2032 


End 


7866 




Name 


OJ990617 02.9B01.C117.o2.np 


Method 


AAT/NAP 




Start 


2035 


End 


7866 




GI 


6498421 


Score 


2898 




Exons 


2035. .2219, 3324:. 3561, 3677. 


..3817, 3916. .4294, 


4455. .4589, 



16832 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4701.. 4791, 4868.. 4936, 5030.. 5217, 5757.. 5891, 5983.. 6057, 
6140.. 6380, 7703.. 7866 

(AP000815) ESTs AU081256 (C53656) , AU08 1257 (C53656) , 
AU032236(R3784) ,AU081351 (E61905 ) , AU031587 (E61905) , 
AU081361 (R3784) correspond to a region of the predicted gene. 
Similar to alien-like protein. (AC005623) [Oryza sativa] 



16312 Seq. ID 

34357 Strand 

2032 End 
OJ990617_02 . 9B01 . C117 . o2 . gp Method 

34 93 End 

3767477 Score 
3493. .3818 



OJ990617_02.9B01.C117 

7866 
AAT/GAP 
3818 
584 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16312 
34357 
2032 
OJ9906 
3719 
none 
3719 
3917 
4690 
4866 
5736 
5985 
7701 



17 02.9B01.C117.ol.tm 



3835, 3735.. 3833, 3739 

4027, 4005. .4028, 4444 

4803, 4694. .4795, 4701 

4937, 4867.. 4941, 5027 

5894, 5757.. 5891, 5773, 

6059, 6140.. 6379, 617T 

7784, 7702. .7794, 7703 



Seq. ID OJ990617_02.9B01.C117 
Strand 

End 7866 

Method TBLASTX: Maize 

End 7794 

Score 129 
.3834, 3911.. 3997, 3916.. 4020, 
.4569, 4455. .4613, 4455. .4595, 
.4802, 4862. .4936, 4865. .4936, 
.5224, 5028.. 5219, 5029.. 5223, 
.5892, 5977.. 6060, 5984.. 6058, 
.6380, 6280.. 6381, 7698.. 7784, 
.7786 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16312 
34357 
2032 

OJ990617_02. 9B01.C117.o2. ts 

3811 

none 



Seq. ID OJ990617_02.9B01.C117 
Strand 

End 7866 

Method TBLASTX : Soybean 

End 4906 

Score 120 



3811. .3834, 3915. .3992, 3916. .4017, 4396. .4569, 4439. .4591, 
4454. .4570, 4455. .4595, 4470. .4592, 4690. .4773, 4700. .4762, 
4701. .4772, 4762. .4803, 4773. .4802, 4865. .4906, 4867. .4905 



16312 
34357 
2032 

OJ990617_02.9B01.C117.o3.gp 
4716 

18421_1.R1084 

4716. .4791, 4868. .5217, 5757 
'3885329 1.0e-116 (AC005623) 
thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990617 02.9B01.C117 



7866 
AAT/GAP 
6281 
1476 

.5891, 5983.. 6057, 6140.. 6281 
alien-like protein [Arabidopsis 



Seq. No. 16312 

Gene No. 34357 

Start 2032 

Name OJ990617_02 . 9B01 . C117 . o3 . ts 

Start 5004 

GI none 

Exons , 5004 . .5216, 
5761. .5817 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990617_02 . 9B01 . CI 17 
7866 

TBLASTX: Soybean 

5817 

91 



5005.. 5223, 5022.. 5162, 5027.. 5206, 5757.. 5816, 



16833 




Seq. No. 16312 

Gene No. 34357 

Start 2032 

Name OJ990617_02 . 9B01 .C117 .o3 

Start 5041 

GI none 

Exons 5041.. 5223; 5054.. 5224, 

Seq. No. 16312 

Gene No. 34357 

Start 2032 

Name OJ990617 _02 . 9B01 . C117 .o5 

Start 5819 

GI none 

Exons 5819.. 5893, 5820.. 5894, 
5984. .6079, 6137. .6196, 




Seq. ID OJ990617_02.9B01.C117 
Strand 

End 7866 

.tc Method TBLASTX: Cress 

End 5894 

Score 211 
5757. .5894, 5757. .5891, 5762. .5893 

Seq. ID OJ990617_02.9B01.C117 
Strand 

End 7866 
.ts Method TBLASTX : Soybean 

End 6208 

Score 54 
5820. .5891, 5977. .6060, 5977. .6060, 
6139. .6192, 614 0. .6208, 6142. .6207 



Seq. No. 16312 

Gene No. 34357 

Start 2032 

Name OJ990617_02 . 9B01 . CI 17 . ol . tc 

Start 5999 

GI none 

Exons 5999.. 6094, 6001.. 6060, 6140. 
7706. .7777 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_02.9B01.C117 
7866 

TBLASTX: Cress 
7777 

85 ■ ' 



,6379, 6171. .6380, 7702. .7776, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16312 
34357 
2032 

OJ990617_02. 

6215 

none 

6215. .6379, 
7701. .7784, 



9B01.C117.o4.ts 



6216.. 6380, 6220. 
7702. .7794, 7703. .7783 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6381, 



OJ990617_02.9B01.C117 
7866 

TBLASTX : Soybean 
7794 
209 

6223.. 6381, 6224.. 6382, 



Seq. No. 16313 Seq. ID OJ990617_02 . 9B01 . CI 18 

Gene No. 34358 Strand 

Start 352 End 452 

Name OJ990617_02 . 9B01 . C118 . ol . np Method AAT/NAP 

Start 352 End 452 

GI 6498421 Score 134 

Exons 352 . . 452 

GI Descrip. (AP000815) ESTs AU081256 (C53656) , AU081257 (C53656) , 
AU032236(R3784) , AU081351 (E61905) , AU031587 (E61905) , 
AU081361 (R3784 ) correspond to a region of the predicted gene. 
Similar to alien-like protein. (AC005623) [Oryza sativa] 



Seq. No. 


16313 




Seq. ID 


OJ990617 


Gene No. 


34359 




Strand 




Start 


368 




End 


558 


Name 


OJ990617 


02.9B01.C118.ol.gs 


Method 


GENSCAN 


Start 


368 




End 


558 


GI 


none 




Score 


. 67 


Exons 


368. .460, 


549. .558 






Seq. No. 


16314 




Seq. ID 


OJ990617 



16834 






■34 j DU 


ot rand 








Start 


60 


End 


345 






Name 


OJ990617 02.9B01.C119.ol.gp 


Method 


AAT/GAP 






Start 


60 


End 


345 






GI 


none 


Score 


539 






Exons 


60. .345 










Seq. No. 


16314 


Seq. ID 


w - 

OJ990617_02 


. 9B01 


.C119 


Gene No . 


3h 3 Dl 


Strand 








Start 


281 


End 


335 






Name 


OJ990617 02.9B01.C119.ol.gs 


Method 


GENSCAN 






Start 


281 


End 


335 






GI 


none 


Score 


.99 






Exons 


281. .335 










Seq. No. 


16315 


Seq. ID 


OJ990617_02, 


.9B01 


.C122 


Gene No . 




bt rand 


+ 






Start 


188 


End 


224 






Name 


OJ990617 02.9B01.C122.ol.gs 


Method 


GENSCAN 






Start 


188 


End 


224 






GI 


none 


Score 


.4 






Exons 


188. .224 










Seq. No. 


16315 


Seq. ID 


OJ990617_02. 


.9B01 


.C122 


Gene No. 


34363 


Strand 








OLdl L 


193 


End 


CI 1 

Oil 






Name 


OJ990617 02.9B01.C122.ol.np 


Method 


AAT/NAP 






Start 


193 


End 


511 






GI 


6721511 - 


Score 


210 






Exons 


193. .511 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16316 


Seq. ID 


OJ990617_02. 


, 9B01 


-C124 


Gene No. 


34364 


Strand 










1 


End 


1 1 OR 
X 1 U O 






Name 


OJ990617 02.9B01.C124.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1108 






GI 


6498436 


Score 


556 






Exons 


1..221, 270. .387, 1022. .1108 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16316 


Seq. ID 


OJ990617_02. 


9B01 


.C124 


bcuc vtO • 


34364 


Strand 








Start 


1 


End 


1108 






Name 


OJ990617 02. 9B01.C124 .ol.gs 


Method 


GENSCAN 






Start 


255 


End 


1108 






GI 


none 


Score 


.69 






Exons 


255. .387, 679. .804, 1022. .110! 


3 








Seq. No. 


16316 


Seq. ID 


OJ990617_02-. 


9B01 


.C124 


Gene No. 


34364 


Strand 








Start 


1 


End 


1108 






Name 


OJ990617 02.9B01.C124.ol.tw 


Method 


TBLASTX: Wheat 




Start 


529 


End 


948 






GI 


none 


Score 


71 






Exons 


529. .816, 530. .739, 823. .948, 


832. . 948 









16835 




Seq. No. 


16317 


Seq. ID 


OJ990617_02.9B01. 


C125 


Gene No. 


34365 


Strand 






o tar u 


1277 


End 


£. 0 1 £ 




Name 


OJ990617 02. 9B01.C125.ol.np 


Method 


AAT/NAP 




Start 


1277 


End 


2572 




GI 


6498436 


Score 


1698 




Exons 


1277. .1395, 1660. .2572 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


16318 


Seq. ID 


OJ990617_02.9B01. 


C126 


Gene No. 


34366 


Strand 


+ 




O -1- -» 4- 

btart 


267 


End 


looz 




Name 


OJ990617 02.9B01.C126.ol.np 


Method 


AAT/NAP 




Start 


267 


End 


1862 




GI 


6498437 


Score 


547 




Exons 


267. .319, 1562. .1862 








GI Descrip. 


(AP0008.15) hypothetical protein [Oryza 


sativa] 




Seq. No. 


16319 


Seq. ID 


OJ990617JD2.9B01. 


C128 


Gene No. 


34367 


Strand 






Start 


735 


End 


914 




Name 


OJ990617 02. 9B01.C128.ol.gs 


Method 


GEN SCAN 




Start 


735 


End 


914 




GI 


none 


Score 


.71 




Exons 


735. .914 








Seq. No. 


16320 


Seq. ID 


OJ990617_02.9B01. 


C129 


Gene No. 


34368 


Strand 


+ 




Start 


110 


End 


739 




Name 


OJ990617 02. 9B01.C129.bl.np 


Method 


AAT/NAP 




Start 


110 


End 


739 






6498421 


Score 


315 




Exons 


110. .272, 524. .739 








GI Descrip. 


(AP000815) ESTs AU081256 (C53656) , AU081257 (C53656) , 






AU032236(R3784) , AU081351 (E61905 ) ,AU031587 (E61905) , 






AU081361 (R3784) correspond to 


a region 


of the predicted 


gene 




Similar to alien-like protein 


(AC005623) [Oryza sativa] 




Seq. No. 


16320 


Seq. ID 


OJ990617_02.9B01. 


C129 


Gene No. 


34368 


Strand 


+ 




Start 


110 


End 


739 




Name 


OJ990617 02.9B01.C129.ol.ts 


Method 


TBLASTX : Soybean 




Start 


523 • 


End 


690 




GI 


none 


Score 


86 




Exons 


523. .681, 524. .682, 524. .685, 


525. .689, 


526. .690 




Seq. No. 


16320 


Seq. ID 


OJ990617_02. 9B01. 


C129 


Gene No . 


34368 


Strand 


+ 




Start 


110 , 


End 


739, 




Name 


OJ990617 02.9B01.C129.ol.tc 


Method 


TBLASTX: Cress 




Start 


524 


End 


738 




GI 


none 


Score 


97 * 




Exons 


524. .730, 525. .734, 526. .738 








Seq. No. 


16320 


Seq. ID 


OJ990617_02. 9B01. 


C129 


Gene No. 


34368 


Strand 


+ 




Start 


110 


End 


739 





16836 



Name 


OJ990617 02.9B01.C129.ol.tm 


Method 


TBLASTX: Maize 




Start 


524 


End 


738 




GI 


none 


Score 


87 




Exons 


524.. 625, 525.-737, 526. .738 








Seq. No. 


16320 


Seq. ID 


OJ990617_02.9B01 


.C129 


Gene No. 




bt rand 


+ 




Start 


110 


End 


739 




Name 


OJ990617 02.9B01.C129.ol.gs 


Method 


GENSCAN 




Start 


525 


End 


637 




GI 


none 


Score 


.58 




Exons 


525. . 637 








Seq. No. 


16320 


Seq. ID 


OJ990617_02.9B01 


.C129 


Gene No. 


34368 


* Strand 


+ 




Start 


110 


End 


739 




Name 


ujyyubi/ uz . you i . Liz y . oi . gp 


Method 


AAT/GAP 




Start 


624 


End 


739 




GI 


18421 1.R1084 


Score 


220 




Exons 


624. .739 








GI Descrip. 


'3885329 1.0e-116 (AC005623) 


alien-like protein [Arabidopsis 




thaliana] 1 








Seq. No. 


16321 


Seq. ID 


OJ990617_02.9B01 


.C130 


Gene No . 




Strand 






Start 


46 


' End 


532 




Name 


OJ990617 02. 9B01.C130.ol.gs 


Method 


GENSCAN . 




Start 


46 


End 


532 




GI 


none 


Score 


. 67 




Exons 


46. .67, 112. .198, 451. .532 








Seq. No. 


16322 


Seq. ID 


OJ990917_01. 9B05 


.CI 


Gene No. 


34370 


Strand 


+ 




Start 


1 


End 


2858 




Name 


OJ990917 01.9B05.Cl.ol.np • 


Method 


AAT/NAP 




Start 


1 


End 


2855 




GI 


3600033 


Score 


3202 ^ 




Exons 


1..2855 








GI Descrip. 


(AF080119) contains similarity to the 


N terminal domain 


of the 




El protein (Pfam: El N.hmm, score: 12. 


36) [Arabidopsis thaliana] 


Seq. No. 


16322 


Seq. ID 


OJ990917_01.9B05 


.CI 


Gene No . 


34370 


Strand 


+ 




Start 


1 


End 


2858 




Name 


OJ990917 01.9B05.Cl.ol.gs 


Method 


. GENSCAN 




Start 


252 


End 


2858 




GI 


none 


Score 


.54 




Exons 


252. .2858 








Seq. No. 


16322 


Seq. ID 


OJ990917JD1.9B05 


CI 


Gene No. 


34370 


Strand 


+ 




Start 


1 


End 


2858 




Name 


OJ990917 01.9B05.Cl.ol.gp 


Method 


AAT/GAP 




Start 


657 


End 


1114 




GI 


2427784 


Score 


868 




Exons 


657. .1114 








GI Descrip. 


3600033 2.0e-37 (AF080119) contains similarity to the N 


terminal 
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domain of the El protein (Pfam: El_N.hmm, score: 
[Arabidopsis thaliana] 



12.36) 



Seq. No. 


16322 


Seq. ID 


OJ990917_01.9B05.C1 


bene wo . 


34370 


Strand 


+ 


Start 


1 


End 


2858 


Name 


OJ990917 01. 9B05.Cl.o2.gp 


Method 


AAT/GAP 


Start 


1978 


End 


2843 


GI 


22442 1.R1084 


Score 


1696' 


Exons 


1978. .2843 






GI Descrip. 


'3600033 1.0e-92 (AF080119) contains similarity to the N 




terminal domain of the El protein (Pfam: El N.hmm, score: 12. 




[Arabidopsis thaliana] 1 






Seq. No. 


16322 


Seq. ID 


OJ990917_01.9B05.C1 


Gene No. 


34371 


Strand 


- 


Start 


3572 


End 


6906 


Name 


- OJ990917 01.9B05.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


300 


End 


679 


GI 


none 


Score 


223 


Exons 


300. .458, 315. .458, 452. .679, 


456. .677 




Seq. No. 




Seq. ID 


OJ990917_01. 9B05.C1 


Gene No. - 


34371 


Strand 




Start - 


3572 , 


End 


6906 


Name 


OJ990917 01.9B05.C1.65.ts 


Method 


TBLASTX: Soybean 


Start 


557 


End 


767 


GI 


none 


Score 


257 


Exons 


557. .703, 558. .767, 559. .759 






Seq. No. 




Seq. ID 


OJ990917_01. 9B05.C1 


L?ene wo. 


34371 


Strand 




Start 


3572 


End 


6906 


Name 


OJ990917 01. 9B05.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


682 


End 


2860 


GI 


none 


Score 


184 


Exons 


682. .966, 694. .936, 699. .968, 


770. . 967, 


974. .1042, 975.. 1049, 




1092. .2558, 1093. .1410, 1247. 


.1708, 1447. .2160, 1754. .2353, 




1966. .2643, 1980. .2501, 2429. 


.2506, 2554.. 2646, 2623.. 2859, 




2709. .2798, 2758. .2859, 2777. 


.2860 




Seq. No. 


16322 


Seq. ID 


OJ990917_01. 9B05.C1 


Gene No. 


' 34371 


Strand 




Start 


3572 


End 


6906 


Name 


OJ990917 01. 9B05.Cl.o6. ts 


Method 


TBLASTX: Soybean 


Start 


773 


End 


968 


GI 


none 


Score 


231 


Exons 


773. .958, 774. .968 






Seq. No. 


16322 


Seq. ID 


OJ990917_01. 9B05.C1 


Gene No. 


34371 


Strand 




Start 


3572 


End 


6906 


Name 


OJ990917 01. 9B05.Cl.o2. ts 


Method 


TBLASTX: Soybean 


Start 


1521 


End 


1826 


GI 


none 


Score 


438 


Exons 


1521. . 1826, 1521. . 1823 







16838 




Seq. No. 


16322 








Seq. ID 


OJ990917 


_01.9B05.C1 


f^pnp Mo 


"34 ^71 








Strand 






Start 


3572 








End 


6906 




Name 


OJ990917 01 


. 9B05. 


.Cl.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1929 


- 






■ End 


2375 


GI 


none 








Score 


58 




Exons 


1929. .1976, 


1930. 


. .2223, 


1983. 


.2375-, 1997 ; . 2362,. 


2025. .2375 


Seq. No. 


•* - 

16322* 


- ... 






Seq. ID 


OJ990917 


* 

_01.9B05.C1 


Gene No. 


34371 








" Strand 






O Lai L 










End 


6906 




Name 


OJ990917 01 


.9B05. 


Cl.ol. 


tc - 


Method 


TBLASTX: 


Cress 


Start 


2331 








End 


2801 




GI 


none 








Score 


277 




Exons 


2331. .2510, 


2369. 


.2524, 


2370. 


.2501, 2438.. 2503, 


2578. .2631, 




2676. .2801, 


2712. 


.2777 








Seq. No. 


16322 








Seq. ID 


OJ990917 


_01.9B05.C1 


Gene No. 


34371 








Strand 






Start 










End 


6906 




Name 


OJ990917 01 


.9B05. 


Cl.o4. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2376 








End 


2759 


GI 


none 








Score 


230 




Exoris 


2376. .2558,. 


2376. 


..2501, 


2377. 


.2502, 2378.. 2587, 


2407. .2643, 




2429. .2503/ 


'2542. 


.2631, 


2676. 


.2735, 2689. .2757, 


2712. .2759 


Seq. No. 


16322 








• Seq. ID 


OJ990917 


_01. 9B05.C1 


Gene No. 


..34371 








Strand 








Vi7 9 








End 


6906 




Name 


OJ990917 01. 


. 9B05. 


Cl.o2. 


gs 


Method 


GENSCAN 




Start 


3572 








End 


6628 




GI 


none 








Score 


. 93 




Exons 


3572. .3729, 


3735. 


.3837, 


3933. 


.3978, 4220.. 4333, 


4926. .5050, 




5156. .5221, 


5399. 


.5638, 


6506. 


.6628 




Seq. No. 


16322 








Seq. ID 


OJ990917 


_01.9B05.C1 


Gene No. 


34371 








Strand 






Start 


3572 








End 


6906 




Name 


OJ990917 01, 


, 9B05. 


Cl.o3. 


tm 


Method 


TBLASTX:! 


Maize 


Start 


3594 








End 


6643 




GI 


none 








Score 


93 




UAVl 1 O 




ODUl . 


^£7 fi 


ji7 j j • 


.3977, 4216. .4335, 


4Z1 1 . . 4 oob, 




4927. .4995, 


4928. 


.4984, 


4964 . 


.5059, 4989. .5051, 


5150. .5218, 




5156. .5221, 


5390. 


.5503, 


5399. 


.5638, 5400.. 5639, 


5401. .5643, 




5724. .5807, 


5724. 


.5807, 


5725. 


.5808, 5726. .5809, 


5992. . 6120, 




6002. .6115, 


6002. 


.6121, 


6205. 


.6270, 6206. .6271, 


6316. . 6426, 




6318. .6434, 


6321. 


.6434, 


6506. 


.6643, 6507. .6632 




Seq. No. 


16322 -j 








Seq. ID 


OJ990917 


_01.9B05.C1 


Gene No. 


34371 








Strand 






Start 


3572 








End 


6906 




Name 


OJ990917 01. 


9B05. 


Cl.o2. 


np 


Method 


AAT/NAP 




Start 


3597 








End 


6906 




GI 


584892 








Score 


978 




Exons 


3597. .3677, 


3933. 


.3978, 


4220. 


.4333, 4926. .5050, 


5156. .5219, 




5385. .5638, 


5726. 


.5806, 


6004 . 


.6105, 6205. .6242, 


6323. . 6425, 




6506. . 6628, 


6870. 


.6906 









16839 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



SERINE CARBOXY PEPTIDASE I PRECURSOR (CARBOXY PEPTIDASE C) 
gi I 629805 | pir | | S43516 serine carboxypeptidase I - rice 
gi|409580|dbj |BAA04510.1| (D17586) serine carboxypeptidase 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917 01.9Bff5.Cl 



16322 
34371 
3572 

OJ990917_01.9B05.Cl.o3.gp 
3966 
702585 
3966. .4335 

584892/sp|P37890|CBPl_ORYSA 3.0e-14 SERINE CARBOXYPEPTIDASE I 

PRECURSOR (CARBOXYPEPTIDASE C) >gi_629805_pir S43516 serine 

carboxypeptidase I - rice >gi_4 09580_dbj_BAA04510_ (D17586) 
serine carboxypeptidase I [Oryza sativa] 



6906 
AAT/GAP 
4335 
725 



16322 
34371 
3572 

OJ990917_01 . 9B05.Cl.o4 . gp 
5005 

64779 1.R1084 



OJ990917 01.9B05.C1 



Seq. ID 
Strand 

End 6906 
Method AAT/GAP 
End 5625 
Score 595 
5005'.75050, 5156.. 5221, 5399.. 5625 

■167012 2.0e-27 (J03897) carboxypeptidase I precursor [Hordeum 
vulgare] 1 



16322 
34371 
3572 

OJ990917_01.9B05.Cl.o3.ts 

5153 
none 



Seq. ID OJ990917_01. 9B05.C1 
Strand 

End 6906 

Method TBLASTX : Soybean 

End 6643 

Score 116 



5153. .5218, 5423. .5629, 5424. .5558, 5595. .5645, 6002. .6118, 
6002. .6112, 6004. .6120, 6321. .6434, 6322. .6426, 6506. .6643, 
6510. .6632 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16322 
34371 
3572 

OJ990917_01 . 9B05 . CI . o2 . tc 
5423 
none 

5423..S566, 5448. .5576, 5558. 
5955.. 6107, 6004.. 6111, 6005. 



Seq. ID OJ990917_01.9B05.C1 
Strand 

End 6906 
Method TBLASTX : Cress 
End 6643 
Score 104 

.5638, 5592.. 5639, 5729.. 5809, 
6115, 6205.. 6270, 6321. .6434, 



6322.. 6426, 6506.. 6643, 6510.. 6629 

16322 Seq. ID 

34371 Strand 
3572 End 
OJ990917_01 . 9B05 . CI . o5 . gp Method 
5558 End 
LIB34 34-028-P1-K1-D3 Score 
5558.. 5638, 5726.. 5815, 5954.. 5988 

'584892/spl P37890|CBP1_ORYSA 8.0e-17 SERINE CARBOXYPEPTIDASE 

PRECURSOR (CARBOXYPEPTIDASE C) >gi_629805_pir S43516 serine 

carboxypeptidase I - rice >gi_409580_dbj BAA04510 (D17586) 



OJ990917JD1. 9B05.C1 

6906 
AAT/GAP 
5988 
241 
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serine carboxypeptidase I [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16322 Seq. ID OJ990917JD1 . 9B05 . CI 

34371 Strand 

3572 End 6906 

OJ990917_01 . 9B05 . CI . 06 . gp Method AAT/GAP 

5755 End 6130 

LIB3434-028-P1-K1-D3 Score 264 

5755.. 5806, 6004.. 6130 

' 584892/sp| P37890 |CBP1_0RYSA 8.0e-17 SERINE CARBOXYPEPTIDASE 

PRECURSOR (CARBOXYPEPTIDASE C) >gi_629805_pir S4 3516 serine 

carboxypeptidase I - rice >gi_409580_dbj_BAA04 510_ (D17586) 
serine carboxypeptidase I [Oryza sativa] 1 



16323 Seq. ID 

34 372 Strand 

2336 End 

OJ990917_01. 9B05.C2.o2.gs Method 

2336 End 

none Score 

2336.. 2432, 3083.. 3153 



OJ990917_01.9B05.C2 
+ 

3153 
GENSCAN 
3153 
.6 



Seq. No. 16323 Seq. ID 

Gene No. 34373 Strand 

Start 3887 End 

Name OJ990917_01 . 9B05 . C2 . o3 . gs Method 

Start 3887 End 

GI none Score 

Exons 3887.. 3964, 4215.. 4334 



OJ990917_01. 9B05.C2 
+ 

4334 
GENSCAN 
4334 
.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990917 01.9B05.C2 



16323 Seq. ID 

34374 Strand 
1 End 1402 

OJ990917_01 . 9B05 . C2 . ol . np Method AAT/NAP 

1 End 1394 

2815493 Score 315 

1..157, 809. .898, 1009. .1154, 1233. .1394 

SERINE CARBOXYPEPTIDASE I PRECURSOR (CARBOXYPEPTIDASE C) (CP-MI) 
gi|1731988|emb|CAA70816| (Y09603) serine carboxypeptidase I, 
CP-MI [Hordeum vulgare] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16323 Seq. ID 

34374 Strand 

1 End 

OJ990917_01. 9B05.C2.ol.gs Method 

1009 End 

none Score' 

1009. .1154, 1233. .1402 



OJ990917_01. 9B05.C2 

1402 
GENSCAN 
1402 
.86 



Seq. No. 16323 

Gene No. 34375 

Start 3611 End 

Name OJ990917_01 . 9B05 . C2 . ol . tc . Method 

Start 819 End 

GI none Score 

Exons 819.. 911, 820.. 900, 1002.. 1154, 1007. 
1227. .1289 



Seq. ID OJ990917_01.9B05.C2 
Strand 

6029 

TBLASTX: Cress 
1289 
56 

,1141, 1223. .1288, 



16841 



Seq. No. 16323 

Gene No. 34375 

Start 3611 

Name OJ990917_01 . 9B05 . C2 . o2 . ts 

Start 819 

GI none 
Exons 



Seq. ID OJ990917_01.9B05.C2 
Strand 

End 6029 

Method TBLASTX : Soybean 

End 1289 

Score 68 



819. .911,. 820. .900, 995. .1129, 1002. .1133, 1007. .1132, 
1223. . 1288, 1230. .1289 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16323 
34375 
3611 

OJ990917_01 . 9B05 . C2 . o2 . tw 

996 

none 

996. .1154, 1004. .1156, 1007. 

16323 
34375 
3611 

OJ990917_01. 9B05.C2.o2.np 

3611 
6728987 



Seq. ID OJ990917_01.9B05.C2 
Strand 

End 6029 

Method TBLASTX : Wheat 

End 1291 

Score 186 
,1141, 1223.. 1291, 1230.. 1289 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_01.9B05.C2 

6029 
AAT/NAP 
6029 
413 



3611. .3674, 4974.. 5154, 5278 ;'. 5504, 5964. .6029 . 

(AC018363) putative protein phosphatase-2C (PP2C) [Arabidopsis 

thaliana] 



Seq. No. 16323 Seq. ID 

Gene No. 34375 Strand 

Start 3611 End 

Name OJ990917_01 . 9B05 . C2 . o4 . gs Method 

Start 4906 End 

GI none Score 

Exons 4906.. 5154, 5278.. 5511 



OJ990917_01.9B05.C2 

6029 
GENSCAN 
5511 
.75 



Seq. No. 16323 

Gene No. 34375 

Start 3611 

Name OJ990917_01 . 9B05 . C2 . ol . tm 

Start 4917 

GI none 

Exons 4917. .5150, 
5276. .5500 



Seq. ID OJ990917_01.9B05.C2-. 
Strand 

End 6029 

Method TBLASTX : Mai ze 

End 5500 

Score 162 
4927. .5154, 4928. .5107, 4986. .5156, 5275. .5499, 



Seq. No. 


16323 








Seq. ID 


OJ990917_01. 9B05.C2 


Gene No. 


34375 








Strand 




Start 


3611 








End 


6029 


Name 


OJ990917 01, 


. 9B05 


,C2.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4 99"0 ' 








End 


5504 


GI 


none- 








Score 


88 


Exons 


4990. .5154, 


4994. 


. .5092, 


5275. 


.5499, 5276. .5500, 5343.. 5504 


Seq. No. 


16323 








Seq. ID 


OJ990917_01. 9B05.C2 


Gene No. 


34375 








Strand 




Start 


3611 








End 


6029 


Name 


OJ990917 01. 


, 9B05. 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 



16842 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5404 
91 



OJ990917 01.9B05.C2 



4 990 End 
none Score 
4990. .5154, 5275. .5403, 5276. .5404 

16323 Seq. ID 

34375 - Strand 

3611 End 
OJ990917_01 . 9B05 . C2 . ol . gp Method 
5017 End 
18055_1.R1084 Score 
5017.. 5154, 5278.-5525, 5965.. 5990 

f 4966343/gb|AAD34674.1|AC006341_2 9.0e-73 (AC006341) Is a 
of PF_00481 Protein phosphatase 2C family. [Arabidopsis 
thaliana] 1 



6029 
AAT/GAP 
5990 
683 . 



member 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16323 
34375 
3611 

OJ990917_01 . 9B05 . C2 . o2 . tc 

5275 

none 



Seq. ID OJ990917_01. 9B05.C2 
Strand 

End 6029 

Method T BLAST X : Cress 

End 5500 

Score 165 



5275.. 5313, 5299.. 5499, 5300.. 5500 



16324 
34376 
1 

OJ990917_01. 9B05.C5.ol.np 
1 

4966343 
1. .154, 1451. .1529 

(AC006341) Is a member of PF| 00481 Protein phosphatase 2C 
family. [Arabidopsis thaliana] 



Seq. ID OJ990917_01. 9B05.C5 
Strand 

1529 
AAT/NAP 
1529 
226 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16324 
34377 
1451 

OJ990917_01. 9B05.C5.ol.tm 
2 

none 



Seq. ID OJ990917_01. 9B05.C5 
Strand 

End 1529 

Method TBLASTX : Mai ze 

End 1504 

Score 213 



2. .160, 3. .155, 9. .161, 10. .156, 41. .157, 1451. .1504 



16324 
34377 
1451 

OJ990917_01.9B05.C5.ol. ts 
36 

none 



Seq. ID OJ990917_01. 9B05.C5 
Strand 

End 1529 

Method TBLASTX : Soybean 

End 1529 

Score 144 



36. .155, 38. .160, 85. .165, 1451. .1528, 1452. .1529 



16324 
34377 
1451 

OJ990917_01.9B05.C5.ol.gs 

1451 

none 

1451. . 1498 



Seq. ID OJ990917_01. 9B05.C5 
Strand 

End 1529 

Method GENSCAN 

End 1498 

Score .92 



16843 



Seq. No. 


16325 


Seq. ID 


OJ990917_01.9B05 


.C7 


bene wo . 


J4 J / O 


otrana 


+ 




Start 


690 


End 


3726 




Name 


OJ990917 01.9B05.C7.ol.gs 


Method 


GENSCAN 




Start 


690 


End 


3726 




GI 


none 


Score 


.73 




Exons 


690. .824, 1683. .1774, 2419.. 


2520, 3229 


..3363, 3625.. 3726 


Seq. No. 


16325 


Seq. ID 


OJ990917 01.9B05 


.C7 


bene ino . 


1A 11 Q 


Strand 


+ 




Start 


6474 


End 


13198 




Name 


OJ990917 01.9B05.C7.o3.gs 


Method 


GENSCAN 




Start 


6474 


End 


13198 




GI 


none 


Score 


.58 




Exons 


6474.. 6530, 6761.. 6970, 7026 


..9407, 9471. .12472, 12631. 


. 131 


Seq. No. 


16325 


Seq. ID 


OJ990917_01.9B05 


.C7 


Gene No. 


34379 


' Strand 


-I- 




Start 


6474 


End 


13198 




Name 


OJ990917 01.9B05.C7.ol.np 


Method 


AAT/NAP 




Start 


7549 


End 


13195 






6498441 


Score 


6826 




Exons 


7549.V8613, 8944.. 9407, 9471 


..9844, 10028. .10162, 10337, 


. .10. 




10768. .11252, 11424. .12820, 


12914 . . 13195 


GI Descrip. 


(AP000815) EST C72786*(E2258 ) 


corresponds to a region of 


the 




predicted gene'. ; Similar to Sorghum' bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


16325 


Seq. ID 


OJ990917_01.9B05. 


,C7 


Gene No. 


34380 


, Strand 


+ 




Start 


15335 


End 


28172 




Name 


OJ990917 01.9B05.C7.o4.np 


Method 


AAT/NAP 




Start 


15335 


End 


28172 




GI 


5852180 


Score 


686 




Exons 


15335. .15447, 20018 .. 20067 , 


21148. .21264, 21316 .. 2 1727 , 






22427. .22475, 28127. .28172 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


16325 


Seq. ID 


OJ990917_01.9B05. 


,C7 


Gene No. 


34380 


Strand 


+ 




Start 


15335 


End 


28172 




Name 


OJ990917 01.9B05.C7.o3.np 


Method 


AAT/NAP 




Start 


18083 


End 


18563 




GI 


5042454 


Score 


248 




Exons 


18083. . 18279, 18510. .18563 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


16325 


Seq. ID 


OJ990917_01.9B05. 


C7 


Gene No. 


34381 . 


Strand 






otiar l 


4094 


End 


6261 




Name 


OJ990917 01.9B05.C7.o2.gs 


Method 


GENSCAN. 




Start 


4094 


End 


6261 




GI 


none 


Score 


.43 




Exons 


4094. .4256, 4339.. 5024, 5250 


..5420, 5514. .5633, 5679. .5951, 




6250. .6261 








Seq. No. 


16325 


Seq. ID 


OJ990917_01.9B05. 


C7 



16844 








C 4- > \ r> 

otrana 




Start 


13833 


End 


17022 


Name 


OJ990917 01.9B05.C7.o4.gs 


Method 


GENSCAN 


Start 


13833 


End 


17022 


GI 


none 


Score 


. 96 


Exons 


13833. .15663, 157 61. .17022 






Seq. No.. 


16325 


Seq. ID 


OJ990917_01.9B05. 


Gene No. 


34382 


Strand 




Start 


13833 


End 


1 / uzz 


Name 


OJ990917 01.9B05.C7.o2.np 


Method 


AAT/NAP 


Start 


13836 


End 


17022 


GI 


6907089 


Score 


4227 


Exons 


13836. .15663, 15761.. 17022 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


-16325 


Seq. ID 


OJ990917_01.9B05. 


Gene No. 


34383 


Strand 




Start 


24301 


End 


24988 


Name 


OJ990917 01.9B05.C7.o5.np 


Method 


AAT/NAP 


Start 


24238 


End 


24988 


GI 


91209 


Score 


110 


Exons 


24238. .24784, 24843. .24988 






GI Descrip. 


proline-rich protein MP2 - mouse (fragment) 


Seq. No. 


1 D D 


Seq. ID 


OJ990917_01.9B05. 




34383 


Strand 




Start 


24301 


End 


24988 


Name ■ 


OJ990917 01.9B05.C7.o6.gs 


Method 


GENSCAN 


Start 


24301 


End 


24934 


GI 


none 


Score 


. 64 


Exons 


24301. .24625, 24694 .. 24837, 


24924 . .24934 


Seq. No. 


16325 


Seq. ID 


OJ990917_01.9B05. 


fjpnp Wo 


34384 


Strand 




Start 


25930 


End 


28172 


Name 


OJ990917 01.9B05.C7.o4.tw 


Method 


TBLASTX: Wheat 


Start 


594 


End 


9314 


GI 


none 


Score 


58 


Exons 


594. .734, 8828, .9001, 8829.. 


9314, 8829 


.9257, 9023.. 9283 


Seq. No. 


16325 


Seq. ID 


OJ990917_01.9B05. 


o cue iM\j » 


34384 


Strand 




Start 


25930 


End 


28172 


Name 


OJ990917 01.9B05.C7.o8.tw 


Method 


TBLASTX: Wheat 


Start 


7698 


End 


8090 


GI 


none 


Score 


58 


Exons 


7698.. 7745, 7752.. 7850, 7769 


..7849, 7817. .7978, 7833. .80 


Seq. No. 


16325' 


Seq. ID 


OJ990917_01.9B05. 


Gene No. 


34384 


Strand 




Start 


25930 


End 


28172 


Name 


OJ990917 01.9B05.C7.o5.tm 


Method 


TBLASTX: Maize 


Start 


7703 


End 


7988 


GI 


none 


Score 


193 


Exons 


7703. .7987, 7740. .7988 







16845 




Seq. No. 


16325 


Seq. ID 


OJ990917 01.9B05 


.C7 


Gene No. 


34384 


Strand 






Start 


25930 


End 


28172 




Name 


OJ990917 01. 9B05.C7.o6.tw 


Method 


TBLASTX: Wheat 




Start 


8098 


End 


11558 ' 




GI 


none 


Score 


223 




Exons 


8098. .8151, 11100. .11321, 


11124 . . 11345 


, 11189. . 11362, 






114 09. .11558, 11420. .11557 








Seq. No. 


16325 


Seq. ID 


OJ990917_01. 9B05 


.C7 


Gene No. 


34384 


Strand 






Start 


25930 


End 


28172 




Name 


OJ990917 01.9B05.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9479 


End 


9941 




GI 


none 


Score 


588 




Exons 


9479. .9940, 9480. .9941 








Seq. No. 


16325 


Seq. ID 


OJ990917_01.9B05 


,C7 


Gene No. 


34384 


Strand 






Start 


25930 


End 


28172 




Name 


OJ990917 01.9B05.C7.o3.ts 


Method 


TBLASTX : Soybean 




Start 


9519 


End 


9884 




GI 


none 


Score 


117 




Exons 


9519. . 9743, 9750. .9884 








Seq. No. 


16325 


Seq. ID 


OJ990917_01. 9B05 


.C7 


Gene No. 


34384 


Strand 






Start 


25930 


End 


28172 




Name 


OJ990917 01.9B05.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


9609 


End 


9965 




GI 


none 


Score 


392 




Exons 


9609. .9965, 9644. .9955, 9849. .9965 






Seq. No. 


16325 


Seq. ID 


OJ990917_01. 9B05 


.C7 


Gene No. 


34384 


Strand 






Start 


25930 


End 


28172 




Name 


OJ990917 01.9B05.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


9992 


End 


10376 




GI 


none 


Score 


315 




Exons 


9992. .10078, 9993. .10376, 


10136. .10357 






Seq. No. 


16325 


Seq. ID 


OJ990917_01.9B05 


.C7 


Gene No. 


34384 


Strand 






Start 


25930 


End 


28172 




Name 


OJ990917 01.9B05.C7.o3.tw 


Method 


TBLASTX: Wheat 




Start 


10050 


End 


10474 




GI 


none 


Score 


436 




Exons 


10050. .10469, 10148. . 1.0474 








Seq. No. 


16325 


Seq. ID 


OJ990917__01. 9B05 


.C7 


Gene No. 


34384 


Strand 






Start 


25930 


End 


28172 




Name 


OJ990917 01.9B05.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10131 


End 


10499 




GI 


none 


Score 


274 




Exons 


10131. .104 99, 10145. .10288 









16846 



Seq. No. 16325 

Gene No. 34384 

Start 25930 

Name OJ990917_01 . 9B05 . C7 . o2 . 

Start 11247 

GI 5666795 

Exons 11247. .11345, 11421.. 11 
GI Descrip. 4206306 2.0e-10 (AF0491 

Seq. No. 16325 

Gene No. 34384 

Start 25930 

Name OJ990917_01 . 9B05 . C7 . ol2 

Start 11561 

GI none 

Exons 11561. . 11737, 11574.. 11 



Seq. ID OJ990917_01.9B05.C7 
Strand 

End 28172 
ts Method TBLASTX : Soybean 

End 11813 

Score 68 
558, 11613.. 11813 
10) prpol [Zea mays] 

Seq. ID OJ990917_01.9B05.C7 
Strand 

End 28172 

. tw Method TBLASTX : Wheat 

End 11873 

Score 193 
762, 11613.. 11873 



Seq. No. 16325 Seq. ID 

Gene No. 34384 Strand 

Start 25930 End 

Name OJ990917_01 . 9B05 . C7 . o2 . tm Method 

Start 12066 End 

GI none Score 

Exons 12066. . 12389, 12095.. 12376 



OJ990917_01.9B05.C7 
28172 

TBLASTX: Maize 

12389 

362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16325 
34384 
25930 

OJ990917JD1. 9B05.C7 .o5.tw 

12203 , 

none 



Seq. ID OJ990917_01.9B05.C7 
Strand 
End 

Method 
End 
Score 



28172 

TBLASTX: Wheat 

12584 

374 



12203. .12259, 12204. .12584, 12207. .12458, 12305. .12553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



16325 Seq. ID 

34384 Strand 

25930 End 

OJ990917_01 . 9B05 . C7 .oil . tw Method 

12585 End 

none Score 

12585. . 12605, ' 1258 6. . 12615, 12 608 

12624. .12875, 12632 .. 13000, 13060 

16325 Seq. ID 

34384 Strand 

25930 End 

OJ990917_01 . 9B05 . C7 . o9 . tw Method 

18738 End 

none Score 



OJ990917 01.9B05.C7 



28172 

TBLASTX: Wheat 
13186 
38 

12868, 12610. .12867, 
13182, 13061. .13186 



OJ990917_01.9B05.C7 
28172 

TBLASTX: Wheat 

19139 

45 



18738. .18833, 18738 .. 18 902 , 18739 . .p.8855, 18 909 19139, 
18910. .19083, 18945. .19139 



Seq. No. 16325 Seq. ID 

Gene No. 34384 Strand 

Start 25930 End 

Name OJ990917_01 . 9B05 . C7 . o7 . gs Method 

Start 25930 End 

GI none Score 



OJ990917_01. 9B05.C7 

28172 
GENSCAN 
28033 
.81 



16847 



Exons 


25930. .26519, 26664 


. .26818, 


26951. .27029, 27345 .. 27521, 






27683. .27817, 27875 


. .28033 








Seq. No. 


16325 




Seq. ID 


OJ990917_01.9B05 


.C7 


Gene No. 


34384 




Strand 






Start 


25930 




End 


28172 




Name 


OJ990917 01.9B05.C7 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


26005 




End 


27326 




C T 


none 




Score 


110 




Exons 


26005. .26097, 26086 


. .26166, 


26173. .26307, 26180 .. 26320, 






26191. .26319, 26267 


. .26362, 


26299. .26358, 26364 26429, 






26365. .26409, 26404 


. .26811, 


26420. .26812, 26872 .. 26910, 






26905. .27105, 26906 


. .27106, 


26907. .27107, 27108 27320, 






27109. .27321, 27141 


. .27326 








Seq. No. 


16325 




Seq. ID 


OJ990917_01.9B05 


.C7 


Gene No. 


34384 




Strand 






OLdlL 


25930 




End 


28172 




Name 


OJ990917 01.9B05.C7 


.06. np 


Method 


AAT/NAP 




Start 


26489 




End 


28172 




GI 


6742729 




Score 


2308 




Exons 


26489. .28172 










GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


16325 y 




.Seq. ID 


OJ990917JD1. 9B05 


.C7 


Gene No. 


34384 




Strand 






DlaiL 


25930 




End 


28172 




Name 


OJ990917 01.9B05.C7 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


26586 




End 


27034 




GI 


none 




Score 


111 




Exons 


26586. .26762, 26587 


. .26736, 


26587. .2 6811, 26591 .. 268 12, 






26905. .27030, 26906 


. .27034, 


26915. .27034 




Seq. No. 


16325 




Seq. ID 


OJ990917_01. 9B05 


.C7 


Gene No. 


34384 




Strand 






Of -ivf 


25930 




End 


28172 




Name 


OJ990917 01.9B05.C7 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


26965 




End 


27344 




GI 


none 




Score 


71 




Exons 


26965. .27105, 26993 


.27091, 


27117. .27278, 27118 272 67 , 






27294 . .27344 










Seq. No. 


16325 




Seq. ID 


OJ990917_01. 9B05 


.C7 


Gene No. 


34384 




Strand 








25930 




End 


28172 




Name 


OJ990917 01.9B05.C7. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


27327 




End 


27732 




GI 


none 




Score 


141 




Exons 


27327. .27395, 27439. 


.27642, 


27439. .27636, 27509 .. 27 637 , 






27618. .27659, 27631. 


.27663, 


27669. .27731, 27682. .27732 




Seq. No. 


16325 




Seq. ID 


OJ990917_01.9B05. 


C7 


Gene No. 


34384 




Strand 






Start 


25930 




End 


28172 




Name 


OJ990917 01.9B05.C7. 


olO. tw 


Method 


TBLASTX: Wheat 




Start 


27871 




End 


28171 




GI 


none 




Score 


89 





16848 



Exons 


27871. .28005, 27872 28030, 


27873. .28028, 28105 


. .28170, 




28106. .28171 








Seq. No. 


16326 


Seq. ID 


OJ990917_ 


_01.9B05.C8 


Gene No. 


34385 


Strand 






O +- -i v 4- 

otart 


25 


End 


2326 




Name 


OJ990917 01.9B05.C8.ol.gs 


Method 


GENSCAN 




Start 


25 


End 


2326 




GI 


none 


Score 


.49 




Exons 


25. .188, 297. .385, 1381. .1466, 1507.. 


1732, 1996 


.2049, 




2273. .2326 








Seq. No. 


1 ooZ b 


Seq. ID 


OJ990917_ 


_01.9B05.C8 


Gene No. 


34385 


Strand 








25 


End 


2326 




Name 


OJ990917 01.9B05.C8.ol.np 


Method 


AAT/NAP 




Start 


56 


End 


1391 




GI 


5852182 


Score 


435 




Exons 


56. .385, 1254. .1391 








GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 






Seq. No. 


16326 


Seq. ID 


OJyyU9l / 


_01. 9B05.C8 


Gene No . 


34386 


Strand 






Start 


5064 


End 


5909 




Name 


OJ990917 01. 9B05.C8.o2.gs 


Method 


GENSCAN 




Start 


5064 


End 


5909 




GI 


none 


Score 


.87 




Exons 


5064. .5909 








Seq. No. 


16327 


Seq. ID 


OJ990917_ 


_01.9B05.C9 


Gene No. 


34387 


Strand 


+ 




Start 


1848 


End 


8940. 




Name 


OJ990917 01. 9B05.C9.ol.gs 


Method 


GENSCAN 




Start 


1848 


End 


7621 




GI 


none 


Score 


.61 




Exons 


1848. .1992, 2214. .2525, 2904 


..2930, 4 


300. .4650, 


4807. .5012, 



5404. .5709, 5792. .5866, 5906. .6121, 6301. .6384, 6671. .7457, 
7533. .7621 



Seq. No. 


16327 






Seq. ID 


OJ990917_01.9B05 


.C9 


Gene No. 


34387 






Strand 


+ 




Start 


1848 






End 


8940 




Name 


OJ990917 01 


. 9B05.C9.ol. 


np 


Method 


AAT/NAP 




Start 


6898 






End 


8940 




GI 


4680199 






Score 


499 




Exons 


6898. .7457, 


7533. .7632, 


8850. 


.8940 






GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 




Seq. No. 


16327 






Seq. ID 


OJ990917_01.9B05 


.C9 


Gene No. 


34388 






Strand 






Start 


8375 






End 


8670 




Name 


OJ990917 01 


. 9B05.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7094 






End 


7459 




GI 


none 






Score 


290 




Exons 


7094 . .7459, 


7145. .7459 










Seq. No. 


16327 






Seq. ID 


OJ990917_01.9B05 


C9 



16849 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34388 Strand 

8375 End 

OJ990917_01 . 9B05 . C9 . ol . tm Method 

7160 End 

none Score 



8670 

TBLASTX: Maize 

7609 

215 



7160. .7432, 7166. .7396, 7312. .7416, 7528. .7608, 7532. .7609 



16327 Seq. ID 

34388 . Strand 

8375 End 

OJ990917_01 . 9B05.C9.ol. ts Method 

7195 End 

none Score 



OJ990917_01.9B05.C9 
8670 

TBLASTX: Soybean 

7612 

188 



7195. .7260, 7205. .7459, 7321. .7458, 7531. .7608, 7532. .7612 



16327 
34388 
8375 

OJ990917_01.9B05.C9.o2.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990917 01.9B05.C9 



8670 
AAT/NAP 
8670 
63 



8375 
132809 
8375. .8670 

CHLOROPLAST SOS RIBOSOMAL PROTEIN L23 gi | 7 1302 | pir | | R5WT23 
ribosomal protein L23 - wheat chloroplast gi 1 12370 | emb | CAA31328 | 
(X12850) ribosomal protein L23 (AA 1 - 93) [Triticum aestivum] 
gi I 577557 |emb|CAA55027| (X78185) large ribosomal protein 23 
[Hordeum vulgare] 



16328 Seq. ID 

34389 Strand 

116 End 
OJ990917_01 . 9B05 . CI 1 . ol . gs Method 

116 End 

none Score 

116. .268, 363. .398 



OJ990917_01.9B05.C11 
+ 

398 

GENSCAN 

398 

.61 



16328 
34390 
8595 

OJ990917_01.9B05.Cll.o3.gs 
8595 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
8595.. 8779, 104 13 .. 10693, 10910 .. 11023, 12163 .. 12368, 
13376. .13474, 13563 .. 13625, 154 12 .. 15699, 15795 .. 15968, 
16079. .16397, 16486 .. 16562, 16635 .. 1 6704 , 16915 .. 1714 1, 
17263. .17388, 17476 .. 17771, 17859 18030, 18 125 .. 18223, 
18296. . 18427, 19244 19404 , 19643. .19703 



OJ990917_01.9B05.C11 
+ 

19703 
GENSCAN 
19703 
.6 



^16328 seq. ID 

34390 .Strand 
8595 End 
OJ990917_01 . 9B05 . Cll . o2 . np Method 
15069 End 
6539580 Score 

15069. . 15699, 15795 .. 15979, 16093 

17620. . 17760, 17851 .. 18030, 18140 



OJ990917_01. 9B05.C11 
+ 



19703 
AAT/NAP 
18430 
727 

16834, 17042. 
18223, 18296. 



17358, 
18430 



GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



16850 




Seq. No. 


16328 


Seq. ID 


OJ990917_01.9B05.C11 


Gene No. 


34390 


Strand 


+ 


Start 


8595 


End 


19703 


Name 


OJ990917 01.9B05.Cll.o3.np 


Method 


AAT/NAP 


Start 


15096 


End 


18430 


GI 


6539580 


Score 


726 


Exons 


15096. .15699, 15795 . .15979, 


16093. .16834, 17042 17358 , 




17620. .17760, 17851 .. 18030, 


18140. .18223, 18296.. 18430 


GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Spa No 


16328 


Seq. ID 


OJ990917_01.9B05.C11 


Gene No. 


34391 


Strand 




Start 


2383 


End 


5002 


Name 


OJ990917 01.9B05.Cll.o2.gs 


Method 


GENSCAN 


Start 


2383 


End 


5002 


GI 


none 


Score 


.46 


Exons 


2383. .2600, 2669. .2798, 3150. .3288, 4323. .4410, 4954. .5002 


Seq. No. 


16328 


Seq. ID 


OJ990917_01.9B05.C11 


Gene No. 


34392 


Strand 




Start 


19875 


End 


21549 


Name 


OJ990917 01.9B05.Cll.o4.np 


Method 


AAT/NAP 


Start 


19875 


End 


21549 


GI 


6539581 


Score 


1117 


Exons 


19875. . 19982, 20063.. 21549 






GI Descrip. 


(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4 




clone F20D10; hypothetical 


protein (AL035538) [Oryza sativ; 


OC^i Vi\J * 


16328 ' 


Seq. ID 


OJ990917_01.9B05.C11 


Gene No. 


34392 


Strand 




Start 


19875 


End 


21549 


Name 


OJ990917 01.9B05.Cll.o4.gs 


Method 


GENSCAN 


Start 


20099 


End 


21445 


GI . 


none 


Score 


.83 


Exons 


20099, .21445 






kJ ■ L i \~/ • 


16328 


Seq. ID 


OJ990917_01.9B05.C11 


Gene No . 


34393 


Strand 




Start 


23087 


End 


30945 


Name 


OJ990917 01.9B05.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


21047 


End 


21485 


GI 


none 


Score 


64 


Exons 


21047. .21289, 2104 8 .. 21293, 


21290. .21484, 21309.. 21485 


O C \J ■ LN KJ m 


16328 


Seq. ID 


OJ990917_01.9B05.C11 


Gene No. 


34393 


Strand 




Start 


23087 


End 


30945 


Name 


OJ990917 01.9B05.Cll.ol.ts 


Method 


TBLASTX: Soybean 


Start 


21200 


End 


21556 


GI 


none 


Score 


74 


Exons 


21200. .21271, 21299. .21556, 


21312.. 21473 


Seq. No. 


16328 


Seq. ID 


OJ990917_01.9B05.C11 


Gene No. 


34393 


Strand 




Start 


23087 


End 


30945 


Name 


OJ990917 01.9B05.Cll.ol.tm 


Method 


TBLASTX: Maize 



16851 



Start 


21321 




End 




21550 






none 




Score 


103 




Exons 


21321. .21536, 21335. 


.21550, 


21353. 


.21550 




Seq. No. 


16328 




Seq. 


ID 


OJ990917_ 


01. 9B05 


Gene No. 


34393 




Strand 






Start 


23087 




End 




30945 




Name * 


OJ990917_01 . 9B05 . Cll 


. o5 . gs 


Method 


GENSCAN 






^jUO / 




End 




30945 




GI 


none 




Score 


.55 




Exons 


23087. .23140, 23639. 


.23770, 


24044. 


.24 


094, 24590. 


.24771, 




24849. .24-960, 27199. 


.27487, 


27570. 


.27740, 27819. 


.28222, 




28442. .28705, 28792. 


.29103, 


29162. 


.29342, 29387. 


.29864, 




30563. .30945 










Seq. No. 


16329 




Seq. 


ID 


OJ990917_ 


01. 9B05 


Gene No. 


34394 




Strand 


+ 




Start 


5364 




End 




16133 




Name 


OJ990917 01.9B05.C12 


. o3 .np 


Method 


AAT/NAP 




Start 


5364 


End 




16133 




GI 


5091523 




Score 


165 





Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
3-Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



5364.. 5418, 6377.. 6532, 7605.. 7838, 7987.. 8286, 15866.. 16133 
(AB023482) Similar to Gallus gallus mRNA for attachment region 
binding protein (ARBP) . (Y14166) [Oryza sativa] 



16329 Seq. ID 

34394 Strand 
5364 End 

OJ990917_01. 9B05.C12.o2.np : Method 
7362 End 
3928543 Score 
7362. .7546, 8389. .8491 

(AB016819) UDP-glucose glucosyltransf erase [Arabidopsis 
thaliana] 



OJ990917_01.9B05.C12 
+ 

16133 
AAT/NAP 
8491 
62 



16329 Seq. ID 

34394 Strand 

5364 End 
OJ990917_01. 9B05.C12.o2.gs Method 

7454 End 

none Score 

7454 . .7590, 7756. .8269 



OJ990917_01.9B05.C12 
+ 

16133 
GENSCAN 
8269 
.45 



16329 Seq. ID 

34395 Strand 
20600 End 
OJ990917JD1 . 9B05 . C12 . o2 . gp Method 
20600 End 
72793_1.R1084 Score 
20600.. 20711 

, 6041757/gb|AC011806.1|AC011806 2.0e-27 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



OJ990917_01.9B05.C12 
+ 

20711 
AAT/GAP 
20711 
134 



16329 
34396 
358 



Seq. ID 

Strand 

End 



OJ990917 01.9B05.C12 



6665 



16852 




Name 


OJ990917 01.9B05.C12.ol 


.np 


Method 


AAT/NAP 




Start 


334 


End 


3577 




GI 


4680203 




Score 


1950 




Exons 


334. .1261, 1538. .1781, 


1929. . 


3577 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


16329 




Seq. ID 


OJ990917_01v9B05 


.C12 




34396 




Strand 






Start 


358 




End 


6665 




Name 


OJ990917 01 . 9B05 .C12 . ol 


.gs 


Method 


GENSCAN 




Start 


358 


End 


6665 




GI 


none 




Score 


.71 




Exons 


358. .1225, 1227. .1740, 


1762. . 


1887, 1976.. 3577, 6455.. 6665 


Seq. No. 


16329 




Seq. ID 


OJ990917JU. 9B05 


.C12 


Gene No. 


34397 




Strand 






Start 


8773 




End 


16296 




Name 


OJ990917 01 . 9B05 . C12 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


412 




End 


1654 




GI 


none 




Score 


43 




Exons 


412. .531, 413. .532, 532 


. .636, 


533. . 637 


, 655. .708, 709.. 


759, 




774. .917, 775. .915, 913 


..1113, 1132. .1221, 1133. .1228, 




1217. .1654, 1221. .1610 










Seq. No. 


16329 




Seq. ID 


OJ990917J31.9B05 


.C12 


uene jno . 


34397 




Strand 






Start 


8773 




End 


16296 




Name 


OJ990917 01. 9B05.C12.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


475 




End 


723 




GI 


none 




Score 


101 




Exons 


475. .723, 539. .721 










Seq. No. 


16329 




Seq. ID 


OJ990917_01.9B05 


.C12. 


OCUC LSKJ . 


34397 




Strand 






Start 


8773 




End 


16296 




Name 


OJ990917 01.9B05.C12.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


94 9 




End 


1367 ' 




GI 


none 




Score 


123 




Exons 


949. .1113, 1132. .1221, 1217.. 


1363, 1221. .1367 




Seq. No. 


16329 




Seq. ID 


OJ990917_01.9B05 


C12 


bene no . 


34397 




Strand 






Start 


8773 




End 


16296 




Name 


OJ990917 01. 9B05.C12.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1301 




End 


1613 




GI 


none 




Score 


146 




Exons 


1301. .1612, 1317. .1613 










Seq. No. 


16329 




Seq. ID 


OJ990917_01. 9B05. 


C12 


bene ino . 


34397 




Strand 






Start 


8773 




End 


16296 




Name 


OJ990917 01.9B05.C12.o5. 


ts 


Method 


TBLASTX: Soybean 




Start 


1310 




End 


1693 




GI 


none 




Score 


68 




Exons 


1310. .1555, 1311. .1421, 


1565. 


.1693 






Seq. No. 


16329 




Seq. ID 


OJ990917 01.9B05. 


C12 



16853 




ucne lno . 


jfi jy / 








Strand 






Start 


8773 








End 


16296 




Name 


OJ990917 01 


. 9B05 


.C12.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1793 








End 


1973 




GI 


none 








Score 


82 




Exons 


1793. .1972, 


1794 


. .1973 










Seq. No. 


1.6329 








Seq. ID 


OJ990917_01.9B05 


.C12 


ucilc LNO . 


J4i / 








bt rand 






Start 


8773 








End 


16296 




Name 


OJ990917 01 


.9B05 


,C12.o4 


. ts 


Method 


TBLASTX: Soybean 




Start 


2085 








End 


2318 




GI 


none 








Score 


76 




Exons 


2085. .2318, 


2094 


. .2294 










Seq. No. 


16329 








Seq. ID 


OJ990917_01.9B05 


.C12 


bene ino ■ 










otrana 






Start 


8773 








End 


16296 




Name 


OJ990917 01 


. 9B05 


.C12.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2154 








End 


2597 




GI 


none 








Score 


72 




Exons 


2154 . .2348, 


2170 


. .2319, 


2355. 


.2597 






Seq. No. 


16329 








Seq. ID 


OJ990917_01.9B05 


.C12 


belle LNO * 


"3/1 "3 Q*7 








Strand - 






Start 


, --8773 








End 


16296 




Name 


OJ990917 01 


. 9B05 


.C12.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2193 








End 


2489 




GI 


none 








Score 


62 




Exons 


2193. .2369, 


2194 


. .2295, 


2394 . 


.2489, 2407. .2487 




Seq. No. 


16329 








Seq. ID 


OJ990917_01.9B05 


C12 


ucilc INO ■ 


"3/1 1 Q*7 








Strand 






Start 


8773 








End 


16296 




Name 


OJ990917 01 


9B05 


.C12.ol 


tc 


Method 


TBLASTX: Cress 




Start 


2442 








End 


2789 




GT 


none 








Score 


95 




Exons 


2442. .2789, 


2443 


.2595, 


2635. 


.2784 






Seq. No. 


16329 








Seq. ID 


OJ990917_01. 9B05, 


C12 


bene ino . 










Strand 






Start 


8773 








End 


16296 




Name 


OJ990917 01. 


9B05. 


C12.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


2523 








End 


2790 




GI 


none 








Score 


122 




Exons 


2523. .2786, 


2524. 


.2790 










Seq. No. 


16329 








Seq. ID 


OJ990917_01.9B05. 


C1'2 


Gene No. 


34397 








Strand 








Q"J~7 1 
O / / O 








End 


16296 




Name 


OJ990917 01. 


9B05. 


C12.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2538 








End 


3194 




GI 


none 








Score 


90 




Exons 


2538. .2663, 


2670. 


.2789, 


2683. 


.2793, 2802.. 3194, 2803.. 2985, 




3070. .3129 














Seq. No. 


16329 








Seq. ID 


OJ990917_01. 9B05. 


C12 



v 16854 



bene no . 


/ 


Strand 




Start 


8773 


End 


16296 


Name 


OJ990917 01.9B05.C12.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2809 


End 


3146 


GI 


none 


Score 


190 


Exons 


2809.. 3093, 2811.. 3092, 2860 


..3114, 3091. .3141, 3099. .3146 


Seq. No. 


16329 


Seq. ID 


OJ990917__01.9B05.C12 


Gene No. 


34397 


Strand 




Start 


8773 


End 


16296 


Name 


ojyyuyi / ui.9BUo.ciz.o3.gs 


Method 


GENSCAN 


Start 


8773 


End 


16296 


GI 


none 


Score 


.54 


Exons 


8773. .8819, 9516. .9617, 9649 


..9671, 9922. .10056, 10098 .. 10134 , 




13078. .13139, 13346. .13476, 


14886. .14928, 15831. .16085, 




16139. .16296 






Seq. No. 


16330 


Seq. ID 


OJ990917_01.9B05.C13 


Gene No. 


34398 


Strand 


+ 


Start 


122 


End 


4781 


Name 


OJ990917 01. 9B05.C13.ol.gs 


Method 


GENSCAN 


Start 


122 


End 


4781 


GI 


none 


Score 


.76 


Exons 


122. .140, 1291. .1351, 2224.. 


2450, 2764 


..2987, 3015. .3910, 




3971. .478.1 







Seq. No. 


16330 


Seq. ID 


OJ990917 


_01 


. 9B05 


.C13 


Gene No. 


34399 


Strand . 


+ 








Start 


4801 


End 


6351 








Name 


OJ990917 01. 9B05.C13.o2.np 


Method 


AAT/NAP 








Start 


4801 


End 


6348 








GI 


5902445 


Score 


1303 








Exons 


4801. .5064, 5104. .6348 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


16330 


Seq. ID 


OJ990917 


_01 


. 9B05 


C13 


Gene No. 


34399 


Strand 


+ 








Start 


4801 


End 


6351 








Name 


OJ990917 01. 9B05.C13.o2.gs 


Method 


GENSCAN 








Start 


5212 


End 


6351 








GI 


none 


Score 


.91 








Exons 


5212. .5346, 5545. .6351 












Seq. No. 


16330 


Seq. ID 


OJ990917_ 


_01 


. 9B05 


C13 


Gene No. 


34400 


' Strand 










Start 


545 


End 


2263 








Name 


OJ990917 01. 9B05.C13.ol.np 


Method 


AAT/NAP 








Start 


545 


End . 


2263 








GI 


6721512 


-"•'Score 


60 








Exons 


545. .571, 1976. .2133, 2161.. 


2263 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 









Seq. No. 16330 Seq. ID OJ990917_01.9B05.C13 

Gene No. 34 4 01 Strand 

Start 3636 End 4034 

Name OJ990917_01 . 9B05 . C13 . o3 . tm Method TBLASTX : Maize 

Start 3636 End 3872 



16855 




GI 


none 








Score 


181 




Exons 


3636. .3872 














Seq. No. 


16330 








Seq. ID 


OJ990917_01.9B05 


.C13 


bene no. 


"3 A A A 1 








Strand 






Start 


3636 








End 


4034 




Name 


OJ990917 01 


.9B05 


.C13.o3 


.tw 


Method 


TBLASTX: Wheat : "' 




Start 


3636 








End 


4034 




GI 


none 








Score 


241 




Exons 


3636. .4034, 


3744 


. .3779, 


3761. 


.3943 






Seq. No. 


16330 








Seq. ID 


OJ990917_01.9B05 


.C13 


Gene No . 


*3 a a no 
,34 4 UZ 








Strand 






Start 


5224 








End 


5709 




Name 


OJ990917 01 


. 9B05 


.C13.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


5224 








End 


5529 




GI 


none 








Score 


325 




Exons 


5224. .5529, 


5262 


. .5528 










Seq. No. 


16330 








Seq. ID 


OJ990917_01.9B05 


.C13 


Gene No . 


"3 A A n o 
OH hUZ 








Strand 






Start 


5224 








End 


5709 




Name 


OJ990917 01 


. 9B05 


.C13.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


5355 








End 


5709 




GI 


none 








Score 


340 




Exons 


5355. .5396, 


5356 


.5709, 


5359. 


.5601, 5457. .5705 




Seq. No. 


16330 








Seq. ID 


OJ990917_01.9B05 


C13 


Gene No . 


J 4 h U J 








Strand 






Start 


5731 








End 


6339 




Name 


OJ990917 01 


. 9B05 


C13.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


5731 








End 


6339 




GI 


none 








Score 


342 




Exons 


5731. . 6183, 


5745. 


.5834, 


5880. 


.5987, 6208.. 6339, 6213.. 6338 


Seq. No. 


16330 








Seq. ID 


OJ990917_01.9B05, 


C13 


bene No . 


o a a rv o 








Strand 






Start 


5731 








End 


6339 




Name 


OJ990917 01 


,9B05. 


C13.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5953 








End 


6216 




GI 


none 








Score 


191 




Exons 


5953. .6216 














Seq. No. 


16331 








Seq. ID 


OJ990917 01.9B05. 


C14 


Gene No. 


34404 








Strand 


-f 




Start 


187 








End 


599 




Name 


OJ990917 01, 


9B05. 


C14.ol. 


9 s 


Method 


GENSCAN 




Start 


187 








End 


599 




GI 


none 








Score 


.92 




Exons 


187. .241, 328. .599 










Seq. No. 


16331 








Seq. ID 


OJ990917_01.9B05. 


C14 


Gene No. 


34405 








Strand 






Start 


766 








End 


873 




Name 


OJ990917 01. 


9B05. 


C14 .o2 . 


gs 


Method 


GENSCAN 




Start 


766 








End 


873 




GI 


none 








Score 


.87 





16856 



Exons 



766. .873 



Seq. No. 


16332 




Seq. ID 


OJ990917_08.9B08.C1 


Gene No. 


34406 




Strand 


+ 


Start 


132 




End 


1013 


Name 


OJ990917 08.9B08.Cl.ol. 


gs 


Method 


GENSCAN 


Start 


-132 




End 


1013 • 


GI 


none 




Score 


.66 


Exons 


132. .224, 444. .1013 








oeq . ino . 






Seq. ID 


OJ990917_08.9B08.C1 


Gene No. 


34407 




Strand 




Start 


1 




End 


2541 


Name 


OJ990917 08.9B08.Cl.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


2541 


GI 


4680179 




Score 


395 


Exons 


1..332, 2510. .2541 








GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


16332 




beq. ID 


ojyyuyi / Uo.yBUo.ci 


Gene No. 


34407 




Strand 




Start 


1 




End 


zt>4 1 


Name 


OJ990917 08. 9B08.Cl.ol. 


tm 


Metnoa 


TBLAbTX : Mai ze 


Start 


41 




End 




GI 


none 




Score 


ion 

l y y 


Exons 


41. .331, 45. .332 


- 






Seq. No. 


16332 




Seq. ID 


OJ990917_08. 9B08.C1 


Gene No. 


34407 




Strand 




Start 


1 




End 


2541 


Name 


OJ990917 08.9B08.Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


131 




End 


328 


GI 


none 




Score 


107 


Exons 


131. .328, 131. .328 








Seq. No. 


16332 




Seq. ID 


OJ990917_08.9B08.C1 


Gene No. 


34407 




Strand 




Start 


1 




End 


2541 


Name 


OJ990917 08.9B08.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


179 




End 


332 


GI 


none 




Score 


136 


Exons 


179. .331, 180. .332 








Seq. No. 


16332 




Seq. ID 


OJ990917_08.9B08.C1 


Gene No. 


34407 




Strand 




oTi art- 


1 




End 


2541 


Name 


OJ990917 08.9B08.Cl.o2. 


np 


Method 


AAT/NAP 


Start 


1786 




End 


1959 


GI 


6063554 . . 




Score 


108 


Exons 


1786.. 1959 








GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4) ,C71850 (E04 64) ,C98611 (E04 64 




correspond to a region 


of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


16333 




Seq. ID 


OJ990917_08.9B08.C2 


Gene No. 


34408 




Strand 




Start 


76 




End 


239 



16857 



Name 


OJ990917 08 


.9B08.C2.ol 


Start 


76 




GI 


none 




Exons 


76. .239 




Seq. No. 


16333 




Gene No. 


34 409 




Start 


505 • 




Name 


OJ990917 08 


.9B08.C2,o2 


Start 


505 




GI 


none 




Exons 


505. .2034, 


2242. .2955 


Seq. No. 


16333 




Gene No. 


34409 




Start 


oUo 




Name 


OJ990917 08 


.9B08.C2.ol 


Start 


508 




GI 


4680179 




Exons 


508. .3005 




GI Descrip. 


(AF111709) 


polyprotein 


Seq. No. 


16333 




Gene No . 


34409 




Start 


505 




Name 


OJ990917 08 


. 9B08.C2.o5 


Start 


553 




GI - 


none 




Exons 


553. .885, 605. .886 


Seq. No. 


16333 




Gene No. 


34409 




Start 


505 




Name 


OJ990917 08 


.9B08.C2.ol 


Start 


748 




GI 


none 




Exons 


748. .1173, 


749. .946, 7 




1178. .1333 




Seq. No. 


16333 




Gene No. 


34409 




Start 


505 




Name 


OJ990917- 08 


.9B08.C2.ol 


Start 


886 




GI 


none 




Exons 


886. .1512, 


887. .946, 1 


Seq. No. 


16333 




Gene No. 


34409 




Start 


505 




Name 


OJ990917 08 


.9B08.C2.o3 


Start 


1381 




GI 


none 




Exons 


1381. .1671, 


1385. .1657 


Seq. No. 


16333 




Gene No. 


34409 





Method 

End 

Score 



GEN SCAN 

239 

.9 



Seq. ID OJ990917_08.9B08.C2 
Strand 

End 3005 

Method GEN SCAN 

End 2955 

Score .75 



Seq. ID OJ990917_08.9B08.C2 
Strand 

End 3005 

Method AAT/NAP 

End 3005 

Score 3729 



Seq. ID OJ990917_08 . 9B08 . C2 
Strand 

End 3005 

Method TBLASTX : Wheat 

End 886 

Score 144 



Seq. ID OJ990917_08.9B08.C2 
Strand 

End 3005 

Method TBLASTX: Maize 

End 1333 

Score 89 



Seq. ID OJ990917_08.9B08.C2 
Strand 

End 3005 
Method TBLASTX : Wheat 
End . 1512 

Score 4 4 



Seq. ID OJ990917_08. r 9B08.C2 
Strand 

End ' 3005 

Method TBLASTX : Mai ze - 

End 1671 

Score 293 . . 



Seq. ID OJ990917JD8.9B08.C2 
Strand 



16858 



Start 


505 








End 


3005 




Name 


OJ990917 08 


.9B08 


.C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1471 








End 


1731 




GI 


none 








Score 


189 




Exons 


1471. .1731, 


1472 


. .1720 










Seq.. No. 


16333 








Seq. ID 


OJ990917_08.9B08 


,C2 


Gene No. 


*} A A n Q 

-54 4 uy 








Strand 






Start 


505 








End 


3005 




Name 


OJ990917 08 


.9B08 


.C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1495 








End 


1821 




GI 


none 








Score 


87 




Exons 


1495. . 1638, 


1496 


. .1636, 


1639. 


.1821 






Seq. No. 


16333 








Seq. ID 


OJ990917_08.9B08 


.C2 


Gene No . 


"5 A A n Q 

o4 4 u y 








btrana 






Start 


505 








End 


3005 




Name 


OJ990917 08 


. 9B08 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1518 








End 


2058 




GI 


none 








Score 


120 




Exons 


1518. .1799, 


1519 


. .2058, 


1523. 


.1894 






Seq. No. 


16333 








Seq. ID 


OJ990917_08.9B08. 


.C2 


Gene No . 


o4 4 uy 








Strand 






Start 


505 








End 


3005 




Name 


OJ990917 08 


. 9B08 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2086 








End 


2511 




GI 


none 








Score 


221 




Exons 


2086. .2394, 


2086 


. .2511, 


2093. 


.2509 






Seq. No. 


16333 








Seq. ID 


OJ990917_08.9B08 


.C2 


Gene No . 


o4 4 u y 








Strand 






Start 


505 








End 


3005 




Name 


OJ990917 08 


. 9B08 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2191 








End 


2631 




GI 


none 








Score 


232 




Exons 


2191. .2232, 


2224 


. .2631, 


2255. 


.2578 






Seq. No. 


16333 








Seq. ID 


OJ990917_08.9B08 


C2 


Gene No . 


"3 A A C\ Q 

jf! 4 u y 








btrana 






Start 


505 








End 


3005 




Name 


OJ990917 08 


.9B08 


.C2.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


2257 








End 


2505 




GI 


none 








Score 


206 




Exons 


2257. .2505 














Seq. No. 


16333 








Seq. ID 


OJ990917_08.9B08 


C2 


Gene No . 


J4 4 u y 








Strand 






Start 


505 








End 


3005 




Name 


OJ990917 08 


. 9B08 


.C2.o4 . 


tw 


Method 


TBLASTX : Wheat 




Start 


2512 








End 


2775 




GI 


none 








Score 


227 




Exons 


2512. .2775, 


2513 


. .2773 










Seq. No. 


16333 








Seq. ID 


OJ990917_08.9B08 


C2 


Gene No. 


34409 








Strand 






Start 


505 








End 


3005 





16859 



Name 

Start 

GI 

Exons 



OJ990917_08 . 9B08 . C2 . ol . ts 

2527 

none 

2527.. 2778, 2555.. 2770, 2833. 
2890. .2922 



Method TBLASTX : Soybean 
End 2922 
Score 163 

.2886, 2843..2884, 2890.. 2922, 



Seq. No. 16333 

Gene No. 34409 

Start 505 

Name OJ990917_08 . 9B08 . C2 . o4 . tm 

Start 2632 

GI none 

Exons 2632.. 2778, 2839.. 2958 



Seq. ID OJ990917_08.9B08.C2 
Strand 

End 3005 

Method TBLASTX : Mai ze 

End 2958 

Score 108 



Seq. No. 16333 

Gene No. 34409 

Start 505 

Name OJ990917_08 . 9B08 . C2 . 06 . tw 

Start 2811 

GI none 

Exons 2811.. 2915, 2819.. 2956, 2836., 

Seq. No. 16334 

Gene No. 34410 

Start 1 . 

Name OJ990917__08 . 9B08 . C3 . ol . np 

Start 1 

GI 4680179 

Exons 1 . . 14 66 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 16334 

Gene No. 34410 

Start 1 

Name OJ990917_08 . 9B08 . C3 . ol . gs 

Start 334 

GI none 

Exons 334.. 1429 



Seq. ID OJ990917_08.9B08.C2 
Strand 

End 3005 

Method TBLASTX : Wheat 

End 2958 

Score 130 
.2958, 2840. .2956 

Seq. ID OJ990917_08.9B08.C3 
Strand 

End 1466 

Method AAT/NAP 

End 1466 

Score 1242 

sativa subsp. indica] 

Seq. ID OJ990917_08.9B08.C3 
Strand 

End 1466 

Method GENSCAN 

End 1429 

Score .83 



Seq. No. 16334 

Gene No. 34411 

Start 1689 

Name OJ990917_08 . 9B08 . C3 . o2 . tw 

Start 14 

GI none 

Exons 14.. 334, 65.. 334 



Seq. ID OJ990917_08.9B08.C3 
Strand 

End 2483 

Method TBLASTX : Wheat 

End 334 

Score 54 



Seq. No. 16334 

Gene No. 34 411 

Start 1689' 

Name OJ990917_08 . 9B08 . C3 . ol . tw 

Start 668 

GI none 

Exons 668.. 1018 



Seq. ID OJ990917_08. 9B08.C3 
Strand 

End 2483 

Method TBLASTX : Wheat 

End 1018 

Score . 307 



Seq. No, 
Gene No. 



16334 
34411 



Seq. ID OJ990917_08.9B08.C3 
Strand 



16860 




Start 


1689 






End 


2483 






Name 


OJ990917 08 


.9B08 


.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


713 






End 


1018 






GI 


none 






Score 


243 






Exons 


713. .1018 














Seq. No. 


16334 






Seq. ID 


OJ990917_08 


.9B08 


.C3 


v^ene imo . 


*3 A A 1 1 
OHH 11 






Strand 








Start 


1689 






End 


2483 






Name 


OJ990917 08 


.9B08 


.C3.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1070 






End 


1268 






GI 


none 






Score 


123 






Exons 


1070. .1267, 


1071 


. .1268 










Seq. No. 


16334 






Seq. ID 


uj y y uy 1 / uo 


. yBUo 


.C3 


i^ene ino . 


^ A A 1 1 
Ofl ft 1 1 






Strand 








Start 


1689 






End 


2483 






Name 


OJ990917 08 


. 9B08 


C3.o2.gs 


Method 


GENSCAN 






Start 


1689 






End 


2483 






GI 


none 






Score 


.96 






Exons 


1689. .2483 














Seq. No. 


16334 






Seq. ID 


OJ990917 08 


. 9B08 


.C3 


Gene No. 


34411 






Strand 








C 4- -5 v- -j- 


1 £ft Q 






End 


2483 






Name 


OJ990917 08 


. 9B08 


C3.o2.np 


Method 


AAT/NAP 






Start 


1692 






End 


2483 






GI 


4512231 






Score 


1313 






Exons 


1692. .2483 














GI Descrip. 


(AB014741) 


DRF0 protein [Oryza sativa] 








Seq. No. 


16335 






Seq. ID 


OJ990917JD8 


on n 0 


.C5 


bene ino . 


A A 1 O 
O *i 4 ± Z 






Strand 








Start 


515 






End 


592 






Name 


OJ990917 08 


. 9B08. 


C5 .ol .gs 


Method 


GENSCAN 






Start 


515 






End 


592 






GI 


none 






Score 


.4 






Exons 


515. .592 














Seq. No. 


16336 






Seq. ID 


OJ990917_08 


9B08 


.C6 


Gene No. 


34413 






Strand 


+ 






Of a y-f- 


1 






End 


434 






Name 


OJ990917 08 


. 9B08. 


C 6 . 0 1 . np 


Method 


AAT/NAP 






Start 


1 






End 


434 






GI 


6560763 






Score 


137 






Exons 


1..46, 209. 


.434 












GI Descrip. 


(AC010155) F3M18. 


14 [Arabidopsis thaliana] 






Seq. Np. 


16336 






Seq.- ID 


OJ990917_08. 


9B08 


C6 


bene no . 


34413 






Strand 


+ 






Start 


1 






End 


434 






Name 


OJ990917 08 


.9B08. 


C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


204 






End 


393 






GI 


none 






Score 


236 






Exons 


204. .290, 211. .393, 214. .393 










Seq. No. 


16337 






Seq. ID 


OJ990917_08. 


9B08 . 


C7 



16861 



Gene No. 


34414 


Strand 


+ 








Start 


721 


End 


1584 








Name 


OJ990917 08.9B08.C7.ol.gp 


Method 


t\at /ran 








Start 


721 


End 


1104 








GI 


uC-osflcyp033a04bl 


Score 


693 








Exons 


.721. .1104 












GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


-59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P071 1E10 1 








Seq. No. 


16337 


Seq. ID 


OJ990917 


_08 


. 9B08 


,C7 


Gene No . 


-34414 * : " 


Strand 


_L 

I 








Start 


721 


End 


1584 








Name 


OJ990917 08.9B08.G7.ol.gs 


Method 


GENSCAN 








Start 


901 


End 


1584 








GI 


none 


Score 


.79 








Exons 


901. .976, 1547. .1584 












Seq. No. 


16337 


Seq. ID 


OJ990917 


__08 


.9B08 


.C7 


Gene No. 


34415 


Strand 


+ 








Start 


2381 


End 


AAO^ 
44UJ 








Name 


OJ990917 08.9B08.C7.o2.np 


Method 


AAT/NAP 








Start 


2381 


End 


4405 








GI 


5852179 


Score 


224 








Exons 


2381. .2626, 270i;.2912 / 4370. .4405 










GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 










Seq. No. 


16337 


Seq. ID- 


• OJ990-917 


_08 


. 9B08 


.C7 T 


Gene No . 


34416 


Strand 


i 

"T 








Start 


8610 


End 


9175 








Name 


OJ990917 08.9B08.C7.o3.gs 


Method 


GENSCAN 








Start 


8610 


End 


9175 








GI 


none 


Score 


. 97 








Exons 


8610. .8984, 9050. . 9175 












Seq. No. 


16337 


Seq. ID 


OJ990917 


_08 


9B08 


.C7 


Gene No. 


34417 


Strand 










Start 


10048. 


End 


10429 








Name 


OJ990917 08 .9B08 .C7 .o2 . gp 


Method 


7*7X1" /P 7A D 
rtiii / \jr\r 








Start 


10048 


End 


10429 








GI 


uC-osflcyp033a04bl 


Score 


655 








Exons 


10048. . 10429 












GI Descrip. 


' 601684 5/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone: P0711E10 1 










Seq. No. 


16337 


Seq. ID 


OJ990917_ 


_08. 


9B08. 


C7 


Gene No. 


34418 


Strand 


+ 








Start 


23428 


End 










Name 


OJ990917 08.9B08.C7.o5.np 


Method 


AAT/NAP 








Start 


23428 


End 


24886 








GI 


5852181 


Score 


114 








Exons 


23428. .23632, 24857. .24886 












GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 










Seq. No. 


16337 


Seq. ID 


OJ990917_ 


08. 


9B08. 


C7 


Gene No. 


34419 


Strand 










Start 


654 


End 


5714 








Name 


OJ990917 08.9B08.C7.ol.np 


Method 


AAT/NAP 









16862 



Start 


654 


End 


5714 


GI 


4680186 


Score 


358 


Exons 


654. .855, 1696. .1757, 5467.. 


5597, 5680 


. .5714 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


16337 


Seq. ID 


OJ990917_08.9B08 


Gene No. 


34420 


Strand 




Start 


6011 


. End 


16184 


Name 


OJ990917 08.9B08.C7.o3.np 


Method 


AAT/NAP 




6011 


End 


16184 


GI 


5295971 


Score 


2832 


Exons 


6011. .6043, 7033. .7559, 12627. .16184 




GI Descrip. 


(AB026295) EST D24 315 (R1718 ) 


corresponds to a region of 




predicted gene.; Similar to 


Tobacco DNA for retroviral- 




transposon int i-y4. (xu///) 


[Oryza sativa] 


Seq. No. 


16337 


Seq. ID 


OJ990917_08.9B08 


Gene No . 


34420 


Strand 




Start 


6011 


End 


16184 


Name 


OJ990917 08.9B08.C7.o4.gs 


Method 


GENSCAN 


Start 


9978 


End 


11279 


GI 


none 


Score 


.75 


Exons 


yy / o . . xuioi, 1 1 1 / o . . i iz / y 






Seq. No. 


16337 


Seq. ID 


OJ990917_08.9B08 


Gene No. 


34420 


Strand 






6011 


End 


16184 


Name 


OJ990917 08.9B08.C7.o5.gs 


Method 


GENSCAN 


Start 


13243 


End 


16149 


GI 


none 


Score 


.44 


Exons 


13243. . 13956, 13991 .. 14335, 


14419. .14859, 14 896 .. 15057 , 




15118. .15574, 15596. .16149 






Seq. No. 


16337 


Seq. ID 


OJ990917_08.9B08 


bene wo . 


.34421 


Strand 




Start 


27129 


End 


27884 


Name 


OJ990917 08.9B08.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


7030 


End 


12765- 


GI 


none 


Score 


84 


Exons 


7030. .7251, 7067. .7285, 7300 


..7398, 7402.. 7479, 12625...: 


Seq. No. 


16337 


Seq. ID 


OJ990917_08. 9B08 


bene lno . 


34421 


Strand 




Start 


27129 


End 


27884 


Name 


OJ990917 08.9B08.C7.o3.ts 


Method 


TBLASTX: Soybean 


Start 


7036 


End 


12744 


GI 


none 


Score 


64 


Exons 


7036. .7491, 7076. .7213, 12625. .12744 




Seq. 'No. 


16337 


Seq. ID 


OJ990917_08.9B08, 


Gene No. 


34421 


Strand 




Start 


27129 


End 


27884 


Name 


OJ990917 08.9B08.C7.o4.tm 


Method 


TBLASTX: Maize 


Start 


7036 


End 


7423 


GI 


none 


Score 


199 


Exons 


7036. .7422, 7037. .7423 







16863 




Seq. No. 


16337 




Seq. ID 


OJ990917_08.9B08 


ucllc 1NO . 


ft C. 1 




Strand 




Start 


27129 




End 


27884 


Name 


OJ990917 08. 


9B08.C7.o6.tw 


Method 


TBLASTX: Wheat 


Start 


70.63 




End 


7488 


GI 


- none * 




Score 


56 


Exons 


* 7063.. 7242/ 


1075. .7266, 7279 


..7488, 7307..7432 : 


Seq. No. 


16337 




Seq. ID 


OJ990917_08. 9B08 


Gene No. 


34421 




Strand 




Start ■ 


27129 




End 


27884 


Name 


OJ990917 08. 


9B08.C7.o3.tm 


Method 


TBLASTX: Maize 


Start 


12631 




End 


13054 


GI 


none 




Score 


120 


Exons 


12631. .12789 


, 12638. .12790, 


12781. .13050, 12788. .12913, 



12805. .13050, 13010.. 13054 



Seq. No. 


16337 




bene wo . 


T A A O 1 




Start 


27129 




Name 


OJ990917 08.9B08.C7 


. ol . tw 


Start 


12910 




GI 


none 




Exons 


12910. .13113, 13105 


. .13434, 


Seq. No. 


16337 




bene r\io . 


*3 A A O 1 
Oft *i Z 1 




Start 


27129 




Name 


OJ990917 08.9B08.C7 


.ol. ts 


Start 


13117 




GI 


5509260 




Exons 


13117. .13617, 13159 


. .13488, 


GI Descrip. 


- 




Seq. No. 


16337 




Gene No. 


34421 




Start 


27129 




Name 


OJ990917 08.9B08.C7 


o2. tc 


Start 


13231 




GI 


none 




Exons 


13231. . 13494, 13237 


.13413, 


Seq. No. 


.16337 




Gene No. 


34421 




Start 


27129 




Name 


OJ990917 08.9B08.C7. 


o2. tm 


Start 


13270 




GI 


none 




Exons 


13270. .13590, 13271. 


.13570 


Seq. No. 


16337 




Gene No. 


34421 




Start 


27129. 




Name 


OJ990917 08.9B08.C7. 


o2. ts 


Start 


14003 




GI 


none 




Exons 


14003. .14410, 14006. 


.14416 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_08.9B08.C7 
27884 

TBLASTX: Wheat 

13443 

148 



OJ990917_08. 9B08.C7 
27884 

TBLASTX: Soybean 

13617 

105 



OJ990917_08.9B08.C7 
27884 

TBLASTX: Cress 

13495 

87 



OJ990917_08.9B08.C7 
27884 

TBLASTX: Maize 

13590 

165 



OJ990917_08.9B08.C7 
27884 

TBLASTX: Soybean 

14416 

64 



16864 



Seq. No. 16337 

Gene No. 34421 

Start 27129 

Name OJ990917_08 . 9B08 . C7 .- o3 . tc 

Start 14006 

GXw,^ ^ ,^ . . Afine 

Exons' 14006.. 14425 

Seq. No. 16337 

Gene No. 34421 

Start 27129 

Name OJ990917_08 . 9B08 . C7 . ol . tm 

Start 14018 

GI none 

Exons 14018. . 14089, 14019 .. 14078 , 

Seq. No. 16337 

Gene No. 34421 
Start _ 27129 

Name OJ990917_08 . 9B08 . C7 . o2 . tw 

Start 14090 

GI none 

Exons 14090. . 14179, 14186 14470, 

Seq. No. 16337 

Gene No. 34421 

Start 27129 

Name OJ990917_08 . 9B08 . C7 . o5 . ts 

Start 14476 

GI none 

Exons 14476. . 14775, 14534 14704 , 

Seq. No. 16337 

Gene No. 34421 

Start 27129 

Name OJ990917_08 . 9B08 . C7 . o3 . tw 

■ Start 14713 

GI none 

Exons 14713. .14799, 14800 15165, 

Seq. No. 16337 

Gene No. 34421 

Start 27129 

Name OJ990917_08 . 9B08 . C7 . 06 . tm 

Start 14779 

GI none 

Exons 14779. .15186, 14912.. 15187 

Seq. No. 16337 

Gene No. 34421 

Start 27129 

Name OJ990917_08 . 9B08 . C7 . o9 . tm 

Start 15682 

GI none 

Exons 15682. . 16005, 15703 .. 16005, 



Seq. ID OJ990917_08.9B08.C7 
Strand 

End 27884 

Method TBLASTX : Cress 
End 14425 

Score 219 

Seq.' ID OJ990917_08.9B08.C7 
Strand 

End 27884 

Method TBLASTX : Mai ze 

End 14441 

Score 4 9 
14102. .14440, 14127. .14441 

Seq. ID OJ990917_08.9B08.C7 
Strand 

End 27884 

Method TBLASTX : Wheat 

End 14640 

Score 105 
14476. .14640 

Seq. ID OJ990917_08.9B08.C7 
Strand 

End 27884 

Method TBLASTX : Soybean 

End 14775 

Score 72 
14599. .14679 

Seq. ID OJ990917_08. 9B08.C7 
Strand 

End 27884 

Method TBLASTX : Wheat 

End' 15165 

Score 133 
14888. .15151 

Seq. ID OJ990917_08.9B08.C7 
Strand 

End 27884 

Method TBLASTX : Mai ze 

End 15187 

Score 146 

Seq. ID OJ990917_08.9B08.C7 
Strand 

End 27884 

Method TBLASTX : Mai ze 

End 16006 

Score 97 



15707. .16006 



16865 



Seq. No. 


16337 




Seq. ID 


OJ990917_08.9B08 


,C7 


Gene No. 






btrana 






Start 


27129 




End 


27884 




Name 


OJ990917 08.9B08.C7 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


15730 




End 


16080 




GI 


none 




Score 


70 




Exons 


15730. .16080, 15733 


. .16035 








Seq. No. 


16337 




Seq. ID 


OJ990917JD8.9B08 


.C7 


Gene No . 


~i A A O 1 




Strand 






Start 


27129 




End 


27884 




Name 


OJ990917 08.9B08.C7 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


17920 




End 


18213 




GI 


none 




Score 


99 




Exons 


17920. .18021, 18017 


. .18178, 


18025. .18213 




Seq. No. 


16337 




Seq. ID 


OJ990917_08.9B08 


.C7 


Gene No . 


O A A O 1 




Strand 






Start 


27129 




End 


27884 




Name 


OJ990917 08.9B08.C7 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


18292 




End 


18660 




GI 


none 




Score 


56 




Exons 


18292. .18411, 18292 


. .18417, 


18469. .18660 




Seq. No. 


16337 




Seq. ID 


OJ990917_08.9B08 


.C7 


bene no. 






Strand 






Start 


27129 




End 


27884 




Name 


OJ990917 08.9B08.C7 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


18484 




End 


18855 




GI • 


none 




Score 


70 




Exons 


18484. .18729, 18726 


. . 18854, 


18730. .18855 




Seq. No. 


16337 




Seq. ID 


OJ990917_08.9B08 


.C7 


Gene No . 


"3 A A O 1 
O fl 4 Z 1 




Strand 






Start 


27129 




End 


27884 




Name 


OJ990917 08.9B08.C7 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


18753 




End 


19303 




GI 


none 




Score 


132 




Exons 


18753. .18869, 18942 


. . 19112, 


19106. .19303 




Seq. No. 


16337 




Seq. ID 


OJ990917_08.9B08 


.C7 


Gene No . 


"3 / A 1 1 




Strand 






Start 


.27129 




End 


27884 




Name 


OJ990917 08. 9B08.C7 


.o4 .ts 


Method 


TBLASTX: Soybean 




Start 


18927 




End 


19327 




GI 


none 




Score 


92 




Exons 


18927. . 19091, 19109 


. .19327, 


19128. .19322 




Seq. No. 


16337 




Seq. ID 


OJ990917_08.9B0p 


.C7 


Gene No . 


*5 A A O 1 
J 4 4 Z 1 




Strand 






Start 


27129 




End 


27884 




Name 


OJ990917 08.9B08.C7 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


19056 




End 


19357 




GI 


none 




Score 


179 




Exons 


19056. .19106, 19106 


. .19357, 


19113. . 19346, 19118. .19348 




Seq. No. 


16337 




Seq. ID 


OJ990917J38.9B08 


.C7 



16866 




uene NO • 


oQHti Strand 




Start 


27129 End 


27884 


Name 


OJ990917 08.9B08.C7.o9.gs Method 


GENSCAN 


Start 


27129 End 


27884 


GI 


none Score 


.77 


Exons 


27129.. 27884 




Seq. No. 


16338 Seq. ID 


OJ9909f7_08 . 9B08 . C8 


Gene No. 


34422 Strand 


+ 


Start 


4 603 End 


6581 


Name 


OJ990917 08.9B08.C8.ol.gp . Method 


AAT/GAP 


Start 


4 603 End 


5013 


GI 


uC-osflm202100h04bl Score 


767 


Exons 


4603. .5013 




GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 16338 

Gene No. 34422 

Start 4603 

Name OJ990917_08 . 9B08 . C8 . o2 . np 

Start 4645 

GI 6907087 

Exons 4645.. 5028, 
GI Descrip. (AP001129) 



region of 
sativa] 



Seq. ID OJ990917_08.9B08.C8 

Strand + 

End 6581 

Method AAT/NAP 

End 6581 

Score i rl027 
5238. .5927, 6480. .6581 
ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 



the predicted gene.; hypothetical protein [Oryza 



Seq. No. 16338 Seq. ID OJ990917__08 . 9B08 . C8 

^Gene No. 34423 Strand + 

Start 7043 End 7425 

Name OJ990917_08 . 9B08 . C8 . o2 . gp Method AAT/GAP 

Start 7043 End 7425 

GI uC-osflcyp033a04bl Score 688 

Exons 7043.. 7425 

GI Descrip. ' 601 68 4 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 V 



Seq. No. 16338 Seq. ID 

Gene No. 34424 Strand 

Start 5474 End 

Name OJ990917_08 . 9B08 . C8 . o2 . gs Method 

Start 5.474 End 

GI none Score 

Exons 5474.. 6198, 6207.. 6249 



OJ990917_08.9B08.C8 

9699 
GENSCAN 
6249 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



16338 Seq. ID 

34424 Strand 

5474 End 9699, 

OJ990917JD8 . 9B08 . C8 . o4 . np Method AAT/NAP 

5744 End 9699 

6691191 Score 409 
5744. .5772, 9101. .9699 

(AC007534) F7F22.15 [Arabidopsis thaliana] 



OJ990917 08.9B08.C8 



16338 
34424 



Seq. ID 
Strand 



OJ990917 08.9B08.C8 



16867 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5474 End 9699 

OJ990917_08 . 9B08 . C8 . o3 . np Method AAT/NAP 

6972 End 8920 

4680186 Score 230 

6972.. 7193, 8888.. 8920 

(AF111709) unknown [Oryza sativa subsp. indica] 



16338' 
34424 
5474 

OJ990917_08.9B08.C8.ol.ts 

9125 

none 



Seq. ID OJ990917_08.9B08.C8 
Strand 

End 9699 

Method TBLASTX : Soybean 

End 9553 

Score 67 



9125. .9259, 9256. .9381, 9283. .9411, 9284. .9418, 9419. .9553 

OJ990917 08.9B08.C8 



16338 Seq. ID 

34424 Strand 

5474 End 

OJ990917_08 . 9B08 . C8 . ol . tw Method 

9146 End 

none Score 



9699 

TBLASTX: Wheat 

9553 

70 



9146. .9298, 9250. .9384, 9272. .9415, 9280. .9414, 9419. .9451, 
9423. .9551, 9485. .9553 



16339 Seq. ID 

34425 Strand' 

67 9 End 

OJ990917_08. 9B08.C9.ol.gs Method 

67 9 End 

none Score 
679. .788 



OJ990917_08.9B08.C9 
+ 

788 

GEN SCAN 

788 

.48 



Seq. No. 16339 

Gene No. 34426 

Start 2950 

Name OJ990917_08 . 9B08 .C9 ..ol . gp 

Start ' 2 930 . ^" ' 

GI 427043 

Exons 2930.. 3258 



Seq. ID OJ990917_08.9B08.C9 
Strand 

End 3318 

Method AAT/GAP 

End 3258 

Score 654 



Seq. No. 16339 

Gene No. 34426 

Start 2950 • 

Name OJ990917_08 . 9B08 . C9 . o2 . gs 

Start 2950 

GI none 

Exons 2950.. 3318 



Seq. ID OJ990917_08.9B08.C9 
Strand 

End 3318 

Method GENSCAN 

End 3318 

Score .64 



Seq. No. 16340 

Gene No. 34427 

Start 1380 

Name OJ990917_08 . 9B08 . C10 . ol . gs 

Start 1380 

GI none 

Exons 1380.. 1420, 1494.. 1557 



Seq. ID OJ990917_08.9B08.C10 
Strand 

End 1557 

Method GENSCAN 

End 1557 

Score . 65 



Seq. No. 



16341 



Seq. ID OJ990917 08.9B08.C11 



16868 



Gene" No. 34428 Strand + 

Start 399 End 827 

Name OJ990917_08 . 9B08 . Cll . ol .gs Method GENSCAN 

Start 399 End 827 

GI none Score .46 

Exons 399.. 617, 772.. 827 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1634 2 
34429 
99 

OJ990917_08 . 9B08 . C12 . ol . tm 
1 

none 



Seq. ID OJ990917_08.9B08.C12 
Strand 

End 37 9 

Method TBLASTX : Mai ze 

End 379 

Score 83 



1..123, 1..90, 3. .107, 101. .379, 109. .162, 266. .376, 268. .378 



16342 
34429 
99 

OJ990917_08. 9B08.C12.ol.gs 
99 

none 
99. .252 



Seq. ID OJ990917_08.9B08.C12 
Strand 

End 37 9 

Method GENSCAN 

End 252 

Score .8 



Seq. No. 16343 

Gene ,No. 34 4 30 

Start 731 

Name OJ990917_08 . 9B08 . C13 . ol . gs 

Start 731 

GI none 

Exons 731.. 965 



Seq. ID OJ990917_08.9B08.C13 

Strand +'" 

End 965 

Method GENSCAN 

End 965 

Score . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16343 
34431 
1364 

OJ990917_08. 9B08.C13.ol.np 
1364 
4680183 
1364.. 1530 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990917_08.9B08.C13 

Strand + 

End 1530 

Method. AAT/NAP 

End " 1530 

Score 60 



16344 
34432 
7437 

OJ990917_08 . 9B08.C14 .o3.np 
7437 
4680183 
7437.. 7524, 8132.. 8223 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990917_08.9B08.C14 

Strand + 

End 8223 

Method AAT/NAP 

End 8223 

Score 193 



16344 
34433 
1037 

OJ990917_08 . 9B08.C14 .ol.np 
1037 
4680179 
1037. .5607 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990917_08.9B08.C14 
Strand 

5607 
AAT/NAP 
5607 
7751 



End 

Method 

End 

Score 



16869 



Seq. No. 16344 

Gene No. 34434 

Start 5864 

Name OJ990917_08 . 9B08 . C14 . 06 . tw 

Start 104 7 

GI none 

Exons 1047.. 1100, 1082.^1414, 1103. 
1362. .1415 

Seq. No. 16344 

Gene No. 34434 

•Start 5864 

Name OJ990917_08 . 9B08 . C14 . o7 . tm 

Start 1061 

GI none 

Exons 1061 . . 1258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



16344 
34434 
5864 

OJ990917_08. 

1262 

none 

1262. .1543, 
1709. .1870, 

16344 
34434 
5864 

OJ990917_08. 

1415 

none 

1415. .1642, 

16344 
34434 
5864 

OJ990917_08. 

2002 

none 

2002. .2412, 

16344 
34434 
5864 

OJ990917__08. 
2008 

none . } 
2008. .2268, 

16344 
34434 
5864 

OJ990917_08. 

2056 

none 



9B08.C14.ol.tm 



1275.. 1589, 1401. 
1716. .1862 



9B08.C14.o3.tw 
1416.. 1589, 1649. 

9B08.C14.o4 .tm " 
2012. .2371 

9B08.C14.o2.ts 
2009. .2263 

9B08 .C14 .o2 .tw 



Seq. ID OJ990917_08.9B08.C14 
Strand 

End 6682 

Method TBLASTX : Wheat 

End 1415 . 

Score 35 

.1243, 1206.. 1322, 1307.. 1387, 



Seq. ID OJ990917_08.9B08.C14 
Strand 

End 6682 

Method TBLASTX: Maize 

End 1258 

Score 198 



Seq. ID OJ990917_08.9B08.C14 
Strand 

End 6682 

Method TBLASTX: Maize 

End 1870 

Score 207 

.1622, 1649.. 1711, 1665.. 1709, 



Seq. ID OJ990917_08.9B08.C14 
Strand 

End 6682 

Method TBLASTX : Wheat 

End 2049 

Score 90 

.1996, 1665.. 1994, 2002.. 2049 

Seq. ID OJ990917_08.9B08.C14 
Strand 

End 6682 

Method TBLASTX : Maize 

End 2412 

Score 150 



Seq. ID OJ990917__08.9B08.C14 
Strand 

End 6682 

Method TBLASTX : Soybean 

End 2268 

Score -155 



Seq. ID OJ990917_08.9B08.C14 
Strand 

End 6682 

Method TBLASTX : Wheat 

End 2532 

Score 316 



16870 




Exons 


2056. .2532, 


2057 


. .2464, 


2089. 


.2502 






Seq. No. 


16344 








Seq. ID 


OJ990917_08. 9B08 


.C14 


Gene No. 


34434 








Strand 






Start 


5864 








End 


6682 




Name 


OJ990917 08 


. 9B08 


C14 .ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2533 








End 


3048 




GI 


none 








Score 


234 




Exons 


2533. .3048, 


2623 


.2970, 


2705. 


.3016 






Seq. No. 


16344 








Seq. ID 


OJ990917_08.9B08 


.C14 


Gene No. 


34434 








Strand 






Start 


5864 








End 


6682 




Name 


OJ990917 08 


. 9B08. 


C14.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2611 








End 


2976 




GI 


none 








Score 


152 




Exons 


2611. .2922, 


2618. 


.2953, 


2623. 


.2976, 2708.. 2974 




Seq. No. 


16344 








Seq. ID 


OJ990917JD8.9B08 


.C14 


Gene No. 


34434 








Strand 






Start 


5864 








End 


6682 




Name 


OJ990917 08 


. 9B08. 


C14.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


2797 








End 


3042 




GI 


none 








Score 


203 




Exons 


2797. .3042 














Seq. No.' 


16344 








Seq. ID 


OJ990917_08.9B08 


.C14 


Gene No. 


34434 








Strand 






Start 


5864 








End 


6682 




Name 


OJ990917 08 


. 9B08. 


C14.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


3013 








End 


"3513 




GI 


none 








Score 


43 




Exons 


3013. .3348, 


3056. 


.3106, 


3131. 


.3262, 3334.. 3513 




Seq. No. 


16344 








Seq. ID 


OJ990917JD8.9B08 


.C14 


Gene No. 


34 4 34 








Strand 






Start 


5864 








End 


6682 




Name 


OJ990917 08 


. 9B08. 


C14 .o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


3049 








End 


3351 




GI 


none 








Score 


242 




Exons 


3049. .3351, 


3050. 


. 3331 










Seq. No. 


16344 








Seq. ID 


OJ990917_08.9B08 


.C14 


Gene No. 


34 4 34 








Strand 






Start 


5864 








End 


6682 




Name 


OJ990917 08 


. 9B08. 


C14 ,ol 


ts 


Method 


TBLASTX: Soybean 




Start 


3064 








End 


3459 




GI 


none 








Score 


163 




Exons 


( 3064.. 3423, 


3065. 


.3328, 


3349. 


.3423, 3415.i3459, 3427. .3459 


Seq. No. 


16344 








Seq. ID 


OJ990917_08. 9B08 


.C14 


Gene No. 


34434 








Strand 






Start 


5864 








End 


6682 




Name 


OJ990917 08 


9B08. 


C14.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3400 








End 


3886 




GI 


none 








Score 


201 




Exons 


3400. .3882, 


3409. 


.3771, 


3443. 


.3886 







16871 




Seq. No. 


1 A A 

lo J44 


Seq. ID 


OJ990917 08.9B08.C14 


Gene No. 


34434 


Strand 




Start 


5864 


End 


6682 


Name 


OJ990917 08.9B08.C14.o5.tm 


Method 


TBLASTX: Maize 


Start 


3583 


End . 


3871 


GI 


none 


Score - 


161 


Exons 


3583.. 3870, 3584.. 3772, 3833. 


.3871 




beq. no. 


1 C ~3 A A 

lo J4 4 


Seq. ID 


OJ990917_08 . 9B08 . C14 


Gene No. 


34434 


Strand 




Start 


5864 


End 


6682 


Name 


OJ990917 08.9B08.C14.o8.tw 


Method 


TBLASTX: Wheat 


Start 


4045 


End 


4461 


GI 


none 


Score 


105 


Exons 


4045. .4206, 4046. .4201, 4266. 


.4376, 4267. .4461, 4313. .4426 


beq . wo . 


1 C3 A A 
1 O J4 4 


Seq. ID 


OJ990917 08.9B08.C14 


Gene No. 


34434 


Strand 




Start 


5864 


End 


6682 


Name 


OJ990917 08.9B08.C14.o6.tm 


Method 


TBLASTX: Maize 


Start 


4768 


End 


5100 


GI 


none 


Score 


109 


Exons 


4768.. 5100, 4816. .5100, 4913. 


.5083 




Seq. No. 


T C "D A A 

lo J4 4 


Seq. ID 


OJ990917_0.8.9B08.C14 


Gene No. 


34434 


■Strand 




Start 


5864 


End 


6682 


Name 


OJ990917 08.9B08.C14.o7.tw 


Method 


TBLASTX: Wheat 


Start 


4981 


End 


5340 


GI 


none 


Score 


124 


Exons 


4981. .5310, 4981. .5340 






Seq. No. 


16344 


Seq. ID 


OJ990917_08.9B08.C14 


Gene No. 


34434 


Strand 






5864 


End 


6682 


Name 


OJ990917 0.8.-9B08.C14 .o2.np 


Method 


AAT/NAP 


Start 


5864 


End 


6682 


GI 


5042448 


Score 


1164 


Exons 


5864. .6682 






GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 




retrotransposon [Oryza sativa] 




Seq. No. 


1634 5 


Seq. ID 


OJ990917_08.9B08.C15 


Gene No. 


34435 


Strand 


+ 


Start 


285 


End 


1822 


Name 


OJ990917 08.9B08.C15.ol.np 


Method 


AAT/NAP 


Start 


285 


End 


1822 


GI 


6063554 


Score 


284 


Exons 


285. .506, 976. .1003, 1647. .18 


22 




GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) ,C71850 (E04 64) ,C98 611 (E04 64 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


16345 


Seq. ID 


OJ990917_08.9B08.C15 


Gene No. 


34435 


Strand 


+ 


Start 


285 


End 


1822 



16872 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990917_08 . 9B08 .CIS.ol .gs 

368 

none 

368.. 506, 548.. 631 



Method GENSCAN 
End 631 
Score .76 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917 08.9B08.C15 



16345 
34436 
470 

OJ990917_08 . 9B08 . C15 . ol . gp 
470 

101153_1.R1084 
470. .494, 959. .1198 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



1198 
AAT/GAP 
1198 
428 



16345 Seq. ID 

34437 Strand 

1985 End 
OJ990917_08 . 9B08.C15.o2.gs Method 

1985 End 

none Score 
1985. .2275 



OJ990917_08.9B08.C15 

4851 
GENSCAN 
2275 
.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16345 Seq. ID 

34437 Strand 

1985 End 

OJ990917_08 . 9B08.C15.o3.np Method 

2005 End 

5852180 Score 
2005. .2025, 4490. .4851 

(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ990917_08.9B08.C15 

4851 
AAT/NAP 
4851 
414 



OJ990917 08.9B08.C15 



16345 Seq. ID _ 

34437 Strand 

1985 End 4851 

OJ990917_08 . 9B08 . C15 . o2 . gp Method AAT/GAP 

2190 End 2487 

61605_3.R1084 Score 443 
2190. .2487 

1 1402 920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 16345- Seq. ID 

Gene No. 34437 Strand 

Start 1985 End 

Name OJ990917_08 . 9B08 . C15 . o3 . gs Method 

Start 3429 End 

GI none Score 

Exons 3429.. 3796, 4447.. 47-32 

Seq. No. 16345 Seq. ID 

Gene No. 34437 Strand 

Start 1985 End - 

Name OJ990917_08 . 9B08 . C15 . o2 . np Method 

Start 3432 End 

GI 4680179 Score 

Exons 3432.. 3763, 4706.. 4851 



OJ990917__08.9B08.C15 

4851 
GENSCAN 
4732 
.78 



OJ990917_08.9B08.C15 

4851 
AAT/NAP 
4851 
461 



16873 




GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 


16345 


Seq. ID 


OJ990917_08.9B08.C15 


Gene No. 


34437 


Strand 


- 


Start 


1985 


End 


4851 


Name 


OJ990917 08.9B08.C15.ol.tw 


Method 


TBLASTX: Wheat 


Start - 


3477 


End • 


3764 


GI 


none 


Score 


95 


Exons 


3477.. 3764, 3498. .3725, 3541. 


.3762 




Seq. No. 


16345 


Seq. ID 


OJ990917_08 . 9B08 . C15 


Gene No. 


34437 " 


Strand 


- 


Start 


1985 


End 


4851 


Name 


OJ990917 08.9B08.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


3528 


End 


3761 


GI 


none 


Score 


124 


Exons 


3528.. 3761, 3577. .3744 






Seq. No. 


16346 


Seq. ID 


OJ990917_08 . 9B08 . C16 


Pono NT n 


34438 


Strand 


+ 


Start 


701 


End 


1083 


Name 


OJ990917 08.9B08.C16.o2.gp 


Method 


AAT/GAP 


Start 


701 


End 


1083 


GI 


uC-osflcyp033a04bl 


Score 


688 


Exons 


701. .1083 






GI Descrip. 


■ 601684 5/dbj I AP000570 . 1 | AP000570 3.0e- 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




JCU i IN \J . 


16346 


Seq. ID 


OJ990917_08.9B08.C16 


Gene No. 


34439 


Strand 


+ 


Start 


1789 


End 


3879 


Name 


OJ990917 08. 9B08.C16.o2.np 


Method 


AAT/NAP 


Start 


1789 


End 


3876 


GI 


4680179 


Score 


2958 


Exons 


1789. .3876 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


.Seq. No. 


16346 


Seq. ID 


OJ990917_08 . 9B08 .C16 


Gene No. 


34439 


Strand 


+ 


Start 


1789 


End 


3879 


Name 


OJ990917 08.9B08.C16.ol.gs 


Method 


GENSCAN 


Start 


1795 


End 


3879 


GI 


none 


Score 


.85 


Exons 


1795. .3879 






Seq. No. 


16346 


Seq. ID 


OJ990917_08.9B08.C16 


otrlie LNO . 


34440 


Strand 


+ 


Start 


6038 


End 


8018 


Name 


OJ990917 08.9B08.C16.o4.gp 


Method 


AAT/GAP 


Start 


5940 


End 


6322 


GI 


uC-osflcyp033a04bl 


Score 


708 


Exons 


5940.. 6322 






GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 


Seq. No. 


16346 


Seq. ID 


OJ990917 08.9B08.C16 


Gene No. 


34440 


Strand 


+ 



16874 




Start 


6038 


End 


8018 




Name 


OJ990917 08.9B08.C16.o3.gs 


Method 


GENSCAN 




Start 


6038 


End 


8018 




GI 


none 


Score 


.89 




Exons 


6038.. 6109, 7209.. 8018 








Seq. No. 


16346 


Seq. ID... 


OJ990917_08. 9B08 


.C16 


Gene No. 


34441- 


Strand 


+ 




otart 


8273 


End 


12538 




Name 


OJ990917 08.9B08.C16.o3.np 


Method 


AAT/NAP 




Start 


8267- 


End 


12538 




GI 


4680179 


Score 


4866 




Exons 


8267.. 9349, 9383.. 11488, 11514.. 12538 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


16346 


Seq. ID 


OJ990917_08.9B08 


.C16 


Gene No . 


34441 


Strand 


+ 




Start 


8273 


End 


12538 




Name 


OJ990917 08.9B08.C16.o4 .gs 


Method 


GENSCAN 




Start 


8273 


End 


12518 




GI 


none 


Score 


.52 




Exons 


8273. .10864, 10895 .. 114 55, 11469. .12518 




Seq. No. 


16346 


Seq. ID 


OJ990917_08. 9B08 


.C16 


Gene No. 


34442 


Strand 


— 




Start 


634 


End 


12482 




Name 


OJ990917 08.9B08.C16.ol.np 


.Method 


AAT/NAP 




Start 


634 


End 


5687 




GI 


4680186 


Score 


379 




Exons 


634. .834, 1674. .1725, 5647. .5687 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 




Seq. No. 


16346 


Seq. ID 


OJ990917_08. 9B08 


C16 


Gene No. 


34442 


Strand 






Start 


634 


End 


12482 




Name 


OJ990917 08.9B08.C16.ol.ts 


Method 


TBLASTX: Soybean 




Start 


,1786 


End 


10765 




GI 


none 


Score 


84 




Exons 


1786. .1857, 10370. .10402, 10372. .10401, 


10406. .10765, 






10408. .1044 6, 10474. .107 64 








Seq. No. 


16346 


Seq. ID 


OJ990917_08. 9B08. 


C16 


Gene No. 


34442 


Strand - 






Start 


634 


End 


12482 




Name 


OJ990917 08.9B08.C16.o3.tm 


Method 


TBLASTX: Maize 




Start 


1786 


End 


10816 




GI 


none 


Score 


84 




Exons 


1786. .1908, 10316. .10495, 10324 .. 10470, 


10502. .10816, 






10567. .10695, 10723.. 10773 








Seq. No. 


16346 


Seq. ID 


OJ990917_08.9B08. 


C16 


Gene No. 


34442 


Strand 






Start 


634 


End 


12482 




Name 


OJ990917 08. 9B08.C16.o5.tw 


Method 


TBLASTX: Wheat 




Start 


1786 


End 


10780 




GI 


none 


Score 


108 




Exons 


1786. .1872, 1788. .1856, 10478. 


.10780, 10480. . 10764 





16875 



Seq. No. 16346 Seq. ID OJ990917_08 . 9B08 . CI 6 

Gene No. 34442 Strand 

Start 634 End 12482 

Name OJ990917_08 . 9B08 .C16. o3 . tw Method TBLASTX : Wheat 

Start 1873 End * 11203' 

GI none Score 595 

-Exons 1873.. 2295, 1905.. 2294, 10781 . .11203, 10813.. 11202 

Seq. No. 16346 Seq. ID OJ990917_08.9B08.C16 

Gene No. 34 4 42 Strand 

Start 634 End 12482 

Name OJ990917_08 . 9B08 .C16 . o3 . ts Method TBLASTX : Soybean 

Start 1879 End 11032 

GI none Score 206 

Exons 1879.. 2124, 1881. .2123, 10787 .. 11032, 10804.. 11031 

Seq. No. 16346 Seq. ID OJ990917_08 . 9B08 . CI 6 

Gene No. 34442 Strand 

Start 634 End 12482 

Name 0 J9 90 91 7_08 . 9B08 . CI 6 . o2 . tm Method TBLASTX : Mai ze 

Start 1944 End 11215 

GI . none Score 482 

Exons 1944.. 2294, 1945.. 2298, 1945.. 2307, 10852 .. 11202, 10853 .. 11206, 
10853. . 11215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16346 Seq. ID OJ990917_08.9B08.C16 

34442 Strand 

634 End 12482 

0 J990917_08 . 9B08 . CI 6 . o2 . tw Method TBLASTX : Wheat 

2298 End 11798 

none Score 650 

2298. .2864, 2329. .2865, 11206 114 60, 11237 .. 114 88 , 

11309. .11473, 11513. .11797, 11514. .11798 

16346 Seq. ID OJ990917_08.9B08.C16 

34442 Strand 

634 End 12482 

OJ990917_08 . 9B08 . C16 . ol . tc Method TBLASTX : Cress 

2572 End 11822 

none Score 90 

2572. .2745, 2746. .2889, 2748. .2888, 11514 .. 11678 , 11679 11822, 
11681. .11821 



Seq. No. 16346 Seq. ID OJ990917 08.9B08.C16 

Gene No. 34442 Strand 

Start 634 End 12482 

Name OJ990917_08 . 9B08 . C16 . o2 . ts Method TBLASTX : Soybean 

Start ■ 2653 End 11847 

GI none Score 296 

Exons 2653. .2913, 2658. .2912, 2732. .2914, 1158 6 .. 1184 6, 11591 .. 11845, 
11665. . 11847 



Seq. No. 16346 Seq. ID OJ990917 08.9B08.C16 

Gene No. 34442 Strand 

Start 634 End 12482 

Name OJ990917_08 . 9B08 . C16 . o4 . tm Method TBLASTX: Maize 



16876 






9711 








End 


11936 




o x 


none 








Score 


118 






9711 9R QQ 


9719 


9 QQQ 


97 1 1 


..3003, 11645. .11932, 11646 














Seq. ID 


OJ990917_08.9B08 


.C16 


Gene No. 


34442 








Strand 






Start 


634 








End ' 


12482 


■ 


1NO.HIG 


OJ990917 08. 


9B08 


. LI o . Ul 


. u w 


Method 


TBLASTX: Wheat 




Cf 3 y-t- 

O LaX U 


2872 








End 


12431 




r; t 
\j x 


none 








Score 


684 






2872. .3498, 


2928 


^ "3 ft £ 




..3495, 11805. .12431, 11861 


. . 1Z 313, 




12177. .12428 










O C ^ • LN ^ . 


16346 








Seq. ID 


OJ990917_08.9B08 


.C16 


f~2 on o M r^i 

uCilC INkJ. 


34442 








Strand 






Start 


634 








End 


12482 




Name 


OJ990917 08. 


9B08 


.C16.ol 


. tm 


* Method 


TBLASTX: Maize 




Start 


3052 








End - 


12476 




X 


none 








Score 


224 




17 von c 




3057 


. .3215, 


3060 


..3206, 3210. .3278, 3210. .3635, 




3211. .3651, 


11985. . 12146, 11988. .12137 


, 11993. .12139, 






12143. .12445 


, 12144. .12476, 


12306. .12476 




Seq. No. 


16346 








Seq. ID 


OJ990917_08. 9B08 


C16 


Gene No. 


34442 








Strand 






Qf art 


• 634 








End 


12482 . 




Name 


OJ990917 08. 


9B08 


CI6.06 


.tw 


Method 


TBLASTX: Wheat 




jLdiL 


oh. yo 








End 


12482 




r;T 
o x 


none 








Score 


316 




IT V O T~l Q 


3498. .3731, 


3499 


.3831, 


3502 


. .3810, 12432. .12482 




Seq. No. 


16346 








Seq. ID 


OJ990917_08.9B08. 


C16 


Gene No. 


34442 








Strand 






O Lai U 


634 








End 


12482 




Name 


OJ990917 08. 


9B08. 


C16.o2 


.gs 


Method 


GENSCAN 




q+- a r-4- 










End 


4956 




J. 


none 








Score 


.97 




von q 


4324 . .4956 














Seq. No. 


16346 








Seq. ID 


OJ990917_08.9B08. 


C16 


Gene No. 


■ 34442 








Strand 






Start 


634 








End 


12482 




Name 


OJ990917 08. 


9B08. 


C16.o9 


. tw 


Method 


TBLASTX: Wheat 




O Lai L 


8480 








End 


8706 




rzj 


none 








Score 


208 




J_J /V <w< 1 1 o 


8480. .8500, 


8507. 


.8704, 


8509 


..8706 






Seq. No. 


16346 








Seq. ID 


OJ990917_08. 9B08. 


C16 


Gene No. 


34442 








Strand 






O L ai L 


634 








End 


12482 




Name 


OJ990917 08. 


9B08. 


C16.o7 


tw 


Method 


TBLASTX: Wheat 




Start 


8740 








End 


9091 




GI 


none 








Score 


286 




Exons 


8740. .8934, 


8741. 


.9091 










Seq. No. 


16346 








Seq. ID 


OJ990917_08 . 9B08. 


C16 


Gene No. 


34442 








Strand 







16877 




Start 


634 




End 


12482 


Name 


OJ990917 08.9B08.C16.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


8741 




End 


9046 


GI 


none 




Score 


228 


Exons - 


8741. .9046, 8755. .8919 

- 








Seq. No. . 


16346 




Seq. ID 


OJ990917_08.9B08 


Gene No . 


" "5 A A A O 




Strand 




Start 


634 




End 


12482 


Name 


OJ990917 08. 9B08.C16.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


9404 




End 


9727 


GI 


none 




Score 


186 


Exons 


9404. .9727 








Seq. No. 


16346 




Seq. ID 


OJ990917_08.9B08 


bene ino . 


^ A A A O 
J H fi H Z 




Strand 




Start 


634 




End 


12482 


Name 


OJ990917 08.9B08.C16.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


9410 




End 


9832 


GI 


none 




Score 


164 


Exons 


9410. .9619, 9466. .9618, 


9664. 


.9777, 9665.. 9832 


Seq. No. 


16346 




Seq. ID 


OJ990917 08.9B08 


Gene No . 


T A A A O 




Strand 




Start 


634 




End 


12482 


Name 


OJ990917 08.9B08.C16.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


9943 




End 


10429 


GI 


none 




Score 


52 


Exons 


9943. .10386, 9947. .9997, 


10052. . 10429 




Seq. No. 


16346 




Seq. ID 


OJ990917_08.9B08 


uene no . 


"5 A A A O 
Oh 4 h Z 




Strand 




Start 


634 




End 


12482 


Name 


OJ990917 08. 9B08.C16.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


9958 




End 


10248 


GI 


none 




Score 


275 


Exons 


9958. .10248, 9959. .10246 








Seq. No. 


16346 




Seq. ID 


OJ990917_08. 9B08 


ucilc JNO ■ 


"XA A AO 
H H Z 




Strand 




Start 


634 




End 


12482 


Name 


OJ990917 08. 9B08.C16.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


10076 




End 


10393 


GI 


none 




Score 


182 


Exons 


10076. .10393 








Seq. No. 


16347 




Seq. ID 


OJ990917_08. 9B08 


Gene No. 


34443 




Strand 


+ 


jldi L 


73 




End 


2307 


Name 


OJ990917 08. 9B08.C17.ol. 


np 


Method 


AAT/NAP 


Start 


73 




End 


2307 


GI 


4680179 




Score 


2075 


Exons 


73. .1170, 1204. .2307 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


16347 




Seq. ID 


OJ990917_08 . 9B08 


Gene No. 


34443 




Strand 


+ 



16878 



Start 


73 




End 


2307 




Name 


OJ990917 08.9B08.C17.ol 


.gs 


Method 


GENSCAN 




Start 


89 




End 


2244 




GI 


none 




Score 


.41 




Exons 


89. .2244 










Seq. flo. 


16347 




Seq. ID 


"O'J990917_08. 9B08. 


■ C17 


vJCilC IN \ J • 


^4 4 4 ^ 
j *i *i ^ j 




o l. r ana 


T 




Start 


73 




End 


2307 




Name 


OJ990917 08.9B08.C17.o4 


. tw 


Method 


TBLASTX : Wheat 




Start 


301 




End 


527 




GI 


none 




Score 


211 




Exons 


301.. 321, 328.. 525, 330 


. .527 








Seq. No. 


16347 




Seq. ID 


OJ990917_08. 9B08. 


C17 




^444^ 




Qf ranH 

otianu 


A. 
T 




Start 


73 




End 


2307 




Name 


OJ990917 08. 9B08.C17.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


561 




End 


912 




GI 


none 




Score 


292 




Exons 


561. .755, 562. .912 










Seq. No. 


16347 




Seq. ID 


OJ990917_08.9B08. 


C17 


Cono Mo 


^444^ 




otrana 


T 




Start 


73 




End 


2307 




Name 


OJ990917 08. 9B08.C17.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


562 




End 


867 




GI 


none 




Score 


222 




Exons 


562. .867, 576. .692 










Seq. No. 


16347 




Seq. ID 


OJ990917_08. 9B08. 


C17 


f^ono Mo 


^444^ 




otrana 


_i_ 

T 




Start 


73 




End 


2307 




Name 


OJ990917 08.9B08.C17.o3, 


.tm 


Method 


TBLASTX: Maize 




Start 


1195 




End 


1548 




GI 


none 




Score 


185 




Exons 


1195. .1548 










Seq. No. 


16347 




Seq. ID 


OJ990917_08.9B08. 


C17 


fipnp Mo 


^4441 " 




o Liana 


+ 




Start 


73 




End 


2307 




Name 


OJ990917 08.9B08.C17.o3. 


. tw 


Method 


TBLASTX: Wheat 




Start 


1231 




End 


1668 




GI 


none 




Score 


160 




Exons 


1231. .1440, 1287. .1439, 


1485. 


.1598, 14 


86. .1599, 1627. .1668 


Seq. No. 


16347 




Seq. ID 


OJ990917_08. 9B08. 


C17 


f^ariA Mo 


^444^ 




o l r ana 


+ 




Start 


73 




End 


2307 




Name 


OJ990917 08.9B08.C17.ol. 


, tw 


Method 


TBLASTX: Wheat 




Start 


1768 




End 


2250 




GI 


none 




Score 


63 




Exons 


1768. .1818, 1872. .2207, 


1873. 


.2250 






Seq. No. 


16347 




Seq. ID 


OJ990917_08. 9B08. 


C17 


Gene No. 


34443 




Strand 


+ 




Start 


73 




End 


2307 





16879 




Name 


OJ990917 08.9B08.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


1873 


End 


2304 




GI 


none 


Score 


366 




Exons 


1873.. 2304, 2103.. 2297 








Seq. No. 


16348 


Seq. ID 


OJ990917_08.9B08 


.C18 


Gene No . 


O A A A A 


Strand 


+ 




Start 


688 


End 


1212 




Name 


OJ990917 08. 9B08.C18.ol.gs 


Method 


GENSCAN 




Start 


688 


End 


1212 




GI 


none 


Score 


.76 




Exons 


688. .857, 933. .1212 








Seq. No. 


16349 


Seq. ID 


OJ990917_08.9B08 


.C19 


Gene No . 


34445 


Strand 


+ 




Start 


336 


End 


2255 




Name 


OJ990917 08.9B08.C19.ol.gs 


Method 


GENSCAN 




Start 


336 


End 


2255 




GI 


none 


Score 


.46 




Exons 


336. .512, 561. .839, 1254. .1790, 1910.. 


1959, 2075.. 2255 




Seq. No. 


i ooh y 


Seq. ID 


OJ990917_08.9B08 


.C19 


Gene No . 


"3 A A A d 
OH H H D 


Strand 






Start- 


O O R O 

ZZDZ 


End 


2551 




Name 


ujyyuyi / uo.ytJUo.Liy.oi.tw 


Method 


TBLASTX: Wheat 




Start 


ZZoZ 


End 


2551 




GI 


none 


Score 


179 




Exons 


2252.. 2551 








Seq. No. 


1 /rocri 
Idj jU 


Seq. ID 


OJ990917_08.9B08 


.C20 


Gene No. 


O A A A~7 
OH H H 1 


Strand 






Start 


335 


End 


434 




Name 


OJ990917 08.9B08.C20.ol.-gs 


Method 


GENSCAN 




Start 


335 


End 


434 




GI 


none 


Score 


.73 




Exons 


335. .434 








Seq. No. 


16351 


Seq. ID 


OJ990917_08.9B08 


.C22 


Gene No. 


34448 


Strand- 


+ 




Of- a v~+- 


1 


End 


1428 




Name 


OJ990917 08. 9B08.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1425 




GI . . 


4680179 


Score 


2028 




Exons 


1. .1425 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


16351 


Seq. ID 


OJ990917_08.9B08 


>C22 


Gene No. 


34448 


Strand 


+ 




Start 


1 


End 


1428 




Name 


OJ990917 08.9B08.C22.o2.tw.. 


Method 


TBLASTX: Wheat 




Start 


1 


End 


414 




GI 


none 


Score 


522 




Exons 


1..414, 25. .408, 30. .413 








Seq. No. 


16351 


Seq. ID 


OJ990917_08.9B08. 


C22 


Gene No. 


34448 


Strand 


.+ 




Start 


1 


End 


1428 





16880 




Name 


OJ990917 08.9B08.C22.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


202 




End 


463 




GI 


none 




Score 


287 




Exons 


202. .462, 207. .461, 281 


. .463 








Seq. No. 


16351 




Seq. ID 


OJ990917_08.9B08 


.C22 


bene ino . 


LA A A ft 
j fx ft ft 0 




otrana 


+ 




Start 


1 




End 


1428 




Name 


OJ990917 08.9B08.C22.ol 


.gs 


Method 


GENSCAN 




Start 


226 




End 


1428 




GI 


none 




Score 


.8 




Exons 


226. .1428 










Seq. No. 


16351 




Seq. ID 


OJ990917JD8.9B08 


.C22 




LA A A ft 




Strand 


+ 




Start 


1 




End 


1428 




Name 


OJ990917 08.9B08.C22.o2, 


.tm 


Method 


TBLASTX: Maize 




Start 


260 




End 


552 




GI 


none 




Score 


103 




Exons 


260. .448, 261. .548, 262. 


. .552 








Seq. No. 


16351 




Seq. ID 


OJ990917_08.9B08 


.C22 


uene ino . 


LA A A ft 
.3 ft ft ft 0 




Strand 


+ 




Start 


1 




End 


1428 




Name 


OJ990917 08.9B08.C22.ol. 


.tw 


Method 


TBLASTX: Wheat 




Start 


421 




End 


1047 




GI 


none 




Score 


686 




Exons 


421. .1047, 477. .1046 










Seq. No. 


16351 




Seq. ID 


OJ990917_08.9B08 


.C22 




LA A A ft 
O fi H H O 




Strand 


+ 




Start 


1 




End 


1428 




Name 


OJ990917 08. 9B08.C22.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


601 




End 


1200 




GI 


none 




Score 


231 




Exons 


601. .762, 609. .743, 760. 


.1200 


, 762. .1184, 922. .1185 




Seq. No. 


16351 




Seq. ID 


OJ990917JD8. 9B08 


.C22 


oeiic ino ■ 


LA A A ft 
~J ft H H 0 




Strand 


• + 




Start 


I 




End 


1428 




Name 


OJ990917 08. 9B08.C22.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1047 




End 


1380 




GI 


none 




Score 


325 




Exons 


1047. .1316, 1048. .1380, 


1051. 


.1359 






Seq. No. 


16352 




Seq. ID 


OJ990917_08.9B08 


.C23 


f~l DnQ NT 

bene lno . 


LA A AO 
J ft H fx 7} 




Strand 


+ 




Start 


126 




End 


404 




Name 


QJ990917 08.9B08.C23.ol. 


gs 


Method 


GENSCAN 




Start 


126 




End 


404 




GI 


none 




Score 


.89 




Exons 


126. .404 










Seq. No. 


16353 




Seq. ID 


OJ990917 08.9B08. 


.C24 


Gene No. 


34450 




Strand 


+ 




Start 


118 




End 


194 




Name 


OJ990917 08.9B08.C24.ol. 


gs 


Method 


GENSCAN 





16881 




Start 


118 


End 


194 




GI 


none 


Score 


.97 




Exons 


118. .194 








Seq. No. 


16354 


Seq. ID 


OJ990917_08.9B08 


.C25 


Gene No. 


34451 


Strand 


+ 




Start 


861 


End 


1022 . 




Name 


OJ990917 08. 9B08.C25.ol.gs 


Method 


GENSCAN 




Start 


861 


End 


1022 




GI 


none 


Score 


.64 




Exons 


861. .1022 








Seq. No. 


16355 


Seq. ID 


OJ990917_08 . 9B08 


.C26 


Gene No. 


34452 


Strand 


+ 




Start 


1 


End 


466 




Name 


OJ990917 08.9B08.C26.ol.np 


Method 


AAT/NAP 




Start 


. 1 


End 


466 




GI 


4512242 


Score 


796 




Exons 


1. .466 








GI Descrip. 


(AB014750) polyprotein [Nicotiana tabacum] 




Seq. No. 


16355 


Seq. ID 


OJ990917_08 . 9B08 


.C26 


Gene No. 


34452 


Strand 


+ 




Start 


1 


End 


466 




Name 


OJ990917 08 . 9B08 .C26. ol . tm 


Method 


TBLASTX: Maize 




Start 


6 


End 


431 




GI 


none 


Score 


418 




-Exons 


6. .431, 53. .430, 240. .431 








Seq. No. 


16355 


Seq. ID 


OJ990917_08.9B08 


.C26 


Gene No. 


LA A ^0 
3 4 fi O Z 


Strand 


+ 




Start 


1 


End 


466 




Name 


OJ990917 08.9B08.C26.ol.tw 


Method 


TBLASTX: Wheat 




Start 


89 


End 


466 




GI 


none 


Score 


491 




Exons 


89. .466, 90. .464 








Seq. No. 


16355 


Seq. ID 


OJ990917JD8. 9B08 


.C26 


Gene No. 


34452 


Strand 


+ 




Start 


1 


End 


466 




Name 


OJ990917 08.9B08.C26.ol.ts- 


Method 


TBLASTX: Soybean 




Start 


126 


End 


371 




GI 


none 


Score 


192 




Exons 


126. .371, 143. .370 








Seq. No. 


16356 


Seq. ID 


OJ990917_08.9B08 


.C27 


Gene No. 


34453 


Strand 






Start 


1 


End 


761 




Na/ne 


OJ990917 08.9B08.C27.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


761 




GI 


5295971 


Score 


548 




Exons 


1. .761 








GI Descrip. 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Tobacco DNA for retroviral-like 




transposon Tnt 1-94 . (X13777 ) 


[Oryza sativa] 




Seq. No. 


16356 


Seq. ID 


OJ990917J)8.9B08 


.C27 



16882 




Gene No . 


34453 


Strand 




Start 


1 


End 


761 


Name 


OJ990917 08.9B08.C27.ol.gs 


Method 


GENSCAN 


Start 


196 


End 


744 


GI 


none 


Score 


.57 


Exons 


196. .540, 577. .744 






Seq. No. 


16356 


Seq. ID 


OJ990917_08 . 9B08 . C27 


Gene No. 


34453 


Strand 




Start 


1 


End 


761 


Name 


OJ990917 08.9B08.C27.ol.ts 


Method 


TBLASTX: Soybean 


Start 


208 


End 


621 


GI 


none 


Score 


64 


Exons 


208. .615, 211. .621 






Seq. No. 


16356 


Seq. ID 


OJ990917_08.9B08.C27 


Gene No. 


34 453 


Strand 




Start 


1 


End 


761 


Name 


OJ990917 08.9B08.C27.ol.tc 


Method 


TBLASTX: Cress 


Start 


211 


End 


630 


GI 


none 


Score 


219 


Exons 


211. . 630 






Seq. No. 


16356 


Seq. ID 


OJ990917_08 . 9B08 . C27 


Gene No. 


34 4 53 


Strand 




Start 


1 


End 


761 


Name . 


OJ990917 08.9B08.C27.ol.tm 


Method 


TBLASTX: Maize 


Start 


223 


End 


646 


GI 


none 


Score 


49 


Exons 


223. .294, 224. .283, 307. .645, 


332. .646 




Seq. No. 


16356 


Seq. ID 


OJ990917_08.9B08.C27 


Gene No. 


34 453 


Strand 




Start 


1 


End 


761 


Name 


OJ990917 08.9B08.C27.ol.tw 


Method 


TBLASTX: Wheat 


Start 


295 


End 


660 


GI 


none 


Score 


50 


Exons 


295. .384', 296. .385, 391. .660 






Seq. No. 


16357 


Seq. ID 


OJ990827_02 . 9B09.C3 


Gene No. 


34454 


Strand 




Start 


399 


End 


497 


Name 


OJ990827 02.9B09.C3.ol.gp 


Method 


AAT/GAP 


Start 


399 


End 


497 


GI 


21474 1.R1084 


Score 


136 


Exons 


399. .497 






GI Descrip. 


'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 




thaliana] 1 






Seq. No. 


16357 


Seq. ID 


OJ990827_02. 9B09.C3 


Gene No. 


34455 


Strand 




Start 


541 


End 


675 


Name 


OJ990827 02.9B09.C3.o2.gp 


Method . 


AAT/GAP 


Start 


541 


End 


675 


GI 


LIB34 77-003-P1-K1-E9 


Score 


126 


Exons 


541. .603, 633. .675 






GI Descrip. 


, 2498586/sp|Q40638 | MPOl ORYSA 


2.0e-24 MAJOR POLLEN ALLERGEN 01 



16883 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


16358 


Seq. ID 


OJ990827_02. 9B09.C4 


Gene No. 


34456 


Strand 




Start 


856 


End 


983 


Name 


OJ990827 02.9B09.C4.ol.gs 


Method 


GENSCAN 


Start 


856 


End 


983 


GI 


none 


Score 


1 


Exons 


856. . 983 






Seq. No. 


16359 


Seq. ID 


OJ990827_02.9B09.C7 


Gene No. 


34457 


Strand 


+ 


Start 


160 


End 


2940 


Name 


OJ990827 02.9B09.C7.ol.gs 


Method 


GENSCAN 


Start 


160 


End 


1601 


GI 


none 


Score 


.7 


Exons 


160. . 1342, 1453. . 1601 






Seq. No. 


16359 


Seq. ID 


OJ990827_02.9B09.C7 


Gene No . 


34457 


Strand 


+ 


Start 


160 


End 


2940 


Name 


OJ990827 02. 9B09 . C7 . o2 . tw 


Method 


TBLASTX: Wheat 


Start 


487 


End 


886 


GI ' 


none 


Score 


128 . . - 


Exons 


487. .627, 490. .624, 601. .885, 


675. .866, 704. .886 


Seq. No. 


16359 


Seq. ID 


OJ990827_02.9B09.C7 


Gene No. 


34457 


Strand 


+ 


Start 


160 


End 


2940 


Name 


OJ990827 02.9B09.C7.ol.np 


Method 


AAT/NAP 


Start 


595 


End 


2940 


GI 


6630696 


Score 


4019 


Exons 


595. .2940 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) 


, AU076106 (E20423) correspond to a 




region of the predicted gene.; 


Similar 


to retrovirus-related pol 




polyprotein from transposon Tnt 1-94. 


(P10978) [Oryza sativa] 


Seq. No. 


16359 


Seq. ID 


OJ990827_02.9B09.C7 


Gene No. 


34457 


Strand 


+ 


Start 


160 


End 


2940 


Name 


OJ990827 02.9B09.C7.ol.gp 


Method 


AAT/GAP 


Start 


637 


End 


1527 


GI 


101595 1.R1084 


Score 


1459 


Exons 


637. .1337, 1453. .1527 






GI Descrip. 


'3047066 3.0e-15 (AF058825) contains similarity to 




retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 


Seq. No. 


16359 


Seq.* ID 


OJ990827_02.9B09.C7 


Gene No. 


34457 


Strand 


+ 


Start 


160 


End 


2940 


Name 


OJ990827 02.9B09.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


637 


End 


945 


GI 


none 


Score 


318 


Exons 


637. .945, 684. .866, 737. .880, 


766. . 942 




Seq. No. 


16359 


Seq. ID 


OJ990827_02.9B09.C7 



16884 




Gene No. 


34457 








Strand 


+ 




Start 


160 








End 


2940 




Name 


OJ990827 02. 


9B09 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1468 








End 


1742 




GI 


none 








Score 


391 




Exons 


1468. .1740, 


1469 


.'.1741, 


1470. 


.1742, 1470. .1742 




Seq. No. 


16359 








Seq. ID 


OJ990827 02.9B09 


.C7 


Gene No. 


34457 








Strand 


+ 




Start 


160 








End 


2940 




Name 


OJ990827 02. 


9B09 


.C7 .o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1926 








End 


2390 




GI 


none 








Score 


301 




Exons 


1926. .2390, 


2165, 


. .2383 










Seq. No. 


16359 








Seq. ID 


OJ990827 02.9B09 


.C7 


Gene No. 


34457 








Strand 


+ 




Start 


160 








End 


2940 




Name 


OJ990827 02. 


9B09, 


.C7 .o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2033 








End 


2233 




GI 


none 








Score 


257 




Exons 


2033. .2233, 


2034. 


. .2231, 


2041. 


.2232 






Seq. No. 


16359 








Seq. ID 


OJ990827_02 . 9B09 


.C7 


Gene No. 


34457 








Strand . 


+ 




Start 


160 








End 


2940 




Name 


OJ990827 02. 


9B09, 


X7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2178 








End 


2576 




GI 


none 








Score 


190 




Exons 


2178. .2399, 


2249. 


. .2395, 


2403. 


.2576 






Seq. No. 


16359 








Seq. ID 


OJ990827_02. 9B09 


• C7 


Gene No. 


34457 








Strand 


+ 




Start 


160 








End 


2940 




Name 


OJ990827 02. 


9B09, 


,C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2234 








End 


2939 




GI 


none 








Score 


265 




Exons 


2234. .2641, 


2234. 


. .2698, 


2241. 


.2939, 2792. .2938 




Seq. No. 


16359 








Seq. ID 


OJ990827_02. 9B09 


.C7 


Gene No. 


34457 








Strand 


+ 




Start 


160 








End 


2940 . 




Name 


OJ990827 02. 


9B09. 


,C7.o2. 


gs 


Method 


GENSCAN 




Start 


2465 








End 


2918 




GI 


none 








Score 


.93 




Exons 


2465. .2483, 


2734 . 


.2918 










Seq. No. 


16360 








Seq. ID 


OJ990827JD2. 9B09 


. C8 


Gene No. 


34458 








Strand 


+ 




Start 


1 








End ** 


1169 




Name 


OJ990827 ' 02. 


9B09. 


C8.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1169 




GI 


6630696 








Score 


1929 




Exons 


1. .1169 















GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 ( E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



16885 



Seq. No. 


16360 




Seq. ID 


OJ990827 


Gene No. 


34459 




Strand 


+ 


Start 


1934 




End 


2222 


Name 


OJ990827 02 


. 9B09.C8.ol.gp 


Method 


AAT/GAP 


Start 


1934 




End 


2222 


GI 


426253 




Score 


522 


Exons 


1934. .2222 








Seq. No. 


16360 




Seq. ID 


OJ990827 


Gene No. 


34460 




Strand 


+ 


Start 


5552 




End 


7147 


Name 


OJ990827 02 


.9B09.C8.o2.np 


Method 


AAT/NAP 


Start 


5552 




End 


7147 


GI 


3834307 




Score 


569 


Exons 


5552. .6008, 


6338.. 6503, 6666. 


.6873, 6947. .7147 


GI Descrip. 


(AC005679) 


Strong similarity 


to gene T10I14.120 



02.9B09.C8 



putative protein from Arabidopsis thaliana BAC gb|AL021712. 
ESTs gb|N65887 and gb|N65627 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 


16360 




Seq. ID 


OJ990827_02.9B09. 


C8 


Gene No. 


34461 




Strand 






Start 


10778 




End 


11054 




Name 


OJ990827 02.9B09.C8 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


350 




GI 


none 




Score 


129 




Exons 


2. .151, 192. .350, 218. .340 








Seq. No. 


': 16360 




Seq. ID 


OJ990827 02.9B09. 


C8 


Gene No. 


34461 




Strand 






Start 


10778 




End 


11054 




Name 


OJ990827 02.9B09.C8 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


203 




End 


554 




GI 


none 




Score 


142 




Exons 


203. .244, 204. .362, 


362. .550, 


363. .551 


, 372.. 554 




Seq. No. 


16360 




Seq. ID 


OJ990827_02.9B09. 


C8 


Gene No. 


34 4 61 




Strand 






Start 


* 10778 




End 


11054 




Name 


OJ990827 02.9B09.C8 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


330 




End 


701 




GI 


none 




Score 


355 




Exons 


330. .701, 353. .700 










Seq. No. 


16360 




Seq. ID 


OJ990827_02. 9B09. 


C8 


Gene No. 


34461 




Strand 






Start 


10778 




End 


11054 




Name 


OJ990827 02.9B09.C8 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


558 




End 


1033 




GI 


none 




Score 


102 




Exons 


558. .632, 559. .618, 


563. . 658, 


563. .631 


, 647. .1033, 648.. 


1031, 




649. .1032 










Seq. No. 


16360 




Seq. ID 


OJ990827_02. 9B09. 


C8 


Gene No. 


34461 




Strand 






Start 


10778 




End 


11054 





16886 



Name 

Start 

GI 

Exons 



OJ990827_02 . 9B09 . C8 . o3 . ts Method 

564 End 

none Score 

564.. 677, 599.. 667, 696.. 905, 701.. 826 



TBLASTX : Soybean 

905 

96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16360 
34461 
10778 

OJ990827_02 . 9B09 . C8 . o3 . tw 

1310 

none 

1310. .1354, 1310. .1342, 1355. 
1461. .1490, 1464. .1499, 1535. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990827 02.9B09.C8 



11054 

TBLASTX: Wheat 
1664 
36 

1462, 1380.. 1478, 1388. 
1663, 1538.. 1591, 1635. 



1450, 
1664 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16360 
34461 
10778 

OJ990827JD2. 
5540 
none 
5540. 
5619. 
5802. 
5919. 
6402. 
6803. 



,5602, 
,5672, 
,5858, 
,6011, 
,6425, 
6877, 
7126. .7161 



9B09.C8 .o2.tm 



5545.. 5562, 5555, 

5679.. 5768, 5682. 

5860.. 5886, 5881, 

5919.. 6014, 6337. 

6406.. 6423, 6428. 

6947. .7045, 6948. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.5602, 
.5768, 
.5907, 
. 6402, 
. 6472, 
.7046, 



D OJ990827 02.9B09.C8 



11054 

TBLASTX: Maize 

7161 

73 

,5650, 5619. 

,5772, 5802. 

,6009, 5915. 

,6400, 6338. 

6803, 6665. 



5618 
5686 
5911 
6338 
6642 
6952 



,5672, 
,5858, 
6010, 
6403, 
6799, 
.7047, 7074. .7145, 



Seq. No. 16360 
Gene No. 34461 
Start 10778 

Name OJ990827_02 . 9B09 . C8 . ol . ts 

Start 5802 
GI none 

Exons 5802.. 5858, 5804.. 5857, 5915. 

6338. .6400,. 6428. .6472, 6433. 
6666.. 6803, 6668.. 6799, 6802. 
6948. .7046, .6948. .7052 



Seq. ID OJ990827_02.9B09.C8 
Strand 

End 11054 

Method TBLASTX : Soybean 

End 7052 

Score 80 

.6010, 5919. .6011, 6331. .6402, 
.6477, 6618. .6785, 6619. .6747, 
.6876, 6803.. 6877, 6938.. 7045, 



Seq. No. 16360 Seq. ID 

Gene No. 34461 Strand 

Start 10778 End 

Name OJ990827_02 . 9B09 . C8 . o2 . gp Method 

Start 10778 End 

GI none Score 

Exons 10778. .11054 



OJ990827_02.9B09.C8 

11054 
AAT/GAP 
11054 
528 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 



16361 Seq. ID 

34462 Strand 

5127 End 

OJ990827_02 . 9B09 . C9 . o2 . gs Method 

5127 End 

none Score 

5127. .5235, 5334. .5438, 5638. .5651 



OJ990827_02. 9B09.C9 

+ M 

5651 
GENSCAN 
5651 
.98 



16361 
34463 



Seq. ID OJ990827_02.9B09.C9 
Strand + 



16887 



Start 


5865 


End 


5967 


Name 


OJ990827 02 . 9B09 . C9 . o2 . gp 


Method 


AAT/GAP 


Start 


5865 


End 


5967 


GI 


21474 1.R1084 


Score 


139 


Exons 


5865. .5967 






GI Descrip. 


•3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsis 




thaliana] * 

- 






Seq. No. 


16361 


Seq. ID 


OJ9 90827 02 . 9B09. C9 


Gene No . 


O A A a A 

o4 4 o4 


Strand 




Start 


591 


End 


5672 


Name 


OJ990827 02.9B09.C9.ol.gs 


Method 


GEN SCAN 


Start 


591 


End 


4733 


GI 


none 


Score 


.73 


Exons 


591. .613, 1754. .2135, 2375.. 


2530, 2961 


. . 3192, 4687 . . 4733 


Seq. No. 


16361 


Seq. ID 


OJ990827_02.9B09.C9 


Gene No. 


34464 


Strand 




Start 


591 


End 


5672 


Name 


OJ990827 02.9B09.C9.ol.np 


' Method 


AAT/NAP 


Start 


1684 


End 


2231 


GI 


3834306 


Score 


177 


Exons 


1684. .1826, 1893. .2231 






GI Descrip. 


(AC005679) EST gb|R65024 comes from this gene. [Arabidopsis 




thaliana] 






Seq. No: 


16361 


Seq. ID 


OJ990827_02.9B09.C9 


Gene No. 


34464 


Strand 




Start 


591 


End 


5672 


Name 


OJ990827 02.9B09.C9.ol.gp 


Method 


AAT/GAP 


Start 


1753 


End 


2131 


GI 


2428431 


Score 


668 


Exons 


1753. .2131 






GI Descrip. 


3834306 7.0e-ll (AC005679) EST gb R65024 comes from this gene 




[Arabidopsis thaliana] 






Seq. .No. 


16361 


Seq. ID 


OJ990827_02. 9B09.C9 


Gene No. 


34464 


Strand 




o tar t 


591 


End 


5672 


Name 


OJ990827 02. 9B09 . C9 . o2 . np 


Method 


AAT/NAP 


Start 


2434 


End 


5672 


GI 


5852093 


Score 


86 


Exons 


2434. .2465, 4166. .4271, 5601 


. .5672 




GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 




Seq. No. 


16361 


Seq. ID 


OJ990827_02.9B09.C9 


Gene No. 


34465 


Strand 




Start 


6328 


End 


11075 


Name 


OJ990827 02. 9B09.,C9.ol. tc 


Method 


/TBLASTX: Cress 


Start 


1752 


End 


2039 


GI 


none 


Score 


85 


Exons 


1752.. 1826, 1941.. 2039, 1942 


. .2028 




Seq. No. 


16361 


Seq. ID 


OJ990827_02.9B09.C9 


Gene No. 


34465 


Strand 




Start 


6328 


End 


11075 


Name 


OJ990827 02. 9B09.C9.ol. tm 


Method 


TBLASTX: Maize 



16888 



Start 1896 End 2234 

GI none Score 175 

Exons 1896.. 2051, 1900.. 2058, 1911.. 2054, 2106.. 2150, 2211.. 2234 



Seq/ No. 


16361 






Seq. ID 


OJ990827_02.9B09.C9 


Gene No. 


34465 






'Strand 




Start 


6328 






End 


11075 


Name 


OJ990827 02 


.9B09.C9.o3. 


gp 


Method 


AAT/GAP 


Start 


6026 






End 


11075 


GI 


LIB3477-003 


-P1-K1-E9 




Score 


140 


Exons 


6026. .6072, 


11015. .11075 






GI Descrip. 


'24 98586/sp|Q40638|MPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 










Seq. No. 


16361 






Seq. ID 


OJ990827_02.9B09.C9 


Gene No. 


34465 






Strand 




Start 


6328 






End 


11075 


Name 


OJ990827 02 


.9B09.C9.o3. 


gs 


Method 


GEN SCAN 


Start 


6328 






End 


10036 


GI 


none 






Score 


.58 


Exons 


6328 . . 6513, 


6593 . . 6691, 


6794. 


.6866, 6951. .7061, 7158. .7331, 




7441. .8126, 


8128. .8273, 


8399. 


.8540, 8615. .10036 


Seq. No. 


16361 






Seq. ID 


OJ990827_02;9B09.C9 


Gene No. 


34465 






Strand 




Start 


6328 






End 


11075 


Name 


OJ990827 02 


. 9B09.C9.o3. 




Method 


AAT/NAP 


Start 


6349 






-End ' 


10051 


GI 


4680204 






Score 


1042 


Exons 


634 9 . . 6483, 


6842 . . 7061, 


7158. 


;7331, 7441.. 8540, 8615.. 10051 


GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorgh 


urn bicolor] 


Seq. No. 


16361 






Seq. ID 


OJ990827_02. 9B09.C9 


Gene No. 


34465 






Strand 




Start 


6328 






End 


11075 


Name 


OJ990827 02 


. 9B09.C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6992 






End 


7514 


GI 


none 






Score 


70 


Exons 


6*992. .7063, 


7163. .7345, 


7170. 


.7295, 7434.. 7514 


Seq. No. 


16361 






Seq. ID 


OJ990827_02.9B09.C9 


Gene No. 


34465 






Strand 




Start 


6328 






End 


11075 


Name 


OJ990827 02 


.9B09.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9005 






End 


9408 


GI 


none 






Score 


42 


Exons 


9005. .9100, 


9005. .9175, 


9138. 


.9305, 9170. .9406, 9257. .9406, 




9268. .9408, 


9292. .9408 


i 






Seq. No. 


16362 






Seq. ID 


OJ990827_02.9B09.C10 


Gene No. 


34466 






Strand 


+ 


Start 


911 






End 


1354 


Name 


OJ990827 02 


. 9B09.C10.o4 


.gp 


Method 


AAT/GAP * 


Start 


911 






End 


1354 


GI 


LIB3431-028- 


-P1-N1-A10 




Score 


797 



Exons 911.. 981, 1009.. 1354 



16889 



GI Descrip. ■ 4 680203/gb | AAD27566 . 1 1 AF114 111 J? 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 

Seq. No. 16362 Seq. ID OJ990827_02 . 9B09 . CIO 

Gene No. 34 4 67 Strand 

Start 38 End ' 6183 

Name OJ990827_02 .-9B09 . CIO . ol . gp Method* AAT/GAP 

Start 38 End 4127 

GI 342_1.R1084 Score 6754 

Exons 38. .557, 667. .764, 847. .866, 902. .4127 

GI Descrip. . 1 4 574 4 06/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 

Seq. No. 16362 Seq. ID OJ990827_02 . 9B09 . CIO 

Gene No. 34467 Strand 

Start 38 End 6183 

Name OJ990827_02 . 9B09 .CIO . o3 . gp Method AAT/GAP 

Start 38 End 4139 

GI 342_1.R1084 Score 6762 

Exons 38. .557, 667. .764, 847. .866, 902. .4139 

GI Descrip. * 4 574 4 06/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 

Seq. No. 16362 Seq. ID OJ990827_02 . 9B09 . CIO 

Gene. No. "34 4 67 Strand 

Start 38 End 6183 

Name OJ990827_02 . 9B09 .CIO . o2 . gp ' Method AAT/GAP 

Start 38 End 4135 

GI 342JL.R1084 Score 6758 

Exons 38. .557, 667. .764, 847. .866, 902. .4135 

GI Descrip. 1 4 574 4 06/gb I AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16362 Seq. ID OJ990827_02 . 9B09 . CIO 

34467 Strand 

38 End 6183 

OJ990827JD2. 9B09 . CIO . 06 . gp Method AAT/GAP. 

212 End 4300 
342_1.R1084 Score 6646 
212. .557, 667. .764, 847. .866, 902. .4300 

1 4574 4 06/gb | AAD2 4042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 

16362 Seq. ID OJ990827_02 . 9B09 . C10 

34467 Strand 

38 End 6183 

OJ990827_02. 9B09 . C10 . o5 . gp Method AAT/GAP 

213 End 4300 
342JL.R1084 Score 6644 
213. .557, 667. .764, 847. .866, 902. .4300 

1 4 574 4 06/gb | AAD24 042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 16362 Seq. ID OJ990827_02 . 9B09 . C10 

Gene No. 34467 Strand - 

Start 38 End 6183 

Name OJ990827_02 . 9B09 . C10 . ol . np Method AAT/NAP 



16890 






Start 


995 








End 


5628 




GI 


4680203 








Score 


3283 




Exons 


995. . 1971, 


2248. 


.2478, 


2632. . 


4304, 5575.. 5628 




GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum bicolor] 




Seq. No. 


16362 








Seq. ID 


OJ990827_02. 9B09.C10 




Gene No. 


34467 








Strand 






Start 


38 








End 


6183 




Name 


OJ990827 02 


. 9B09 


. CIO . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1049 








End 


2365 




GI 


none 








Score 


124 




Exons 


1049. .1141, 


1130 


. .1177, 


1171. 


.1209, 1214. .1333, 1222. .1335, 






1223. .1336, 


1345 


. .1401, 


1352. 


.1405, 1408. .1452, 1413. .1433, 






1447. .2364, 


1463 


. . 2365, 


1640 . 


.2365 






Seq. No. 


16362 








Seq. ID 


OJ990827_02.9B09.C10 




Gene No. 


34467 








Strand 






Start 


38 








End 


6183 




Name 


OJ990827 02 


.9B09 


.ClO.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1630 








End 


2081 




GI 


none 








Score 


189 




Exons 


1630. .2067, 


1630 


. .2073, 


1634 . 


.2077, 1640. .2077, 1926. .2081 


3 


Seq. No. 


16362 








Seq. ID 


OJ990827_02.9B09.C10 




Gene No. 


34467 








Strand 




■ = 


Start 


38 








End 


6183 . 




Name 


OJ990827 02 


.9B09 


.C10 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2008 








End 


2322 




GI 


none 








Score 


67 




Exons 


2008. .2238, 


2008 


. .2322, 


2036. 


.2311 






Seq. No. 


16362 








Seq. ID 


OJ990827_02.9B09.C10 




Gene No. 


34467 








Strand 






Start 


38 








End 


6183 




Name 


OJ990827 02 


. 9B09 


. C10 ( . o3 


. tw 


Method 


TBLASTX: Wheat 


A 


Start 


2366 








End 


2776 




GI 


none 








Score 


81 


Z 


Exons 


2366. .2452, 


2368 


. .2457, 


2368. 


.2451, 2485. .2703, 2525. .2707, 


?s 




2713. .2775, 


2726 


. . 277 6 








-J 


Seq. No. 


16362 








Seq. ID 


OJ990827_02.9B09.C10 




Gene No. 


34467 








Strand 






Start 


38 








End 


6183 




Name 


OJ990827 02 


.9B09 


. C10.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2809 








End 


3051 




GI 


none 








Score 


207 




Exons 


2809. .3051 














Seq. No. 


16362, 








Seq. ID . 


OJ990827_02.9B09.C10 




Gene No. 


34467 








Strand 






Start 


38 








End 


6183 




Name 


OJ990827 02 


.9B09 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2881 








End 


3326 




GI 


none 








Score 


102 




Exons 


2881. .3072, 


3085 


. .3210, 


3204 . 


.3326 






Seq. No. 


16362 








Seq. ID 


OJ990827_02. 9B09.C10 



16891 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34467 
38 

OJ990827_02.9B09.C10.o2.tw 

2915 

none 

2915. .3121, .2920. .3123, 2920. 
3131., 32.14, 3225.. 3329, 3229. 

16362 
34467 
38 

OJ990827J)2. 9B09 . CIO . o2 . tc 

3204 

none 

3204.. 3512, 3232.. 3327, 3367. 



Strand 

End 6183 

Method TBLASTX : Wheat 

End 3383 

Score 124 
.3144, 3124. .3210, 3125. .3211, 
.3318, 3330.. 3383, 3331.. 3375 

Seq. ID OJ990827_02.9B09.C10 
Strand 

End 6183 

Method TBLASTX : Cress 

End 3519 

Score 71 
.3519 



Seq. No. 


16362 








Seq. ID 


OJ990827_02.9B09.C10 


Gene No. 


34467 








Strand 




Start 


38 








End 


6183 


Name 


OJ990827 02. 


.9B09. 


ClO.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3252 








End 


3681 


GI 


none 








Score 


116 


Exons 


3252. .3548, 


3273. 


.3494, 


3543. 


.3605, 3598.. 3681, 3606.. 3680 


Seq. No.. 


16362 








Seq. ID 


OJ990827_02.9B09.C10 


Gene No. 


34467 








Strand „ 




Start 


38 








End 


6183 


Name 


OJ990827 02, 


■9B09. 


C10.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


3597 








End 


3953 


GI 


none 








Score 


172 


Exons 


3597. .3854, 


3602. 


.3853, 


3612. 


.3863, 3613. .3855, 3846. .3953 



OJ990827 02.9B09.C10 



Seq. No. 16362 Seq. ID 

Gene No. 344 67 Strand 

Start 38 End 6183 

Name OJ990827_02 . 9B09 . C10 . o7 , gp Method AAT/GAP 

Start 4165 End 4755 

GI 2310235 Score 299 

Exons *J 4165.. 4304, 4718.. 4755 

GI Descrip. 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 16362 Seq. ID OJ990827_02 . 9B09 . C10 

Gene No. 34467 Strand 

Start 38 End 6183 

Name OJ990827_02 . 9B09 . C10 . o2 . np Method AAT/NAP 

Start 5484 End 6183 

GI 6016874 Score 140 

Exons 5484 . '.'5687, 6136.*. 6183 

GI Descrip. (AP000570) ESTs C1914 3 (E10020 ) , D2507 6 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 16363 Seq. ID 

Gene No. 34468 Strand 

Start 1 End 

Name OJ990827_02 . 9B09 . Cll . ol . np Method 



OJ990827_02.9B09.C11 
+ 

2342 
AAT/NAP 



16892 



Start 1 End 2342 

GI 6539555 Score 69 

Exons 1..63, 643.. 790, 2265.. 2342 

GI Descrip. (AP000836) Similar to mariner transposase (AF078934) [Oryza 

- sativa] gi | 6539592 | dbj I BAA88208 . 1 | (AP000837) Similar to mariner 
transposase (AF078934) [Oryza sativa] 



Seq. No. 16363 Seq. ID 

Gene No. 34468 Strand 

Start 1 End 

Name OJ990827_02 . 9B09 . Cll . ol . gp Method 

Start 94 6 End 

GI none Score 

Exons 946.. 1373 



OJ990827_02.9B09.C11 
+ 

2342 
AAT/GAP 
1373 
792 



Seq. No. 


16363 






Seq. ID 


OJ990827_02. 9B09 


Gene No. 


34469 






Strand 




Start 


1270 






End 


2918 


Name 


OJ990827 02 


.9B09.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


1270 






End 


2918 


GI 


none 






Score 


.7 


Exons 


1270. .1920, 


1973. .2110, 


2130. 


.2918 




Seq. No. 


16363 






Seq. ID 


OJ990827_02.9B09 


Gene' No. 


34469 






Strand 




Start 


1270 






End 


2918 


Name 


OJ990827 02 


.9B09.Cll.o2 


.gp 


Method 


AAT/GAP 


Start 


2212 






End 


2702 


GI 


uC-osroM202029a07al 




Score 


950 


Exons 


2212. .2702 










GI Descrip. 


, 1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 




4-coumarate- 


-CoA ligase 


gene, 


intron 1, 


partial sequence 



Seq. No. 16364 Seq. ID 

Gene No. 34470 Strand 

Start 1 End 677 

Name OJ990827_02 . 9B09 . C12 . ol . np Method AAT/NAP 

Start 1 End 677 

GI 3834306 Score 99 

Exons 1..101, 164. .434, 637. .677 

GI Descrip. (AC005679) EST gb|R65024 comes from this gene, 
thaliana] 



OJ990827 02.9B09.C12 



[Arabidopsis 



Seq. No. 16364 Seq. ID 

Gene No. 34470 Strand 

Start 1 End 

Name OJ990827J32 . 9B09 . C12 . ol . tm Method 

Start 146 End 

GI none Score 

Exons 146.. 358, 147.. 341 



OJ990827_02 . 9B09 . C12 
677 

TBLASTX: Maize 

358 

213 



Seq. No. 16365 Seq. ID 

Gene No. 34471 Strand 

Start 3056 End 

Name OJ990827_02 . 9B09 . C13 . ol . gp Method 

Start 3056 End 

GI 98342 1.R1084 Score 



OJ990827_02.9B09.C13 
+ 

6398 
AAT/GAP 
3533 
926 



16893 



Exons 3056.. 3533 

GI Descrip. 1 4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. No. 


16365 






Seq. ID 


OJ990827_02.9B09 


.C13 


Gene No. 


34471 






Strand 


+ 




Start 


3056 






End 


6398 




Name 


OJ990827 02 


.9B09.C13.ol 


.np 


Method . 


AAT/NAP 




Start 


3066 






End 


5538 




GI 


4680501 






Score 


407 




Exons 


3066. . 3162, 


4421 . . 4655, 


4733. . 


.5538 






GI Descrip. 


(AF119222) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


16365 






Seq. ID 


OJ990827_02.9B09 


.C13 


Gene No. 


34471 






Strand 


+ 




Start 


3056 






End 


6398 




Name 


OJ990827 02 


.9B09.CI3.o2 


.gs 


Method 


GENSCAN 




Start 


4324 






End 


6398 




GI 


none 






Score 


.52 




Exons 


4324 . . 5457, 


5983. .6398 










Seq. No. 


16365 






Seq. ID 


OJ990827_02.9B09 


.C13 


Gene No. 


34471 






Strand 


+ 




Start 


3056 






End * 


6398 




Name 


OJ990827 02 


. 9B09.C13.o2, 


.np 


Method 


AAT/NAP 




Start , 


4751 






End 


6346 




GI 


6862923 






Score 


287 




Exons 


4751. .4779, 


4979. .5563, 


6276. . 


,6346 






GI Descrip. 


(AC018907) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


16365 






Seq. ID 


OJ990827_02. 9B09 


.C13 


Gene No. 


34472 






Strand 






Start 


483 






End 


3017 




Name 


OJ990827 02 


.9B09.C13.ol, 


.gs 


Method 


GENSCAN 




Start 


483 






End 


3017 




GI 


none 






Score 


.59 




Exons 


483. .592, 776. .893, 941, 


, .1081, 


2907. .2964, 2998. .3017 




Seq. No. 


16365 






Seq. ID 


OJ990827_02.9B09 


.C13 


Gene No. 


34473 






Strand 






Start 


4975 






End 


6463 




Name 


OJ990827 02 


.9B09.C13.ol, 


, tm 


Method 


TBLASTX: Maize 




Start 


4975 






End 


6463 




GI 


none 






Score 


140 




Exons 


4975. .5139, 


5034. .5141, 


5161. . 


5286, 5274.. 5537, 5275.. 5538, 




6377. .6463 












Seq. No. 


16365 






Seq. ID 


OJ990827_02.9B09, 


.C13 


Gene No. 


34473 






Strand 






Start 


4975 






End 


6463 




Name 


OJ990827 02 


. 9B09.C13.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4975 






End 


6463 




GI 


none 






Score 


150 




Exons 


4975. .5139, 


5004. .5138, 


5161. . 


5286, 5274.. 5540, 5275.. 5541, 




6166. . 6234, 


6217. .6261, 


6370. . 


6456, 6371.. 6463 





Seq. No. 16366 Seq. ID OJ990827_02.9B09.C14 

16894 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip-. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34474 Strand + 

1 End 1491 

OJ990827_02. 9B09.C14 .ol .np Method AAT/NAP 

1 End 1491 

6862923 Score 93 
1..35, 120. .395, 1436. .1491 

(AC018907) unknown protein [Arabidopsis thaliana] 



16366 Seq. "ID 

34475 Strand 
64 60 End 
OJ990827_02 . 9B09 . C14 . ol . gp Method 
6460 End 
3761181 Score 
6460. . 6688 

4 521193/dbj | ABO 134 50 . 1 | ABO 134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ990827_02.9B09.C14 
+ 

6688 
AAT/GAP 
6688 
340 



16366 Seq. ID 

34476 Strand 

6697 End 

OJ990827JD2. 9B09.C14 .o2.gp Method 

6697 End 

5816518 Score 
6697. .6802 

4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ990827_02.9B09.C14 
+ 

6802 
AAT/GAP 
6802 
155 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_02.9B09.C14 
+ 

17074 
AAT/NAP 
17074 
124 



14729. .14799, 14889 14927 , 



16366 
34477 
14362 

OJ990827_02.9B09.C14 .o4 .np 
14362 
5734642 

14362. .14440, 14529. .14603, 
15205. .15308, 17013. .17074 

(AP000391) ESTs,C22657 (S0014) , C22656 (S0014 ) correspond to a 
region of the predicted gene.; Similar to receptor protein 
kinase, ERECTA (AC004484) [Oryza sativa] 
gi| 6006357 | dbj IBAA84787.il (AP000559) ESTs 
C22657 .(S0014) , C22656 ( S0014 ) correspond to a region of the 
predicted gene.; Similar to receptor protein kinase, ERECTA 
(AC004484) [Oryza sativa] 



Seq. No. 


16366 




Seq. ID 


OJ990827 


Gene No. 


34478 




Strand 




Start 


1531 




End 


5252 


Name 


OJ990827 02 


.9B09.C14.o2..np 


Method 


AAT/NAP 


Start 


1531 




End 


5252 


GI 


6063557 




Score 


380 


Exons 


1531. .1682, 


1931. .2116, 5191. 


.5252 




GI Descrip. 


(AP000615) 


similar to dJ522J7 


.2 (Z988£ 


S5) [Oryza 


Seq. No. 


16366 




Seq. ID 


OJ990827 


Gene No. 


34479 




Strand 




Start 


8413 




End 


13926 


Name 


OJ990827 02 


. 9B09.C14 .o3.np 


Method 


AAT/NAP 



16895 



Start 8255 End 13926 

GI 5091513 Score 2181 

Exons 8255.-8445, 8480.. 8697, 9158.. 9268, 9482.. 10304, 

13272. .13373, 13777. .13926 
GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



11135. .12063, 



Seq. No. 16366 Seq. ID 

Gene' No. 34479 Strand 

Start 8413 End 

Name OJ990827_02 . 9B09 . C14 . o2 . gs Method 

Start 8413 End 

GI none Score 
Exons 



OJ990827_02 . 9B09 . C14 

13926 
GENSCAN 
12455 
.42 



8413. .8739, 8863. .8974, 8994. .9198, 9555. .10381, 11017 .. 12134 , 
12432. .12455 



Seq. No. 16366 Seq. ID OJ990827_02.9B09.C14 

Gene No. 34479 Strand 

Start 8413 End 13926 

Name OJ990827_02 . 9B09 . C14 . o3 . gp Method AAT/GAP 

Start 12523 End 12751 

GI 3761181 Score 341 

Exons 12523. .12751 

GI Descrip. 4 521 193/dbj | AB013450 . 1 | AB0134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 

Seq. No. 16366 Seq. ID OJ990827_02.9B09.C14 

Gene No. 34479 Strand 

Start 8413 End 13926 

Name OJ99082"7_02 . 9B09 . C14 . o4 . gp Method AAT/GAP 

Start 12759 End 12865 

GI 5816518 Score 161 

Exons 12759. . 12865 

GI Descrip. 4 521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 

Seq. No. 16366 Seq. ID OJ990827_02.9B09.C14 

Gene No. 34480 Strand 

Start 14132 - End 14553 

Name OJ990827_02 . 9B09 . C14 . o5 . gp Method AAT/GAP 

Start 14132 End . 14553 

GI LIB3477-003-P1-K1-E9 Score 106 

Exons 14132. .14209, 14533.. 14553 

GI Descrip. • 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


16366 




Seq. ID 


OJ990827_02.9B09 


.C14 


Gene No. 


34481 




Strand 






Start 


16684 




End 


16962 




Name 


OJ990827 02.9B09.C14 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


16684 




End 


16962 




GI 


none 




• Score 


79 




Exons 


16684. .16794, 16685. 


16795, 


16849. .16962, 16867. .16950 




Seq. No. 


16367 




Seq. ID 


OJ990827_02. 9B09 


C16 


Gene No. 


34482 




Strand 


+ 




Start 


1382 




End 


1856 





16896 




Name 


OJ990827 02.9B09.C16.ol.gp 


Method 


AAT/GAP 






Start 


1382 


End' 


1856 






GI 


LIB3432-059-P1-K1-D8 


Score 


720 






Exons 


1382. .1856 










GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza 


sativa genomic 


■* 


DNA, chromosome 6, clone : P0538C01 ' 








Seq. No. 


1 C O. C. T 


- Seq. ID 


OJ990827 


_02. 


9B09.C16 


Gene No. 


O A A O O 
J4 4 OJ 


Strand 


+ 






Start 


coco 


End 


9971 






Name 


ojyyuo^/ uz . yBuy . ci o . oz . gs 


Method 


GENSCAN 






Start 


6258 


End 


9855 






GI 


none 


Score 


.8 






Exons 


6258.. 6299, 6996.. 7177, 8891 


. .9089, 9224. .9288, 


9495. .9613, 




9632. .9855 










Seq. No. 


16367 


Seq. ID 


OJ990827 


_02. 


9B09.C16 


Gene No. 


34483 


Strand 


+ 






o cart 


6258 


End 


9971 






Name 


OJ990827 02.9B09.C16.ol.np 


Method 


AAT/NAP 






Start 


7517 


End 


9971 






GI 


4680186 


Score 


178 






Exons 


7517.. 7552, 8891.. 9046, 9932 


. . 9971 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


16367 


Seq. ID 


OJ990827 


_02. 


9B09.C16 


bene No. 


34484 


Strand 








Start 


780 


End 


4791 






Name 


OJ990827 02.9B09.C16.ol.gs 


Method 


GENSCAN 






Start 


780 


End 


4791 






GI 


none 


Score 


.51 






Exons 


780. .912, 1064. .1151, 2967.. 


3019, 4018 


..4281, 4747. 


.4791 


Seq. No. 


16367 


Seq. ID 


OJ990827 


_02. 


9B09.C16 


Gene No. 


34485 


Strand 








Start 


9201 


End 


9603 






Name 


OJ990827 02.9B09.C16.o2.gp 


Method 


AAT/GAP 






Start 


9201 


End 


9603 






GI 


4878407 


Score 


588 






Exons 


9201. .9603 










GI Descrip. 


6069643/dbj | AP000616. 1 IAP000616 1.0e-152 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 








Seq. No. 


16368 


Seq. ID 


OJ990827 


_02. 


9B09.C17 


Gene No. 


34486 


Strand 


+ 






o car l 


122 


End 


6870 






Name 


OJ990827 02. 9B09 . C17 . ol . np 


Method 


AAT/NAP 






Start 


122 


End 


6870 






GI 


6069653 


Score . 


862 






Exons 


122.. 232, 1103.. 1291, 6238.. 


6870 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16368 


Seq. ID 


OJ990827_ 


_02. 


9B09.C17 


Gene No. 


34487 


Strand 








Start 


82 


End 


4930 






Name 


OJ990827 02. 9B09 . C17 . ol . gs 


Method 


GENSCAN 






Start 


82 


End 


4930 







16897 



GI none Score .56 

Exons 82.. 187, 406.. 841, 916.. 1070, 1990.. 2857, 3206.. 3396, 

4054. .4148, 4475. .4613, 4863. .4930 



Seq. No. 


16368 


Seq. ID 


OJ990827 02.9B09 


.C17 


Gene No. 


34487 


Strand 


_ 




Start 


82 


End - 


4930 




Name 


OJ990827 02.9B09.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


2523 


End 


2822 




GI 


none 


Score 


78 




Exons 


2523.. 2822, 2644.. 2790 








Seq. No. 


16368 


Seq. ID 


OJ990827 02.9B09 


.C17 


Gene No. 


34487 


Strand 


_ 




Start 


82 


End 


4930 




Name 


OJ990827 02.9B09.C17.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2703 


End 


3077 




GI 


none 


Score 


258 




Exons 


2703. .3077 








Seq. No. 


16368 


Seq. ID 


OJ990827_02.9B09 


.C17 


Gene No. 


34487 


Strand 






Start 


82 


End 


4930 




Name 


OJ990827 02.9B09.C17.ol.gp 


Method 


AAT/GAP 




Start 


4374 


End 


4800 




GI 


4878407 


Score 


664 




Exons 


4374 . .4800 








GI Descrip . 


6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genom: 




DNA, chromosome 6, clone : P0514G12 






Seq. No. 


16369 


Seq. ID 


OJ990827__02.9B09, 


.C18 


Gene No. 


34488 


Strand 


+ 




Start 


5131 


End 


5334 




Name 


OJ990827 02.9B09.C18.o4.gs 


Method 


GENSCAN 




Start 


5131 


End 


5334 




GI 


none 


Score 


.85 




Exons 


5131.-. 5334 








Seq. No. 


16369 


Seq. ID 


OJ990827_02.9B09. 


.C18 


Gene No. 


34489 


Strand 






Start 


1759 


End 


2931 




Name 


OJ990827 02.9B09.C18.ol.np 


Method 


AAT/NAP 




Start 


1682 


End . 


2931 




GI 


6862923 


Score 


608 




Exons 


1682. .2931 








GI Descrip. 


(AC018907) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


16369 


Seq. ID 


OJ990827_02.9B09. 


C18 


Gene No. 


34489 


Strand 






Start 


1759 


End 


2931 




Name 


OJ990827 02.9B09.C18.o2.gs 


Method 


GENSCAN 




Start 


1759 


End 


2913 




GI 


none 


Score 


. 9 




Exons 


1759. .2913 








Seq. No. 


16369 


Seq. ID 


OJ990827_02.9B09. 


C18 . 


Gene No. 


34490 


Strand 







16898 



Start 


3248 








End 


4637 


Name 


OJ990827 02 


.9B09 


.C18.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1768 








End 


2088 


GI 


none 








Score 


74 


Exons 


1768. .2088, 


1856 


. .2032 








Seq. No. 


16369 








Seq. ID 


OJ990827_02.9B09.C18 


Gene No. 


34 4 90 








Strand 




Start 


3248 








End 


4637 


Name 


OJ990827 02 


. 9B09 


.C18.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1775 








End 


2505 


GI 


none 








Score 


84 


Exons 


1775. .2032, 


1777 


. .2052, 


2101. 


.2346, 2102. .2344, 2404. .2505 


Seq. No. 


16369 








Seq. ID 


OJ990827_02.9B09.C18 


Gene No. 


34490 








Strand 




Start 


3248 








End 


4637 


Name 


OJ990827 02 


. 9B09 


.C18.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1777 








End 


2892 


GI 


none 








Score 


93 


Exons 


1777. .2052, 


1778 


. .2032, 


1840. 


.2049, 2095.. 2205, 2104.. 2346, 




2105. .2287, 


2404 


. .2538, 


2683. 


.2781, 2764..2892 


Seq. No. 


16369 








Seq. ID 


OJ990827_02.9B09.C18 


G_ene No. 


34490 








Strand 




Start 


3248 ' 








End 


4637 


Name 


OJ990827 02 


. 9B09 


,C18.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1792 








End 


2172 


GI 


none 








Score 


75 


Exons 


1792. .1878, 


1873 


. .2052, 


2101. 


.2172 




Seq. No. 


16369 








Seq. ID 


OJ990827_02.9B09.C18 


Gene No. 


344 90 








Strand 




Start 


3248 








End 


4637 


Name 


OJ990827 02 


9B09 


.C18.ol 


tc 


Method 


TBLASTX: Cress 


Start 


2104 " 








End 


2347 


GI 


none 








Score 


129 


Exons 


2104 . .2346, 


2114 


. .2347 








Seq. No. 


1636? . 








Seq. ID 


OJ990827_02.9B09.C18 


Gene No. 


34490 








Strand 




Start 


3248 








End 


4637 


Name 


OJ990827 02 


9B09 


.CI8.0I 


tw 


Method 


TBLASTX: Wheat 


Start 


2194 








End 


2502 


GI 


none 








Score 


125 


Exons 


2194. .2349, 


2195 


. .2347, 


2254 . 


.2349, 2389.. 2496, 2425.. 2502 


Seq. No. 


16369 








Seq. ID 


OJ990827_02.9B09.C18 


Gene No. 


34 4 90 








. Strand 




Start 


3248 








End' 


4637 


Name 


OJ990827 02. 


9B09 


,C18.o3. 


gs 


Method 


GENSCAN 


Start 


3248 








End 


4637 


GI 


none 








Score 


. 98 


Exons 


3248. .3261, 


3571 


. .3798, 


4553. 


.4637 




Seq. No. 


16370 








Seq. ID 


OJ990827_02.9B09.C19 


Gene No. 


34491 








Strand 


+ 



16899 




Start 


19 


End 


2942 




Name 


OJ990827 02.9B09.C19.ol.gs 


Method 


GENSCAN 




Start 


19 


End 


2942 




GI 


none 


Score 


.45 




Exons 


19. .154, 506. .673, 776. .916, 


992. .1285 


, 1861. .2056, 2192. .2942 


Seq. No. 


16370 


Seq. ID 


OJ990827 02. 9B09 


.C19 


Gene No. 


34491 


Strand 


+ 




Start 


19 


End 


2942 




Name 


OJ990827 02. 9B09.C19.ol. tm 


Method 


TBLASTX: Maize 




Start 


874 


End 


1152 




GI 


none 


Score 


156 




Exons 


874. .999, 885. .998, 1024. .1152 






Seq. No. 


16370 


Seq. ID 


OJ990827 02.9B09 


. C19 


Gene No. 


34491 


Strand 


+ 




Start 


19 


End 


2942 




Name 


OJ990827 02.9B09.C19.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2382 


End 


2744 




GI 


none 


Score 


204 




Exons 


2382. .2744 








Seq. No. 


16371 


Seq. ID 


OJ990827_02 . 9B09 


.C20 


Gene No. 


34492 


Strand 






otart 


1 


End 


54 9' 




Name 


QJ990827 02. 9B09 . C20 . ol . np - 


Method 


AAT/NAP 




Start 


1 


End 


549 " 




GI 


5091513 


Score 


908 




Exons 


1. .549 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


16371 


Seq. ID 


OJ990827_02 . 9B09 . 


.C20 


Gene No . 


34492 


Strand 






Start 


1 


End 


54 9 




Name 


OJ990827 02. 9B09 . C20 . ol . gs 


Method 


GENSCAN 




Start . • 


50 


End 


493 




GI 


none 


Score 


.96 




Exons 


50. .493 








Seq. No. 


16372 


Seq; ID 


OJ990907_02.9B19. 


,C2 


Gene No. 


34493 


Strand 


+ 




o car u 


97 


End 


4039 




Name 


OJ990907 02. 9B1 9 . C2 . ol . gs 


Method 


GENSCAN 




Start 


97 


End 


4039 




GI 


none 


Score 


.58 




Exons 


97. .253, 607. .652, 740. .803, 


1075. .1281, 1587. .1839, 2353. .2512, 




2922. .2943, 3048. .3163, 3229. 


.4039 






Seq. No. 


16372 


Seq-. ID 


OJ990907_02.9B19. 


C2 


Gene No. 


34494 


Strand 


+ 




Start 


7556 


End 


8366 




Name 


OJ990907 02. 9B1 9 . C2 . ol . np 


Method 


AAT/NAP 




Start 


7556 


End 


'8366 




GI 


5921832 


Score 


226 




Exons 


7556. .7657, 7926. .8132, 8166. 


.8366 







GI Descrip. COPPER TRANSPORTER 1 gi | 1082054 | emb | CAA90018 | (Z49859) copper 
transporter protein [Arabidopsis thaliana] 

16900 




oeq. no. 


lo J / Z 




Seq. ID 


OJ990907_02 


.9B19 


C2 


Gene No. 


34495 




Strand 


+ 






Start 


9690 




End 


13972 






Name 


OJ990907 02 


.9B19.C2.o3.gs 


Method 


GEN SCAN 






Start 


9690 




End 


13972 






GI 


none 




Score 


.84 






Exons 


9690. .9771, 


11289. .11308, 


13245. .13368 


, 13692.. 13972 




beq. No. 


1 Dj i 2. 




Seq. ID 


OJ990907_02 


.9B19. 


C2 


Gene No. 


34496 




Strand 








Start 


4533 




End 


8230 






Name 


OJ990907 02 


.9B19.C2.o2.gs 


Method 


GENSCAN 






Start 


4533 




End 


8230 






GI 


none 




Score 


. 4 






Exons 


4533. .5065, 


5374. .5491, 7820. .8230 








Seq . No . 


lb J / 3 




Seq. ID 


OJ990907_02 


9B19. 


C3 


Gene No. 


34497 




Strand 








Start 


875 




End 


981 






Name 


OJ990907 02 


.9B19.C3.ol.gs 


Method 


GENSCAN 






Start 


875 




End 


981 






GI 


none 




Score 


. 97 






Exons 


875. . 981 












beq. No. 


i a *3 ^ q 
i b J / j 




Seq. ID 


OJ990907 02 


9B19 . 


C3 


Gene No. 


34498 




Strand 


+ 






Start 


1952 




End 


2592 






Name 


OJ990907 02 


.9B19.C3.o2.gs 


Method 


GENSCAN 






Start 


1952 




End 


2592 






GI 


none 




Score 


.94 






Exons 


1952. .2285, 


2576. .2592 










Seq. No. 


16373 




Seq. ID 


OJ990907_02, 


9B19. 


C3 




34498 




Strand 


+ 






Start 


1952 




End 


2592 






Name 


" OJ990907 02 


. 9B19.C3.ol.np 


Method 


AAT/NAP 






Start ' 


1955 




* End 


2299 






GI 


4895197 




Score 


242 






Exons 


1955. .'2299 












GI Descrip. 


(AC007661) hypothetical protein [Arabidopsis thaliana] 




oeq . no . 


16373 




Seq. ID 


OJ990907_02. 


9B19. 


C3 


Gene No. 


34499 




Strand 


+ 






Start 


5652 




End 


6443 






Name 


OJ990907 02 


.9B19.C3.o3.gs 


Method 


GENSCAN 






Start 


5652 




End 


6443 






GI 


none 




Score 


.9 






Exons 


5652. .59-94, 


6415. . 6443 










Seq. No. 


16373 




Seq. ID 


OJ990907_02. 


9B19. 


C3 


Gene No. 


34499 




Strand 


+ 






Start 


5652 




End 


6443 






Name 


OJ990907 02 


.9B19.C3.o2.np 


Method 


AAT/NAP 






Start 


5661 




End 


6008 






GI 


4895197 




Score 


199 






Exons 


5661. .6008 













16901 



GI Descrip. (AC007661) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



16373 
34500 
7389 

OJ990907_02. 

2018 

none 

2018. .2137, 
5733. .5804, 



9B19.C3.ol.tc 



2047, 
5862. 



,2130, 2153. 
,5993, 5873. 



Seq. ID 
Strand* 
End 

Method 
End 
Score 

.2284, 2158 
.6025 



OJ990907_02. 9B19.C3 
+ 

8130 

TBLASTX: Cress 
6025 
137 

2283, 5732.. 5833, 



16373 Seq. ID 

34500 Strand 

7389 End 

OJ990907_02 . 9B1 9 . C3 . ol . ts Method 

2018 End 

none Score 

2018. .2038, 2039. .2152, 2153. .2284, 2158. .2283, 5871. .5993, 
5876. .5992 



OJ990907JD2. 9B19.C3 
+ 

8130 

TBLASTX : Soybean 

5993 

38 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990907_02.9B19.C3 
+ 

8130 

TBLASTX: Wheat 
6034 
181 

.2284, 2153. .2191, 2155. .2283, 
,5993, 5864.. 6025, 5864.. 6034 



Seq. ID 

Strand 

End 

Method 

End 

Score 



16373 
34500 
7389 

OJ990907_02 . 9B19 . C3 . ol . tw 
2018 
none 

2018\ .2152, 2047.. 2148, 2087. 
5732.. 5875, 5733.. 5876, 5862. 

16373 
34500 
7389 

OJ990907_02. 9B19 . C3 . o2 . tm 
2021 
none 

2021.. 2284, 2041.. 2283, 5732. 
5864.. 5995, 5873.. 5992, 5922. 

16373 
34500 
7389 

OJ990907_02 . 9B1 9 . C3 . o3 . np 
7261 
5306268 

7261. .7450, 7551. .7615, 7688. .7871, 7963. .8130 
(AC006233) hypothetical protein [Arabidopsis thaliana] 



Seq. ID ' OJ990907_02 . 9B19 . C3 
Strand + 

8130 

TBLASTX: Maize 
5995 
402 

5869, 5733.. 5807, 5862.. 5993, 
5993 



End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_ 
+ 

8130 
AAT/NAP 
8130 
414 



02.9B19.C3 



16373 Seq. ID 

34500 Strand 

7389 End 

OJ990907_02. 9B19 . C3 . ol . tm Method 

7388 End 

none Score 



OJ990907_02.9B19.C3 
+ 

8130 

TBLASTX: Maize 

8043 

47 



7388. .7435, 7475. .7603, 7521. .7622, 7740. .7874, 7742. .7873, 
7954. .8043, 7962. .8042 



Seq. No. 



16373 



Seq. ID OJ990907_02.9B19.C3 



16902 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



34500 Strand + 

7389 End 8130 

OJ990907_02. 9B19.C3.o4 .gs Method GEN SCAN 

7389 End 8121 

none Score 1 

7389. .7601, 7680.. 7871, 7963. .8121 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16373 
34500 
7389 

OJ990907_02 . 9B19 . C3 . o2 . tc 

7551 

none 



Seq. ID OJ990907_02.9B19.C3 

Strand + 

End 8130 

Method TBLASTX : Cress 

End 7874 

Score 79 



7551. .7604, 7553. .7600, 7740. .7874, 7742. .7873 



16374 
34501 
1 

OJ990907_02. 9B19.C4 .ol.np 
1 

5763821 



Seq. ID OJ990907_02. 9B19.C4 
Strand 

End 1567 

Method AAT/NAP 

End 1567 

Score 362 



1..50, 173. .238, 362. .410, 832. .882, 959. .1011, 1134. .1185, 

1258. .1346, 1441. .1567 

(AJ238590) E2F protein [Triticum sp.] 



16374 
34501 
1 

OJ990907_02. 9B19.C4 .ol.gs 

173 

none 



Seq. ID OJ990907_02. 9B19.C4 
Strand 

End 1567 

Method GENSCAN 

End 1385 

Score .81 



173. .238, 362. .410, 832. .882, 959. .1048, 1258. .1385 



16375 
34502 
1 

OJ990907_02 . 9B19 . C5 . o2 . np 
1 

5734621 



Seq. ID OJ990907_02. 9B19.C5 

Strand + 

End 5625 

Method AAT/NAP 

End 5625 

Score 169 



1..41, 1975. .2089, 2384. .2452, 3104. .3172, 3339. .3676, 
5574.. 5625 

(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



16375 
34502 
1 

OJ990907_02.9B19.C5.o2.gs 

2892 

none 



Seq. ID OJ990907_02.9B19.C5 

Strand + 

End 5625 

Method GENSCAN 

End 5173 

Score .83 



2892. .3156, 3168. .3439, 3496. .3669, 4211. .4284, 4688. .4797, 
4842. .4862, 4941. .5173 



Seq. No. 
Gene No. 
Start 



16375 
34502 
1 



Seq. ID OJ990907_02. 9B19.C5 
Strand + 
End 5625 



16903 



Name OJ990907_02 . 9B19.C5 .ol .gp Method AAT/GAP 

Start 4370 End 4711 

GI uC-osflM202051g01bl Score 393 

Exons 4370.. 4711 

GI Descrip. 1 5734 61 6/dbj I AP000391 . 1 | AP000391 7.0e-77 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16375 
34503 
1 

OJ990907_02.9B19.C5.ol.np 
1 

5763821 



Seq.' ID OJ990907_02. 9B19.C5 
Strand 

End 2128 

Method AAT/NAP 

End 2125 

Score 316 



1..120, 215. .300, 463. .516, 644. .833, 1903. .2125 
(AJ238590) E2F protein [Triticum sp.] 



16375 
34503 
1 

OJ990907_02.9B19.C5.ol.gs 

636 

none 

636.. 833, 1940.. 2128 



Seq. ID OJ990907_02.9B19.C5 
Strand 

End 2128 

Method GENSCAN 

End 2128 

Score . 9 



Seq. No. 16376 • 

Gene No. 34504 

Start 780 

Name OJ990907_02 . 9B19 . C6 . ol . gs 

Start 780 

GI none 

Exons 780.. 849, 904. .980 



Seq. ID OJ990907_02. 9B19.C6 
Strand 

End 980 

Method GENSCAN 

End 980 

Score .7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16377 
34505 
1 

OJ990907_02.9B19.C7.ol.np 
1 

3328221 



Seq. ID OJ990907_02. 9B19.C7 
Strand + 
End 3334 
Method AAT/NAP 
End 3331 
Score 685 

1..170, 656. .738, 834. .913, 1661. .1749, 2714. .2749, 2891. .3004, 
3218. .3331 

(AF076920) thioredoxin peroxidase [Secale cereale] 



16377 
34505 
1 

OJ990907_02 . 9B1 9 . C7 . ol . gs 
96 

none 



Seq. ID OJ990907_02. 9B19.C7 

Strand + 

End 3334 

Method GENSCAN 

End 3334 

Score • . 72 



96.. 186,, 787.. 913, 2891.. 3004, 3218. .3334 



Seq. No. 16377 

Gene No. 34506 

Start 3267 

Name OJ990907_02 . 9B19 . C7 . ol . tm 

Start 69 

GI none 
Exons 



Seq. ID OJ990907_02. 9B19.C7 
Strand 

End 34 64 

Method TBLASTX : Mai ze 

End 3337 

Score 114 



69. .173, 71. .172, 99. .173, 656. .685, 675. .755, 677. .739, 



16904 



814. .912, 818. .913, 824. .925, 1660. .1716, 1661. .1717, 

1715. .1750, 1717. .1755, 2879. .3004, 2888. .3004, 2889. .3008, 

2890.. 3018, 2890.. 3009, 3215.. 3337, 3216.. 3335, 3217.. 3336 



Seq. No. 


16377 


Seq. ID 


OJ990907_02.9B19.C7 


Gene No. 


34506 


Strand 




Start 


3267 


End 


34 64 


Name 


OJ990907 02.9B19.C7.ol.ts 


Method 


TBLASTX : Soybean ' 


Start 


90 


End 


3343 


GI 


none 


Score 


104 


Exons 


90. .173, 98. .172, 656. .685, 675. .755, 677. .751, 811. .912, 




814. .912, 818. .913, 818. .925, 


1660. .1719, 1661. .1720, 




1720. .1755, 2887. .2970, 2887. 


.3000, 2888.. 3004, 3215.. 3343 




3216.. 3323, 3217. .3324 






Seq. No. 


16377 


Seq. ID 


OJ990907_02.9B19.C7 


Gene No. 


34506 


Strand 




Start 


3267 


End 


3464 


Name 


OJ990907 02.9B19.C7.ol.tc 


Method 


TBLASTX : Cress 


Start 


2912 


End 


3379 


GI 


none 


Score 


128 


Exons 


2912.. 3004, 2914.. 3000, 3215. 


.3379, 3217.. 3342 


Seq. No. 


16377. 


Seq. ID 


OJ990907 02.9B19.C7 


Gene No. 


34506 


Strand 




Start 


3267 


End 


-34 64 


Name 


OJ990907 02.9B19.C7.ol.gp 


Method 


AAT/GAP 


Start 


3267 


End 


3464 


GI 


none 


Score 


*J rx \J 


Exons 


3267 . .3464 






Seq. No. 


16378 


Seq. ID 


OJ990907_02. 9B19.C8 


Gene No. 


34507 


Strand 


+ 


Start 


200 


End 


1551 


Name 


OJ990907 02. 9B19 . C8 . ol . gs 


Method 


GENSCAN 


Start 


200 


End 


1551 


GI 


none 


Score 


.51 


Exons 


200.. 634, 682.. 1551 






Seq. No. 


16378 


Seq. ID 


OJ990907_02. 9B19.C8 


Gene No. 


34507 


Strand 


+ 


Start 


200 


End 


1551 


Name 


OJ990907 02.9B19.C8.ol.np 


Method 


AAT/NAP 


Start 


224 


End 


1548 


GI 


4510376 


Score 


718 


Exons 


224. .693, 769. .1548 






GI Descrip. 


(AC007017) unknown protein [Arabidopsis 


thaliana] 


Seq. No. 


16378 


Seq. ID 


OJ990907_02.9B19.C8 


Gene No. 


'34507 


Strand 


+ 


Start 


200 


End 


1551 


Name 


OJ990907 02. 9B19 . C8 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


236 


End 


466 


GI 


none 


Score 


152 


Exons 


236. .343, 251. .346, 253. .345, 


350. .466, 


352. .465 


Seq. No. 


16378 


Seq. ID 


OJ990907_02.9B19.C8 



16905 



Gene No. 


34507 


Strand 


+ 


Start 


200 


End 


1551 


Name 


OJ990907 02. 9B19 . C8 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


248 


End 


1545 


GI 


none 


Score 


180' 


Exons 


248. .382, 253. .381, 406. .465 


, 413. .466 


, 784. .864, 865. .975, 




- 1033. .1137, 1204. .1314, 1321 


..1434, 1347.. 1433, 1405.. 1545, 




1471. .1530 . 






Seq. No. 


16379 


Seq. ID 


OJ990907 02.9B19.C10 


Gene No. 


34508 


Strand 


- 


Start 


506 


End 


3668 * 


Name 


OJ990907 02.9B19.C10.ol.gs 


Method 


GEN SCAN 


Start 


506 


End 


3536 


GI 


none 


Score 


.81 


Exons 


506. .1618, 1702. .1945, 2389. 


.3536 




Seq. No. 


16379 


Seq. ID 


OJ990907_02. 9B19.C10 


Gene No. 


34508 


Strand 




Start 


506 


End 


3668 


Name 


OJ990907 02.9B19.C10.ol.np 


Method 


AAT/NAP 


Start 


512 


End 


3665 


GI 


4886278 


Score 


1196 


Exons 


512.. 676, 707.. 1615, 1690.. 1768, 2266. 


.2916, 2944. .3019, 




3095. .3665 






GI Descrip. 


(AL050300) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


16379 


Seq. ID 


OJ990907_02. 9B19.C10 


Gene No. 


34508 


Straricf 1 




Start 


506 


End 


3668 


Name 


OJ990907 02.9B19.C10.o2.tm 


Method 


TBLASTX: Maize 


Start 


704 


End 


1216 


GI 


none 


Score 


104 


Exons 


704. .940, 723. .911, 1059. .1154, 1067.. 


1189, 1175. . 1216 


Seq. No. 


16379 


Seq. ID 


OJ990907_02. 9B19.C10 


Gene No. 


34508 


Strand 




Start 


506 


End 


3668 


Name 


OJ990907 02. 9B19 . C10 . o2 . ts 


Method 


TBLASTX : Soybean 


Start 


1067 


End 


1315 


GI 


none 


Score 


86 


Exons 


1067.. 1168, 1068.. 1163, 1181 


..1315, 11 


88. .1259 


Seq. No. 


16379 


Seq. ID 


OJ990907_02. 9B19.C10' 


Gene No. 


34508 


Strand 




Start 


506 


End 


3668 


Name 


OJ990907 02. 9B19 . C10 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


2436 


End 


3668 


GI 


none 


Score 


125 


Exons 


2436.. 2540, 3168.. 3350, 3169 


..3351, 3394. .3486, 3429. .3485, 




3486. .3668 






Seq. No. 


16379 


Seq. ID 


OJ990907_02. 9B19.C10 


Gene No. 


34508 


Strand 




Start 


506 


End 


3668 


Name 


OJ990907 02.9B19.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


3253 


End 


3665 



16906 



GI 

Exons 



none Score 150 

3253.. 3354, 3267.. 3359, 3415.. 3546, 3429.. 3524, 3531.. 3665, 
3532. .3663 



Seq. No. 16379 Seq. ID 

Gene No. 34508 Strand 

Start 506 End 

Name OJ990907_02 . 9B19 . CIO . ol . tc Method 

Start 3424 End 

GI none Score 

Exons 3424.. 3486, 3429.. 3485, 3486.. 3668 



OJ990907_02. 9B19.C10 
3668 

TBLASTX: Cress 

3668 

66 



Seq. No. 16380 Seq. ID OJ990907_02.9B19.C11 

Gene No. 34509 Strand + 

Start 7335 End 7412 

Name OJ990907_02 . 9B19 .Cll . o2 . np Method AAT/NAP 

Start 7335 End 7412 

GI 6630699 Score 74 

Exons 7335.. 7412 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16380 
34510 
7548 

OJ990907_02. 9B19 . Cll . o3 . np 

7548 

6539570 



Seq. ID OJ990907_02.9B19.C11 

Strand + 

End 10187 

Method AAT/NAP 

End 10187 

Score 159 



7548. .7741, 7898. .7964, 9991. .10080, 10151. .10187 
(AP000836) hypothetical protein [Oryza sativa] 



16380 Seq. ID 

34511 Strand 

632 End 

OJ990907_02 . 9B19 . Cll . ol . gs Method 

632 End 

none Score 



OJ990907_02. 9B19.C11 

5785 
GENSCAN 
5785 
.66 



632. .1163, 1263. .1612, 1682. .1948, 2046. .2527, 2612. .2699, 
3242. .3274, 3811. .4609, 4956. .4974, 5053. .5095, 5303. .5402, 
5652.. 5785 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16380 
34511 
632 

OJ990907_02. 9B19.Cll.ol .np 
635 

5354158 
635. .1163 
3242. .327 
(AF149841 
thaliana] 
digalacto 
gi | 604182 
digalacto 



1263. 
H, 3811 



Seq. ID 
Strand 
End 

Method 

End 

Score 
,1948, 2046 
. .5439 



OJ990907 02.9B19.C11 



5785 
AAT/NAP 
5439 
2226 
2527, 



2612. .2699,, 



1612, 1682., 
.4347, 5344, 

) digalactosyldiacylglycerol synthase [Arabidopsis 

gi I 5354160 | gb | AAD4 237 9 . 1 |AF14 984 2__1 (AF14 9842) 
syldiacylglycerol synthase [Arabidopsis thaliana] 
5|gb| AAF02140. 1| AC009918_12 (AC009918) 
syldiacylglycerol synthase [Arabidopsis thaliana] 



Seq. No. 



16380 



Seq. ID OJ990907_02.9B19.C11 



16907 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



34512 Strand 

7326 End 

OJ990907_02 . 9B19 . Cll . ol . tm Method 

623 End 

none Score 



7759 

TBLASTX: Maize 

1717 

182 



623.-832, 630. .839, 875. .1159, 875. .1162, 876. .1163,. 883. .1179, 
1260.. 1610, 1260.. 1592, 1262.. 1621, 1670.. 1717 



Seq. No. 16380 Seq. ID 

Gene No. 34512 Strand 

Start 7326 * End 

Name OJ990907_02 . 9B19 . Cll . ol . ts Method 

Start 632 End 

GI none Score 
Exons 



OJ990907_02.9B19.C11 
7759 

TBLASTX : Soybean 

2390 

185 



632. .865, 633. .812, 869. .1147, 869. .1165, 873. .1166, 1242. .1613, 
1265. .1621, 1272. .1613, 1402. .1614, 1670. .1969, 1671. .1949, 
1775.. 1963, 1986.. 2390, 2046.. 2378, 2050.. 2382 



Seq. No. 16380 

Gene No. 34512 

Start 7326 

Name OJ990907_02 . 9B19. Cll . ol . tc 

Start 1364 

GI none 
Exons 



Seq. ID OJ990907_02. 9B19.C11 
Strand 
End 

Method 
End 
Score 



7759 

TBLASTX : Cress 

1814 

147 



1364. .1621, 1365. .1595, 1670. .1813, 1680. .1814 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16380" Seq. ID 

34512 Strand 

7326 End 

OJ990907_02 . 9B19 . Cll . o2 . tm Method 

1724 End 

none Score 



OJ990907_02.9B19.C11 
7759 

TBLASTX: Maize 

2388 

312 



1724. .1969, 1725. .1949, 1775. .1963, 1988. .2326, 2043. .2330, 
2044. .2328, 2248. .2388 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16380 Seq. ID OJ990907_02 . 9B19 . Cll 

34512 Strand 

7326 End 7759 

OJ990907_02.9B19.Cll.ol.gp Method AAT/GAP 

7326 End 7759 

LIB3479-006-Q6-K1-B11 Score 610 

7326. .7759 

'5734616/dbj IAP000391.1 IAP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 16381 Seq. ID 

Gene No. 34513 Strand 

Start 3096 End 

Name OJ990907_02 . 9B19 . C17 . ol . gp Method 

Start 3096 End 

GI none Score 

Exons 3096. .3219 



OJ990907_02. 9B19.C17 

4- 

3219 

AAT/GAP. j 

3219 

236 



Seq. No. 16382 Seq. ID 

Gene No. 34514 Strand 

Start 95 End 

Name OJ990907 02 . 9B19 . C18 . ol . tm Method 



OJ990907_02.9B19.C18 
422 

TBLASTX: Maize 



16908 



Start 90 End 304 

GI none Score 263 

Exons 90.. 299, 92.. 304 



Seq. No. 16382 
Gene No. 34514 
Start 95 

Name * OJ990907_02 . 9B19 . C18 . ol . gp 

Start ~ 95 

GI 28866_1.R1084 

Exons 95.. 422 

GI Descrip.- 1 4886280/emb | CAB43430 . 1 | 1. 

[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_02.9B19.C18 
422 

AAT/GAP 

422 

629 



Oe-26 (AL050300) putative protein 



Seq. No. 


16382 








Seq. ID 


OJ990907_02.9B19. 


C18 


Gene No. 


34514 








Strand 






Start 


95 








End 


422 




Name 


OJ990907 02 


.9B19. 


C18.ol 


.gs 


Method 


GENSCAN 




Start 


95 








End 


304 




GI 


none 








Score 


.96 




Exons 


95. .304 














Seq. No. 


16383 








Seq. ID 


OJ990907_02.9B19. 


C19 


Gene No. 


34515 








Strand 






Start 


1 








End 


6410 




Name 


OJ990907 02 


.9B19. 


C19.ol. 


.np 


Method 


AAT/NAP 




Start 


1 








End 


4205 




GI 


6041820 








Score 


634 




Exons 


1..47, 885. 


.1214, 


1323. , 


.1471, 


1591. .1703, 1973. .2245, 






2614 . .2754, 


3505. 


.3685, 


4116. 


.4205 






GI Descrip. 


(AC009918) 


hypothetical 


protein [Arabidopsis thaliana] 





Seq. No. 


16383 








Seq. ID 


OJ990907J32.9B19 


Gene No. 


34515 








Strand 




Start 


1 








End 


6410 


Name 


OJ990907 02 


.9B19, 


.C19.ol 


.gs 


Method 


GENSCAN 


Start 


787 






..End 


6410 


GI 


none 








Score 


.59 


Exons 


787. .1227, 


1321. , 


.1471, 


1912. . 


2245, 2614 


I. .2810, 3505. .381 




6297. . 6410 












Seq. No. 


16383 








Seq. ID 


OJ990907_02.9B19 


Gene No. 


34515 








Strand 




Start 


1 








End 


6410 


Name 


OJ990907 02 


.9B19. 


,C19.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1962 








End 


2270 


GI 


none 








Score 


97 


Exons 


1962. .2060, 


2121, 


. .2270, 


2125. 


.2247 




Seq. No. 


16383 








i 

Seq. ID 


OJ990907_02'.9B19 


Gene No. 


34515 








Strand 




Start 


1 








End 


6410 


Name 


OJ990907 02 


.9B19. 


.C19.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1974 








End 


3667 


GI 


none 








Score 


130 


Exons 


1974 . .2237, 


2032. 


.2223, 


3542. 


.3667 





16909 




Seq. No. 


16383 


Seq. ID 


OJ990907_02.9B19 


.C19 


Gene No . 




Strand 






Start 


1 


End 


6410 




Name 


OJ990907 02.9B19.C19.ol.tm 


Method 


TBLASTX: Maize 




Start . 


3509 


End 


3743 




GI 


none 


Score 


159 




Exons 


3509.. 3631, 3542.. 3685, 3561. 


.3743 






Seq. No. 


16383 


Seq. ID 


OJ990907 02.9B19 


.C19 


Gene No. 


34515 


Strand 






Start 


1 


End 


6410 




Name 


OJ990907 02.9B19.C19.ol.gp 


Method 


AAT/GAP 




Start 


3513 


End 


3972 




GI 


2428208 


Score 


857 




Exons 


3513. .3972 








GI Descrip. 


6041820/gb| AAF02135. 1 |AC009918_7 1 . Oe- 


13 (AC009918) hypothec 




protein [Arabidopsis thaliana] 






Seq. No. 


16384 


Seq. ID 


OJ990907_02.9B19 


.C21 


Gene No . 


34516 


Strand 


+ 




Start 


202 


End 


2498 




Name 


OJ990907 02.9B19.C21.ol.gs 


Method 


GENSCAN 




Start 


202 


End 


2498 




GI 


none 


Score 


. 74 




Exons 


202. .350, -540. .645, 1282. .1353, 1979.. 


2149, 2439. .2498 




Seq. No. 


16384 


Seq. ID 


OJ990907_02.9B19\ 


.C21 


Gene No . 


34517 


Strand 






Start 


2879 


End 


2940 




Name 


OJ990907 02.9B19.C21.o2.gs 


Method 


GENSCAN 




Start 


2879 


End 


2940 




GI 


none 


Score 


. 76 




Exons 


2879. .2940 








Seq. No. 


16385 


Seq. ID 


O.TQQ0Qn7 09 QR1 Q 




Gene No . 


34518 


Strand 


+ ~ 




Start 


2 


End 


96 




Name 


OJ990907 02. 9B1 9 . C22 . ol . gs 


Method 


GENSCAN 




Start 


2 


End 


96 




GI 


none 


Score 


. 98 




Exons 


2. .96 








Seq. No. 


16386 


Seq. ID 


OJ990907_02.9B19. 


C23 


Gene No . 


34519 


Strand 






Start 


478 


End 


693 




Name 


OJ990907 02.9B19.C23.ol.gs 


Method 


GENSCAN 




Start 


478 


End 


693 




GI 


none 


Score 


.86 




Exons 


478.. 693 








Seq. No. 


16387 


Seq. ID 


OJ990907_02.9B19. 


C25 


Gene No. 


34520 


Strand 






Start 


412 


End 


560 




Name 


OJ990907 02. 9B19 . C25 . ol . gp 


Method 


AAT/GAP 




Start 


412 


End 


560 




GI 


uC-osflcypl04cl2al 


Score 


198 




Exons 


412. .560 









16910 




GI Descrip. 1 5852170/emb | AL117265 . 1 1 OST17804 3.0e-29 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 


16388 








Seq. ID 


OJ990907_02 . 9B19 . C26 


Gene No. 


34521 








Strand 


+ 


Start 


45 








End 


838 


Name 


OJ990907 02 


.9B19. 


C?6.ol 


.gs 


Method 


GENSCAN 


Start 


45 








End 


'838 


GI 


none 








Score 


.58 


Exons 


45. .344, 797. .838 








Seq. No. 


16388 








Seq. ID 


OJ990907_02.9B19.C26 


Gene No. 


34522 








Strand 


+ 


Start 


i y y l 








End 


8304 


Name 


ojyyuyu / uz 


. 9B19. 


C26.o2 


.gs 


Method 


GENSCAN 


Start 


i y y i 








End 


6925 


GI 


none 








Score 


.54 


Exons 


i QQi oncT 

x y y i . . zvd i , 


2145. 


.2229, 


2338. 


.2517, 2634. .2726, 5225.-5743, 




d i y / . . oyzo 












Seq. No. 


16388 








Seq. ID 


OJ990907_02.9B19.C26 


Gene No. 


34522 








Strand 


+ 


Start 


1 QQI 

i y y i 








End 


8304 


Name 


ojy yuyu / uz 


.9B19. 


C26.ol 


.np 


Method 


AAT/NAP 


Start 


- ; 3 / Z D 








End 


. 8304 ... - 


GI 


4 Z OODZZ 








Score 


717 


Exons 


cooc com; 


8262. 


.8304 . 








GI Descrip. 


{ At U U 4 U 4 4 ) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


16388 








Seq. ID 


OJ990907_02.9B19.C26 


Gene No. 


o a q o o 
0 4 DZ O 








Strand 




Start 


Z JLD4 








End 


2862 


Name 


uo y yuy u / uz 


.9B19. 


C26.ol, 


.tm 


Method 


TBLASTX: Maize 


Start 


i q*7 n 
i y / u 








End 


2732 


GI 


none 








Score 


90 


Exons 


i qto once 
iy/u. . zuo o , 


2135. 


.2230, 


2146. 


.2229, 2212.. 2235, 2335.. 2517, 




O O O Q OCTQ 

zjjy . . zoio , 


2632. 


.2730, 


2634. 


.2729, 2634.. 2732, 2635.. 2730 


Seq. No. 


16388 








Seq. ID 


OJ990907_02.9B19.C26 


Gene No. 


J 4 OZ o 








Strand 




Start 


O 1 C >1 

z lo4 








End 


2862 


Name 


OJ990907 02 


.9B19. 


C26.ol. 


,gp 


Method 


AAT/GAP 


Start 


2154 








End 


2862 


GI 


none 








Score 


1363 


Exons 


2154 . .2862 












Seq. No. 


16388 








Seq. ID 


OJ990907_02.9B19.C26 


Gene No. 


34523 








Strand 




Start 


2154 








End 


2862 


Name 


OJ990907 02 


. 9B19 '. 


C26.ol. 


,ts 


Method 


TBLASTX: Soybean 


Start 


2165 








End 


2777 


GI 


none 








Score 


51 


Exons 


2165. .2224, 


2339. 


.2518, 


2350. 


.2520, 2632.. 2721, 2634.. 2777, 




2635. .2721 












Seq. No. 


16388 








Seq. ID 


OJ990907_02.9B19.C26 


Gene No. 


34523 








Strand 





16911 



Start 
Name 
Start 
GI 

Exons 



2154 End 

OJ990907_02 . 9B1 9 . C2 6 . ol . t c Method 

2312 End 

none Score 



2862 

TBLASTX: Cress 

2729 

270 



2312.. 2374, 2339.. 2518, 2350.. 2520, 2634.. 2720, 2635.. 2721, 
2637. .2729 



Seq. No. 16388 

Gene No. 34523 

Start 2154 

Name OJ990907_02 . 9B1 9 . C26 . o2 

Start 2452 

GI none 

Exons 2452.. 2517, 2453.. 2518, 

Seq. No. 16388 

Gene No. 34524 

Start 5511 

Name OJ990907JD2 . 9B19 . C26 . o2 

Start 5511 

GI none 

Exons 5511.. 5780, 5535.. 5786, 
5888..6259, 5905.. 6099, 
6026. .6148, 6086. .6259, 

-sr..- ... . 

Seq. No. 16388 

Gene No. 34524 

Start 5511 

Name OJ990907_02 . 9B19 . C26 . ol 

Start 5547 

GI none 

Exons 5547.. 5786, 5804.. 5893, 
6308. .6463, 6322. .6576, 



Seq. ID OJ990907_02.9B19.C26 
Strand 

End 2862 

.tw Method TBLASTX: Wheat 

End 2730 

Score 103 
2574. .2729, 2634. .2720, 2635. .2730 

Seq. ID OJ990907_02.9B19.C26 
Strand 

End 6916 
.tc Method TBLASTX : Cress 

End 658 9 

Score 99 
5795. .5971, 5810. .5977, 5816. .6079, 
5906. .6070, 5946. .5987, 5996. .6166, 
6158. .6232, 6308. .6463, 6476. .6589 

Seq. ID OJ990?07_02. 9B19.C26 
Strand 

End 6916 

.tw Method TBLASTX : Wheat 

End 6610 

Score 96 
5996. .6217, 6134. .6262, 6308. .6607, 
6497. .6610 



Seq. No. 16388 
Gene No. 34524 
Start 5511 

Name OJ990907_02 . 9B19 . C26 . o2 . tm 

Start 5556 
GI none 

Exons 5556.. 5786, 5628.. 5795, 5801, 

5900.. 6016, 5902.. 6030, 5903, 
6161. .6244, 6296. .6517, 6307. 
6316. . 6474 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990907 02.9B19.C26 



6916 

TBLASTX: Maize 
6904 
129 

5869, 5813. .5971, 5888. 
6067, 5993.. 6226, 5999. 
6903, 6308.. 6508, 6308. 



,5971, 
, 6166, 
,6904, 



Seq. No. 16388 Seq. ID 

Gene No. 34524 Strand 

Start 5511 End 

Name QJ990907_02 . 9B1 9 . C26 . o2 . ts Method 

Start 6485 End 

GI none Score 

Exons 6485.. 6904, 6515.. 6889, 6637.. 6903 



OJ990907_02.9B19.C26 
6916 

TBLASTX : Soybean 

6904 

343 



Seq. No. 
Gene No. 
Start 
Name 



16388 
34524 
5511 

OJ990907 



02. 9B19.C26.o3.tc 



Seq. ID 

Strand 

End 

Method 



OJ990907_02.9B19.C26 
6916 

TBLASTX: Cress 



16912 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6590 
none 

6590.. 6916, 6610.. 6915 

16389 
34525 
27 

OJ990907_02 . 9B19 . C27 . ol . np 
27 

4218008 



End 
Score 



6916 
1-99 



Seq. ID OJ990907_02.9B19.C27 

Strand .+ 

End 3760 

Method AAT/NAP 

End 3739 

Score 98 



27. .94, 2496. .2671, 3458. .3739 

(AC006135) hypothetical protein [Arabidopsis thaliana] 



16389 
34525 
27 

OJ990907_02 . 9B19 . C27 . ol . gs 

2638 

none 

2638. .3237, 3314. .3760 



Seq. ID OJ990907_02.9B19.C27 

Strand + 

End 37 60 

Method GENSCAN 

End 3760 

Score .92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16390 
34526 
1 

OJ990917_02.9B15.C2.ol.np 
1 

3785975 



Seq. ID OJ990917_02. 9B15.C2 
Strand + 
End 2963. 
Method AAT/NAP 
End . : 2963 
Score 510 

1..84, 173. .311, 348. .512, 2394 . . 24 92 , 258 1 . . 264 9, 2729. .2963 
(AC005560) unknown protein [Arabidopsis thaliana] 



16390 
34526 
1 

OJ990917_02.9B15.C2.ol.gp 
24 

uC-osroM202001c04bl 



Seq. ID OJ990917_02. 9B15.C2 
Strand + 
End 2963 
Method AAT/GAP 
End 2819 
Score 979 

24. .84, 173. .288, 377. .512, 2394. .2492, 2581. .2652, 2731. .2819 
1 3785975 1.0e-45 (AC005560) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 


16390 






Seq. ID 


OJ990917_02.9B15. 


C2 


Gene No. 


34526 






Strand 


+ 




Start 


1 






End 


2963 




Name 


OJ990917 


02.9B15.C2 


ol . gs 


Method 


GENSCAN 




Start 


173 




End 


2649 




GI 


none 






Score 


.48 




Exons 


173. .288, 


377. .512, 


1412. . 


1476, 2354.. 


2492, 2581.. 2649 




Seg. No. 


16391 






Seq. ID 


OJ990917_02. 9B15. 


C3 


Gene No. 


34527 






Strand 


+ 




Start 


1 






- End 


511 




Name 


OJ990917 


02.9B15.C3 


ol . np 


Method 


AAT/NAP 




Start 


1 






End 


511 




GI . 


6466937 






Score 


353 





Exons 1 . . 511 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



16913 




beq . wo . 


i boy i 


Seq. ID 


OJ990917_02, 


.9B15.C3 


Gene No. 


34527 


Strand 


+ 




Start 


1 


End 


511 




Name 


OJ990917 02. 9B15.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


56 


End 


438 




GI 


none 


Score 


151 




Exons 


56. .175, 57. .182, 60. .176, 


328. .438 






beq. wo. 


16391 


Seq. ID 


OJ990917_02. 


.9B15.C3 


Gene No. 


34527 


Strand 


+ 




Start 


1 


End 


511 




Name 


OJ990917 02.9B15.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


107 


End 


482 




GI 


none 


Score 


102 




Exons 


107. .160, 108. .176, 169. .468, 330. .467 


, 333.. 482 




Seq. No. 


16392 


Seq. ID 


OJ990917_02. 


.9B15.C4 


Gene No. 


34528 


Strand 


+ 




btart 


117 


End 


224 




Name 


OJ990917 02. 9B15.C4 .ol.gp 


Method 


AAT/GAP 




Start 


117 


End 


224 




GI 


uC-osflcyp088bl2bl 


Score 


126 




Exons 


117. .224 








GI Descrip. 


•5257255/dbj | AP000364 . 1 1 AP000364 3.0e- 


36 Oryza sativa genor 




DNA, chromosome 8, clone : P0026F07 ■ * 






beq. NO. 


16392 


Seq. ID 


OJ990917_02, 


. 9B15.C4 


Gene No. 


34529 


Strand 


+ 




Start 


887 


End 


1709 




Name 


OJ990917 02.9B15.C4.ol.gs 


Method 


GENSCAN 




Start 


887 


End 


1709 




GI 


none 


Score 


.8 




Exons 


887. .989, 1133. .1273, 1308. 


, .1709 






beq. no. 


16393 


Seq. ID 


OJ990917_02, 


. 9B15.C5 


Gene No. 


34530 


Strand 


+ 




Start 


2026 


End 


2981 




Name 


OJ990917 02.9B15.C5.o2.gs 


Method 


GENSCAN 




Start 


.2026 


End 


2981 




GI 


none 


Score 


.92 




Exons 


2026. .2081, 2793. .2981 








beq. no. 


16394 


Seq. ID 


OJ990917_02. 


.9B15.C6 


Gene No. 


34531 


Strand 


+ 




Start 


106 


End 


511 




Name 


OJ990917 02.9B15.C6.ol.gs 


Method 


GENSCAN 




Start 


106 


End 


511 




GI 


none 


Score 


.63 




Exons * 


106. .511 








Seq. No. 


16395 


Seq. ID 


OJ990917_02. 


, 9B15.C7 


Gene No. 


34532 


Strand 






Start 


1 


End 


1985 




Name 


OJ990917 02.9B15.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1985 




GI 


5902444 


Score 


2888 
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Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .1985 

(AB030283) GAG-POL precursor [Oryza sativa] 



16395 Seq. ID 

34532 Strand 

1 End 

OJ990917_02 . 9B15 . C7 . ol . gs Method 

260 End 

none Score 
260. . 1985 



OJ990917_02.9B15.C7 

1985 
GENSCAN 
1985 
.99 



Seq. No. 16395 Seq. ID 

Gene No. 34533 Strand 

Start 3613 End 

Name OJ990917_02 . 9B15 . C7 . ol . tw Method 

Start 282 End 

GI none Score 

Exons 282.. 683, 415.. 684 

Seq. No. 16395 Seq. ID 

Gene No. 34533 Strand 

Start 3613 End 

Name OJ990917_02 . 9B15 . C7 . o2 . gs Method 

Start 3613 End 

GI "none Score 

Exons 3613.. 4111, 5089.. 5213, 7036.. 7338 

Seq. No. 16396 Seq. ID 

Gene No. 34534 Strand 

Start ' 55 End 

Name OJ990917_02 . 9B15 . C9 . ol . gs Method 

Start 55 End 

GI none Score 

Exons 55. .134 



OJ990917_02.9B15.C7 
7338 

TBLASTX: Wheat 

684 

114 



OJ990917_02.9B15.C7 

7338 
GENSCAN 
7338 
.94 



OJ990917_02.9B15.C9 
+ 

134 

GENSCAN 

134 

.79 



Seq. No. 16397 Seq. ID 

Gene No. 34535 Strand 

Start 58 End 

Name OJ990917_02 . 9B15 .Cll . ol . gs Method 

Start 58 End 

GI none Score 

Exons 58.. 222 



OJ990917_02.9B15.C11 
222 

GENSCAN 

222 

.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



16398 
34536 
477 

OJ990917_02.9B15.C16.ol.tm 
474 
none 

474. .608, 476. .589, 1217 
3491.. 3553, 3491 
3619.. 3675, 3678 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1384, 1228.. 



OJ990917' 02.9B15.C16 



4422 

TBLASTX: Maize 
3713 
86 

1380, 3487. .3540, 
3550, 3514.. 3555, 3615.. 3707, 3618.. 3674, 
3713, 3679.. 3711, 3686.. 3712 



16398 Seq. ID 

34536 Strand 

477 End 

OJ990917_02. 9B15.C16.ol.gs Method 



OJ990917_02 . 9B15 . C16 

4422 
GENSCAN 
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Start 477 End 3710 

GI none Score .82 

Exons 477. .587, 1223. .1380, 1870. .1996, 2043. .2188, 3493. .3535, 

3619. .3710 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16398 
34536 
477 

OJ990917_02.9B15.C16.ol.np 
480 

3785975 



Seq. ID OJ990917_02.9B15.C16 
Strand 

End 4422 

Method AAT/NAP 

End 4422 

Score 448 



480. .587, 1223. .1380, 3493. .3535, 3619. .3749, 4257. .4422 
(AC005560) unknown protein [Arabidopsis thaliana] 



Seq. No. 16399 Seq. ID OJ990917_ 

Gene No. 34537 Strand + 

Start 224 End 240 

Name OJ990917_02 . 9B15 . C19 . ol . gs Method GENSCAN 

Start 224 End 240 

GI none Score . 7 

Exons 224.. 240 



02. 9B15.C19 



Seq. No. 


16399 








Seq. ID 


OJ990917_02.9B15.C19 


Gene No..* 


34538 








Strand 




Start 


2907 








End 


5527 V 


Name 


OJ990917 02. 


9B15. 


C19.o2, 


.gs- 


Method 


GENSCAN 


Start 


2907 








End 


5482 


GI 


none 








Score 


.52 


Exons 


2907. .3518, 


3846. 


.4133, 


4147. 


.4867, 4929. .5067, 5176. .5482 


Seq. No. 


16399 








Seq. ID 


OJ990917_02.9B15.C19 


Gene No. 


34538 








Strand 




Start 


2907 








End 


5527 


Name 


OJ990917 02. 


9B15. 


C19.o2. 


.tm 


Method 


TBLASTX: Maize 


Start 


3829 








End 


4104 


GI 


none 








Score 


275 


Exons 


3829. .3855, 


3873. 


.4103, 


3880. 


.4104 




Seq. No. 


16399 








Seq. ID 


OJ990917_02.9B15.C19 


Gene No. 


34538 








Strand 




Start 


2907 








End 


5527 


Name 


OJ990917 02. 


9B15. 


C19.o2. 


, tw 


Method 


TBLASTX: Wheat 


Start 


3843 








End 


4061 


GI 


none 








Score 


126 


Exons 


3843. .4061, 


3844 . 


.4050 









Seq. No. 16399 Seq. ID 

Gene No.. 34538 Strand 

Start 2907 End 

Name OJ990917_02 . 9B15 . CI 9 . ol . np Method 

Start 3855 End 

GI 4996361 Score 

Exons 3855.. 4943, 5400.. 5527 

GI Descrip. (AB021263) polyprotein [Arabidopsis thaliana] 



OJ990917_02.9B15.C19 

5527 
AAT/NAP 
5527 
874 



Seq. No. 16399 Seq. ID OJ990917JD2 . 9B15 . CI 9 

Gene No. 34538 Strand 

16916 



Start 
Name 
Start 
GI 

Exons 



2907 End 

OJ990917_02 . 9B15 . CI 9 . ol . tc Method 

3915 End 

none Score 
3915.. 4112, 3922.. 4032 



5527 

TBLASTX: Cress 

4112 

62 



Seq. No. 16399 

Gene No. 34538 

Start 2907 

Name OJ990917_02 . 9B15 . CI 9 . ol . ts 

Start 3915 

GI none 
Exons 



Seq. ID OJ990917_02.9B15.C19 
Strand 

End 5527 

Method TBLASTX : Soybean 

End 4500 

Score 58 



3915. .4145, 3972. .4088, 4157. .4297, 4165. .4500, 4166. .4309, 
4421. .4495 



Seq. No. 16399 

Gene No. 34538 

Start 2907 

Name OJ990917_02 . 9B15 . C19 . ol . tm 

Start 4207 

GI none 

Exons 4207.. 4665, 4208.. 4654 

Seq. No. 16399 

Gene No. 34538 

Start 2907 

Name OJ990917_02 . 9B15-. C19 . ol . tw 

Start 4263 

GI none 
Exons 



Seq. ID OJ990917_02.9B15.C19 
Strand 

End 5527 

Method TBLASTX : Maize 

End 4 665 

Score 341 



S.eq. ID OJ990917_02.9B15.C19 
Strand 

End 5527 

Method TBLASTX: Wheat 

End 4 695 

Score 100 



4263. .4505, 4264. .4521, 4265. .4561, 4533. .4562, 4534. .4695, 
4535. .4690 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16399 
34538 
2907 

OJ990917_02 .9B15.C19.o3.tm 

4672 

none 



Seq. ID OJ990917_02.9B15.C19 
Strand 

End 5527 

Method TBLASTX : Mai ze 

End 4 935 

Score 149- 



4672. .4935, 4676. .4930, 4682. .4768, 4828. .4935 



16400 
34539 
624 

OJ990917_02.9B15.C20.ol.np 
624 

4680179 

624.. 658, 1686.. 2787, 6905.. 6936 

{AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990917_02.9B15.C20 

Strand + 

End 7524 

Method AAT/NAP 

End 6936 

Score 678 



16400 
34539 
624 

OJ990917_02.9B15.C20.o3.gs 

5175 

none 



Seq. ID OJ990917_02.9B15.C20 

Strand + 

End 7524 

Method GENSCAN 

End 7524 

Score .44 



5175. .5322, 6905. .6998, 7091. .7154, 7204. .7433, 7473. .7524 



16917 




Seq. No. 


16400 




Seq. ID 


OJ990917 


_02.9B15 


.C20 


Gene No. 


34540 




Strand 


+ 






Start 


11529 




End 


28011 






Name 


OJ990917 02.9B15.C20. 


o5 . gs 


Method 


GENSCAN 






Start 


11529 




End 


13089 






GI 


none 




Score 


.65 






Expns 


11529. .11597, 11631.. 


12239, 


12535. .12664, 12974 


. .13089 




Seq. No. 


16400 




Seq. ID 


OJ990917 


_02. 9B15 


C20 


Gene No. 


34540 




Strand 


+ 






Start 


11529 




End 


28011 






Name 


OJ990917_02.9B15.C20. 


o2 . np 


Method 


AAT/NAP 






Start 


12200 




End 


28011 






GI 


6056391 




Score 


1940 






Exons 


12200. .12294, 12542. . 


13095, 


16243. .17028, 19658 


. .19741, 






21342. .21527, 24185.. 


25990, 


27991. .28011 






GI Descrip. 


(AC009324) Similar to 


retrotransposon 


proteins 


[Arabidopsis 




thaliana] 












Seq. No. 


16400 




Seq. ID 


OJ990917 


J)2. 9B15 


C20 


Gene No. 


34 540 




Strand 


+ 






Start 


11529 




End 


28011 






Name 


OJ990917 02.9B15.C20. 


o7 . gs 


Method 


GENSCAN 






Start 


19204 




End 


21258 






GI 


none 




Score 


.74 






Exons 


19204. .19285, 19352. . 


19447, 


20839. .21011, 21022 


. .21258 




Seq. No. 


16400 




Seq. ID 


OJ990917 


_02. 9B15 


C20 


Gene No. 


34540 




Strand 


+ 






Start 


11529 




End 


28011 






Name 


OJ990917 02.9B15.C20. 


o2.gp 


Method 


AAT/GAP 






Start 


23512 




End 


23617 






GI 


uC-osflcyp088bl2bl 




Score 


136 






Exons 


23512. .23617 













GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 



DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 


16400 


Seq. ID 


OJ990917 


_02. 


9B15 


.C20 


Gene No. 


34540 


Strand 


+ 








Start 


11529 


End 


28011 








Name 


OJ990917 02.9B15.C20.o8.gs 


Method 


GENSCAN 








Start 


23792 


End 


25312 








GI 


none 


Score 


.82 








Exons 


237 92. .24111, 24117. .24275, 


24277.. 25312 








Seq. No. 


16400 


Seq. ID 


OJ990917 


_02. 


9B15 


C20 


Gene No. 


34541 


Strand 


+ 








Start 


30635 


End 


32340 








Name 


OJ990917 02. 9B15.C20.o3.np 


Method 


AAT/NAP 




i 




Start 


30635 


End 


32340 








GI 


5257259 


Score 


202 








Exons 


30635. .30787, 32263. .32340 












GI Descrip. 


(AP000364) hypothetical protein [Oryza 


sativa] 








Seq. No. 


16400 


Seq. ID 


OJ990917 


_02. 


9B15 


C20 


Gene No. 


34542 


Strand 










Start 


3826 


End 


4152 
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Name 


OJ990917 02. 


9B15.C20 


. o2 . gs 


Method 


GENSCAN 






Start 


3826 






End 


4152 






GI 


none 






Score 


.99 






Exons 


3826. .4152 














Seq. No. 


16400 






Seq. ID 


OJ990917 


_02.9B15. 


C20 


Gene No. • 


34543 






Strand 








Start 


9552 • 






End 


10042 ' 






Name 


OJ990917 02. 


9B15.C20 


. o4 . gs 


Method 


GENSCAN 






Start 


9552 






End 


10042 






GI 


none 






Score 


.98 






Exons 


9552. .9679, 


9952. .10042 










Seq. No. 


16400 






Seq. ID 


OJ990917 


_02.9B15. 


C20 


Gene No. 


34 54 4 






Strand 








Start 


13932 






End 


18682 






Name 


OJ990917 02. 


9B15.C20 


o3 . tw 


Method 


TBLASTX : 


Wheat 




Start 


2092 






End 


2427 






GI 


none 






Score 


278 






Exons 


2092. .2427, 


2113.. 2277, 2115.. 2297, 2314.. 2382 






Seq. No. 


16400 






Seq. ID 


OJ990917 


_02.9B15. 


C20 


Gene No. 


34544 






Strand 








Start 


13932 






End 


18682 






Name 


OJ990917 02. 


9B15.C20 


o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


2092 






End 


2391 






GI 


none 






Score 


231 






Exons 


2092. .2391, 


2115. .2276 










Seq. No. 


16400 






Seq. ID 


OJ990917 


_02.9B15. 


C20 


Gene No. 


34544 






Strand 








Start 


13932 






End 


18682 






Name 


OJ990917 02. 


9B15.C20. 


08 . tm 


Method 


TBLASTX: 


Maize 




Start 


12610 






End 


12960 






GI 


none 






Score 


121 






Exons 


12610. . 12777 


, 12612.. 


12755, 


12787. .12960, 12795 


. .12959 




Seq. No. 


16400 






Seq. ID 


OJ990917 


_02.9B15. 


C20 


Gene No. 


34544 






Strand 








Start 


13932 






End 


18682 






Name 


OJ990917 02. 


9B15.C20. 


06 . tw 


Method 


TBLASTX: 


Wheat 




Start 


12711 






End 


13017 






GI 


none 






Score 


183 






Exons 


12711. .12758, 12718. . 


13017, 


12798. .12962 






Seq. No. 


16400 






Seq. ID 


OJ990917 


_02.9B15. 


C20 


Gene No. 


34544 






Strand 








Start 


13932 


9B15.C20. 




End 


18682 






Name 


OJ990917 02. 


o6.gs 


Method 


QENSCAN^ 






Start 


13932 






End 


18682 






GI 


none 






Score 


.42 






Exons 


13932. .14400 


, 14522.. 


14618, 


15310. .15355, 15963 


. .16052, 






16982. . 17082, 17493.. 


17714, 


17950. .18682 






Seq. No. 


16400 






Seq. ID 


OJ990917 


_02.9B15. 


C20 


Gene No. 


34544 






Strand 








Start 


1.3932 






End 


18682 







16919 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



OJ990917_02. 9B15.C20.o6.tm 

16273 

none 

16273. .164 43, 16275. .164 39, 

16400 
34544 
13932 

OJ990917_02 . 9B15 . C20 . o2 . tm 

16557 

none 

16557. .16664, 16561. .16662, 
16663. .16881, 16665. .16961, 



Method TBLASTX : Mai ze 
End 16556 
Score 187 
16449. .16556, 16456.. 16554 

Seq. ID OJ990917_02.9B15.C20 
Strand 

End 18682 

Method TBLASTX : Mai ze ' 

End 17015 

Score . 134 
16568. .16666, 16639. .16962, 
16943. .17014, 16944. .17015 



16400 
34544 
13932 

OJ990917_02. 9B15.C20.o3. ts 

16567 

none 

16567. .16971 



Seq. ID OJ990917_02.9B15.C20 
Strand 

End 18682 

Method TBLASTX : Soybean 

End 16971 

Score 215 



16400 Seq. ID 

34544 Strand 

13932 End 
OJ990917JD2 . 9B15 . C20 . ol . tc Method 

16597 End 

none Score 

16597. .16962, 16956. .17024 



OJ990917_02.9B15.C20 
18682 

TBLASTX: Cress" 

17024 

219 



16400 Seq. ID 

34544 Strand 

13932 End 
OJ990917_02 . 9B15 . C20 . o4 . tw Method 

16687 End 

none Score 

16687. .16962, 16740 .. 16940, 16908. .17024 



OJ990917_02.9B15.C20 
18682 

TBLASTX: Wheat 
17024 
247 



16400 Seq. ID 

34545 Strand 

24422 End 
OJ990917_02 . 9B15 . C20 . ol . ts Method 

24422 End 

5509260 Score 

24422. .24919, 24745. .24918 



OJ990917_02.9B15.C20 
25123 

TBLASTX : Soybean 

24919 

391 



16400 Seq. ID, OJ990917__02.9B15.C20 

34545 Strand 

24422 End 25123 

OJ990917_02 . 9B15 .C20.o2.tw Method TBLASTX : Wheat 

24440 End 24895 

none Score 68 

24 4 40. .24 532, 24 440. .24532, 24 563. .24895, 24566 .. 24 676, 

24745. .24894 

16400 Seq. ID OJ990917 02.9B15.C20 



16920 




Gene No. 


34545 






Strand 






Start 


24422 






End 


25123 




Name 


OJ990917 02.9B15.C20 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


24466 






End 


24718 




GI 


none 






Score 


291 




Exons 


24466. 


.24717/ 24467. 


.24718 








Seq. No*. 


16400 






Seq. ID 


OJ990917_02. 9B15 


.C20 


Gene No. 


34545 






Strand 






Start 


24422 






End 


25123 




Name 


OJ990917 02.9B15.C20 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


24553 






End 


24805 




GI 


none 






Score 


240 




Exons 


24553. 


.24714, 24554. 


.24805 








Seq. No. 


16400 






Seq. ID 


OJ990917_02.9B15 


.C20 


Gene No. 


34545 






Strand 






Start 


24422 






End 


25123 




Name 


OJ990917 02.9B15.C20 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


24718 






End 


25123 




GI 


none 






Score 


478 




Exons 


24718. 


.25119, 24719. 


.25123, 


24719. .25120 




Seq. No. 


16400 






Seq. ID 


OJ990917_02.9B15 


.C20 


"Gene No. 


34546 






Strand 






Start 


25100 






End 


25993 




Name 


OJ990917 02.9B15.C20 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


25100 






End 


25610 




GI 


none 






Score 


156 




Exons 


25100. 


.25261, 25105. 


.25260, 


25164. .25262, 25234 .. 25503, 






25274 . 


.25504, 25283. 


.25504, 


25489. .25557, 254 90 .. 25558 , 






25566. 


.25610 










Seq. No. 


16400 






Seq. ID 


OJ990917_02. 9B15 


.C20 


Gene No. 


34546 






Strand 






btart 


25100 






End 


25993 




Name 


OJ990917 02.9B15.C20 


ol . tm 


Method 


TBLASTX: Maize 




Start 


25130 






End 


25617 




GI 


none 






Score 


423 




Exons 


25130. 


.25504, 25141. 


25503, 


25142. .25504, 25514 .. 25615 , 






25519. 


.25614, 25522. 


25617 








Seq. No. 


16400 






Seq. ID 


OJ990917_02. 9B15 


.C20 


Gene No. 


34546 






Strand 






Start 


25100 






End 


25993 




Name 


OJ990917 02.9B15.C20. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


25295 






End 


25993 




GI 


none 






Score 


140 




Exons 


25295. 


.25522, 25^05.. 


25993, 


25513. .25668, 25748. .25840 




Seq. No. 


16400 






Seq. ID 


OJ990917JD2. 9B15 


.C20 


Gene No. 


34546 






Strand 






Start 


25100 






End 


25993 




Name 


OJ990917 02.9B15.C20. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


25621 






End 


25963 




GI 


none 






Score 


370 




Exons 


25621. 


.25674, 25625.. 


25924, 


25632. .258 47, 25717. .25920, 





16921 



25925. .25960, 25925.. 25963 



Seq. No. 16400 Seq. ID 

Gene No. 34 54 6 Strand 

Start 25100 End 

Name OJ990917JD2 . 9B15 . C20 . o5 . tw Method 

Start 25772 End 

GI hone Score- 

Exons 25772. .25960, 25783 .. 25959, 25805.. 25969 



OJ990917_02.9B15.C20 
25993 

TBLASTX: Wheat 
25969 
189 



Seq. No. 


16401 




Seq. ID 


OJ990917_02 


.9B15.C21 


Gene No. 


34547 




Strand 


+ 




Start 


26 




End 


3842 




Name 


OJ990917 02.9B15.C21.ol, 


.gs 


Method 


GENSCAN 




Start 


26 




End 


3253 




GI 


none 




Score 


.74 




Exons 


26. .45, 1579. .1677, 1965.. 


2111, 2423.. 


2511, 3132.. 


3253 


Seq. No. 


16401 




Seq. ID 


OJ990917_02 


. 9B15.C21 


Gene No. 


34547 




Strand 


+ 




Start 


26 




End 


3842 




Name 


OJ990917 02.9B15.C21.o3. 


,np 


Method 


AAT/NAP 




Start 


896 




End 


2240 




GI 


6630699 




Score 


92 




Exons 


896. .918, 2163. .2240 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gi| 6721536 |dbj IBAA89566. 


.11 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


16401 




Seq. ID 


OJ990917_02 


. 9B15.C21 


Gene No. 


34547 




Strand 


+ 




Start 


26 




End 


3842 




Name 


OJ990917 02.9B15.C21.o4 . 


,np 


Method 


AAT/NAP 




Start 


2368 




End 


3842 




GI 


6539570 




Score 


224 




Exons 


2368. .2567, 2727. .2804, 


3690. .3842 






GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 





Seq. No. 16401 

Gene No. 34548 

Start 1272 

Name OJ990917_02 . 9B15 . C21 . ol . np 

Start 1272 

GI 6069646 

Exons 1272.. 2119, 
GI Descrip. (AP000616) 



Seq. ID OJ990917_02.9B15.C21 



Strand 

End 3842 
Method AAT/NAP 
End 3842 
Score 457 
3055.. 3157, 3212.. 3355, 3816.. 3842 
similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
.(AC006248) 



Seq. No. 16401 Seq. ID 

Gene No. 34548 Strand 

Start 1272 End 

Name OJ990917_02 . 9B15 . C21 . ol . tm Method 

Start 1305 End 

GI none Score 



OJ990917_02.9B15.C21 
3842 

TBLASTX: Maize 

1856 

286 



16922 



Exons 



1305. .1856 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16401 
34548 
1272 

OJ990917_02 . 9B15 . C21 . o5 . np 



OJ990917 02.9B15.C21 



Seq. ID 
Strand 

End 3842 
Method AAT/NAP 
2909 End 3842 ' 

3738337 Score 147 

2909.. 3355, 3823.. 3842 

(AC005170) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



16401 Seq. ID 

34548 Strand 

1272 End 
OJ990917_02 . 9B15 . C21 . o2 . tm Method 

2924 End 

none Score 

2924.. 3196, 2940.. 3185 



Seq. No. 16402 Seq. ID 

Gene No. 34549 Strand 

Start 348 End 

Name OJ990917_02 . 9B15 . C22 . ol . gs Method 

Start 348 End 

GI none Score 

Exons 348.. 544, 658.. 784, 1675.. 1802, 1887.. 



OJ990917_02.9B15.C21 
3842 

TBLASTX: Maize 

3196 

135 



OJ990917_02.9B15.C22 
+ 

8878 
GENSCAN 
8878 
.55 

1956, 2049. .2151, 



3445.. 3562, 4148.. 4377, 4443. 
8368. .8878 



.7328, 7350. .7599, 7635.. 8351, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



16402 Seq. ID 

34549 Strand 

348 End 

OJ990917_02 . 9B15 . C22 . ol . gp Method 

1476 End 

LIB34 7 4-009-P1-K1-B10 Score 
1476. .1802, 1887. .1968 

'4521193/dbj IAB013450.1 IAB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



OJ990917_02 . 9B15 . C22 
+ 

8878 
AAT/GAP 
1968 
755 



16402 
34549 
348 

OJ990917_02. 9B15.C22.ol.np 



Seq. ID OJ990917_02.9B15.C22 

Strand + 

End 8878 

Method AAT/NAP 

End 8875 

Score 7460 



4168 
5295971 
4168. .8875 

(AB026295) EST D24315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 )' [Oryza sativa] 



16402 Seq. ID 

34549 Strand 

348 End 

OJ990917_02. 9B15.C22.o3.np Method 

6410 End 

3319362 - Score 



OJ990917_02.9B15.C22 
+ 

8878 
AAT/NAP 
8857 
914 



16923 



Exons 6410.. 7023, 7264.. 8857 

GI Descrip. (AF077408) contains similarity to reverse transcriptase (Pfam 
rvt.hmm, score 19.29) [Arabidopsis thaliana] 



Seq. No. 


16402 






Seq. ID 


OJ990917 02.9B15.C22~ 


Gene No. 


34550 






Strand 


+ 


Start 


9455 






End 


10947 


Name 


OJ990917 02 


.9B15.C22.o8 


.tm 


Method 


TBLASTX: Maize 


Start 


518 






End 


1761 


GI 


none 






Score 


40 


Exons 


518.. 550, 519.. 542, 643 


. .786, 


655. .789, 


656. .802, 1652. . 1744, 




. 1674.. 1760, 


1675. .1761 








Seq. No. 


16402 






Seq. ID 


OJ990917_02 . 9B15 . C22 


Gene No. 


34550 






Strand 


+ 


Start 


9455 






End 


10947 


Name 


OJ990917 02 


. 9B15.C22.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


62Z 






End 


2074 


GI 


none 






Score 


78 


Exons 


622. .801, 655.. 789, 656 


. . 808, 


1652. .17E 


19, 1674.. 1799, 




1675. . 1797, 


1884. .1952, 


1885. 


.1956, 2045. .2074, 2046. .2069 


Seq. No. 


16402 






Seq. ID 


OJ990917_02.9B15.C22 


Gene No. 


34550 






Strand 


+ 


Start 


9455 






End 


10947 


Name 


OJ990917 02 


.9B15.C22.o5 


. ts 


Method 


TBLASTX : Soybean 


Start . 


655 






End 


784 


GI 


none 






Score 


206 


Exons 


655.. 783, 656.. 784 








Seq. No. 


16402 






Seq. ID 


OJ990917_02.9B15.C22 


Gene No. 


34550 






Strand 


+ 


Start 


9455 






End 


10947 


Name 


OJ990917 02 


.9B15.C22.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


1731 






End 


2153 


GI. 


none 






Score 


50 


Exons 


1731. .1763, 


1732. . 1764, 


1753. 


.1797, 1884. .1952, 1885. .1956, 




2046. .2153, 


2048. .2122 








Seq. No. 


16402 






Seq. ID 


OJ990917_02.9B15.C22 


Gene No. 


34550 






Strand 


+ 


Start 


9455 






End 


10947 


Name 


OJ990917 02 


.9B15.C22.o9 


. tm 


Method 


TBLASTX: Maize 


Start 


2040 






End 


3529 


GI 


none 






Score 


87 


Exons 


2040. .2159, 


2042. .2125, 


2046. 


.2156, 2083. .2157, 3442. .3522, 




3444. .3527, 


3446. .3529, 


3447. 


.3527 




Seq. No. 


16402 






Seq. ID 


OJ990917_0.2 . 9B15 . C22 


Gene No. 


34550 






Strand 


+ 


Start 


9455 






End 


10947 . 


Name 


OJ990917 02 


. 9B15.C22.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


4525 






End 


10099 


GI 


none 






Score 


51 


Exons 


4525. .4563, 


4526. .4564, 


4534. 


.4749, 4610. .4825, 4619. .4825, 




9806. .9871, 


9836. .9877, 


9839. 


.9877, 984 


7.. 10098, 9898.. 10026, 



9927.. 10031, 9932.. 10099 



16924 




Seq. . No. 


16402 








Seq. ID 


OJ990917_02 . 9B15 . C22 


Gene No. 


34550 








Strand 


+ 


Start 


9455 








End 


10947 


Name 


OJ990917 02. 


9B15. 


C22.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5060 








End 


5719 


GI 


none 








Score 


402 


Exons 


5060.-. 5335, 


5075. 


.5290, 


5077. 


.5334, 5267.. 5338, 5316.. 5345, 




5355. .5546, 


5414. 


.5500, 


5431. 


.5550, 5440.. 5547, 5490.. 5705, 




5499. .5705, 


5500. 


.5718, 


5501. 


.5719 




Seq. No. 


16402 








Seq. ID 


OJ990917_02.9B15.C22 


Gene No. 


34550 








Strand 


+ 


Start 


-9455 








End 


10947 


Name 


OJ990917 02. 


9B15. 


C22.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5644 








End 


6097 


GI 


none 








Score 


349 


Exons 


5644 . .5949, 


5645. 


.6010, 


5687. 


.6037, 6017. .6097, 6022. .6096 


Seq. No. 


16402 








Seq. ID 


OJ990917_02.9B15.C22 


Gene No. 


34550 








Strand 


+ 


Start 


9455 








End 


10947 


Name 


OJ990917 02. 


9B15. 


C22.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


5734 








End 


5974 


GI' 


none 








Score 


311 


Exons 


5734 . .5973, 


5735. 


.5974 








Seq. No. 


16402 








Seq. ID 


OJ990917_02 . 9B15 . C22 


Gene No. 


34550 








Strand 


+ 


Start 


9455 








End 


10947 


Name 


OJ990917 02. 


9B15. 


C22.o6. 


ts 


Method 


TBLASTX : Soybean 


Start 


6035 








End 


6310 


GI 


none 








Score 


197 


Exons 


6035. . 6310, 


6131. 


.6211 








Seq. No. 


16402 








Seq. ID 


OJ990917_02 . 9B15 . C22 


Gene No. 


34550 








Strand 


+ 


Start ' 


9455 








End 


10947 


Name 


OJ990917 02. 


9B15. 


C22.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


. 6170 








End 


67.18 


GI 


none 








Score 


112 


Exons 


6170. . 6310, 


6368. 


.6520, 


6497. 


.6631, 6638.. 6718 


Seq. No. 


16402 








Seq. ID 


OJ990917_02 . 9B15 . C22 


Gene No. 


34550 








Strand 


+ 


Start 


9455 








End 


10947 


Name 


OJ990917 02. 


9B15. 


C22.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


6373 








End 


6796 


GI 


none 








Score 


191 


Exons 


6373. .6504, 


6377. 


. 6520, 


6481. 


.6795, 648 


2. .6796, 6494. .6796 


Seq. No. 


16402 








Seq. ID 


OJ990917_02.9B15.C22 


Gene No. 


34550 








Strand 


+ 


Start 


9455 








End 


10947 


Name 


OJ990917 02. 


9B15. 


C22.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6404 








End 


6880 


GI 


none 








Score 


122 



16925 




Exons 


6404. .6520, 


6409 


. .6495, 


6497. 


.6712, 6511.. 6696, 6734 .. 6880 


Seq. No. 


16402 








Seq. ID 


OJ990917_02.9B15.C22 


Gene No. 


34 550 








Strand 


+ 


Start 


9455 








End 


iuy4 / 


Name 


OJ990917 02. 


9B15 


.C22.o3 


. tc 


Method 


•"POT 7\ PTV . P*. A 

i BiiAb IX : Cress 


Start 


6482 








bna 


Do D b 


GI 


none 








Score 


lob 


Exons 


6482. .6709, 


6556 


. .6702, 


6734 . 


c o c c 
. OODD 




Seq. No. 


16402 








Seq. ID 


OJ990917_02.9B15.C22 


Gene No. 


34550 








Strand 


+ 


Start 


y 4 DO 








End 


10947 


Name 


OJ990917 02. 


9B15 


.C22.ol 


,ts 


Method 


TBLASTX: Soybean 


Start 


7331 








End 


7824 


GI 


5509260 








Score 


242 


Exons 


7331. .7615, 


7378 


. .7587, 


7642. 


.7824, 7642. .7803, 7647. .7805 


GI Descrip. 


- 












Seq. No. 


16402 








Seq. ID 


OJ990917_02.9B15.C22 


Gene No. 


34 550 








Strand 


+ 


Start 


9455 








End 


10947 


Name 


OJ990917 02. 


9B15 


,C22.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


7361 








End 


7674 


GI 


none 








Score 


308 


Exons 


7361. .7573, 


7370 


. .7633, 


7372. 


.7587, 7641. .7673, 7642. .7674 


Seq. No. 


16402 








Seq. ID 


OJ990917_02.9B15.C22 


Gene No. 


34 550 








Strand 


+ 


Start 


9455 








End 


10947 


Name 


OJ990917 02. 


9B15 


.C22.o4 


.tc 


Method 


TBLASTX: Cress 


Start 


7453 








End 


7713 


GI 


none 








Score 


152 


Exons 


7453. .7584, 


7454, 


. .7627, 


7642. 


.7713 




Seq. No. 


16402 








Seq. ID 


OJ990917_02.9B15.C22 


Gene No. 


34550 








Strand 


+ 


btart 


y4oo 








End 


10947 


Name 


OJ990917 02. 


9B15 


.C22.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


7498 








End 


8049 


GI 


none 








Score 


120 


Exons 


7498. .7587, 


7499, 


. .7627, 


7642. 


.7839, 7648. .7815, 7650. .7835, 




7825. .8049 












Seq. No. 


16402 








Seq. ID 


OJ990917_02.9B15.C22 


Gene No. 


34 550 








Strand 


+ 


Start 


9455 








End 


10947 


Name 


OJ990917 02. 


9B15. 


.C22.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


7876 








End 


8265 


GI 


none 








Score 


541 


Exons 


7876. .8235, 


7876. 


. .8232, 


8111. 


.8233, 8227.. 8265, 8230.. 8265 


Seq. No. 


16402 








Seq. ID 


OJ990917_02.9B15.C22 


Gene No. 


34550 








Strand 


+ 


Start 


9455 








End 


10947 


Name 


OJ990917 02. 


9B15. 


,C22.ol. 


.tc 


Method 


TBLASTX: Cress 


Start 


8182 








End 


10294 



16926 



GI 

Exons 



none Score 61 

8182. .8232, 8242. .8352, 8243. .8467, 8374.. 8466, 8476. .8553, 
8477.. 8557, 8624.. 8842, 8632.. 8808, 10076 .. 10294 , 10101.. 10289 



Seq. No. 16402 

Gene No. 34550 

Start 9455 

Name OJ990917_02 . 9B15 . C22 . o3 . ts 

Start 8205 

GI none 

Exons 8205. .8234, 
8632. .8718, 



8231. .8362, 
10101. .10298 



Seq. ID OJ990917_02.9B15.C22 

Strand + 

End 10947 

Method TBLASTX : Soybean 

End 10298 

Score 34 
8374. .8535, 8375. .8563, 8618. .8851, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16402 
34550 
9455 

OJ990917 02.9B15.C22.o4.tw 



Seq. ID OJ990917_02.9B15.C22 

Strand + 

End 10947 

Method TBLASTX : Wheat 

End 10259 

Score 114 



8396 
none 

8396. .8563, 8476. .8553, 8609. .8812, 8618. .8800, 10089 .. 10247 , 
10101. . 10259 



Seq. No. 16402 

Gene No. 34550 

Start 9455 

Name OJ990917_02 . 9B15 . C22 . o4 . tm 

Start 8452 

GI none 
Exons 



Seq. ID OJ990917 02.9B15.C22 



Strand 
End 

Method 

End 

Score 



+ 

109-47 

TBLASTX: Maize 

10288 

491 



8452. .8559, 8453. .8839, 8455. .8841, 8484. .8693, 8534. .8839, 
10101. .10286, 10103. .10288, 10103. .10288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16402 Seq. ID 

34550 Strand 
9455 End 
OJ990917_02. 9B15.C22.o2 .np Method 
9455 End 
5295971 Score 
9455. .10110, 10875. .10947 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ990917_02.9B15.C22 
+ 

10947 
AAT/NAP 
10947 
982 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16403 
34551 
941 

OJ990917_02.9B15.C23.ol.tm 

902 

none 



Seq. ID OJ990917_02.9B15.C23 
Strand 
End 

Method 
End 
Score 

902. .1006, 928. .1002, 929. .1003, 1069. .1164, 1080. .1163, 
1082. .1192, 1625. .1729, 1638. .1733, 1650. .1733, 1651. .1743 



+ 

1743 

TBLASTX: Maize 

1743 

94 



Seq. No. 16403 Seq. ID 

Gene No. 34551 Strand 

Start 941 End 

Name OJ990917_02 . 9B15 . C23 . ol . gs Method 

Start 941 End 

GI none Score 



OJ990917_02.9B15.C23 
+ 

1743 
GENSCAN 
1733 
.72 



16927 




Exons 


941.. 1003, 1082.. 1165, 1653 


. .1733 








Seq. No. 


16404 


Seq. ID 


OJ990917_02 


. 9B15 


.C25 


Gene No. 


34552 


Strand 


+ 






Start 


76 


End 


566 






Name , ■ 


OJ990917 02.9B15.C25.ol.gs 


Method 


GENSCAN 






Start 


76 


End 


566... 






GI 


none 


Score 


.52 






Exons 


76. .126, 351. .566 










Seq. No. 


16405 


Seq. ID 


OJ990917 02 


. 9B15 


.C28 


Gene No. 


34553 


Strand 


- 






Start 


1 


End 


533 






Name 


OJ990917 02.9B15.C28.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


448 






GI 


629669 


Score 


145 






Exons 


1. .448 










GI Descrip. 


hypothetical protein - tomato 








Seq. No. 


16405 


Seq. ID 


OJ990917_02 


.9B15 


.C28 


Gene No. 


34553 


Strand 








Start 


1 


End 


533 






Name 


OJ990917 02 . 9B15 . C28 . ol . tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


451 






GI 


none 


Score 


65 






Exons 


2. .145, 42. .173, 152. .226, 


315. .446, 317. .445, 353 


.451 




Seq. No. 


16405 


Seq. ID 


OJ990917_02 


9B15 


.C28 


Gene No. 


34553 


Strand 








Start 


1 


End 


533 






Name 


OJ990917_02 . 9B15.C28 .ol . gs 


Method 


GENSCAN 






Start 


45 


End 


484 






GI 


none 


Score 


.66 






Exons 


45. .484 










Seq. No. 


16405 


Seq. ID 


OJ990917_02 


9B15 


.C28 


Gene No. 


34553 


Strand 








Start 


1 


End ' 


533 






Name 


OJ990917 02.9B15.C28.ol.tw 


Method 


TBLASTX: Wheat 




Start 


72 


End 


514 






GI 


none 


Score 


42 






Exons 


72. .125, 131. .205, 302. .514 


, 303. .446 








Seq. No. 


16405 


Seq. ID 


OJ990917_02. 


9B15 


.C28 


Gene No. 


34553 


Strand 








b cart 


1 


End 


533 






Name 


OJ990917 02.9B15.C28.ol.gp 


Method 


AAT/GAP 






Start 


111 


End 


533 






GI 


uC-osroM202010dl0bl 


Score 


769 






Exons 


111. .533 










GI Descrip. 


'629669/pirl IS39507 3.0e-09 


hypothetical protein - 


tomato ' 


Seq. No. 


16406 


Seq. ID 


OJ990917_02. 


9B15 


.C29 


Gene No. 


34554 


Strand 








Start 


1 


End 


194 






Name 


OJ990917 02.9B15.C29.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


194 







16928 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6006874 Score 108 

1. .194 

(AC008153) putative UDP-glucuronosyltransf erase, 5' partial 
[Arabidopsis thaliana] 



16407 
34555. 
1 

OJ990917_02 . 9B15 . C30 . ol . np 
1 

5852180 
1..50, 103. .173, S99..632 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990917_02.9B15.C30 

Strand + 

End 632 

Method AAT/NAP 

End 632 

Score 53 



16407 
34555 
1 

OJ990917_02 . 9B15 . C30 . o2 . np 
1 

4680186 
1..62, 270. .470 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990917_02.9B15.C30 

Strand + 

.End 632 

Method AAT/NAP 

End 470 

Score 325 



16407 
34555 
1 

OJ990917_02 . 9B15.C30.ol.gs 

120. 

none 

120. .173 



Seq. ID OJ990917_02.9B15.C30 

Strand + 

End 632 

Method GEN SCAN 

End 173 

Score .69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16407 
34556 
22 

OJ990917_02 . 9B15.C30.ol . gp 
22 

uC-osflcyp033a04bl 
22. .403 

1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DN A, chromosome 1, clone : P07 11E10 ' 



Seq. ID OJ990917_02.9B15.C30 
Strand 

End 403 

Method AAT/GAP 

End 403 

Score 655 



16408 
34557- 
20 

OJ990917_02.9B15.C31.ol.gs 
20 

none 

20. .62, 103. .214 

16409 
34558 
104 

OJ990917_02.9B15.C32.ol.gs 

104 

none 

104. .730 



Seq. ID OJ990917_02.9B15.C31 

Strand + 

End 214 

Method GENSCAN 

End 214 

Score . 65 



Seq. ID OJ990917_02.9B15.C32 
Strand 

End 730 

Method GENSCAN 

End 730 

Score . 67 



16929 



Seq. No. 16410 Seq. ID 

Gene No. 34559 Strand 

Start 26 End 

Name OJ990917_02 . 9B15 . C33 . ol . gs Method 

Start 26 End 

GI none Score 

Exons 26. . 147 . 



OJ990917_02.9B15.C33 
147 

GENSCAN 

147 

.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16411-""- Seq. ID OJ990917_02.9B15.C34 

34560 Strand + 

4373 End 4827 

OJ990917_02 . 9B15 . C34 . ol . gp Method AAT/GAP 

4373 End 4827 

36280_1.R1084 Score 826 

4373. .4827 

, 5295971/dbj IBAA81872.il 1.0e-81 (AB026295) EST D24315 (R1718) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



16411 Seq. ID 

34561 Strand 
6500 End 
OJ990917_02. 9B15.C34 .o2.gp Method 
6500 End 
uC-osflM2020118f01al Score 
6500. .6935 

'5295971/dbj IBAA81872.il 4.0e-64 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



OJ990917_02.9B15.C34 
+ 

6935 
AAT/GAP 
'6935 
781 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16411 
34562 
79 

OJ990917_02. 9B15.C34 .ol.gs 
79 

none 



Seq. ID OJ990917_02.9B15.C34 
Strand 

End 2846 

Method GENSCAN 

End 2846 

Score . 61 



79. .497, 619. .831, 977. .1139, 1214. .1540, 1616. .1858, 
1918. .2031, 2256. .2636, 2638. .2799, 2844. .2846 



16411 
34563 
3996 

OJ990917_02. 9B15.C34 .ol.tw 
1 

none 

1..75, 77. .190, 82. .189, 4827, 
5251. .5382 



Seq. ID OJ990917_02.9B15.C34 
Strand 
End 

Method 
End 
Score 



11126 

TBLASTX: Wheat 

5382 

67 



.5051, 5037. .5381, 5061. .5228, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16411 Seq. ID 

34563 Strand 

3996 End 

OJ990917_02.9B15.C34 .o3.tc Method 

1 End 

none Score 



OJ990917_02.9B15.C34 
11126 

TBLASTX: Cress 

5427 

72 



1..75, 61. .231, 68. .211, 5163. .5426, 5251. .5427 



16930 



Seq. No. 


16411 


Seq. ID 


OJ990917_02.9B15 


.C34 


Gene No. 


j4 jD j 


Strand 






Start 


3996 


End 


11126 




Name 


OJ990917 02.9B15.C34 .ol. ts 


Method 


TBLASTX : Soybean 




Start 


7 


End 


5549 




GI 


5509260 


Score 


118 




Exons 


7. .75, 82. .363, 5052. .5549, 


5071.. 5229, 5290.. 5469 




GI Descrip. 


- 








Seq. No. 


16411 


Seq. ID 


OJ990917_02.9B15 


.C34 


Gene No. 


34563 


Strand 






Start 


3996 


End 


11126 




Name 


OJ990917 02.9B15.C34 .oS.tm 


Method 


TBLASTX: Maize 




Start 


13 


End 


5498 




GI 


none 


Score 


67 




Exons 


13. .75, 82. .318, 98. .271, 5202. .5462, 


5202. .5498, 5203. 


.5472 


Seq. No. 


16411 


Seq. ID 


OJ990917_02.9B15 


.C34 


Gene No. 




Strand 






Start 


3996 


End 


11126 




Name 


OJ990917 02.9B15.C34 .o2.tw 


Method 


TBLASTX: Wheat 




Start 


550 


End 


907 




GI 


none 


Score 


105 




Exons 


550. .660, 566. .907, 569. .907 








Seq. No. 


16411 


Seq. ID 


OJ990917_02.9B15 


.C34 


Gene No. 


34 563 


Strand 






Start 


3996 


End 


11126 




Name 


OJ990917 02. 9B15.C34 .o2.gs 


Method 


GENSCAN 




Start 


3996 


End 


11126 




GI 


none 


Score 


. 63 




Exons 


3996. .4385, 4398. .4574, 4611 


..8500, 8566. .8801, 9366. .9490, 




10957. .11002, 11089. .11126 








Seq. No. 


16411 


Seq. ID 


OJ990917_02.9B15 


.C34 


Gene No. 


34563 


Strand 






Start 


3996 


End 


11126 




Name 


OJ990917 02.9B15.C34.ol.np 


Method 


AAT/NAP 




Start 


3999 


End 


8781 




GI 


5295971 


Score 


7779 




Exons 


3999. .8781 








GI Descrip. 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Tobacco DNA for retroviral- 


like 




transposon Tnt 1-94 . (X13777 ) 


[Oryza sativa] 




Seq. No. 


16411 


Seq. ID 


OJ990917_02.9B15 


.C34 


Gene No. 


34563 


Strand 






Start 


3996 


End 


11126 




Name 


OJ990917 02.9B15.C34.o3.ts 


Method 


TBLASTX : Soybean 




Start 


4023 


End 


4673 




GI 


none 


Score 


49 




Exons 


4023. .4256, 4156. .4230, 4311 


..4499, 4339. .4500, 4512. .4673 


Seq. No. 


16411 


Seq. ID 


OJ990917_02.9B15 


.C34 


Gene No. 


34563 


Strand 






Start 


3996 


End 


11126 





16931 




Name 


OJ990917 02. 


9B15 


.C34.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4032 








End 


4694 


GI 


none 








Score 


91 


Exons 


4032. .4250, 


4066 


. .4230, 


4329. 


.4397, 4333. .4386, 4404. .4694, 




4522. .4632 












Seq. No. 


16411 








Seq. ID 


OJ990917_02.9B15.C34 


Gene No . 


J40DO 








Strand 




Start 


3996 








End 


11126 


Name 


OJ990917 02. 


9B15 


.C34 .o4 


. tm 


Method 


TBLASTX: Maize 


Start 


4033 








End 


4422 


GI 


none 








Score 


345 


Exons 


4033. .4419, 


4035 


. .4340, 


4035. 


.4421, 4184. .4360, 4315. .4422 


Seq. No. 


16411 








Seq. ID 


OJ990917_02.9B15.C34 


Gene No . 


*D A C £ O 








Strand 




Start 


3996 








End 


11126 


Name 


OJ990917 02. 


9B15 


.C34 .o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


4062 








End 


4481 


GI 


none 








Score 


79 


Exons 


4062. .4265, 


4074 


. .4256, 


4311. 


.4481, 4324..4398 


Seq. No. 


16411 








Seq. ID 


OJ990917_02.9B15.C34 


Gene No. 


34563 








Strand 




Start 


3996 








End 


11126 


Name 


OJ990917 02. 


9B15 


.C34 .06 


.tw 


Method 


TBLASTX: Wheat 


Start 


4515 








End 


4826 


GI 


none 








Score 


64 


Exons 


4515. .4694, 


4719 


. .4826 








Seq. No. 


16411 








Seq. ID 


OJ990917_02 . 9B15 . C34 


Gene No . 


34563 








Strand 




Start 


3996 








End 


11126 


Name 


OJ990917 02. 


9B15 


.C34 ,o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4609 








End 


5000 


GI 


none 








Score 


382 


Exons 


4 609. .4,998, 


4611 


. .4883, 


4611. 


.5000, 4681. .4998 


Seq. No. 


16411 








Seq. ID 


OJ990917_02.9B15.C34 


Gene No . 










Strand 




Start 


3996 








End 


11126 


Name 


OJ990917 02. 


9B15 


.C34 ,o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


5981 








End 


6458 


GI 


none 








Score 


73 


Exons 


5981. . 6028, 


6042 


. . 6125, 


6150. 


.6458, 6162.. 6422, 6163.. 6453 


Seq. No. 


16411 . 








Seq. ID 


OJ990917_02.9B15.C34 


Gene No. 


J4563 








Strand 




Start 


3996 .. • 








End 


11126 


Name 


OJ990917 02. 


9B15 


C34 ,o2 


. tc 


Method 


TBLASTX: Cress 


Start 


6042 








End 


6443 


GI 


none 








Score 


60 


Exons 


6042. .6125, 


6147 


. 6443, 


6157. 


.6303, 6361.. 6393 


Seq. No. 


16411 








Seq. ID 


OJ990917_02.9B15.C34 


Gene No. 


34563 








Strand 




Start 


3996 








End 


11126 



16932 



Name 


OJ990917 02 


Start 


6063 


GI 


none 


Exons 


6063. .6458, 


Seq. No. 


16411 


Gene No. .. 


34 563 


Start 


3996 


Name 


OJ990917 02 


Start 


6141 


GI 


none 


Exons 


6141. .6221, 


Seq. No. 


16411 


Gene No. 


34563 


Start 


3996 


Name 


OJ990917 02 


Start 


6552 


GI 


none 


Exons 


6552. .6827, 


Seq. No. 


16411 


Gene No. 


34563 


Start 


3996 


Name 


OJ990917 02 


Start 


6775 


GI 


none 


Exons 


6775. .6840, 


Seq. No. 


16411 


Gene No. 


34563 


Start 


3996 


Name 


OJ990917 02 


Start 


6888 


GI 


none 


Exons 


6888. .7127, 


Seq. No. 


16411 


Gene No. 


34563 


Start 


3996 


Name 


OJ990917 02 , 


Start 


7143 


GI 


none 


Exons 


7143. .7394, 




7430. .7564, 




7585. .7842, 


Seq. No. 


16411 


Gene No. 


34563 


Start 


3996 


Name 


OJ990917 02. 


Start 


8094 


GI 


none 


Exons 


8094 . .8150, 




8351. .8380, 



6485, 6064. 



Method 
End 
Score 
.6489 

Seq. ID 

Strand 

End 

Method 

End 

Score 



TBLASTX: Maize 

6489 

526 



OJ990917_02.9B15.C34 
11126 

TBLASTX: Wheat 

6692 

42 



6141. .6221, 6154. .6225, 6228. .6494, 6328. .6471, 6552. .6692 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_02.9B15.C34 
11126 

TBLASTX: Soybean 

6827 

200 



OJ990917_02.9B15.C34 
11126 

TBLASTX: Wheat 

7211 

41 



6775. .6840, 6777. .6845, 6852. .7211, 6913. .7197 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_02 . 9B15 . C34 
11126 

TBLASTX: Maize 

7128 

280 



6889. .7128 



Seq. ID OJ990917_02.9B15.C34 
Strand 

End 11126 
Method TBLASTX : Mai ze 
End 7859 
Score 274 

.7396, 7377. .7505, 7408. .7563, 
.7602, 7572. .7667, 7584. .7859, 



Seq. ID OJ990917_02.9B15.C34 
Strand 

End 11126 

Method TBLASTX : Mai ze 

End 8388 

Score 82 

.8335, 8170. .8271, 8213. .8332, 



Seq. No. 



16412 



Seq. ID OJ990917 02.9B15.C35 



16933 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34564 Strand + 

1 End 285 

OJ990917_02. 9B15.C35.ol.gp Method AAT/GAP 

1 End 285 

LIB3434-004-P1-K1-C7 Score 527 
1. .285 

'2062705/gb|U90552|HSU90552 5.0e-10 Human butyrophilin (BTF5) 
mRNA, complete^ cds 1 



16413 
34565 
266 

OJ990917_02. 9B15.C38.ol.gs 

266 

none 

266. .498 



Seq. ID OJ990917_02.9B15.C38 

Strand + 

End 4 98 

Method GENSCAN 

End 4 98 

Score . 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16413 
34566 
17 

OJ990917_02 . 9B15 . C38 . ol . np 
17 

5852178 
17. .218, 249. .551 

(AL117265) zhb0008.1 [Oryza sativa] 



Seq. ID OJ990917_02.9B15.C38 
Strand 

End 551 

Method AAT/NAP 

End 551 

Score 79 



16414 
34567 
101 

OJ990917_02 . 9B15.C39.ol . gs 

101 

none 

101. .322 



Seq. ID OJ990917_02.9B15.C39 

Strand 

End 322 

Method GENSCAN 

End 322 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



16415 
34568 
1 

OJ990917_02.9B15.C4 0.ol.gp 
1 

55444_1.R1084 
1..692 

f 6006874/gb|AAF00649.1|AC008153_l 5.0e-38 (AC008153) putative 
UDP-glucuronosyltransf erase, 5'' partial [Arabidopsis thaliana] f 



Seq. ID OJ990917_02.9B15.C40 

Strand + 

End 692 

Method AAT/GAP 

End 692 

Score 1240 



16415 
34569 
134 

OJ990917_02.9B15.C4 0.ol.np 
134 

6006874 
134 . .712 

(AC008153) putative UDP-glucuronosyltransf erase, 5 1 partial 
[Arabidopsis thaliana] 



Seq. ID OJ990917_02.9B15.C40 
Strand 

End 712 

' Method AAT/NAP 

End 712 

Score 54 3 



16415 
34569 
134 



Seq. ID OJ990917_02.9B15.C40 

Strand 

End 712 



16934 




Name 


OJ990917 


02.9B15.C40 


.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


158 








End 


712 


GI 


none 








Score 


283 


Exons 


158. .712, 


318. .692 










Seq. No. 


• 16415 








Seq. ID 


OJ990917_02.9B15 


Gene No. 


34569 








Strand 




Start 


134 • 








End 


712* 


Name 


OJ990917 


02.9B15.C40 


.ol. 


.gs 


Method 


GENS CAN 


Start 


187 








End 


655 


GI 


none 








Score 


.67 


Exons 


187. .369, 


517. .655 











Seq. No. 16415 

Gene No. 34569 

Start 134 

Name OJ990917_02 . 9B15 . C4 0 . ol . tc 

Start 215 

GI none 
Exons 



Seq. ID OJ990917_02.9B15.C40 
Strand 
End 

Method 
End 
Score 



712 

TBLASTX: Cress 

712 

138 



215. .496, 220. .324, 221. .496, 539. .712, 540. .689 



Seq. No. 16415 Seq. ID 

Gene No. 34569 Strand 

Start 134 End 

Name OJ990917_02 . 9B15 . C4 0 . ol . ts Method 

Start 309 End 

GI none Score 

Exons 309.. 452, 311.. 712, 312.. 692 



OJ990917_02.9B15.C4 0 
712 

TBLASTX: Soybean 

712 

246 



Seq. No. 16415 ■ " ,l ' Seq. ID 

Gene No. 34569 Strand 

Start 134 End 

Name OJ990917_02 . 9B15 . C4 0 . ol . tw Method 

Start 324 End 

GI none Score 

Exons 324.. 710, 326.. 712, 326.. 712 



OJ990917_02.9B15.C40 
712 

TBLASTX: Wheat 

712 

362 



Seq. No. 16416 Seq. ID 

Gene No. 34570 Strand 

Start 254 End 

Name OJ990917_02 . 9B15 . C42 . ol . gs . Method 

Start 254 End 

GI none Score 

Exons 254.-356 



OJ990917_02.9B15.C42 
+ 

356 

GENSCAN 

356 

.78 



Seq. No. 16417 Seq. ID 

Gene No. 34571 Strand 

Start 297 End 

Name OJ990917_02 . 9B15 . C4 3 . ol . gs Method 

Start 297 End 

GI none Score 

Exons 297.. 506 



OJ990917_02.9B15.C43 
506 

GENSCAN 

506 

.44 



Seq. No. 16418 Seq. ID OJ990907_08 . 9B19 . CI 

Gene No. 34572 Strand + 

Start 1 End 876 

Name OJ990907_08 . 9B19 . CI . ol . np Method AAT/NAP 



16935 




Start 


1 


End 


876 




GI 


5902445 


Score 


1518 




Exons 


1. .876 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


16418 


Seq. ID 


OJ990907_08 . 9B19 


.CI 


bene no. 


34572 


Strand 


+ 




Start 


1 


End 


87 6 




Name 


OJ990907 08.9B19.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


354 




GI 


none 


Score 


186 




Exons 


2. .244, 16. .228, 211. .354, 239. .352 






Seq. No. 


1 b4 1 o 


Seq. ID 


OJ990907_08 . 9B19 


.CI 


bene No. 


34572 


Strand 


+ 




Start 


1 


End 


876 




Name 


ojyyuyu / Uo.yBiy.ci.oi.tw 


Method 


TBLASTX: Wheat 




Start 


41 


End 


439 




GI 


none 


Score 


367 




Exons 


4 1 . . 4 oj , o4 . . 4Jo 








Seq. No. 


T C A T O 

1 o4 lo 


Seq. ID 


OJ990907 08.9B19 


.CI 


Gene No. 


o4 3 / I 


Strand 


+ 




Start 


1 

I 


End 


876 




Name 


ojyyuyu/ uo.yBiy.ci.oi.gs 


Method 


GENSCAN 




Start 


116 


End 


866 




GI 


none 


Score 


.96 




Exons' 


i i c oca 

lib. .ODD 








Seq. No. 


1 d4 lo 


Seq. ID 


OJ990907 08.9B19 


.CI 


Gene No. 




Strand 


+ 




Start 


1 


End 


87 6 




Name 


ojyyuyu/ uo. yBiy.ci.oz.tw 


Method 


TBLASTX : Wheat 




Start 


4 / b 


End 


874 




GI 


none 


Score 


143 




Exons 


476. .601, 484..58S, 656. .814, 


800. .874 






Seq. No. 


1 f~ A 1 O 

1 64 lo 


Seq. ID 


OJ990907 08.9B19 


.CI 


Gene No. 


34572 


Strand 


+ 




Start 


1 


End 


876 




Name 


OJ990907 08.9B19.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


665 


End 


876 




GI 


none 


Score 


148 




Exons 


665. .817, 757.. 816, 796. .876, 


797. .874 






Seq. No. 


16419 


Seq. ID 


OJ990907_08 . 9B19 


.C2 


Gene No. 


34573 


Strand 








43 


End 


1247 




Name 


OJ990907 08.9B19.C2.ol.np 


Method 


AAT/NAP 




Start 


43 


End 


822 




GI 


5902447 


Score 


1033 




Exons 


43..3S2, 389. .822 








GI Descrip. 


(AB030283) orf4 [Oryza sativa 


] 






Seq. No. 


16419 


Seq. ID 


OJ990907_08. 9B19 


.C2 


Gene No. 


34573 


Strand 






Start 


43 


End 


1247 





16936 




Name 


OJ990907 08.9B19.C2.ol. 


gs 




Method 


GENSCAN 






Start 


72 






End 


1193 






GI 


none 






Score 


.49 






Exons 


72. .702, 921. .1193 














Seq. No. 


16419 






Seq. ID 


OJ990907_08 


.9B19. 


C2 


Gene No. 


34573 






Strand 








b car l 








bna 


1 O A 1 






Name 


OJ990907 08.9B19.C2.o2. 


np 




Method 


AAT/NAP 






Start 


912 






End 


1247 






GI 


5902448 






Score 


575 






Exons 


912. .1247 














GI Descrip. 


(AB030283) orf3 [Oryza 


sativa] 


1 








Seq. No. 


16420 






Seq. ID 


OJ990907_08 


. 9B19. 


C3 


Gene No. 


34574 






Strand 








Cf Tvf 

btan 


i 






End 


1 X 






Name 


OJ990907 08.9B19.C3.ol. 


np 




Method 


AAT/NAP 






Start 


1 






End 


71 






GI 


5902448 






Score 


96 






Exons 


1. .71 














GI Descrip. 


(AB030283) orf3 [Oryza 


sativa] 








Seq. No. 


16421 






Seq. ID 


OJ990907JD8 


. 9B19. 


C5 


Gene No. 








Strand 


+ 






Start 


1667 






End 


3632 






Name 


OJ990907 08.9B19.C5.ol. 


gs 




Method 


GENSCAN 






Start 


1667 






End 


3632 






GI 


none 






Score 


.46 






Exons 


1667. .1717, 2787. .3632 














Seq. No. 


16421 






Seq. ID 


OJ990907_08 


.9B19. 


C5 


Gene No . 


*3 A c ^ a 
J 4 D 1 O 






Strand 


+ 






Start 


4783 






End 


6427 






Name 


OJ990907 08.9B19.C5.o2. 


gs 




Method 


GENSCAN 






Start 


4783 






End 


6427 






GI 


none 






Score 


.83 






Exons 


4783. .5903, 6016. .6427 














Seq. No. 


16421 






Seq. ID 


OJ990907_08 


.9B19. 


C5 


Gene No. 


34576 






Strand 


+ 








4783 






End 


6427 






Name 


OJ990907 08.9B19.C5.ol. 


np 




Method 


AAT/NAP 






Start 


4798 






End 


6424 






GI 


5042164 






Score 


962 






Exons 


4798. .5903, 6016. .6424 














GI Descrip. 


(AL078620) cytochrome P450 


-like protein [Arabidops. 


is thaliana 


Seq. No. 


16421 






Seq. ID 


OJ990907_08 


.9B19. 


C5 


Gene No. 


34576 






Strand 


+ 






Start 


4783 






End 


6427 






Name 


OJ990907 08.9B19.C5.ol. 


gp 




Method 


AAT/GAP 






Start 


4879 






End 


5407 






GI 


30173 1.R1084 






Score 


1027 






Exons 


4879. .5407 














GI Descrip. 


f 4417283/gb|AAD20408| 1 


.Oe- 


-39 


(AC007019) putative cytochrome 



p450 [Arabidopsis thaliana] f 



16937 



Seq. No. 16421 

Gene No. 34577 

Start 8825 

Name OJ990907_08 . 9B19 . C5 . o2 . gp 

Start 8825 

GI uC-osrocyp013c01bl 

Exons 8825.. 9290 

GI Descrip. '2642443 2.0e-17 (AC002391) 
[Arabidopsis thaliana] 1 



Seq. ID OJ990907_08.9B19.C5 

Strand + 

End 10395 

Method AAT/GAP 

End 9290 

Score 8 62 

putative cytochrome P4 50 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990907 08.9B19.C5 



16421 
34577 
8825 

OJ990907_08 . 9B19 . C5 . o2 . np 
8905 
5042164 
8905. .10395 

(AL078620) cytochrome P450-like protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

10395 
AAT/NAP 
10395 
989 



16421 
34578 
11427 

OJ990907_08.9B19.C5.o2.tc 

4852 

none 

4852. .5469, 4902. .5174, 5017. 
9108. .9275 



OJ990907_08.9B19.C5 
13582 

TBLASTX: Cress 

9570 

341 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5178, 8992. .9084, 9001. .9570, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16421 
34578 
11427 

OJ990907_08.9B19.C5.ol.tm 
4897 



none 
4897. 
6014 . 



Seq. ID OJ990907_08.9B19.C5 
Strand 

13582 

TBLASTX: Maize 
10266 
71 



End 

_ Method 

End 
Score 

4992, 5041. .5127, 5302. .5601, 5668. .5820, 5845. .5904, 
6199, 6016. .6219, 6218. ..6352, 8995. .9096, 9126. .9197, 



9126. .9239, 9213. .9476, 9214. .9696, 9799. .9888, 9802. .9909, 
9940. .10173, 9993. .10175, 10198 .. 10266, 10206. .10265 



Seq. No. 16421 
Gene No. 34578 
Start 11427 

Name - OJ990907_08 . 9B19 . C5 . ol . ts 

Start -4897 
GI none 

Exons 4897.. 5001, 5041.. 5127, 5128. 

5848. .5904, 5869. .5910, 6014. 
6220. .6417, 8995. .9084, 9132. 
9225. .9302, 9777. .9938, 9778. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990907 08.9B19.C5 



13582. 

TBLASTX : Soybean 
10380 
85 

5598, 5668. .5820, 5668. .5817, 
6199, 6119. .6199, 6200. .6418, 
9203, 9133.. 9240, 9214 .. 9678 
9909, 994 0. . 10173", * 9996. . 10172, 



10191. .10265, 10192. .10266, 10351. .10380 



Seq. No. 16421 Seq. ID 

Gene No. 34578 Strand 

Start 11427 End 

Name OJ990907_08 . 9B19 . C5 . ol . tw Method 

Start 5184 End 



OJ990907_08.9B19.C5 
13582 

TBLASTX: Wheat 
9693 



16938 






GI 


none 


Score 


206 






Exons 


5184.. 5546, 5185.. 5592, 9276.. 9626, 9283.. 9693, 9535.. 9684 




Seq. No. 


16421 


Seq. ID 


OJ990907_08.9B19 


.C5 




Gene No. 


34578 


Strand 








u Lai L 


11427 


End 


13582 






Name 


OJ990907 08.9B19.C5.o2.tw 


Method 


TBLASTX: Wheat 






Start 


5668 


End 


10152 






GI 


none 


Score 


97 






Exons 


5668. .5820, 5845. .5904, 6014. .6178, 6059. .6178, 9731. .9841, 






9768. .9905, 9799. .9909, 9802. .9909, 9940. .10152 






Seq. No. 


16421 


Seq. ID 


OJ990907 08.9B19 


.C5 






34578 


Strand 








Start 


11427 


End 


1 *3 C O O 






Name 


OJ990907 08.9B19.C5.ol.tc 


Method 


I BLASTX : Cress 






Start 


6013 


End 


i n o o a 






GI 


none 


Score 


406 






Exons 


6013. .6426, 6014. .6415, 9940. .10266, ! 


9993. .10265, 10336 


. .10386 




Seq. No. 


16421 


Seq. ID 


OJ990907_08.9B19 


. C5 




belle 1NO . 


o 4 c 7 o 


Strand 








Start 


1 1 H Z / 


End 


13582 






Name 


vjjyyuyu/ uo . ytsiy . to . oj . gp 


Method 


AAT/GAP 




i ~i 


Start 


1 1 A 9 "7 
X X ft Z / 


End 


12388 






GI 


none 


Score 


795 




l.ll 

\ 


Exons 


11/10*7 1 1TCQ 1 OOQ1 10*300 

1 1 4 z / . . 1 1 / oy , J.ZZ y j . . izocf o 








\, jj 


Seq. No. 


16421 


Seq. ID 


OJ990907_08.9B19, 


.C5 


Lli 


Gene No. 


34578 


Strand 








Qfa r f 
U L.C1I L 


X X 4 Z / 


End 


13582 






Name 


ujyyuyu / uo . yb±y . ld . oz . tm 


Method 


TBLASTX: Maize 






Start 


11665 


End 


12639 






GI 


none 


Score 


74 






Exons 


11665. .11769, 11673. .11753, 


12284. .12412, 12292 .. 124 05, 








12294. .12410, 12501. . 12635, 


12501. .12626, 12502.. 12639 






Seq. No. 


16421 


Seq. ID 


OJ990907_08.9B19. 


.C5 




Gene No. 


34578 


Strand 






1* "s 


Start 


11427 


End 


13582 




1" 1 


Name 


OJ990907 08.9B19.C5.o3.np 


Method 


AAT/NAP 






Start 


12239 


End 


13582 






GI 


4538935 


Score 


178 






Exons 


12239. .12410, 12502... 12634, 


13484. .13582 






GI Descrip. 


(AL049483) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


16421 


Seq. ID 


OJ990907_08.9B19. 


C5 




Gene No. 


34578 


Strand 










11427 


End 


13582 






Name 


OJ990907 08.9B19.C5.o2.ts 


Method 


TBLASTX:' Soybean 






Start 


12296 


End 


12597 






GI 


none 


Score 


78 






Exons 


12296. . 12412, 12300 .. 124 10, 


12484 .. 12594, 12501. .12596, 








12502. . 12597 










Seq. No". 


16422 


Seq. ID 


OJ990907_08.9B19. 


C6 




Gene No. 


34579 


Strand 







16939 




Start 


1451 


End 


3014 


Name 


OJ990907 08.9B19.C6.ol.gs 


Method 


GEN SCAN 


Start 


1451 


End 


3014 


GI 


none 


Score 


.69 


Exons 


1451. .1498, 1617. .2114, 2202. 


.3014 




Seq. No. 


16422 


Seq. ID 


OJ990907_08. 9B19.C6 


Gene No. 


34579 


Strand 




Start 


1451 


End 


3014 


Name 


OJ990907 08.9B19.C6.ol.np 


Method 


AAT/NAP 


Start 


. 1692 


End 


2262 


GI 


4582457 


Score 


228 


Exons 


1692. .1988, 2016. .2262 






GI Descrip. 


(AC007071) putative PHD-type 


zinc finger protein [Arabidopsis 



thaliana] 



Seq. No. 16423 

Gene No. 34580 

Start 698 

Name OJ990907_08 . 9B19 . C7 . ol . gp 

Start 698 

GI none 

Exons 698. . 960 



Seq. ID OJ990907_08. 9B19.C7 

Strand + 

End 960 

Method AAT/GAP 

End 960 

Score 502 



Seq. No. 


-16424 v. 




Seq. ID 


OJ990907 


_08. 


. 9B19 


.C8 


Gene No. 


34581 




Strand 


+ 








Start 


721 




End 


2680 








Name 


OJ990907 08.9B19.C8.ol. 


gp 


Method 


AAT/GAP 








Start 


721 




End 


2680 








GI 


none 




Score 


2714 








Exons 


721. .854, 1425. .2680 














Seq. No. 


16424 




Seq. ID 


OJ990907 


_08. 


. 9B19 


.C8 


Gene No. 


34582 




Strand 


+ 








Start 


10634 




End 


10859 








Name 


OJ990907 08.9B19.C8.o2. 


gp 


Method 


AAT/GAP 








Start 


10634 




End 


10859 








GI 


3107235 




Score 


312 








Exons 


10634. .10859 














Seq. No. 


16424 




Seq. ID 


OJ990907 


_08. 


, 9B19 


.C8 


Gene No. 


34583 




Strand 










Start 


. 6717 




End 


8465 








Name 


OJ990907 08.9B19.C8.ol. 


np 


Method 


AAT/NAP 








Start 


6717 




End 


8465 








GI 


6539571 




Score 


97 








Exons 


6717. .6816, 7250. .7393, 


8365. 


. 8465 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


16424 




Seq. ID 


OJ990907_ 


_08. 


9B19 


.C8 


Gene No. 


34584 




Strand 










Start 


12685 




End 


12923 








Name 


OJ990907 08.9B19.C8.o3. 


gp 


Method 


AAT/GAP 








Start 


12685 




End 


12923 








GI 


none 




Score 


432 








Exons 


12685. .12923 















16940 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907 08.9B19.C8 



Seq. No. 16424 

Gene No. 34585 

Start 13849 

Name OJ990907_08 . 9B19 . C8 . o4 . gp 

Start 13849 

GI 22321_1.R1084 

Exons 13849. . 14925 

GI Descrip. ' 123549/sp | P24631 | HS21_MAIZE 1.0e-46.17.5 KD CLASS II HEAT SHOCK 

PROTEIN >gi_100885_pir S14 998 heat shock protein, 



14925 
AAT/GAP 
14925 
2118 



18K 



maize 



>gi_2 233 9_emb_CAA3 8 0 1 3_ 
mays] ' 



(X54076) 18kDa heat shock protein [Zea 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16424 Seq. ID OJ990907_08 . 9B19 .C8 

34585 Strand 

13849 End 14925 

OJ990907_08 . 9B19 . C8 . o3 . np Method AAT/NAP 

14099 End 14596 

123549 Score 665 

14099. . 14596 

17.5 KD CLASS II HEAT SHOCK PROTEIN gi | 100885 | pir | | S14 998 heat 
shock protein, 18K - maize gi | 22339 | emb | CAA38013 | (X54076) 18kDa 
heat shock protein [Zea mays] 



Seq. No. 16424 

Gene No. 34586 

Start 17787 

Name OJ990907_08 . 9B19 . C8 . ol . tw 

Start 1422 

GI none 
Exons 



Seq. ID OJ990907_08.9B19.C8 
Strand 
End 

Method 
End 
Score 



18266 

TBLASTX: Wheat 

1688 

336 



1422. .1682, 1423. .1683, 1423. .1686, 1434. .1688 



Seq. No. 


16424 


Seq. ID 


OJ990907 


_08 . 9B19.C8 


Gene No. 


34586 


Strand 






Start 


17787 


End 


18266 




Name 


OJ990907 08.9B19.C8.o4.tm 


Method 


TBLASTX: 


Maize 


Start 


1422 


End 


1617 




GI 


none 


Score 


201 




Exons 


1422.. 1565, 1423.. 1566, 1423 


. .1566, 1564. .1617, 


1567. . 1608 


Seq. No. 


16424 '"' 


Seq. ID 


OJ990907 


_08 . 9B19.C8 


Gene No. 


34586 


Strand 






Start 


17787 


End 


18266 




Name 


OJ990907 08.9B19.C8.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


1693 


End 


2073 




GI 


none 


Score 


461 




Exons 


1693.. 2064, 1701.. 2072, 1709 


. .2071, 1969. .2073 




Seq. No. 


16424 


Seq. ID 


OJ990907 


_08.9B19.C8 


Gene No. 


34586 


Strand 






Start 


17787 


End 


18266 




Name 


OJ990907 08.9B19.C8.o3.tm 


Method 


TBLASTX: 


Maize 


Start 


9693 


End 


11669 




GI 


none 


Score 


66 




Exons 


9693.. 9755, 9694.. 9756, 9856 


. . 9948, 9857. . 9952, 


10077. .10127, 




10077. .10118, 104 21. .10606, 


10432. .10587, 10673 


. . 10783, 




10676. .107 68, 10754. .10858, 


10754 . . 10858, 10762 


. .10866, 




11508. .11654, 11512. .11664, 


11513. . 11665, 11514 


. .11669, 



16941 



11525. .11668 



Seq. No. 


16424 






Seq. ID 


OJ990907 


_08 . 9B19 


.C8 


Gene No. 


34586 






Strand 








Start 


17787 






End 


18266 






Name 


OJ990907 08.9B19.C8 


. ol . tm 


Method 


TBLASTX : 


Maize 




Start 


14058 






End 


14599 






GI 


none 






Score 


160 






Exons 


14058. 


.14132, 14100 


. . 14276, 


14168. .14275, 14324 


. .14482, 






14363. 


.14425, 14379 


. .14483, 


14525. .14599, 14541 


. .14585 




Seq. No. 


16424 






Seq. ID 


OJ990907 


_08.9B19 


.C8 


Gene No. 


34586 






Strand 








Start 


17787 






End 


18266 






Name 


OJ990907 08.9B19.C8 


.ol.tc 


Method 


TBLASTX : 


Cress 




Start 


14168 






End 


14483 






GI 


none 






Score 


85 






Exons 


14168. 


.14275, 14175 


. . 14273, 


14324. .14' 


182, 14376 


. . 14483 




Seq. No. 


16424 






Seq. ID 


OJ990907 


_08 . 9B19 


. C8 


Gene No. 


34586 






Strand 








Start 


17787 






End 


18266 






Name 


OJ990907 08.9B19.C8 


.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


14168 






End 


14599 




GI 


none 






Score 


, HI 






Exons 


14168. 


:*14275, 14175 


. . 14273, 


14327. .14482, 14373 


. .14483," 






" 14525. 


.14599 












Seq. No. 


16424 






Seq. ID 


OJ990907 


_08.9B19 


.C8 


Gene No. 


34586 






Strand 








Start 


17787 






End 


18266 






Name 


OJ990907 08.9B19.C8 


. o5.gp 


Method 


AAT/GAP 






Start 


17787 






End 


18266 






GI 


45924 


1.R1084 




Score 


774 






Exons 


17787. 


. 18266 













GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



'6063530/dbj | AP000615 . 1 | AP000615 2.0e-19 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 1 



16425 
34587 
60 

OJ990907_08. 9B19 . C9 . ol . gs 
60 

none 



Seq. ID OJ990907_08.9B19.C9 
Strand 

End 4047 

Method GENSCAN 

End 4047 

Score .56 



60. .156, 389. .648, 1554. .1622, 2501. .2609, 2971. .3120, 
3301. .3437, 3511. .3693, 4015. .4047 



16425 
34588 
6545 

OJ990907_08.9B19.C9.ol.gp 

5486 

none 



Seq. ID OJ990907_08.9B19.C9 
Strand 

End 6650 

Method AAT/GAP 

End 6387 

Score 970 



5486. .5768, 5865. .5939, 6022. .6101, 6170. .6253, 6352. .6387 



16425 
34588 



Seq. ID OJ990907_08.9B19.C9 
Strand 



16942 



Start 


6545 




End 


6650 




Name 


OJ990907 08 


.9B19.C9.o2.gs 


Method 


GENSCAN 




Start 


6545 




End 


6650 




GI 


none 




Score 


.99 




Exons 


6545. . 6650 










Seq. No. 


16425 




Seq. ID 


OJ990907_08.9B19 


.C9 


Gene No. 


"5/1 CQQ 




Strand 






Start 


6574 




End 


6841 




Name 


OJ990907 08 


.9B19.C9.o2.gp 


Method 


AAT/GAP 




Start 


6574 




End 


6841 




GI 


none 




Score 


511 




Exons 


6574. .6841 










Seq. No. 


16426 




Seq. ID 


OJ990907_08.9B19, 


.C10 


Gene No. 


34590 




Strand 


-f 




OLdl L 


T 
X 




End 


1801 




Name 


OJ990907 08 


.9B19.C10.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1801 




GI 


5042161 




Score 


1067 




Exons 


1..85, 147. 


.463, 574. .997, 1133. .1600, 


1687. .1801 




GI Descrip. 


(AL078620) : 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


16426 




Seq. ID 


OJ990907_08.9B19. 


.CIO 


Gene No. 


34590 




Strand 


+ 




Start 


1 




End 


1801 




Name 


OJ990907 08 


. 9B19.C10.ol.gs 


Method 


GENSCAN 




Start 


207 




End 


1600 




GI 


none 




Score 1 


.74 




Exons 


207. .463, 574. .997, 1133. .1600 






Seq. No. 


16426 




Seq. ID 


OJ990907_08.9B19. 


,C10 


t^ene no. 


34590 




Strand 


+ 




Start 


1 




End 


1801 




Name 


OJ990907 08 


.9B19.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


560 




End 


799 




GI 


none 




Score 


174 




Exons 


560. .799, 571. .681, 573. .722, 


764. .796 






Seq. No. 


16426 




Seq. ID 


OJ990907_08.9B19. 


C10 


Gene No. 


34590 




Strand 


+ 




OtdlL 


1 




End 


1801 




Name 


OJ990907 08 


.9B19.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


1234 




End 


1800 




GI 


none 




Score 


113 




Exons 


1234. .1371, 


1240.. 1605, 1241. 


.1600, 1251. .1601, 1420. .1602, 




1684. .1800, 


1686.. 1799, 1687. 


.1800 






Seq. No. 


16,427 




Seq. ID 


OJ990907_08.9B19. 


Cll 


Gene No. 


34591 




Strand 


+ 




Start 


1 




End 


4234 




Name 


OJ990907 08, 


.9B19.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


178 




GI 


none 




Score 


344 




Exons 


1. .178 










Seq. No. 


16427 




Seq. ID 


OJ990907 08.9B19. 


Cll 



16943 




Gene No. 


34591 


Strand 


+ 


Start 


1 


End 


4234 


Name 


OJ990907 08. 9B19.Cll.ol. 


np Method 


AAT/NAP 


Start 


1 


End 


4234 


GI 


5042161 


Score 


1960 


Exons 


1..444, 810. .1072, 1168. 


.1350, 2307.. 


2645, 3485.-4234 


GI Descrip. 


(AL078620) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


16427 


Seq. ID 


OJ990907_08.9B19.C11 


Gene No. 


34591 


Strand 


+ 


Start 


1 


End 


4234 


Name 


OJ990907 08. 9B19.Cll.o2. 


gp Method 


AAT/GAP 


Start 


3573 


End 


3880 


GI 


LIB3474-003-P1-K1-D3 


Score 


608 


Exons 


3573. .3880 






GI Descrip. 


■5042161/emb|CAB4 4 680. 1 | 


2.0e-30 (AL078620) hypothetical protein 




[Arabidopsis thaliana] 1 







Seq. No. 16427 Seq. ID 

Gene No. 34592 Strand 

Start 6295 End 

Name OJ990907_08 . 9B19 . Cll . o2 . gs Method 

Start 6295 End 

GI none Score 

Exons 6295. . 6705, 6833. . 6954, " 7054 . 

7883. .7983, 8085. .8192 



OJ990907_08.9B19.C11 
+ 

8236 
GENSCAN 
8192 
.77 

.7249, 7467. .7584, 7691. .7738, 



Seq. No. 16427 

Gene No. 34592 

Start 6295 

Name OJ990907_08 . 9B19 . Cll . o2 . np 

Start 6331 

GI 1438881 

Exons 6331.. 6705, 6833.. 6954, 7054. 

7883..7983, 8085. .8236 

GI Descrip. (U43839) GmCK2p [Glycine max] 



Seq. ID OJ990907_08. 9B19.C11 

Strand + 

End 8236 

Method AAT/NAP 

End 8236 

Score 879 

,7249, 7467. .7584, 7691. .7738, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16427 
34593 
8590 

OJ990907_08. 9B19.Cll.o4 . tm 
42 

none 

42. .413, 58. .417, 58. .411, 



Seq. ID OJ990907 08.9B19.C11 



113 



Strand 
End 

Method 
End 
Score 
412 



+ 

12427 

TBLASTX: Maize 

417 

430 



16427 
34593 
8590 

OJ990907_08. 9B19 . CI 1 . ol . tm 
844 



none 
844. . 
1165. 
2423. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1071, 845. .1072, 848. .1072, 906. .1073, 1003. .1074, 
.1353, 1167. .1355, 2297.. 2362, 2304. .2636, 2306.. 2635, 
2650, 3484. .3693, 3485. .3751, 3485. .3757, 3723. .3878, 



OJ990907_08. 9B19.C11 
+ 

12427 

TBLASTX :Maize 
4273 
285 



3725. .4243, 3751. .4251, 3752. .4273 



Seq. No. 



16427 



Seq. ID OJ990907_08. 9B19.C11 



16944 



Gene No. 34593 
Start 8590 

Name OJ990907_08 . 9B19 . Cll . ol . ts 

Start 1016 
GI none 

Exons 1016. .1072, 1149. .1352, 11£5. 

1177.. 1362, 2289.. 2540, 229*0. 

2517. .2636, 2537.. 2635, 3484. 

3558.. 3755, 3575.. 4234, 3576. 

3969. .4247, 3970. .4128, 4109. 



Strand + 

End 12427 

Method TBLASTX : Soybean 

End 4257 

Score 56 

.1353, 1166.. 1354, 1167.. 1355, 
.2544, 2293..2373, 2306.. 2545, 
.3546, 3485.. 3601, 3488. ;3580, 
.3872, 3587.. 4060, 3742.. 4236, 
.4237, 4189.. 4257 



Seq. No. 16427 

Gene No. 34593 

Start 8590 

Name OJ990907_08 . 9B19 . Cll . o5 . tm 

Start 6220 

GI none 

Exons 6220.. 6270, 6245.. 6274, 6346. 
6547. .6591 



Seq. ID OJ990907_08.9B19.C11 

Strand .+ 

End 12427 

Method TBLASTX : Mai ze 

End 6591 

Score 4 0 

.6507, 6348. .6506, 6546. .6590, 



Seq. No. 16427 Seq. ID 

Gene No. 34593 Strand 

Start 8590 End 
Name ■ OJ990907_08 . 9B19 . Cll . ol . tc Method 

Start 6376 End 

GI none Score 

Exons 6376. .6507, 6544. .6582, 6583. .6705 



OJ990907_08. 9B19.C11 
+ 

12427 

TBLASTX: Cress 

6705 

92 



Seq. No. 16427 
Gene No. 34593 
Start 8590 

Name OJ990907_08 . 9B19 . Cll . o2 . ts 

Start 6379 
GI none 

Exons 6379.. 6507, 6547.. 6705, 6827. 

7049. .7249, 7418. .7585, 7461, 
7869. .7982, 7882. .7983, 8097, 



Seq. ID OJ990907_08.9B19.C11 

Strand + 

End 12427 

Method TBLASTX : Soybean 

End 818 6 

Score 87 

.6955, 6895. .6957, 7048. .7251, 
.7586, 7467. .7601, 7690. .7746, 
,8153, 8103. .8186 



Seq. No. 16427 
Gene No. 34593 
Start 8590 

Name OJ990907_08 . 9B19 . CI 1 . o3 . tm 

Start 6592 
GI none 

Exons 6592., 6705, 6684.. 6710, 6824. 

7049. .7249, 7051. .7251, 7261, 
7467. .7583, 7468. .7584, 7468, 
7879. .7953, 7881. .7952, 7888. 
7956. .7988 



Seq. ID OJ990907_08. 9B19.C11 

Strand + 

End 12427 

Method ■ TBLASTX: Maize 

End 7 98 9 

Score 187 

.6955, 6836.. 6952, 6883.. 6954, 
.7299, 7457. .7582, 7461. .7583, 
.7584, 7698. .7775, 7699. .7746, 
.7971, 7954. .7989, 7955. .7981, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990907_08.9B19.C11 
Strand 
End 

Method 
End 
Score 

7466. .7585, 7467. .7586, 7467. .7601, 7474. .7599, 7487. .7621, 



16427 
34593 
8590 

OJ990907 

7466 

none 



08.9B19.Cll.o2.tc 



+ 

12427 

TBLASTX: Cress 

8189 

191 



16945 




7489. .7611, 7887. .7985, 7888.-7983, 8097. .8159, 8102. .8161, 
8103. .8189 



Seq. No. 


16427 




Seq. ID 


OJ990907_08.9B19 


.Cll 


Gene No. 


34593 




Strand 


+ 




Start 


8590 




End 


12427 




Name 


OJ990907 08.9B19.dl 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


7533 




End 


8180 




GI 


none 




Score 


75 




Exons 


7533.. 7583, 7693.. 7746, 7879 


..7983, 7884. .7985, 8096. .8161, 




8097.. 8156, 8100.. 8180 








Seq. No. 


16427 




Seq. ID 


OJ990907_08.9B19 


.Cll 


Gene No. 


34593 




Strand 


+ 




Start 


8590 




End 


12427 




Name 


OJ990907 08.9B19.C11 


. o3 . gs 


Method 


GENSCAN 




Start 


8590 




End 


I23I3 




GI 


none 




Score 


.74 




Exons 


8590.. 8596, 8847.. 9073, 9222 


..9347, 9438.. 9527, 9637.. 9775, 




10317. .10435, 10684. 


.10751, 


11601. .11649, 11905. .12313 




oeq . no . 


16427 




Seq. ID 


OJ990907_08.9B19 


.Cll 


Gene No. 


34593 




Strand 






Start 


8590 




End 


12427 




Name 


OJ990907 08.9B19.C11 


. o3 . np 


Method 


AAT/NAP 




Start 


9200 




End 


12427 




GI 


6119544 




Score 


927 




Exons 


9200.. 9347, 9438.. 9527, 9637 


..9775, 10317. .10435, 10684 


. . 10751, 




11601. .11649, 11905. 


.12427 








GI Descrip. 


(AC011560) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


16427 




Seq. ID 


OJ990907_08. 9B19 


.Cll 


Gene No. 


34593 




Strand 


+ 




Start 


8590 




End 


12427 




Name 


OJ990907 08.9B19.C11 


o2.tm 


Method 


TBLASTX: Maize 




Start 


9703 




End 


12411 




GI 


none 




Score 


65 




Exons 


9703.. 9774, 9708.. 9773, 9727 


..9774, 10315. .10440, 10316 


. . 10438, 




10683. .10754, 10684. 


10752, 


11599. .11649, 11891. .12037, 






11894. .12391, 11896. 


12411, 


11904 .. 12410 




Seq. No. 


16427 




Seq. ID 


OJ990907_08.9B19 


.Cll 


Gene No. 


34593 




Strand 


+ 




Start 


8590 




End 


12427 




Name 


OJ990907 08.9B19.C11. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


11898 




End 


12099 




GI 


none 




Score 


68 




Exons 


11898. . 11987, 11902.. 


12099, 


11902. .12081, 11904... 12098 




Seq. No. 


16427 




Seq. ID 


OJ990907_08.9B19 


.Cll 


Gene No. 


34593 




Strand 


+ 




Start 


8590 




End 


12427 




Name 


OJ990907 08.9B19.C11. 


o3.ts 


Method 


TBLASTX: Soybean 




Start 


12099 




End 


12426 




GI 


none 




Score 


76 




Exons 


12099. . 12218, 12099. . 


12263, 


12100. .12369, 12106. .12387, 






12361. . 12426, 12363.. 


12425 









16946 



Seq. No. 16428 Seq. ID 

Gene No. 34594 Strand 

Start 1 End 

Name OJ990907_08 . 9B19 . C12 . ol . np Method 

Start 1 End 

GI 6119544 Score 

Exons 1..332 

GI Descrip. (AC011560) hypothetical protein [Arabidopsis thaliana] 



OJ990907_08 . 9B1 9 . C12 
+ 

338 

AAT/NAP 
332 
240 



Seq. No. 16428 Seq. ID 

Gene No. 34594 Strand 

Start 1 End 

Name OJ990907_08 . 9B19 . C12 . ol . gs Method 

Start 42 End 

GI none Score 

Exons 42.. 338 



OJ990907_08.9B19.C12 
+ 

338 

GENSCAN 

338 

.44 



Seq. No. 


16428 




Seq. ID 


OJ990907_08.9B19. 


.C12 


Gene No. 


34595 




Strand 






Start 


1454 




End 


5733 




Name 


OJ990907 08. 9B19.C12.ol. 


.tw 


Method 


TBLASTX: Wheat 




Start 


154 




End 


342 




GI 


none 




Score 


142 




Exons 


154. .342, 207.'. 335, 232, 


. .336 








Seq. No. 


16428 




Seq. ID 


OJ990907_08.9B19. 


■ C12 


Gene No. 


34595 




Strand 






Start 


1454 




End 


5733 




Name 


OJ990907 08. 9B19.C12.ol. 


■ gp 


Method 


AAT/GAP 




Start 


1069 




End 


1338 




GI 


none 




Score 


420 




Exons 


1069. . 1338 











Seq. No. 16428 Seq. ID 

Gene No. 34595 Strand 

Start 1454 End 

Name OJ990907_08 . 9B19 . C12 . o2 . gp Method 

Start 1252 End 

GI none Score 

Exons 1252.. 1615 



OJ990907_08.9B19.C12 

5733 
AAT/GAP 
1615 
564 



Seq. No. 


16428 








Seq. ID 


OJ990907 


Gene No. 


34595 








Strand 




Start 


1454 








End 


5733 


Name 


OJ990907 08. 


. 9B19. 


( C12.o2 


.gs 


Method 


GENSCAN 


Start 


1454 








End 


5622 


GI 


none 








Score 


. 96 , 


Exons 


1454. .1670, 


2467. 


. .2609, 


294 6. 


.3054, 3153. .4314, 




5361. .5472, 


5587. 


. .5622 








Seq. No. 


16428 








Seq. ID 


OJ990907 


Gene No. 


34595 








Strand 




Start 


1454 








End 


5733 


Name 


OJ990907 08. 


. 9B19. 


.C12.o2. 


.np 


Method 


AAT/NAP 


Start 


1487 








End 


5733 


GI 


4204695 








Score 


1051 



5224,- 



,16947 




Exons 1487.. 1670, 2467.. 2609, 2946.. 3054, 3153.. 3497, 3600.. 4333, 

5352.. 5465, 5646.. 5733 
GI Descrip. (AF117062) putative inositol polyphosphate 5-phosphatase At5Pl 

[Arabidopsis thaliana] 



Seq. No. 16428 
Gene No. 34595 
Start 1454 

Name OJ990907_08 . 9B19 . C12 . ol . tc 

Start 1499 
GI none 

Exons 1499.. 1669, 1554.. 1670, 2458. 

2943.. 3053, 3191.. 3499, 3195. 
3944. .3976, 4028. .4138, 4154. 



Seq. ID OJ990907_08.9B19.C12 
Strand 

End 5733 

Method TBLASTX : Cress 

End 4286 

Score 87 

.2601, 2466.. 2615, 2929.. 3054, 
.3296, 3411. .3464, 3632. .3694, 
.4285, 4185. .4286 



Seq. No. 16428 

Gene No. 34595 

Start 1454 

Name ■ OJ990907_08 . 9B19.C12 . ol . ts 

Start 1595 

GI none 

Exons 1595. .1669, 2478.. 2615, 2500. 

3188. .3478, 3192. .3284, 3393. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.2613, 2943.. 3053, 
.3464 



OJ990907_08 . 9B19.C12 
5733 

TBLASTX: Soybean 

3478 

91 

2946. .3050, 



Seq. No. - 16428 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



34595 
1454 

OJ990907_08.9B19.C12.o3.tm 
1598 
none 



Seq. ID OJ990907_08.9B19.C12 
Strand 
End 

Method 
End 
Score 



5733 

TBLASTX: Maize 

3017 

162 



1598. .1669, 2439. .2615, 2458. .2610, 2937. .3017 



Seq. No. 


16428 


Seq. ID 


OJ990907_08.9B19.C12 


Gene No. 


34595 


Strand 




Start 


1454 


End 


5733 


Name 


OJ990907 08.9B19.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


3018 


End 


3514 


GI 


none 


Score 


100 


Exons 


3018. .3053, 3152. .3184, 3171. 


.3308, 3191.. 3514, 3411.. 3494 


Seq. No. 


16428 


Seq. ID 


OJ990907_08 . 9B19.C12 


Gene No. 


34595 


Strand 




Start 


1454 


End 


5733 


Name 


OJ990907 08.9B19.C12.o3.gp 


Method 


AAT/GAP 


Start 


3543 


End 


3998 


GI 


uC-osrocyp003b08al 


Score 


829 


Exons 


3543. .3998 






GI Descrip. 


'5091496/dbj IAB0234 82 . 2 | AB0234 82. 6.0e- 


4 6 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 


Seq. No. 


16428 


Seq. ID 


OJ990907_08 . 9B19.C12 


Gene No. 


34595 


Strand 




Start 


1454 


End 


5733 


Name 


OJ990907 08. 9B19 . C12 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


3944 


End 


4298 


GI 


none 


Score 


61 


Exons 


3944. .3979, 3945.. 3980, 3958. 


.3987, 4028. .4147, 4041. .4112, 



16948 




4070. .4153, 4145. .4297, 4182. .4298 



Seq. No. 


16428 


Seq. ID 


OJ990907_08.9B19 


C12 


Gene No. 


34595 


Strand 






Start 


1454 


End 


5733 




Name 


OJ990907 08.9B19.C12.o2.ts 


Method 


TBLASTX: Soybean 




Start 


4076 


End 


4279 




GI 


none 


Score 


46 




Exons 


4076. .4138, 4077. .4109, 4154. 


.4279, 4185. .4271 




oeq . ino . 


± t>4 


Seq. ID 


OJ990907_08.9B19, 


C12 


Gene No. 


34595 


Strand 






Start 


1454 


End 


5733 




Name 


OJ990907 08.9B19.C12.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4109 


End 


5631 




GI 


none 


Score 


72 




Exons 


4109. .4192, 4166. .4294, 4182. 


.4295, 4193. .4312, 4224. .4301, 




5175. .5228, 5412. .5474, 5419. 


.5475, 5422.. 5466, 5587.. 5631 


OcCj. LN O . 


16429 


Seq. ID 


OJ990907_08. 9B19. 


C16 


Gene No. 


34596 


Strand 


+ 




Start 


1 


End 


552 




Name 


OJ990907 08.9B19.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


552 




GI 


6862956 


Score 


319 




Exons 


1. .552 








GI Descrip. 


(AC019018) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


16429 


Seq. ID 


OJ990907 08.9B19. 


C16 


Gene No. 


34596 


Strand 


+ 




Start 


1 


End 


552 




Name 


OJ990907 08.9B19.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


369 




GI 


none 


Score 


181 




Exons 


1..177, 2. .178, 181. .369 








o e q . LN O . 


16430 


Seq. ID 


OJ990907_09. 9B19. 


CI 


Gene No. 


34597 


Strand 


+ 




Start 


1 


End 


719 




Name 


OJ990907 09. 9B19 . CI . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


719 




GI 


806299 


Score 


379 




Exons 


1. .284, 363. .719 








GI Descrip. 


(M25427) unknown protein [Zea 


mays] 






Seq. No. 


16430 


Seq. ID 


OJ990907_09.9B19. 


CI 


Gene No. 


34597 


Strand 


+ 




Start 


1 


End 


719 




Name 


OJ990907 09. 9B19 . CI . ol . ts 


Method 


TBLASTX: Soybean 




Start 


90 


End 


276 




GI 


none 


Score 


188 




Exons 


90. .272, 130. .273, 130. .276 








Seq. No. 


16431 


Seq. ID 


OJ990907_09. 9B19. 


C2 


Gene No. 


34598 


Strand 


+ 




Start 


456 


End 


3218 




Name 


OJ990907 09.9B19.C2.ol.gs 


Method 


GENSCAN 





-16949 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



456 End 3218 

none Score .85 

456. .710, 974. .1312, 1401. .1514, 1914. .1952, 3105. .3218 



16432 
34599 
1067 

OJ990907_09. 9B19 . C3 . ol . gs 

1067 

none 



Seq.. ID OJ990907_09.9B19.C3 

Strand + 

End 4181 

Method GENSCAN 

End 4181 

Score .51 



1067. .1069, 1681. .1772, 3286. .3306, 3881. .4037, 4074. .4181 



16432 Seq. ID 

34600 Strand 

6519 End 

OJ990907_09. 9B19 . C3 . o2 . gs Method 

6519 End 

none Score 
6519. . 6743 



OJ990907_09.9B19.C3 
+ 

6743 
GENSCAN 
6743 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

,>£xons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16432 Seq. ID OJ990907_09 . 9B19 . C3 

34601 Strand + 

'8791 End 13423 

OJ990907_09 . 9B19 . C3 . o3 . gs Method GENSCAN 

8791 End 13417 - 

none Score .88 

8791. .8940,' 8946. .9066, 9174. .9540, 10630 .. 11124 , 11344 .. 11467, 

11741. . 11901, 11990. .12065, 12171 12230, 12313 .. 124 38 , 

12522. . 12758, 12968 .. 13083, 13219.. 13417 



16432 
34601 
8791 

OJ990907_09.9B19.C3.ol.np 

8916 

4204912 



Seq. ID OJ990907J39. 9B19.C3 

Strand + 

End 13423 

Method AAT/NAP 

End 13423 

Score 1046 

11230. .11317, 



8916.. 9090, 9359.. 9556, 10840.. 11124 
11405. . 11467, 11741. .11901, 11990 .. 12069, 12175 12230, 
12331. .12438, 12522 .. 12779, 13103. .13423 
(U58918) MEK kinase [Arabidopsis thaliana] 



16432 
34601 
8791 

OJ990907_09. 9B1 9 . C3 . ol . gp 

9370 

700303 

9370. .9540, 10630. .10869 

16432 
34601 
8791 

OJ990907_09 . 9B19 . C3 . o2 . gp 
11021 

LIB34 33-013-Q6-K1-D8 
11021. .11124, 11230. . 11317, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_09.9B19.C3 
+ 

13423 
AAT/GAP 
10869 
679 



OJ990907_ 
+ 

13423 
AAT/GAP 
11893 
677 



09. 9B19.C3 



11405. .114 67, 11741. .118 93 



, 3688191/emb|CAA08994.1| 6.0e-41 (AJ010090) MAP3K alpha protein 



16950 




kinase [Arabidopsis thaliana] ' 



Seq. No. 


16432 




Seq. ID 


OJ990907 


J39.9B19 


-C3 


Gene No. 


34602 




Strand 


- 






Start 


13217 




End 


13601 






Name 


OJ990907 09.9B19.C3. 


o3 . gp 


Method 


AAT/GAP 






Start 


13217 




End 


13601 






GI 


none 




Score 


766 






Exons 


13217. . 13601 












Seq. No. 


16432 




Seq. ID 


OJ990907 


_09.9B19 


.C3 


Gene No. 


34603 




Strand 


- 






Start 


13970 




End 


15262 






Name 


OJ990907 09.9B19.C3. 


o4 . gp 


Method 


AAT/GAP 






Start 


13956 




End 


14326 






GI 


286532 




Score 


733 






Exons 


13956. . 14326 












Seq. No. 


16432 




Seq. ID 


OJ990907 


_09.9B19, 


.C3 


Gene No. 


34603 




Strand 


- 






Start 


13970 




End 


15262 






Name 


OJ990907 09.9B19.C3. 


o4 . gs 


Method 


GENSCAN 






Start 


13970 




End 


15262 






GI 


none 




Score 


.95 






Exons 


13970. .15262 












oeq . NO . 






Seq. ID 


OJ990907 


09 . 9B19 , 


. C3 


Gene No. 


34604 




Strand 








Start 


16522 




End 


18094 






Name 


OJ990907 09.9B19.C3. 


o4 . tm 


Method 


TBLASTX : \ 


Maize 




Start 


10741 




End 


11021 






GI 


none 




Score 


207 






Exons 


10741. .10899, 10742. 


. 10900, 


10742. .10903, 10915 


. .10980, 






10919. .10981, 10922. 


.10981, 


10923. .11021 






Seq. No. 


16432 




Seq. ID 


OJ990907 


_09.9B19. 


.C3 


Gene No. 


34604 




Strand 








Start 


16522 




End 


18094 






Name 


OJ990907_09. 9B19.C3. 


ol.tc 


Method 


TBLASTX : i 


Cress 




OLail. 






End 


13285 






GI 


none 




Score 


47 






Exons 


11056. .11109, 11063. 


. 11122, 


11209. .11322, 11227 


. . 11322, 






11228. . 11335, 11228. 


.11323, 


11402. .11494, 11404 


. .11463, 






11741. . 11902, 11746. 


.11901, 


11759. .11920, 11985 


. .12068, 






11987. .12070, 11988. 


. 12071, 


12171. .12245, 12188 


. .12232, 






12315. .12440, 12325. 


. 12456, 


12521. . 12670, 12522 


. . 12680, 






12534 . . 12671, 13142. 


. 13285 










Seq. No. 


164 32 




•j Seq. ID 


OJ990907^ 


_09.9B19. 


C3 


Gene No. 


34604 




Strand 








Start 


16522 




End 


18094 






Name 


OJ990907 09.9B19.C3. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


11058 




End 


11494 






GI 


none 




Score 


.110 






Exons 


11058. .11123, 11060. 


. 11122, 


11228. .11332, 11228 


. .11323, 






11402. .11494, 11402. 


.11476 











16951 



Seq. No. 16432 
Gene No. 34 604 

Start 16522 

Name OJ990907_09 . 9B19 . C3 . ol . ts 

Start 11227 
GI none 
Exons 11227 . 

11746. 
' 11988. 

12325. 

12522. 

13220. 



.11322, 11228. .11335, 

.11901, 11747. .11902, 

.12077, 12171. .12236, 

.12456, 12325. . 12444, 

,12746, 13080. . 13118, 

,13282, 13385. .13408 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11402 

11753 

12185 

12514 

13174 



OJ990907 09.9B19.C3 



18094 

TBLASTX : Soybean 
13408 
106 

11467, 11402. .11467, 
11905, 11987. .12064, 
12232, 12312. .12440, 
12639, 12521. .12745, 
13233, 13175. .13285, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16432 
34604 
16522 

0 J990907_09 . 9B1 9 . C3 . ol . tm 
11764 



OJ990907 09.9B19.C3 



none 
11764 , 
11987, 
12312, 
12618, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

,11901, 11765. .11902, 11765 .. 11953, 11985 .. 12065, 
,12103, 11988. .12083, 1217 9 .. 12235, 12195 12239, 
,12437, 12325. .12456, 12522 .. 12617 , 12524 12616, 
12674 



18094 

TBLASTX: Maize 

12674 

188 



Seq. No. 16432 

Gene No. 34 604 

Start 16522 

Name OJ990907_09 . 9B19 . C3 . o2 . tm 

Start 12974 

GI none 

Exons 12974. .13084, 12982 .. 1308 6, 
13167. .13439 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_09.9B19.C3 
18094 

TBLASTX: Maize 

13439 

119 



13145. .13426, 13166 .. 134 38 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16432 
34604 
16522 

OJ990907_09.9B19.C3.o3.tm 

13954 

none 

13954 . .14082, 
14147. .14290, 



13958. .14179, 
14147. .14293, 



Seq. ID 

Strand 

End 

"Method 
End 
Score 

13970 

14166 



14071, 
14291 



OJ990907_09.9B19.C3 
18094 

TBLASTX: Maize 

14293 

83 

14077. . 14145, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16432 
34604 
16522 

0 J990 907_0 9 . 9B1 9 . C3 . o5 . gs 

16522 

none 

16522. .17172, 174 ; 62. .18094 

16433 
34605 
860 

OJ990907_09. 9B19.C4 .ol.gs 

860 

none 

860. . 952, 1267 . . 1272 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_09.9B19.C3 

18094 
GENSCAN 
18094 
.53 



OJ990907_09. 9B19.C4 

1272 
GENSCAN 
1272 
.73 



16952 




beq. no. 


1 CA "3 A 


beq. iU 


ujyyuyu/ uy.yBiy 


Cd 


Gene No. 


34606 


Strand 






Start 


979 


End 


1034 




Name 


OJ990907 09. 9B19.C6.ol .gs 


Method 


GENSCAN 




Start 


979 


End 


1034 




GI 


none 


, -.Score 


.99 




Exons 


979.. 1034 








beq. No. 


1 c / oc 

1 o4 od 


Seq. ID 


OJ990907_09. 9B19. 


C8 


Gene No. 


34607 


Strand 


+ 




Start 


1495 


End 


3327 




Name 


OJ990907 09.9B19.C8.ol.gs 


Method 


GENSCAN 




Start 


1495 


End 


3327 




GI 


none 


Score 


.64 




Exons 


1495. .1536, 1907.. 1924, 2198 


. .2379, 3179. .3327 




Seq. No. 


16435 


Seq. ID 


OJ990907_09.9B19. 


C8 


Gene No. 


34608 


Strand 


+ 




Start 


3418 


End 


3665 




Name 


OJ990907 09. 9B19 . C8 . ol . np 


Method 


AAT/NAP 




Start 


3418 


End 


3665 




GI 


6721553 


Score 


310 




Exons 


3418. .3665 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi | 6815078 | dbj | BAA90364 . 1 | (AP001081 )" 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


16436 


Seq. ID 


OJ990907_09. 9B19. 


C9 


Gene No. 


34609 


Strand 


+ 




oCdlt 


81 


End 


340 




Name 


OJ990907 09. 9B19 . C9 . ol . gp 


Method 


AAT/GAP 




Start 


81 


End 


340 




GI 


3761601 


Score 


381 




Exons 


81. .340 








GI Descrip. 


5091496/dbj IAB023482.2 | AB023482" 6.0e-46 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 




beq. no. 


16436 


Seq. ID 


OJ990907_09. 9B19. 


C9 


Gene No. 


34610 


Strand 


+ 




Start 


587 


End 


778 




Name 


OJ990907 09. 9B19 . C9 . ol . gs 


Method 


GENSCAN 




Start 


587 , 


. End m 


778 




GI 


none 


Score 


.41 




Exons 


587. .778 








Seq. No. 


16436 


Seq. ID 


OJ990907_09. 9B19. 


C9 


Gene No. 


34611 


Strapd 


+ 






5561 


End r 


11553 




Name 


OJ990907 09. 9B1 9 . C9 . ol . np 


Method 


AAT/NAP 




Start 


5561 


End 


11553 




GI 


2980798 


Score 


564 




Exons 


5561. .5688, 5981. .6181, 6395 


..6691, 67 


86. . 6905, 7084 . .7141, 




7220. .7434, 7550. .7618, 7744 


..7838, 11135. .11228, 11442. 


. 115 


GI Descrip. 


(AL022197) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


16436 


Seq. ID 


OJ990907JD9. 9B19. 


C9 



16953 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34611 
5561 

OJ990907_09.9B19.C9.o3.tm 

5611 

none 

5611.. 5676, 5612.. 5677, 5677, 
5743... 5850, 5871.. 5903, 5872, 

16436 
34611 
5561 

OJ990907_09. 9B19 . C9 . o2 . tm 

6187 

none 

6187.. 6267, 6188.. 6262, 6215. 
6316.. 6387, 6317.. 6385, 6331. 
6525.. 6587, 6526.. 6588, 6532. 



Strand + 

End 11553 

Method TBLASTX: Maize 

End 5904 

Score 98 

.5706, 5733.. 5855, 5734.. 5868, 
.5904, 5874. .5903 

Seq. ID OJ990907_09.9B19.C9 

Strand + 

End 11553 

Method TBLASTX : Maize 

End 6588 

Score 8 6 

.6286, 6271. .6342, 6275. .6328, 
.6456, 6412.. 6432, 6433.. 6468, 
.6588, 6538.. 6573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16436 
34611 
5561 

OJ990907_09.-9B19.C9.o2.ts 

6275 

none ' 



Seq. ID OJ990907__09.9B19.C9 

Strand + 

End 11553 

Method TBLASTX : Soybean 

End 6913 

Score 92 



6275.. 6385, 6538.. 6591, 6626.. 6691, 6628.. 6696, 6783.. 6905, 
6784. .6906, 6785. .6913, 6794. .6913 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16436 
34611 
5561 

OJ990907_09.9B19.C9.ol.tm 

6773 

none 

6773.. 6907, 6783.. 6905, 6800. 
7093. .7140, 7218. .7430, 7219. 
7543. .7620, 7544. .7621 



Seq. ID OJ990907_09.9B19.C9 

Strand + 

End 11553 

Method TBLASTX: Maize 

End 7 621 

Score 223 

.6913, 7087. .7140, 7092. .7169, 
.7437, 7228. .7434, 7537. .7620, 



OJ990907_09.'9B19.C9 
+ 



16436 Seq. ID 

34611 Strand 
5561 End 11553 

OJ990907_09. 9B19 . C9 . o2 . gp Method AAT/GAP 

6786 End 11480 

3469CML.R1084 Score 1118 

6786. .6905, 7093. .7141, 7220. .7434, 7550. .7618, 7744. .7838, 
11135. .11228, 11442. .11480 

'2980798/ emb | CAA1 817 4.11 2.0e-58 (AL022197) putative protein 
[Arabidopsis thaliana] 1 



16436 
34611 
5561 

OJ990907_09. 9B19.C9.ol. tc 

6843 



none 
6843. 
7254. 
7544. 



End 

Method 
End 
Score 

6905, 6845.. 6913, 7092.. 7139, 7093.. 7140, 7252 
7325, 7324.. 7437, 7326.. 7463, 7327.. 7437, 7543 



Seq. ID OJ990907_09.9B19.C9 
Strand + 

11553 

TBLASTX: Cress 
11510 
112 



,7326, 
,7620, 



,7621, 7741. .7800, 7741. .7800, 7777. .7836, 11129 .. 11224 , 



16954 



11136. . 11231, 11136. 
11439. . 11510 



11228, 11423. .11509, 11436 .. 11510, 



Seq. No. 16436 

Gene No. 34611 

Start 5561 

Name OJ990907__09 . 9B19 . C9 . ol . ts 

Start 7096 

GI none 
Exons 



Seq. ID OJ990907_09.9B19.C9 

Strand + 

End 11553 

Method TBLASTX : Soybean 

End 11510 

Score 96 



7096. .7140, 7098. .7136, 7218. .7463, 7219. .7437, 7229. .7456, 
7543. .7620, 7544. .7621, 7741. .7800, 7741. .7800, 7801. .7836, 
11135. .11224, 11136. .11231, 11136 11231 , 11143 .. 11232 , 
11423. . 11509, 11439. .11510 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16437 Seq. ID 

34612 Strand 

1 End 

OJ990907_09 . 9B19 . C10 . ol . np Method 

1 End 

2980798 Score 
1..192, 406. .475 

(AL022197) putative protein [Arabidopsis thaliana] 



OJ990907_09.9B19.C10 
+ 

1962 
AAT/NAP 
475 
60 



16437 Seq. ID 

34612 Strand 

1 End 

OJ990907_09.9B19.C10.ol.gs Method 

99 End 

none Score 
99;. 192, 406. .475, 1004. .1962 

16437 Seq. ID 

34612 Strand 
1 End 
OJ990907_09 . 9B19 . C10 . o2 . np Method 
1312 End 
1174199 ' Score 
1312. .1794, 1840. .1905 

(U44760) S25-PR6 [Nicotiana tabacum] 

16437 Seq. ID 

34613 Strand 
2052 End 
OJ990907J39. 9B19 . C10 . ol . gp Method 
2052 End 
none Score 
2052. .2539 



OJ990907_09.9B19.C10 
+ 

1962 
GENSCAN 
1962 
.97 



OJ990907_09.9B19.C10 
+ 

1962 
AAT/NAP 
1905 
174 



OJ990907_09.9B19.C10 
+ 

2539 
AAT/GAP 
2539 
729 



Seq. No. 16437 " Seq. ID 

Gene No. 34614 Strand 

Start 3371 End 

Name OJ990907_09 . 9B19 . C10 . o2 . tm Method 

Start 110 End 

GI none Score 
Exons 



OJ990907_09.9B19.C10 
4452 

TBLASTX: Maize 
1400 
■84 



110. .193, 110. .190, 111. .212, 112. .210, 384. .473, 400. .474, 
403. .474, 404. .478, 1002. .1046, 1006. .1032, 1097..1399, 
1098. .1283, 1101. .1400, 1120. .1359, 1305. .1400 



16955 



Seq. No. 


16437 








Seq. ID 


OJ990907_09. 9B19 


.C10 


Gene No. 


34614 








Strand 






Start 


3371 








End 


4452 




Name 


OJ990907 09. 


9B19. 


ClO.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


1401 








End 


1879 




GI 


none 








Score 


753 




Exons 


1401. .167.6., 


1404. 


.1829, 


1406. 


.1879 






Seq. No. 


16437 








Seq. ID 


OJ990907_09.9B19 


.C10 


Gene No. 


34614 








Strand 






Start 


3371 








End 


4452 




Name 


OJ990907 09. 


9B19. 


C10.o2. 


.gs 


Method 


GEN SCAN 




Start 


3371 








End 


4452 




GI 


none 








Score 


.46 




Exons 


3371. .3422, 


3499. 


.3588, 


3857. 


. 4452 







Seq. No. 16438 Seq. ID 

Gene No. 34615 Strand 

Start 158 End 

Name OJ990907_09 . 9B1 9 . C12 . ol . gs Method 

Start 158 End 

GI none Score 

Exons 158.. 252 



OJ990907_09.9B19.C12 
252 

GENSCAN 

252 

.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16439 Seq. ID OJ990907_09.9B19.C13 

34616 Strand 

1 End 283 

OJ990907_09. 9B19 . C13 . ol . np Method AAT/NAP 

1 End 283 

6721553 Score 393 

1. .283 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815078 | dbj IBAA90364.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 16439 Seq. ID 

Gene No. 34616 Strand 

Start 1 End 

Name. OJ990907_09 . 9B19. C13 . ol . gs Method- 

Start 99 End 

GI none Score 

Exons 99. .252 



OJ990907_09.9B19.C13 
283 

GENSCAN 

252 

.94 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



16440 
34617 
1 

OJ990907_09. 9B19.C14 .ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990907_09.9B19.C14 

3812 
AAT/NAP 
3522 
458 



3941468 

1..281, 1152. .1385, 3405. .3522 

(AF062888) putative transcription factor [Arabidopsis thaliana] 



16440 
34617 
1 

OJ990907_09. 9B19.C14 .ol.gp 



Seq. ID OJ990907_09.9B19.C14 
Strand 

End 3812 

Method AAT/GAP 



16956 




Start 


464 








End 


897 






GI 


3768334 








Score 


762 






Exons 


464 . .897 
















Seq. No. 


16440 








Seq. ID 


OJ990907 


_09.9B19 


.C14 


Gene No. 


34 617 








Strand 








Start 


1 








End 


3812 






Name 


OJ990907 09 


.9B19. 


ei4 .oi 


. gs 


Method 


GEN SCAN 






Start 


763 








End 


3585 






GI 


none 








Score 


.98 






Exons 


763. .1385, 


3405. . 


3585 












Seq. No. 


16440 








Seq. ID 


OJ990907 


_09. 9B19 


.C14 


Gene No. 


34 617 








Strand 








Start 


1 








End 


3812 






Name 


OJ990907 09 


.9B19. 


C14.o2 


• 9P 


Method 


AAT/GAP 






Start 


1355 








End 


3812 






GI 


3768333 








Score 


815 






Exons 


1355. .1385, 


3405. 


.3812 












Seq. No. 


16440 








Seq. ID 


OJ990907 


_09.9B19 


C14 


Gene No. 


34 618 








Strand 








Start 


4440 








End 


4623 






Name 


OJ990907 09 


. 9B19. 


C14 .ol 


.tc 


Method 


TBLASTX: 


Cress 




Start - 


1201 








End 


3517 






GI 


none 








Score 


165 






Exons 


1201. .1389, 


1205. 


.1387, 


3382. 


.3516, 3389.. 3517 






Seq. No. 


16440 








Seq. ID 


OJ990907 


_09.9B19 


C14 


Gene No. 


34618 








Strand 








Start 


4440 








End 


4623 






Name 


OJ990907 09 


. 9B19. 


C14.ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


1201 








End 


3516 






GI 


none 








Score 


171 






Exons 


1201. .1389, 


1205. 


. 1387, 


3382. 


.3516, 33* 


39. .3514 






Seq. No. 


16440 








Seq. ID 


OJ990907 


_09. 9B19 


C14 


Gene No. 


34 618 








Strand 








Start 


4440 








End 


4623 






Name 


OJ990907 09 


. 9B19. 


C14.ol 


tm 


Method 


TBLASTX : 


Maize. 




Start 


1201 








End 


3561 






GI 


none 








Score 


245 






Exons 


1201. .1389, 


1205. 


. 1387, 


3382. 


.3561, 3396.. 3506, 


3404 . .3556 


Seq. No. 


16440 








Seq. ID 


OJ990907 


_09. 9B19. 


C14 


Gene No. 


34618 








Strand 








Start 


4440 








End 


4623 






Name 


OJ990907 09 


. 9B19. 


C14.o3 


gp 


Method 


AAT/GAP 






Start, 


4 4'4 0 








End 


4623 






GI 


LIB3477-003' 


-Pl-Kl 


-E9 




Score 


106 






Exons 


4440. .4510, 


4592. 


.4623 













GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

Seq. No. 16441 Seq. ID OJ990907_09 . 9B1 9 . C16 

Gene No. 34619 Strand 



16957 




Start 


329 


End 


506 




Name 


OJ990907 09.9B19.C16.ol.gs 


Method 


GENSCAN 




Start 


329 


End 


506 




GI 


none 


Score 


.76 




Exons 


329. .506 








Seq. No. 


16442 


Seq. ID, 


OJ990907_09.9B19. 


C17 


Gene No. 


o4 bZU 


Strand 






Start 


7187 


End 


7711 




Name 


OJ990907 09.9B19.C17.o2.gs 


Method 


GENSCAN 




Start 


7187 


End 


7711 




GI 


none 


Score 


.96 




Exons 


7187. .7215, 7567. .7711 








Seq. No. 


16442 


Seq. ID 


OJ990907_09. 9B19. 


C17 


Gene No. 


o4 bZ 1 


Strand 






Start 


14363 


End 


15359 




Name 


OJ990907 09.9B19.C17.ol.gp 


Method 


AAT/GAP 




Start 


13773 


End 


14268 




GI 


none 


Score 


893 




Exons 


13773. . 14268 








Seq. No. 


16442 


Seq. ID 


OJ990907_09.9B19. 


C17 


Gene No. 


34 621 


Strand 






Start 


14363 


End 


15359 




Name 


OJ990907 09.9B19.C17.o3.gs 


Method 


GENSCAN 




Start 


14363 


End 


15357- 




GI 


none 


Score 


.91 




Exons 


14363. .15357 








Seq. No. 


16442 


Seq. ID 


OJ990907 09.9B19. 


C17 


Gene No. 


34621 


Strand 


- 




0 4--, v- +- 

otart 


14 Jo3 


End 


15359 




Name 


OJ990907 09.9B19.C17.ol.np 


Method 


AAT/NAP 




Start 


14420 


End 


15043 




GI 


1174199 


Score 


182 




Exons 


14420. .14476, 14555.. 15043 








GI Descrip. 


(U44760) S25-PR6 [Nicotiana 


tabacum] 






Seq. No. 


16442 


Seq. ID 


OJ990907_09.9B19. 


C17 


Gene No . 


OH OZ 1 


Strand 






Start 


14363 


End 


15359 




Name 


OJ990907 09.9B19.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


14526 


End 


14957 




GI 


none 


Score 


55 




Exons 


14526. . 14552, 14529 .. 14 954 , 


14530. .14952, 14682. .14957 




Seq. No. 


16442 


Seq'.-- ID 


OJ990907_09.9B19. 


C17 


Gene No. 


34621 


Strand 






Start 


14363 


End 


15359 




Name 


OJ990907 09.9B19.C17.o2.tm 


Method 


TBLASTX: Maize 




Start 


14958 


End 


15359 




GI 


none 


Score 


372 




Exons 


14958. . 15269, 14 958 .. 15053, 


14959. .15339, 15023 .. 15235 , 





15075. . 15260, 15321.. 15359 



Seq. No. 16443 Seq. ID OJ990907__09 . 9B1 9 . C18 



16958 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34622 Strand 
4228 End 
OJ990907_09 . 9B19 . C18 . o2 . gs Method 
4228 End 
none Score 
4228. .4444, 4517. .5016 

16443 Seq. ID 

34623 Strand 
1 End 
OJ990907_09.9B19.C18.ol.np Method 
1 End 
2980798 Score 



+ 

5016 
GENSCAN 
5016 
.85 



OJ990907 09.9B19.C18 



4082 
AAT/NAP 
4055 
490 



1..39, 2135. .2229, 2354. .2422, 2527. .2741, 2818. .2866, 

3035.. 3163, 3258.. 3598, 3768.. 4055 

(AL022197) putative protein [Arabidopsis thaliana] 



16443 
34623 
1 

OJ990907_09.9B19.C18.ol.gs 

1731 

none 

1731.. 1908, 2135.. 2229, 2527. 

16443 
34623 
1 

OJ990907_09. 9B19.C18.ol .gp 
2132 

34690JL.R1084 

2132.. 2229, 2354.. 2422, 2527.. 
1 29807 98/emb | CAA18174 . 1 | 2.0e- 
[Arabidopsis thaliana] ' 

16443 
34624 
8281 

OJ990907_09.9B19.C18.ol.ts 
2137 
none 

2137. .2172, 2138. .2170, 2173. 
2352.. 2426, 2524.. 2721, 2531. 
2819. .2863, 2823.. 2861 



OJ990907_09.9B19.C18 

4082 
GENSCAN 
4082 
.55 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2866, 3096.. 3163, 3258.. 4082 



Seq. ID- OJ990907_09.9B19.C18 
Strand 

End 4082 

Method AAT/GAP 

End 3177 

Score 912 
2741, 2818. .2866, 3044, 



58 (AL022197) putative 



.3177 
protein 



Seq. ID OJ990907_09.9B19.C18 
Strand 

End 8459 
Method TBLASTX :.S.oybean 
End 2863-. 
Score 37 

.2232, 2173. .2232, 2351. .2428, 
.2722, 2568. .2729, 2573. .2731, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



16443 Seq. ID 

34624 Strand 
8281 End 
OJ990907_09 . 9B19 . C18 . ol . tc Method 
2137 End 
none Score 

2137. .2196, 2173. .2232, 2173. .2232, 

2522.. 2635, 2524.. 2634, 2635.. 2709, 

2820. .2867, 3036. .3104, 3044. .3106 

16443 Seq. ID 

34624 Strand 



OJ990907_09.9B19.C18 
8459 

TBLASTX: Cress 
3106 
49 

2351. .2428, 2352. .2423, 
2636. .2707, 2819. .2866, 



OJ990907 09.9B19.C18 



16959 



Start 
Name 
Start 
GI 

Exons 



8281 End 

OJ990907_09. 9B19 . C18 . ol . tm Method 

2351 End 

none Score 



8459 

TBLASTX: Maize 

3167 

102 



2351. .2428, 2352. .2453, 2352. .2435, 2524. .2721, 2531. .2722, 
2549. .2731, 2790. .2867, 2791. .2868, 2819. .2872, 2819. .2866, 
2823. .2867, 3033. .3086, 3042. .3167, 3044. .3166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16443 
34624 
8281 

OJ990907_09. 9B19 . C18 . o2 . ts 

3033 

none 

3033.. 3086, 3036.. 3164, 3037, 
3258.. 3323, 3585.. 3695 

16443 
34624 
8281 

OJ990907J39. 9B19 . C18 . o3 . tm 

3583 

none 

3583.. 3777, 3591. .3776, 3635. 

16443 
34624 
8281 

OJ990907_09. 9B19 .C18 . o2 . tm 

4064 

none 

4064. .4099, 4069. .4101, 4123. 
4293. .4358, 4306. .4359 

16443 
34624 
8281 

OJ990907_09.9B19.C18.o3.gs 

8281 

none 

8281. .8459 



Seq. ID OJ990907_09.9B19.C18 
Strand 

End 8459 

Method TBLASTX : Soybean 

End 3695 

Score 132 

.3165, 3044.. 3166, 3202.. 3321, 



Seq. ID OJ990907_09.9B19.C18 
Strand 

8459 

TBLASTX: Maize 
3936 
199 



End 

Method 
End 
Score 
.3781, 3682-. .3936 



Seq. ID OJ990907_09.9B19.C18 
Strand 

End 8459 

Method TBLASTX : Mai ze 

End 4359 

Score 44 

.4230, 4123. .4239, 4253. .4303, 



Seq. ID OJ990907_09.9B19.C18 
Strand 

End 8459 

Method GENSCAN 

End 8459 

Score .48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16444 
34625 
563 

OJ990927_04 . 9B22 .CI . o2 . tm 

460 

none 



Seq. ID OJ990927_04 . 9B22.C1 
Strand 
End 

Method 
End 
Score 



1674 

TBLASTX: Maize 

719 

67 



460. .507, 461. .508, 555. .713, 578. .718, 579. .719 



16444 Seq. ID 

34 625 Strand 

563 End 

OJ990927_04 . 9B22 . CI . ol . gs Method 

563 End 

none Score 
563. .1567 



OJ990927_04 . 9B22.C1 

1674 
GENSCAN 
1567 
1 



16960 



Seq. No. 16444 Seq. ID 

Gene No. 34625 Strand 

Start 563 End 

Name - OJ990927_04 . 9B22 . CI . ol . tm - Method 

Start 719 End 

GI none Score 

Exons 719. .1120, 720.. 1115 



OJ990927_04.9B22.C1 
1674 

TBLASTX: Maize 

1120 

370 



Seq. No. 16444 Seq. ID 

Gene No. 34625 Strand 

Start 563 End 

Name OJ990927_04 . 9B22 . CI . ol . gp Method 

Start 942 End 

GI none Score 

Exons 942. . 1674 



OJ990927_04 . 9B22.C1 

1674 
AAT/GAP 
1674 
1387 



Seq. No. 16445 Seq. ID 

Gene No. 34626 Strand 

Start 1838 End 

Name OJ990927_04 . 9B22 . C2 . ol . gs Method 

Start 1838 End 

GI none Score 

Exons 1838. .2227 



OJ990927_04 . 9B22.C2 
+ 

2227 
GENSCAN 
2227 
. 94 



Seq. No. 16445 Seq. ID 

Gene No. 34 627 Strand 

Start 2283 End 

Name OJ990927_04 . 9B22 . C2 . ol . gp Method 

Start 2283 End 

GI none Score 

Exons 2283. .2776 



OJ990927_04.9B22.C2 

3374 
AAT/GAP 
2776 
940 



Seq. No. 16445 Seq. ID 

Gene No. 34 627 Strand 

Start 2283 End 

Name OJ990927_04 . 9B22 . C2 . o2 . gs Method 

Start 2411 End 

GI none Score 

Exons 2411.. 3352 



OJ990927_04 .9B22.C2 

3374 
GENSCAN 
3352 
.98 



Seq. No. 16445 Seq. ID 

Gene No. .34 627 Strand 

Start 2283 ' End 

Name OJ990927_04 . 9B22 . C2 . o2 . gp Method 

Start 2524 End 

GI none Score 

Exons 2524.. 3374 



OJ990927_04.9B22.C2 

3374 
AAT/GAP 
3374 
1349 



Seq. No. 16445 

Gene No. 34628 

Start 4216 

Name OJ990927_04 . 9B22 . C2 . o2 . tm 

Start 2420 

GI none 

Exons 2420.. 2512, .2420.. 2560, 2436. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990927_04 . 9B22.C2 
5353 

TBLASTX: Maize 

4782 

130 



.2561, 4729. .4782 



16961 



Seq. No. 


16445 








Seq. ID 


OJ990927_04 


. 9B22 


.C2 


Gene No. 


O A /Z O O 

. 34 bZo 








Strand 








Start 


4216 








End 


5353 






Name 


OJ990927 04 


.9B22 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2561 








End 


2962 






GI 


none 








Score 


190 






Exons - 


2561. .2962, 


2562 


. .2741, 


2835. . 


2921 

- 








Seq. No. 


16445 








Seq. ID 


OJ990927JD4. 


. 9B22 


,C2 


Gene No. 


34 628 








Strand 








Start 


4216 








End 


5353 






Name 


OJ990927 04 


.9B22 


,C2.o3. 


gs 


Method 


GEN SCAN 






Start 


4216 








End 


5353 






GI 


none 








Score 


.48 






Exons 


4216. .4440, 


4636. 


. .4659, 


4773. . 


4956, 5301.. 5353 






Seq. No. 


16446 








Seq. ID 


OJ990927_04 . 


. 9B22 


.C3 


Gene No. 


"D A H O O 

3 4 K>Z " 








Strand 


+ 






Start 


2877 








End 


6603 






Name 


OJ990927 04 


.9B22. 


,C3.ol. 


gs 


Method 


GEN SCAN 






Start 


2877 








End 


5967 






GI 


none 








Score 


.56 






Exons 


2877. .2973, 


3287, 


. .3374, 


3788. . 


3962, 5203. .5563, 5804. .5967 


Seq. No. 


16446 








Seq. ID 


OJ990927_04, 


, 9B22 


.C3 


Gene No. 


'34629 








Strand 


+ 






btart 


Zo 1 f 








End 


6603 






Name 


• OJ990927 04 


.9B22. 


.C3.o2. 


np 


Method 


AAT/NAP 






Start 


4910 








End 


6603 






GI 


6907086 








Score 


1157 






Exons 


4910. .5674, 


5735, 


. .5906, 


6138. . 


6423, 6501.. 6603 






GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


16447 








Seq. ID 


OJ990927_04 . 


9B22 


.C4 


Gene No. 


34630 








Strand 


+ 






Start 


8274 








End 


8582 






Name 


OJ990927 04 


.9B22. 


,C4 .ol. 


np 


Method 


AAT/NAP . 






Start 


8274 








End 


8582 






GI 


122106 








Score 


523 






Exons 


8274. .8582 
















GI Descrip. 


HISTONE H4 


gi|70771|pir| |HSZM4 


histone 


H4 - maize 







gi|81642|pir| IS06904 histone H4 - Arabidopsis thaliana 
gi|21L9028|pirUS60475 histone H4 - garden pea 

gi I 217 95 | emb | CAA24 924 | (X00043) histone H4 [Triticum aestivum] 
gi | 166740 (M17132) histone H4 [Arabidopsis thaliana] gi 1166742 
(M17133) histone H4 [Arabidopsis thaliana] gi 1168499 (M36659) 
histone H4 (H4C13) [Zea mays] 



Seq. No., 16447 

Gene No. 34631 

Start 13891 

Name OJ990927_04 . 9B22 . C4 . o3 . gp 

Start 13891 

GI 35064_1.R1084 

Exons 13891. .14399 

GI Descrip. '2829892 3.0e-12 (AC002311) 
thaliana] 1 



Seq. ID OJ990927_04 . 9B2,2.C4 

Strand + 

End 14399 

Method AAT/GAP 

End 14399 

Score 1006 

putative pectinesterase [Arabidopsis 



16962 



Seq. No. 


16447 


Seq. ID 


OJ990927 


_04.9B22.C4 




OA 


Strand 






Start 


379 


End 


3357 




Name 


OJ990927 04.9B22.C4 .ol.gs 


Method 


GENSCAN 




Start 


379 


End 


3357 




GI 


none. • 


Score 


. 6 




Exons 


379. .461, 636. .766, 790. .918, 


1052.. 1090, 2019. 


.2168, 




2484.. 2612, 2660.. 3357 








Seq. No. 


16447 


Seq. ID 


OJ990927 


_04.9B22.C4 


Gene No. 


34633 


Strand 






Start 


4996 


End 


16460 




Name 


OJ990927 04 .9B22.C4 ,o2.np 


Method 


AAT/NAP 




Start 


4996 


End 


16460 




GI 


6523547 


Score 


223 




Exons 


4996.. 5052, 7029.. 7235, 8279. 


.8447, 9555. .9753, 


14420. . 14702, 




14961. .15032, 16219. .16460 








GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ- 


HRGP [Volvox 




carteri f. nagariensis] 








C nrr NT /-\ 

oeq. in o . 


16447 


Seq. ID 


OJ990927 


U4 . yB^cZ . C4 


Gene No. 


34633 


Strand 






Start 


4996 


End 


16460 . 




Name 


OJ990927 04 .9B22.C4 .of.gs 


Method 


GENSCAN 




Start 


6303 


End 


7241 




GI 


none 


Score 


198 




Exons 


6303. .7241 








Seq. No. 


16447 


Seq. ID 


OJ990927 


_04.9B22.C4 


Gene No. 


34633 


Strand 






O Lul L. 


4996 


End 


16460 




Name 


OJ990927 04.9B22.C4.ol.gp 


Method 


AAT/GAP 




Start 


7945 


End 


8712 




GI 


666 10.R1084 


Score 


871 




Exons 


7945. .7973, 8226. .8712 








GI Descrip. 


' 3402817/emb|CAA07704 | 2.0e-35 (AJ007829) lacZ' 


1 [Cloning vector 




pGreen] 1 








oeq . ino . 


16447 


Seq. ID 


OJ990927 


04 . 9BZZ . C4 


Gene No. 


34633 


Strand 






Start 


4996 


End 


16460 




Name 


OJ990927 04.9B22.C4.o4.gs 


Method 


GENSCAN 




Start 


8841 


End 


9794 




GI 


none 


Score 


.96 




Exons 


8841. .9794 








C /-i r-T Mn 

oecj . ino . 


16447 


Seq. ID 


OJ990927_ 


U4 . yBzz . C4 


Gene No. 


34633 


Strand 






Start 


4996 


End 


16460 




Name 


OJ990927 04 . 9B22.C4 .o5.gs 


Method 


GENSCAN 




Start 


10043 


End 


10295 




GI 


none 


Score 


.59 




Exons 


10043. .10145, 10180. .10295 








Seq. No. 


16447 


Seq. ID 


OJ990927_ 


_04 .9B22.C4 


Gene No. 


34633 


Strand 







16963 



Start 
Name 
Start 
GI 

Exons 



4996 End 

OJ990927_04 . 9B22 . C4 . 06 . gs Method 

14197 End 

none Score 
14197. .14 897, 14 961. .16113 



16460 
GENSCAN 
16113 
.42 



OJ990927 04.9B22.C4 



Seq. No. 16447 Seq. ID _ 

Gene No. 34 633 Strand 

Start 4996 End 16460 

Name OJ990927_04 . 9B22 . C4 . o3 . np Method AAT/NAP 

Start 14206 End 16107 

GI 6714532 Score 1316 

Exons 14206. . 14897, 14 961 .. 15884 , 15916.. 16107 
GI Descrip. (AB029461) pectin methylesterase [Salix gilgiana] 



Seq. No. 


16447 








Seq. ID 


OJ990927_04.9B22.C4 


Gene No. 


34633 








Strand 




Start 


4996 








End 


16460 


Name 


OJ990927 04 


. 9B22. 


C4 .o4 . 


gp 


Method 


AAT/GAP 


Start 


14518 








End 


14908 


GI 


uC-osflcypl69f02bl 




Score 


743 


Exons 


14518. .14908 










GI Descrip. 


£ / oyj / u j. 


ue-jo 


(AC002505) putative pectinesterase [Arabi 




thaliana] 1 












Seq. No. 


16447 








Seq. ID 


OJ990927_04 .'9B22.C4 


Gene No. 


34634 








Strand 




Start 


16881 








End 


18652 


Name 


OJ990927 04 


. 9B22. 


C4 .o2. 


tm 


Method 


TBLASTX: Maize 


OLait 


2567 








End 


6872 


GI 


none 








Score 


234 


Exons 


2567. .2779, 


2568. 


.2765, 


2656. 


.2787, 27 


80. .2950, 2782. .2928 




2791. .2961, 


2923. 


.2967, 


6462. 


.6539, 6475.. 6540, 6582.. 6620 




6648. . 6764, 


6669. 


. 6761, 


6756. 


.6872, 6786.. 6872 


Seq. No. 


16447 








Seq. ID 


OJ990927_04.9B22.C4 


Gene No. 


34634 








Strand 




Start 


16881 








End 


18652 


Name 


OJ990927 04 


. 9B22. 


C4 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


. 3027 








End 


15261 


GI 


none 








Score 


142 


Exons 


3027. .3074, 


14965 


. .1526 


1, 14966. . 15214 


, 15016. .15261 


Seq. No. 


16447 








Seq. ID 


OJ990927_04.9B22.C4 


Gene No. 


34634 








Strand 




Start 


16881 








End 


18652 


Name 


OJ990927 04 


. 9B22. 


C4 ,o3. 


tm 


Method 


TBLASTX: Maize 


Star.t.. 


8238 








End 


8591 


GI' 


none 








Spore 


210 


Exons 


8238. .8351, 


8318. 


.8542, 


8330. 


.8458, 8337. .8591 


Seq. No. 


16447 








Seq. ID 


OJ990927_04 . 9B22.C4 


Gene No. 


34634 








Strand 




Start 


16881 








End 


18652 


Name 


OJ990927 04 


. 9B22. 


C4 .ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8263 








End 


8603 


GI 


none 








Score 


199 



16964 




Exons 


8263. . 


8340, 8265.. 8351, 8318 


I..8536, 8330. .8458, 8337. .8603 


Seq. No. 


16447 






Seq. ID 


OJ990927_04 .9B22 


.C4 


Gene No . 


34634 






Strand 






Start 


16881 






End 


i o a c o 

18652 




Name 


OJ990927 04.9B22.C4. 


o2 . t s 


Method 


TBLASTX : Soybean 




Start 


8274 






End - 


O £1 O "7 

o 627 




GI 


none 






Score 


A 1 A 

414 




Exons 


8274. . 


8351, 8318.. 8542, 8337 


o a o "7 






Seq. No. 


16447 






Seq. ID 


OJ990927_04 . 9B22 


,C4 


bene No . 


34634 






bt rand 






Start 


16881 






End 


t o ei c o 

18 652 




Name 


OJ990927 04.9B22.C4. 


o2.tc 


Method 


TBLASTX : Cress 




Start 


8318 






End 


8594 




GI 


none 






Score 


O 1 

O 1 




Exons 


8318. . 


8542, 8333.-8458, 8337 


o c n a 
. .00^4 






Seq. No. 


16447 






Seq. ID 


OJ990927_04 . 9B22 


. C4 


Gene No . 


34634 






Strand 






Start 


16881 






End 


18652 




Name 


OJ990927 04.9B22.C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


14197 






End 


15550 




GI 


none 






Score 


151 




Exons 


14197. 


.14322,. 14197. 


1 A o C A 
. 14 OOH , 


14201. .14356, 14305. ,14895, 






14315. 


.14896, 14962. 


. 1529 / , 


14963. .15298, 15016.^15312, 






15243. 


.15353, 15343. 


. ibo4 y , 


15362. . 15550 




Seq. No. 


16447 






Seq. ID 


OJ990927 JD4 . 9B22 


. C4 


Gene No. 


34634 






Strand 






Start 


16881 






End 


18652 




Name 


OJ990927 04.9B22.C4. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


14221 






End 


15534 




GI 


none 






Score 


45 




Exons 


14221. 


.14499, 14285. 


.14356, 


14402. .14497, 14518. .14898, 






14536. 


.14784, 14555. 


. 14899, 


14965. .15198, 14 966 .. 15202, 






15211. 


.15294, 15427. 


. 15534 








Seq. No. 


16447 






Seq. ID 


OJ990927_04.9B22 


.C4 


Gene No. 


34634 






Strand 






o tart 


16881 






End 


18652 




Name 


OJ990927 04.9B22.C4. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


14251 






End 


15525 




GI 


none 






Score 


84 




Exons 


14251. 


.14508, 14252. 


. 14425, 


14530. .14898, 14600 .. 14899, 






14957. 


.15244, 14962. 


. 15249, 


15232. .15294, 15454.. 15525 




Seq. No. 


16447 






Seq. ID 


OJ990927_04.9B22 


.C4 


Gene No. 


34634 


'i 




Strand * 






Start 


16881 




End 


18652 




Name 


OJ990927 04.9B22.C4. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


14428 






End 


14866 




GI 


none 






Score 


54 




Exons 


14428. 


.14499, 14431. 


.14508, 


14453. .14503, 14 530 .. 14787 , 






14530. 


.14862, 14555. 


.14866 








Seq. No. 


16447 






Seq. ID 


OJ990927_04.9B22 


,C4 



16965 




Gene No. 


34634 


Strand 






Start 


16881 


End 


18652 




Name 


OJ990927 04.9B22.C4.o4.tm 


Method 


TBLASTX: Maize 




Start 


15550 


End 


16111 




GI 


none 


Score 


241 




Exons 


15550. .15849, 15641 15847, 


15964. .16110, 15965. .16111 




Seq. No. 


16447 


Seq. ID 


OJ990927_04.9B22 


.C4 


Gene No. 


34 634 


Strand 






Start 


16881 


End *'. 


18652 




Name 


OJ990927 04.9B22.C4.o7.gs 


Method 


GENSCAN 




Start 


16881 


End 


18652 




GI 


none 


Score 


.72 




Exons 


16881. .16901, 17136. . 1724 5, 


17337. .17439, 184 98. .18 652 




Seq. No. 


16448 


Seq. ID 


OJ990927 04 . 9B22 


.C5 


Gene No. 


34 635 


Strand 


+ 




Start 


1 


End 


549 




Name 


OJ990927 04.9B22.C5.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


439 




GI 


none 


Score 


608 




Exons 


1..260, 372. .439 








Seq. No. 


16448 


Seq. ID 


OJ990927_04 . 9B22 


.C5 


Gene No. 


34635 


Strand 


+ 




Start 


1 


End 


54 9 




Name 


OJ990.927 04 . 9B22 . C5 . ol . gs 


Method 


GENSCAN 




Start 


11 


End 


549 




GI 


none 


Score 


.9 




Exons 


11. .22, 46. .260, 372. .549 








Seq. No. 


16448 


Seq. ID 


OJ990927_04 . 9B22 


.C5 


Gene No. 


34636 


Strand 


+ 




Start 


3010 


End 


3630 




Name 


OJ990927 04.9B22.C5.o2.gs 


Method 


GENSCAN 




Start 


3010 


End 


3630 




GI 


none 


Score 


.79 




Exons 


3010. .3414, 3550.. 3630 








Seq. No. 


16448 


Seq. ID 


OJ990927J34 . 9B22 


,C5 


Gene No. 


• 34637 


Strand 






Start 


1385 


End 


1465 




Name 


OJyyuy^/ (J4.9Bzz.Cb.oz.gp 


Method 


AAT/GAP 




Start 


1385 


End 


1465 




GI 


38012 1.R1084 


Score 


101 




Exons 


1385. . 1465 








GI Descrip. 


' 4097947 /gb 1 U72255 I OSU72255 


2.0e-23 Oryza sativa 






beta-1 , 3-glucanase precursor 


(Gns9) gene, .complete cds 1 




Seq. No. 


16448 


Seq. ID, 


OJ990927_04 . 9B22 


.C5 


Gene No. 


34638 


Strand 






Start 


4581 


End 


4827 




Name 


. OJ990927 04 . 9B22.C5.ol. tw 


Method 


TBLASTX: Wheat 




Start 


186 


End 


549 




GI 


none 


Score 


86 




Exons 


186. .260, 190. .255, 195. .260, 196. .261, 


209. .262, 366.. 


461 



366. .461, 370. .528, 475. .549 



16966 



beq. No. 


1 C A A O 

1 o4 4 o 




Seq. ID 


OJ990927_04 . 9B22 ,C5 


Gene No. 


34638 




Strand 




Start 


4581 




End 


4827 


Name 


OJ990927 04.9B22.C5.o3. 


gs 


Method 


GENSCAN 


Start 


4581 




End 


4827 


GI 


none 




Score 


.43 


Exons 


'4581. .4585, 4683. .4827 








Seq. No. 


16449 




Seq. ID 


OJ990927_04.9B22.C6 


Gene No. 


34639 




Strand 


+ 


Start 


1 




End 


2648 


Name 


OJ990927 04.9B22.C6.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


2648 - 


GI 


6730768 




Score 


744 


Exons 


1..127, 631. .686, 808.. 


912, 


1001. . 1111 


, 1461. .1598, 1790. .1864, 




1980.. 2100, 2165.. 2319, 


2574 


. .2648 


GI Descrip. 


(AC016529) putative alanine 


aminotransferase [Arabidopsis 




thaliana] 








Seq. No. 


16449 




Seq. ID 


OJ990927_04.9B22.C6 


Gene No. 


34639 




Strand 


+ 


Start 


1 




End 


2648 


Name 


OJ990927 04.9B22.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


43... 




End 


2324 


GI 


none 




Score 


74 


Exons 


43. .123, 615. .686, 793. 


.906, 


804. .905, 


804. .914, 805. .936, 




1001. .1114, 1001. .1105, 


1006 


..1122, 1006.. 1113, 1460.. 1600, 




1461. .1601, 1804. .1866, 


1805 


..1870, 1972. .2094, 1977. .2102, 




1977. .2093, 1979. .2101, 


2162 


..2320, 2163. .2324, 2164. .2313, 




2199. .2321 








Seq. No. 


16449 




Seq. ID 


OJ990927_04.9B22.C6 


Gene No. 


34639 




Strand 


+ 


o uar l 


1 




End 


2648 


Name 


OJ990927 04.9B22.C6.ol. 


ts 


Method • 


TBLASTX: Soybean 


Start 


43 




End 


2093 


GI 


none 




Score 


77 


Exons 


43. .135, 615. .686, 622. 


.687, 


624. .695, 


793. .903, 804. .905, 




804. .914, 805. .915, 1001. .1114, 1006.. 


1104, 1460.. 1600, 




1461. .1601, 1805. .1870, 


1813 


..1866, 1977. .2093, 1979. .2092 


Seq. No. 


16449 




Seq. ID 


OJ990927_04.9B22.C6 


Gene No. 


34639 




Strand 


+ 


Start 


1 




End 


2648 


Name 


OJ990927 04.9B22.C6.ol. 


gs 


Method 


GENSCAN 


Start 


576 




End 


2328 


GI 


none 




Score 


.82 


Exons 


576. .686, 1001. .1111, 1461.. 


1598, 1901 


..1939, 1980. .2100, 




2165. .2328 








Seq. No. 


16449 




Seq. ID 


OJ990927_04.9B22.C6 


Gene No. 


34639 




Strand 


+ 


Start 


1 




End 


2648 


Name 


OJ990927 04.9B22.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


615 




End 


1870 


GI 


none 




Score 


65 



16967 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 

GI Descrip. 



615. .686, 787. .906, 805. .936, 807. .914, 1001. .1114, 1006. .1122, 
1006. .1137, 1460. .1606, 1461. .1601, 1789. .1869, 1805. .1870 



16449 
34639 
1 

OJ990927JD4 . 9B22 . C6 . ol . tw" 

615 

none 



Seq. ID OJ990927_04.9B22.C6 

Strand + 

End 264 8 

Method TBLASTX : Wheat 

End 1057 

Score 61 



615. .686, 787. .906, 805. .936, 807. .914, 1001. .1057, 1004. .1057 



16449 
34639 
1 

OJ990927J)4.9B22.C6.o2.tc 

1977 

none 



Seq. ID OJ990927 04.9B22.C6 



Strand 
End 

Method 

End 

Score 



+ 

2648 

TBLASTX: Cress 

2648 

132 



1977. .2084, 1988. .2083, 2163. .2189, 2183. .2299, 2187. .2315, 
2197. .2313, 2199. .2318, 2200. .2319, 2576. .2647, 2577. .2648 



16450 Seq. ID 

34640 Strand 
1 End 
OJ990927JD4.9B22.C7.ol.np Method- ' 

1 End . 

461498 . Score 

1. .178 

ALANINE AMINOTRANSFERASE 2 (GPT) (GLUTAMIC — PYRUVIC TRANSAMINASE 
2) (GLUTAMIC — ALANINE TRANSAMINASE 2) (ALAAT-2) 

gi| 320619|pir||S28429 alanine transaminase (EC 2.6.1.2) - proso 



OJ990927_04.9B22.C7 
+ 

248 

AAT/NAP 

178 

103 





millet gi 1296204 


|emb|CAA4 91991 


(X69421) 


alanine < 




[Panicum miliaceum] 






Seq. No. 


16450 




Seq. ID 


OJ990927J 


Gene No. 


34640 




Strand 


+ 


Start 


1 




End 


248 


Name 


OJ990927 04.9B22, 


.C7 .ol.gs 


Method 


GENSCAN 


Start 


65 




-End 


248 


GI 


none 




Score 


.53 


Exons 


65. .248 








Seq. No. 


16450 




Seq. ID 


OJ990927J 


Gene No. 


34641 




Strand 




Start 


1032 




End 


1754 


Name 


OJ990927 04.9B22. 


.C7 .ol.gp 


Method 


AAT/GAP 


Start 


1032 




End 


1712 


GI 


none 




Score 


898 


Exons 


1032.. 1365, 1444, 


,.1534, 1632.. 


1712 




Seq. No. 


16450 




Seq. ID 


OJ990927J 


Gene No. 


34641 




Strand 




Start 


1032 




End 


1754 


Name 


OJ990927 04.9B22, 


,C7 ,o2.gp 


Method 


AAT/GAP 


Start 


1129 




End 


1754 


GI 


none 




Score 


757 


Exons 


1129. .1365, 1444. 


,.1534, 1632.. 


1754 





16968 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16450 
34641 
1032 

OJ990927_04 . 9B22 . C7 . ol . tm 

1210 

none 

1210.. 1344, 1214.. 1372, 1216. 
1633. .1731, 1633.. 1722, 1634. 

16450 
34641 
1032 

OJ990927_04 . 9B22 . C7 . ol . ts 

1267 

none 

1267. .1290, 1297. .1371, 1298. 
1472. .1537, 1632. .1730, 1634. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1374, .1442 
.1732 



OJ990927 04.9B22.C7 



1754 

TBLASTX: Maize 
1732 
98 

.1537, 1444. .1536, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990927 04.9B22.C7 



1754 

TBLASTX: Soybean 
1732 
58 

1360, 1442. .1537, 1444. .1536, 
1732, 1634.. 1732 



Seq. No. 


1 6451 


Seq. ID 


OJ990927_04. 


9B22 


.C8 


Gene No. 


34642 


Strand 


+ 






Start 


771 


End 


6448 






Name 


OJ990927 04.9B22.C8.ol.gs 


Method 


GENSCAN 






Start 


771 


End 


6448 






GI 


none 


Score 


.52 






Exons 


771. .850, 3129. .3249, 3503. 


.3648, 5114 


..5342, 5646. 


.5726, 




6377. .6448 










Seq. No. 


16451 


Seq. ID 


OJ990927_04. 


9B22 


.C8 


Gene No. 


34643 


Strand 


+ 






Start 


11136 


End 


14041 






Name 


OJ990927 04.9B22.C8.o4.gs 


Method 


GENSCAN 






Start 


11136 


End 


14041 






GI 


none 


Score 


.51 






Exons 


11136. .11280, 11792. . 11878, 


13416. . 14041 






Seq. No. 


16451 


Seq. ID 


OJ990927_04. 


9B22, 


.C8 


Gene No. 


34644 


Strand 


+ 






Start 


14603 


End 


17024 






Name 


OJ990927 04.9B22.C8.o5.gs 


Method 


GENSCAN 






Start 


14603 


End 


17024 






GI 


none 


Score 


.52 






Exons 


14603. . 14808, 16988. .17024 










Seq. No. 


16451 


Seq. ID 


OJ990927_04 . 


9B22, 


.C8 


Gene No. 


34645 


Strand 


+ 






Start 


22595 


End 


26015 






Name 


OJ990927 04.9B22.C8.o2.gp 


Method 


AAT/GAP 






Start 


22595 


End 


24597 






GI 


none 


Score 


1308" 






Exons 


22595. .22930, 23989, . 24202, 


24464 . .24597 






Seq. No. 


16451 


Seq. ID 


OJ990927J)4. 


9B22. 


C8 


Gene No. 


34645 


Strand 


+ 






Start 


22595 


End 


26015 






Name 


OJ990927 04.9B22.C8.o2.np 


Method 


AAT/NAP 






Start 


23423 


End 


25660 






GI 


6523065 


Score 


89 







16969 



Exons 


23423. .23461, 25269 25475, 


25586. .25660 


GI Descrip. 


(AL133314) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


16451 


Seq. ID 


OJ990927 04.9B22 


Gene No. 


34645 


Strand 


+ 


Start 


22595 


End 


26015 


Name 


OJ990927 04.9B22.C8.o7.gs 


Method 


GENSCAN 


Start 


23989 


-End 


26015 


GI 


none 


Score 


.74 


Exons 


23989. .24202, 244 64 .. 24708, 


25269.-25475, 25586 .. 25712, 




25975. .26015 






Seq. No. 


16451 


Seq. ID 


OJ990927 04.9B22 


Gene No. 


34645 


Strand 


+ 


Start 


22595 


End 


26015 


Name 


OJ990927 04 . 9B22 . C8 . o3 . gp 


Method 


AAT/GAP 


Start 


25295 


End 


25948 


GI 


47459 1.R1084 


Score 


1022 


Exons 


25295. .25475, 25586.-25948 






GI Descrip. 


'4651204/dbj IBAA77204.il 9.0e-18 (AB026262) ring finger 




[Cicer arietinum] 1 






Seq. No. 


16451 


Seq. ID 


OJ990927 04.9B22 


Gene No. 


34646 


Strand 




Start 


8226 


End 


11023 


Name 


OJ990927 04 . 9B22 . C8 . ol . gp 


Method 


AAT/GAP 


Start 


779'9 


End 


11023 


GI 


168 2.R1084 


Score 


3103 


Exons 


7799. .8080, 8180. .9088, 10602. .11023 




GI Descrip. 


'3264767 8.0e-37 (AF071893) 


AP2 domain 


containing prote 




[Prunus armeniaca] 1 






Seq. No. 


16451 


Seq. ID 


OJ990927JD4 . 9B22 


Gene No. 


34646 


Strand 




Start 


8226 


End 


11023 


Name 


OJ990927 04 . 9B22 . C8 . o2 . gs 


Method 


GENSCAN 


Start 


8226 


End 


9083 . 


GI 


none 


Score 


.95 


Exons 


8226. .9083 






Seq. No. 


16451 


Seq. ID 


OJ990927_04 . 9B22 


Gene No. 


34646 


Strand 




Start 


8226 


End 


11023 


Name 


OJ990927 04 . 9B22 . C8 . ol . np 


Method 


AAT/NAP 


Start 


8232 


End 


10929 


GI 


6689918 


Score 


544 


Exons 


8232. .8423, 8454. .9099, 10646. .10929 




GI Descrip. 


(AF193803) transcription factor EREBP1 


[Oryza sativa] 


Seq. No. 


16451 


Seq. ID 


OJ990927_04 . 9B22 


Gene No. 


34646 


Strand 




Start 


8226 


End 


11023 


Name 


OJ990927 04.9B22.C8.o2.tm 


Method 


TBLASTX: Maize 


Start 


8530 


End 


9105 


GI 


none 


Score 


83 


Exons 


8530.. 8637, 8533.. 8658, 8781 


..9101, 8785. .9105 



.C8 



>C8 



16970 




Seq. No. 


16451 




Seq. ID 


OJ990927_04 .9B22 


.C8 


Gene No. 


34646 




Strand 






Start 


8226 




End 


11023 




Name 


OJ990927 04.9B22.C8 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


8823 




End 


9078 




GI 


none 




Score 


216 




Exons 


8823.. 9077, 8824.. 9078 








Seq. No. 


16451 




Seq. ID 


OJ990927_04 . 9B22 


.C8 


Gene No. 


34646 




Strand 






Start 


8226 




End 


11023 




Name 


OJ990927 04.9B22.C8 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


8823 




End 


9011 




GI 


none 




Score 


112 




Exons 


8823. .9011, 8824. .9006 








Seq. No. 


16451 




Seq. ID 


OJ990927JD4.9B22 


.C8 


Gene No. 


34646 




Strand 






Start 


8226 




End 


11023 




Name 


OJ990927 04.9B22.C8. 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


8835 




End 


10935 




GI 


none 




Score 


180 




Exons 


8835. .9071, 8836. .9075, 10792 10839, 


10891. .10935 




Seq. No. 


16451 




Seq. ID 


OJ990927_04. 9B22. 


.C8 


Gene No. 


34646 




Strand 






Start 


8226 




End 


11023 




Name 


ojyyuyz/ U4.yB2^.C8. 


. o3 . gs 


Method 


GENSCAN 




Start 


10367 




End 


10929 




GI 


none 




Score 


.92 




Exons 


10367. .10551, 10602. 


. .10929 








Seq. No. 


16451 




Seq. ID 


OJ990927_04.9B22. 


.C8 


Gene No. 


34647 




Strand 






Start 


22784 




End 


24600 




Name 


OJ990927 04.9B22.C8. 


. o3. ts 


Method 


TBLASTX : Soybean 




Start 


22784 




End 


24600 




GI 


none 




Score 


62 




Exons 


22784. .22924, 23991. 


.24149, 


23992. .24171, 24 004 . . 24 17 1 , 






24472. .24600, 24474. 


.24542 








Seq. No. 


16451 




Seq. ID 


OJ990927_04.9B22. 


C8 


Gene No. 


34647 




Strand 






Start 


22784 




End 


24600 




Name 


OJ990927 04.9B22.C8. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


23972 




End 


24180 




GI 


none 




Score 


163 




Exons 


23972. .24175, 23985. 


.24134, 


23986. .241 


80 




Seq. No. 


16451 




Seq. ID 


OJ990927_04. 9B22. 


C8 


Gene No. 


34648 




Strand 






Start 


24550 




End 


25750 




Name 


OJ990927 04.9B22.C8. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


24550 




End 


25720 




GI 


none 




Score 


58 




Exons 


24550. .24600, 24557. 


.24598, 


24586. .24633, 24 637 .. 24 708 , 






24637. .24708, 25286. 


.25477, 


25287. .25475, 2528 9 .. 254 95 , 
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25582. .25644, 25585 .. 25719, 25586.. 25720 



Seq. No. 


16451 




Seq. ID 


OJ990927 


_04 . 9B22.C8 


Gene No. 


34648 




Strand 






Start 


24550 




End 


25750 




Name 


OJ990927 04.9B22 


.C8.ol.ts 


Method 


TBLASTX : 


Soybean 


Start 


25276 




End 


25735 


GI 


none 




Score 


41 




Exons 


25276. .25326, 25283 .. 25477, 


25284. .25475, 25342 


. .25476, 




25343.-25477, 25585 .. 25731 , 


25586. .25735 




Seq. No. 


16451 




Seq. ID 


OJ990927 


_04.9B22.C8 


Gene No. 


34648 




Strand 






Start 


24550 




End 


25750 




Name 


OJ990927 04.9B22 


.C8.o2.tc 


Method 


TBLASTX : 


Cress 


Start 


25395 




End 


25741 




GI 


none 




Score 


139 




Exons 


. 25395.-25475, 254 12 .. 254 95, 


25585. .25740, 25586 


. .25741 


Seq. No. 


16451 




Seq. ID 


OJ990927 


_04.9B22.C8 


Gene No. 


34648 




Strand 






Start 


24550 




End 


25750 




Name 


OJ990927 04.9B22, 


,C8 .ol. tw 


Method 


TBLASTX: 


Wheat 


Start 


25458 




End 


25750 




GI 


none 




Score 


40 




Exons 


25458. .25475, 25582 .. 25644 , 


25585. .25734, 25586 


. .25735, 




25629. .25736, 25700.. 25750 








Seq. No. 


16452 




Seq. ID 


OJ990927 


_04.9B22.C9 


Gene No. 


34649 




Strand 


+ 




Start 


1554 




End 


5118 




Name 


OJ990927 04.9B22. 


X9.ol.tm 


Method 


TBLASTX:! 


Maize 


Start 


1551 




End 


2830 




GI 


none 




Score 


125 




Exons 


1551. .1631, 1553, 


,.1639, 1554 


. .1640, 1637. .1717, 


1638 . . 1718, 




1730. .1789, 1786, 


,.1983, 1793 


. .1996, 1794. .1997, 


2245. .2310, 




2258. .2311, 2261, 


,.2311, 2262 


..2312, 2630.. 2728, 


2631. .2729, 




2639. .2728, 2641, 


,.2730, 2792 


..2830, 2802. .2828, 


2804 . .2830 


Seq. No. 


16452 




Seq. ID 


OJ990927 


_04 . 9B22 .C9 


Gene No. 


34649 




Strand 


+ 




Start 


1554 




End 


5118 




Name 


OJ990927 04.9B22. 


,C9.ol.gs 


Method 


GEN SCAN 




Start 


1554 




End 


4673 




GI 


none 




Score 


.78 




Exons 


1554. .1715, 1803. 


.1994, 2258 


..2311, 2930. .3058, 


3900. .3931, 




4289. .4424, 4503. 


, .4673 








Seq. No. 


16452 




Seq. ID 


OJ990927 


_04 . 9B22.C9, 


Gene No. 


34649 




Strand 


+ 




Start 


1554 




End 


5118 




Name 


OJ990927 04.9B22. 


C9.ol.gp 


Method 


AAT/GAP 




Start 


1618 




End 


2677 




GI 


none 




Score 


615 




Exons 


1618. .1715, 1803. 


.1994, 2258 


..2312, 2642. .2677 




Seq. No. 


16452 




Seq. ID 


OJ990927_ 


_04 . 9B22 .C9 



16972 



Gene No. 34649 Strand 

Start 1554 End 

Name . OJ990927_04 . 9B22 .C9 . o2 . tm Method 

Start 2831 End 

GI none Score 

Exons 2831.. 3055, 2831.. 3052 



+ 

5118 

TBLASTX: Maize 

3055 

•328 



Seq. No. 16452 Seq. ID 

Gene No. 34649 ' Strand 

Start 1554 End 

Name OJ990927_04 . 9B22 . C9 . o2 . gp Method 

Start 4291 End 

GI none Score 

Exons 4291.. 4424, 4503.. 4673, 4984.. 5118 



OJ990927_04 . 9B22.C9 
+ 

5118 
AAT/GAP 
5118 
746 



Seq. No. 16452 

Gene No. 34 64 9 

Start 1554 

Name OJ990927_04 . 9B22 . C9 . o3 . tm 

Start 4503 

GI none 

Exons 4503.. 4676, 4505.. 4681, 4557. 
4984.. 5106 



Seq. ID OJ990927_04 . 9B22 ,C9 

Strand + 

End 5118 

Method TBLASTX : Mai ze 

End 5114 

Score 249 

.4682, 4966.. 5106, 4983.. 5114, 



Seq. No. 16453 - Seq. ID 

Gene No. 34 650 Strand 

Start 1 End 

Name OJ990927^04 . 9B22 . C10 . ol . np " Method 

Start 1 End 

GI 6466937 Score 

Exons 1. .2275 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990927_04 . 9B22.C10 
+ 

2436 
AAT/NAP 
2275 
1452 



Seq. No. 16453 Seq. ID 

Gene No. 34 650 Strand 
Start ■ 1 End 

Name OJ990927_04 . 9B22 .C10 . o4 . tm Method 

Start 3 End 

GI- none Score 

Exons 3. .188, 14. .181, 18. .185 



OJ990927_04 .9B22.C10 
+ 

2436 

TBLASTX: Maize 

188 

219 



Seq. No. 16453 Seq. ID 

Gene No. 34 650 Strand 

Start 1 End 

Name OJ990927__04 . 9B22 . C10 . o3 . tw Method 

Start 5 End 

GI none Score 

Exons 5. .325, 6. .359 



OJ990927_04 . 9B22 .C10 
+ 

2436 

TBLASTX: Wheat 

359 

290 



Seq. No. 16453 Seq. ID 

Gene No. 34 650 * Strand 

Start 1 End 

Name OJ990927_04 . 9B22 . C10 . o2 . ts Method 

Start 12 End 

GI none Score 

Exons 12.. 395 



OJ990927JD4 . 9B22.C10 
+ 

2436 

TBLASTX: Soybean 

395 

226 
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Seq. No. 16453 

Gene No. 34 650 

Start 1 

Name OJ990927_04 . 9B22 . CIO . o2 . tm 

Start 192 

GI none 
Exons 



Seq. ID OJ990927_04 .9B22.C10 

Strand + 

End 2436 

Method TBLASTX : Mai ze 

End 802 

Score 288 ' 



192. .431, 194. .430, 412. .681, 414.. 683, 692. .802 



Seq. No. 16453 

Gene No. 34 650 

Start 1 

Name OJ990927_04 . 9B22 . C10 . ol . tw 

Start 698 

GI none 

Exons 698.. 1090, 802.. 993, 833.. 1054 



Seq. ID OJ990927_04 .9B22.C10 

Strand + 

End 2436 

Method TBLASTX : Wheat 

End 1090 

Score 348 



Seq. No. 16453 

Gene No. 34 650 

Start 1 

Name OJ990927_04 . 9B22 . C10 . ol . tm 

Start 926 

GI none 

Exons 926.. 1561, 932.. 1546, 1012. 



Seq. ID OJ990927_04 . 9B22.C10 

Strand + 

End 2436 

Method TBLASTX: Maize 

End 1561 

Score 763 
1560 



Seq. No. 16453 

Gene No. 34650 

Start 1 

Name OJ990927_04 . 9B22 . C10 . ol . ts 

Start 962 

GI none 

Exons 962.. 1333, 1093.. 1332 



Seq. ID OJ990927_04.9B22.C10 

Strand + 

End 2436 

Method TBLASTX : Soybean 

End 1333 

Score 347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16453 
34650 
1 

OJ990927_04 . 9B22 . CIO . o4 . tw 

1181 

none 



Seq. ID OJ990927_04 . 9B22.C10 

Strand + 

End 2436 

Method TBLASTX: Wheat 

End 1561 

Score 275 



1181. .1561, 1273. .1335, 1372. .1512 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16453 
34650 
1 

OJ990927_04 . 9B22 . C10 . o3 . tm 

1565 

none 



Seq. ID OJ990927_04 . 9B22.C10 

Strand + 

End 2436 

Method TBLASTX : Mai ze 

End 2302 

Score 35 



1565. .1588, 1594. .1968, 1595. .1978, 1979. .2191, 2023. .2172, 
2243.. 2296, 2273.. 2302 



Seq. No. 16453 

Gene No. 34 650 

Start 1 

Name OJ990927_04 . 9B22 . C10 . o2 . tw 

Start 1631 

GI none 
Exons 



Seq. ID OJ990927_04.9B22.C10 

Strand + 

End 2436 

Method TBLASTX : Wheat 

End 1933 

Score 335 



1631. .1933, 1661. .1921, 1663. .1932 
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Seq. No. 16453 Seq. ID 

Gene No. 34 650 Strand 

Start 1 End 

Name OJ990927_04 . 9B22 . CIO . ol . gp Method 

Start 2164 End 

•GI 32447_1.R1084 Score 

Exons 2164.. 2436 

GI Descrip. ' 4587550/gb| AAD25781 . 1 | AC006577_17 6.0e-ll (AC006577) EST 
gb_R64 848 comes from this gene. [Arabidopsis thaliana] 1 



OJ990927_04 .9B22.C10 
+ 

2436 
AAT/GAP 
2436 
503 



Seq. No. 


16454 






Seq. ID 


OJ990927 


Gene No. 


34651 






Strand 


+ 


Start 


2 






End 


461 


Name 


OJ990927 04 


. 9B22. 


Cll.ol.gs 


Method 


GENSCAN 


Start 


2 






End 


461 


GI 


none 






Score 


. 94 


Exons 


2. .209, 406 


. .461 








Seq. No. 


16454 






Seq. ID 


OJ990927 


Gene No. 


34652 






Strand 




Start 


1875 






End 


2039 


Name 


OJ990927 04 


. 9B22. 


Cll.o2.gs 


Method 


GENSCAN 


Start 


1875 






End 


2039 


GI 


none 






Score * . 


.44 


Exons 


1875. .2039 










Seq. No. 


16455 






Seq. ID 


OJ990927 


Gene No. 


34653 






Strand 


+ 


Start 


5033 






End 


10853 


Name 


OJ990927 04 


. 9B22. 


C12.ol.np 


Method 


AAT/NAP 


Start 


5033 






End 


9814 


GI 


4680186 






Score 


400 


Exons 


5033. .5092, 


7154. 


.7313, 7915. 


.8086, 9798. .9814 


GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp, 


. indica] 



Seq. No. 


16455 




Seq. ID 


OJ990927 


_04. 


9B22.C12 


Gene No. 


34653 




Strand 


+ 






Start 


5033 




End 


10853 






Name 


OJ990927 04 


. 9B22.C12.o2.np 


Method 


AAT/NAP 






Start 


9018 




End 


10853 






GI 


.6907086 




Score 


462 






Exons 


9018. . 9682, 


10092. .10853 










GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


16455 




Seq. ID 


OJ990927 


_04 . 


9B22.C12 


Gene No. 


34654 




Strand 








Start 


459 




End 


2736 






Name • 


OJ990927 04 


9B22.C12.ol..gs 


Method 


GENSCAN 






Start 


459 


End 


2574 






GI 


none 




Score 


.6 






Exons 


459. .1492, 


1515.. 1609, 1965. 


.2105, 2266.. 2453, 


2544 


. .2574 


Seq. No. 


16455 




Seq. ID 


OJ990927 


_04. 


9B22.C12 


Gene No. 


34654 




Strand 








Start 


459 




End 


2736 






Name 


OJ990927 04 


. 9B22.C12.ol.gp 


Method 


AAT/GAP 
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Start 


1-804 


End 


2736 




GI 


32447 1.R1084 


Score 


1336 




Exons 


1804.. 2107, 2258.. 2453, 2544. 


.2736 






GI Descrip. 


1 4587550/gb|AAD25781. 1 | AC006577 17 6. 


0e-ll (AC006577) EST 




gb_R64848 comes from this gene. [Arabidopsis thaliana] 1 




Seq. No. 


1.64 55 


Seq. ID 


. OJ990927 04 . 9B22 


.C12 


Gene No . 


34 655 


Strand 






Start 


4574 


End 


5048 




Name 


OJ990927 04.9B22.C12.o3.gs 


Method 


GENSCAN 




Start 


4574 


End 


5048 




GI 


none 


Score 


. 94 




Exons 


4574. .4970, 4987. .5048 








Seq. No. 


164 55 


Seq. ID 


OJ990927 04 . 9B22 


.C12 


Gene No . 


34 656 


Strand 






Start 


6333 


End 


13299 




Name 


OJ990927 04 . 9B22 . CI 2 . ol . tm 


Method 


TBLASTX: Maize 




Start 


79 


End 


519 




GI 


none 


Score 


114 




Exons 


79. .324, 397. .519 








Seq. No. 


16455 


Seq. ID 


OJ990927_04.9B22 


.C12 


Gene No. 


34656 


Strand 






Start 


6333 


End 


13299 




Name 


OJ990927 04.9B22.C12.o4.gs 


Method 


GENSCAN 




Start 


6333 


End 


13299 




GI 


none 


Score 


.73 




Exons 


6333.. 6492, 7140.. 7234, 7931. 


.7989, 8342..8485, 9145. .9338, 




9420. .9745, 9918. .10062, 10116. .10244 


, 11559. .12337, 






12967. .13225, 13230. .13299 








Seq. No. 


16455 


Seq. ID 


OJ990927_04.9B22 


.C12 


Gene No. 


34656 


Strand 






Start 


6333 


End 


13299 




Name 


OJ990927 04.9B22.C12.o2.gp 


Method 


AAT/GAP 




Start 


7461 


End 


7886 




GI 


4878407 


Score 


655 




Exons 


7461. .7886 








GI Descrip. 


6069643/dbj | AP000616 . 1 | AP000616 l.Oe- 


152 Oryza sativa genomi 




DNA, chromosome 6, clone : P0514G12 






Seq. No. 


16456 


Seq. ID 


OJ990927_04.9B22 


.CI 3 


Gene No . 


34657 


Strand 






Start 


li61 


End 


3010 




Name 


OJ990927 04.9B22.C13.ol.gs 


Method 


GENSCAN 




Start 


1161 


End 


3010 




GI 


none 


Score 


.85 




Exons 


1161. .1324, .1654. .1729, 1928.. 


1991, 2802. .3010 




Seq. No. 


16457 


Seq. ID 


OJ990927_04 . 9B22 


.C14 


Gene No. 


34658 


Strand 






Start 


61 


End 


1244 




Name 


OJ990927 04.9B22.C14.ol.gs 


Method 


GENSCAN 




Start 


61 


End 


1244 




GI 


none 


Score 


.82 




Exons 


61. . 611, 679. . 1244 
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oeq. no. 


1 OH 0 1 




Seq. ID 


OJ990927 


_04. 


9B22. 


CI 


Gene No. 


34659 




Strand 










Start 


1937 




End 


3678 








Name 


OJ990927 04.9B22 


C14 ,o2 .gs 


Method 


GENSCAN 








Start 


1937 




End 


3678 








GI 


none 




Score 


.54 








Exons 


1937. .1946/ 2083 


.2216, 2674 


. .2765, 2809. .2903, 


3653. .3678 


Seq. No. 


16458 




beq. ID 


ojyyuy<£ / 


O A 

04 . 


9B22 . 


CI 


uene ino . 


34660 




Strand 


+ 








Start 


1 




End 


445 








Name 


OJ990927 04.9B22, 


C15.ol.np 


Method 










Start 


1 




Lnd 


A A C 

4 4b 








GI 


5852084 




Score 


o o 
oo 








Exons 


1..56, 350. .445 














GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 










beq. NO. 


16458 




Seq. ID 


OJ990927 


_04. 


9B22. 


CI 


Gene No. 


34660 




Strand 


+ 








Start 


1 




■p-" ._ _j 
hna 


A A C 

4 4 0 








Name 


OJ990927 04.9B22. 


C15.ol.gs 


Method 


GENSCAN 








Start 


308 


End 


o4 4 








GI 


none 




Score 


. o4 








Exons 


308. .344 














oeq. IMO . 


16459 




Seq. ID 


OJ990927_ 


_02. 


9B22. 


CI 


Gene No. 


34661 




Strand 


+ 








Start 


282 




hna 


4 UoU 








Name 


OJ990927 02.9B22. 


Cl.ol.gs 


Metnoa 


GENSCAN 








Start 


282 




T-> _ _J 

hna 


/i n c n 
4 UoU 








GI 


none 




Score 


. 0 0 








Exons 


282. .596, 1368. .1678, 1940.. 


Z34o, Jo4o 


yl C\ c ri 
. . 4 UoU 








oeq. NO . 


16459 




Seq. ID 


ojyyuyz / 




yBzz . 


CI 


Gene No. 


34661 




Strand 


+ 








Start 


282 




End 


4050 








Name 


OJ990927 02.9B22. 


CI . ol . gp 


Method 










Start 


1297 


End 


i / yu 








GI 


none 




Score 


y /2 








Exons 


1297. .1790 














Seq. No. 


. 16459 




Seq. ID 


OJ990927 


02 . 


9B22 . 


CI 


rend M r\ 


34662 




Strand 


+ 








Start 


7121 




End 


16995 








Name 


OJ990927 02.9B22. 


C 1 . o 1 . np 


Method 


AAT/NAP 








Start 


7121 




End 


11501 








GI 


6606266 




Score 


916 








Exons 


7,121.. 7159, 8328. 


.10986, 11029. .11501 










GI Descrip. 


(AF158634) Vrgal' 


.[Triticum vent rico sum; 










Seq. No. 


16459 




Seq. ID 


OJ990927_ 


_02. 


9B22. 


CI 


Gene No. 


34662 




Strand 


+ 








Start 


7121 




End 


16995 








Name 


OJ990927 02.9B22. 


Cl.o4.gs 


Method 


GENSCAN 








Start 


8100 




End 


16995 








GI 


none 




Score 


.46 
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Exons 


8100.. 8735, 8864.. 9013, 9605 


. .9779, 10176. .10454 


, 10554. .11522, 




11636. .11741, 12977. .13181, 


14029. .14298, 14325. 


.14787, 




15001. .15217, 1617 6. . 16358, 


16452. .16581, 16849. 


.16995 


Seq. No. 


16459 


Seq. ID 


OJ990927_ 


02. 9B22.C1 


Gene No. 


34662 


Strand 


+ 




otart 


1 1 O 1 


End 


16995 




Name 


OJ990927 02. 9B22 . CI . o3 . np 


Method 


AAT/NAP 




Start 


12433 


End 


14715 




GI 


2980770 


Score 


205 




Exons 


124 33. .124 72, 14147. .-14715 








GI Descrip. 


(AL022198) putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


16459 


Seq. ID 


OJ990927_ 


02. 9B22.C1 


Gene No. 


34663 


Strand 


+ 




Start 


17211 


End 


35860 




Name 


OJ990927_02. 9B22.C1 .06. np 


Method 


AAT/NAP 




Start 


1 f Zl 1 


End 


35821 




GI 


282881 


Score 


912 




Exons 


17211. .17283, 33366. .34042, 


34074. .35488, 35531. 


.35821 


GI Descrip. 


receptor-like protein kinase 


precursor 


- Arabidopsis thaliana 




gi 1166846 (M84658) receptor- 


like protein kinase 


[Arabidopsis 




thaliana] 








Seq. No*-- 


16459 


Seq. ID 


OJ990927_ 


02. 9B22.C1 


Gene No. 


34663 


Strand 


+ 




Start 


17211 


End 


35860 




Name 


OJ990927 02. 9B22 . CI . o2 . gp 


Method 


AAT/GAP 




Start 


18480 


End 


19048 




GI 


uC-osflcyp088bl2bl 


Score 


152 




Exons 


184 80. .18591, 19027. .19048 









GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 16459 
Gene No. 34663 
Start 17211 

Name OJ990927JD2 . 9B22 . CI . 08 . gs 

Start 22101 
GI none 
Exons 22101 . 

24417. 

25940. 



.22143, 22157. 
.24513, 24641. 
.26076 



,22311, 
,24739, 



Seq. ID OJ990927_02. 9B22.C1 

Strand + 

End 35860 

Method GENSCAN 

End 26076 

Score 5 
22973. .23087, 2314 7 23303, 
24823..24974, 25310 .. 254 61 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



16459 
34663 
17211 

OJ990927_02. 9B22 . CI . o3 . gp 
23014 

8545_1.R1084 

23014. .23101, 24338. .24513, 
25310. .25900 

'4 9824 98/gb| AAD36958. 1 |AC000107_4 
[Arabidopsis thaliana] ' 



Seq. ID OJ990927_02. 9B22.C1 

Strand + 

End 35860 

Method AAT/GAP 

End 25900 

Score 2022 



24641. .24739, 24 823.-24 974, 



2.0e-64 (AC000107) F17F8.4 



16459 
34663 



Seq. ID OJ990927_02.9B22.C1 
Strand + 



16978 








17211 


End 


35860 




Name 


OJ990927 02.9B22.Cl.o5.np 


Method 


AAT/NAP 




Start 


24343 


End 


25700 




GI. 


4982498 


Score 


834 




Exons 


24343. .24513, 24 64 1 .. 24739, 


24798. .24974, 25310.. 25700 




GI Descrip. 


(AC000107) F17F8.4 [Arabidopsis thaliana] 




Seq. No. 


i ^ x en 

1 64 59 


Seq. ID 


OJ990927 02.9B22.C1'. 




Gene No. 


34 bb J 


Strand 


+ 




Start 


17211 


End 


35860 




Name 


OJ990927_02 . 9B22 . CI . ol2 . gs 


Method 


GENSCAN 




Start 


o r> o Q i 


End 


358 60 




GI 


none 


Score 


1 




Exons 


33287 . . 35860 








Seq. No. 


1 64 by 


Seq. ID 


OJ990927 02.9B22.C1 




Gene No . 


o a r r a 

34 664 


Strand 


+ 




Start 


36287 


End 


37110 




Name 


OJ990927_02.9B22.Cl.ol3.gs 


Method 


GENSCAN 




Start 


36287 


End 


37110 




GI 


none 


Score 


. 96 




Exons 


36287. .36343, 36721. .37110 








Seq. No. 


164 59 


Seq. ID 


OJ990927_02 . 9B22 . CI 




Gene No. 


34665 


Strand 






Start 


4968 


End 


5255 




Name 


OJ990927_02 . 9B22 . CI . o2 . gs 


Method 


GENSCAN 


:: : s 


Start 


a n c o 

4 968 


End 


5255 




GI 


none 


Score 


.88 




Exons 


4 968. . 5255 








Seq. No. 


164 59 


Seq. ID 


OJ990927_02. 9B22.C1 




Gene No. 


34 boo 


Strand 




i: 


Start 


5519 


End 


7444 


; : k b 


Name 


OJ990927 02.9B22.Cl.o3.gs 


Method 


GENSCAN 


:. 5 


Start 


5519 


End 


7444 




GI 


none 


Score 


.53 


!. -i. 
i. 1 


Exons 


5519.. 5796, 5804. .6016, 6104 


..6305, 6392. .6494, 7440. .7444 




Seq. No. 


16459 


Seq. ID 


OJ990927_02.9B22.C1 ■ 


r'-'i 


Gene No. 


34667 


Strand 




"'- ? 


Start 


11819 


End 


20653 




Name 


OJ990927 02. 9B22.Cl.o2.np 


Method 


AAT/NAP 




Start 


11819 


End 


17450 




GI 


6069646 


Score 


237 




Exons 


11819. . 11855, 1304 9. . 13612, 


17399. .17450 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 






Arabidopsis -thaliana chromosome II BAC 


F9013 genomic * sequence, 






putative non-LTR retroelement reverse 


transcriptase. (AC006248) 






[Oryza sativa] 








Seq. No. 


16459 


Seq. ID 


OJ990927_02.9B22.C1 




Gene No. 


34667 


Strand 






Start 


11819 


End 


20653 




Name 


OJ990927 02.9B22.Cl.o4.np 


Method 


AAT/NAP 




Start 


16982 


End 


20385 



16979 




GI 3377836 Score 168 

Exons 16982. . 17026, 18755 1924 6, 20332.. 20385 

GI Descrip. (AF075598) contains similarity to reverse transcriptases 
[Arabidopsis thaliana] 



Seq. No. 


16459 




Seq. ID 


OJ990927_02.9B22.C1 


Gene No. 


34667 




Strand 


- 


Start 


11819 




> End 


20653 


Name 


OJ990927_02. 9B22.C1 


. o5 . gs 


Method 


GENSCAN 


Start 


18 651 




End 


20075 


GI 


none 




Score 


.85 


Exons 


18651. .20075 








Seq. No. 


16459 




Seq. ID 


OJ990927_02.9B22.C1 


Gene No. 


34667 




Strand 


- 


Start 


11819 




End 


20653 


Name 


OJ990927_02.9B22.C1 


. 06 . gs 


Method 


GENSCAN 


Start 


20282 




End 


20653 


GI 


none 




Score 


.98 


Exons 


20282. .20653 








Seq. No. 


16459 




Seq. ID 


OJ990927_02.9B22.C1 


Gene No. 


34668 




Strand 




Start 


20967 




End 


21555 


Name 


OJ990927_02. 9B22.C1 


. o7 . gs 


Method 


GENSCAN 


Start 


20967 




End 


21555 


GI 


none 




Score 


.79 


Exons 


20967. .21097, 21168 


. .21285, 


21538.. 21555 


Seq. No. 


16459 




Seq. ID 


OJ990927_02.9B22.C1 


Gene No. 


34669 




Strand 




Start 


26514 




End 


26939 


Name 


OJ990927_02.9B22.C1 


o9 . gs 


Method 


GENSCAN 


Start 


26514 




End 


26939 


GI 


none 




Score 


.57 


Exons 


26514 . .26939 








Seq. No. 


164 59 




Seq. ID 


OJ990927_02 . 9B22 . CI 


Gene No. 


34670 




Strand 




Start 


31021 




End 


31874 


Name 


OJ990927_02. 9B22.C1 


oil .gs 


Method 


GENSCAN 


Start 


31021 


End 


31874 


GI 


none 




Score 


.89 . 


Exons 


31021. .31671, 31869 


.31874 






Seq. No. 


16459 




Seq. ID 


OJ990927_02.9B22.C1 


Gene No. 


34671 




Strand 




Start 


40077 




End 


40158 


Name 


OJ990927 02.9B22.C1. 


o4 . ts 


Method 


TBLASTX : Soybean 


Start 


194 




End 


9748 


GI 


none 




Score 


141 


Exons 


194. .337, 362. .421, 


449. .565 


, 9377.. 9529, 9545.. 9604, 9632 


Seq. No. 


16459 




Seq. ID 


OJ990927_02. 9B22.C1 


Gene No. 


34671 




Strand 




Start 


40077 




End 


40158 


Name 


OJ990927 02.9B22.C1. 


06 . tm 


Method 


TBLASTX: Maize 



16980 




Start 


1859 




End 


13051 




GI 


none 




Score 


82 




Exons 


1859.. 2032, 1862.. 2029, 1991 


..2290, 1996.. 2310, 2087.. 2311 




11039. .11224, 11042 


. .11212, 


11111. .11344, 11173. . 11397, 






11174. .11488, 11174 


. .11467, 


12747. .13049, 12752 .. 13051 , 






12754. .13050 










Seq. No. _ 


16459 




Seq. ID 


OJ990927_02. 9B22 


.CI 


Gene No. 


34671 




Strand 






Start 


40077 




End 


40158 




Name 


OJ990927 02.9B22.C1 


,o2.tm 


Method 


TBLASTX: Maize 




Start 


8139 




End 


8941 




GI 


none 




Score 


251 




Exons 


8139. .8414, 8141. .8287, 8414 


..8584, 8415. .8726, 8637. .8714 




8733.. 8771, 8768.. 8887, 8906 


. .8941 






Seq. No. 


16459 




Seq. ID 


OJ990927JD2. 9B22 


.CI 


Gene No . 


34671 




Strand 






Start 


40077 




End 


40158 




Name 


OJ990927 02.9B22.C1 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


8768 




End 


9301 




GI 


none 




Score 


48 




Exons 


8768. .8812, 8795.. 9013, 9035 


. . 9301 






Seq. No. 


164 59 i. 




Seq. ID 


OJ990927_02. 9B22 


.CI 


Gene No. 


34 67 1 




Strand 






Start 


40077 




End 


40158 




Name 


OJ990927 02 . 9B22 .CI 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


13056 




End 


13302 




GI 


none 




Score 


79 




Exons 


13056. .13190, 13074 


.13211, 


13188. .13262, 1318 9 .. 13302 , 






13190. .13255 










Seq. No. 


16459 




Seq. ID 


OJ990927_02. 9B22 


.CI 


Gene No. 


34671 




Strand 






Start 


40077 




End 


40158 




Name 


OJ990927 02.9B22.C1 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


14154 




End 


15941 




GI 


none 




Score 


80 




Exons 


14154. .14249, 14154- 


.14276, 


14164. .14274, 14318 .. 14 38 6, 






14319. .14387, 14463 


.14573, 


14532. .14567, 14 569 .. 14 604 , 






14593. .14670, 14619 


.14699, 


14 620. .14703, 14 64 0. .14 699, 






14648. .14728, 14732 


.14752, 


14764. .14E 


05, 15870.. 15941 




Seq. No. 


16459 




Seq. ID 


OJ990927_02. 9B22 


.CI 


Gene No. 


34671 




Strand 






Start 


40077 




End 


40158 




Name 


OJ990927 02.9B22.C1. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


18999 




End 


19499 




GI 


none 




Score 


190 




Exons 


18999. .19298, 19000. 


.19293, 


19341. .19406, 19425. .19499 




Seq. No. 


16459 




Seq. ID 


OJ990927_02. 9B22 


CI 


Gene No. 


34671 




Strand 






Start 


40077 




End 


40158 




Name 


OJ990927 02.9B22.C1. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


24337 




End 


25723 





16981 




GI 


none 








Score 


214 






Exons 


24337 


. .24525, 


24337. 


. .24357, 


24339. .24512, 24344. 


.24517, 






24632 


. .24739, 


24641. 


, .24739, 


24651. .24740, 24820. 


.24975, 






24822 


. .24974, 


24826. 


.24975, 


25271. .25609, 25294. 


.25695, 






25305 


. .25679, 


25308. 


.25709, 


25309. .25701, 25640. 


.25723 




Seq. No. 


16459 








Seq. - ID 


OJ990927_ 


02.9B22 


-CI 


Gene No. 


34671 








Strand 








Start 


40077 








End 


40158 






Name 


OJ990 


927 02.9B22.C1. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


24370 








End' 


25394 






GI 


none 








Score 


146 






Exons 


24370 


. .24525, 


24402. 


.24518, 


24428. .24 


526, 24632. 


.24739, 






24641 


. .24739, 


24820. 


.24975, 


24822. .24971, 25308. 


.25394, 






25310 


. .25375 












Seq. No. 


16459 








Seq. ID 


OJ990927_ 


02.9B22 


.CI 


Gene No. 


34671 








Strand 








Start 


40077 








End 


40158 






Name 


OJ990927 02.9B22.C1. 


ol . ts 


Method 


TBLASTX :S 


oybean 




Start 


24384 








End 


25685 




GI 


none 








Score 


152 






Exons 


24384 


. .24518, 


24385. 


.24525, 


24641. .24 


739, 24650. 


.24739, 






24820 


. .24975, 


24822. 


.24971, 


25308. .25643, 25310. 


.25600, 






25611 


. .25685 












Seq. No. 


16459 








Seq. ID 


OJ990927_ 


02.9B22, 


.CI 


Gene No. 


34671 








Strand 








Start 


40077 








End 


40158 






Name 


OJ990927 02.9B22.C1. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


25430 








End 


25685 






GI 


none 








Score 


185 






Exons 


25430. 


. .25600, 


25431. 


.25601, 


25611. .25685, 25640. 


.25684 




Seq. No. 


16459 








Seq. ID 


OJ990927_ 


02.9B22. 


XI 


Gene No. 


34671 








Strand 








Start 


40077 








End 


40158 






Name 


OJ990927 02.9B22.C1. 


ol.tc 


Method 


TBLASTX :C 


ress 




Start 


29315 








End 


35770 






GI 


none 








Score 


115 






Exons 


29315, 


, .29455, 


29323. 


. 29454, 


29487. .29642, 29516. 


.29626, 






29649. 


. .29804, 


29701. 


.29763, 


29839. .29892, 29841. 


.29891, 






30101. 


, .30211, 


33368. 


. 33454, 


33737. .33802, 33806. 


.33898, 






34247. 


, .34378, 


34433. 


.34564, 


34804 . .34893, 34907. 


.35128, 






34927. 


.35121, 


35159. 


.35344, 


35187. .35285, 35345. 


.35392, 






35411. 


.35485, 


35540. 


.35770 










Seq. No.. 


16459 








Seq. ID 


OJ990927_ 


02.9B22. 


CI 


Gene No. 


34671 








Strand 








Start 


40077 








End 


40158 






Name 


OJ990927 02.9B22.C1. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


29330 








End 


35389 






GI 


none 








Score 


62 






Exons 


29330. 


.29419, 


29368. 


.29412, 


29489. .29761, 29490. 


.29804, 






29516. 


.29719, 


29701. 


.29760, 


29803. .29886, 34858. 


.34899, 






34949. 


.35131, 


34981. 


.35121, 


35159. .35389, 35205. 


.35282 





16982 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16459 
34671 
40077 

OJ990927_02.9B22.Cl.o2.ts 
29478 



none 

29478. 

29803. 



Seq. ID OJ990927_02.9B22.C1 
Strand 

40158 

TBLASTX: Soybean 
35737 
169 



End 

Method 
End 
Score 

29633, 29493.-29633, 29516 .. 29647, 29634 .. 29804 , 
29892, 30101. .30163, 34 94 9 .. 35122 , 34981 . ..35115, 



35159. .35389, 3524 1 .. 35282 , 354 11 35500, 35624.. 35737 



Seq. No. 16459 

Gene No. 34 671 

Start 40077 

Name OJ990927_02 . 9B22 . CI . ol . tw 

Start 29505 

GI none 

Exons 29505. .29687, 29655 .. 29804 , 
34994. .35122, 35159.. 35401 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990927_02.9B22.C1 
40158 

TBLASTX : Wheat 

35401 

129 



29676. .29813, 29803 .. 29886, 



Seq. No. 16459 Seq. ID 

Gene No. 34 671 Strand 

Start 40077 End 

Name OJ990927_02 . 9B22 . CI . 08 . tm Method 

Start 30101 " End. 

GI none Score 

Exons 30101. .30229, 301&3 .. 30183, 35402. 

35411. .35476, 3554 6 35752 , 35546. 



OJ990927_02.9B22.C1 
40158 

TBLASTX: Maize 
35752 
106 

,35536, 35403. .35474, 
.35668 



Seq. No. 16459 Seq. ID 

Gene No. 34 671 Strand 

Start 40077 End 40158 

Name OJ990927_02 . 9B22 . CI . o7 . np Method AAT/NAP 

Start 40077 End 40158 

GI 2760543 Score 50 

Exons 40077. .40158 

GI Descrip. (Z97060) L-galactono-1, 4-lactone dehydrogenase 
oleracea] 



OJ990927 02.9B22.C1 



[Brassica 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16460 
34672 
420 

OJ990927_02 . 9B22 . C2 . ol . gs 

420 

none 



Seq. ID OJ990927_02.9B22.C2 

Strand + 

End 9915 

Method GENSCAN 

End 9915 

Score . 62 



420. .1515, 2606. .3210, 3245. .4158, 4228. .5058, 5091. .5468, 
5534. .5686, 5700. .5866, 5888. .6492, 6532. .7046, 7148. .7354, 
8230. .8313, 9466. .9665, 9809. .9915 



16460 
34672 
420 

OJ990927_02 . 9B22 . C2 . ol . np 

2626 

5295971 

2626. .7418 

(AB026295) EST D24315 (R1718) 



Seq. ID OJ990927_02.- ; 9B22.C2 

Strand + 

End 9915 

Method AAT/NAP 

End 7418 

Score 7908 

corresponds to a region of the 



predicted gene.; Similar to Tobacco DNA for retroviral-like 



16983 



transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 

Seq. No. 16460 Seq. ID OJ990927_02 . 9B22 . C2 

Gene No. 34 672 Strand + 

Start 420 End 9915 

Name OJ990927_02 . 9B22 . C2 . ol . gp Method AAT/GAP ^ ' 

Start 4919 End . - 5264 

GI uC-osflcypl39cl2al Score 533 

Exons 4919.. 5264 

GI Descrip. ' 5295971/dbj | BAA81872 . 1 | 3.0e-44 (AB026295) EST D24 315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] ' 



Seq. No. 


16460 


Seq. ID 


OJ990927_02. 9B22.C2 


Gene No. 


34673 


Strand 


+ 


Start 


15366 


End 


15628 


Name 


OJ990927 02.9B22.C2.o3.gs 


Method 


GENSCAN 


Start 


15366 


End 


15628 


GI 


none 


Score 


.7 


Exons 


15366. .154 73, 1547 9. .15628 






Seq. No. 


16460 


Seq. ID 


OJ990927_02. 9B22.C2 


Gene No. 


34 674 


Strand 


+ - 


Start 


18022 


End 


21490 


Name 


OJ990927 02.9B22.C2.o4.np 


Method 


AAT/NAP 


Start 


18022 


End 


21490 


GI 


2258315 


Score 


689 


Exons 


18022. .18611, 18639. .20136, 20283 .. 20815, 21362. .21490 


GI Descrip. 


(AF004878) resistance complex 


protein 


I2C-1 [Lycopersicon 




esculentum] 






Seq. No. 


16460 


Seq. ID 


OJ990927_02. 9B22.C2 


Gene No. 


34674 


Strand. 


+ 


Start 


18022 


End 


21490 


Name 


OJ990927 02.9B22.C2.o3.np 


Method 


AAT/NAP 


Start 


18463 


End 


20367 


GI 


2792220 


Score 


644 


Exons 


18463. .20139, 20281. .20367 






GI Descrip. 


(AF032688) NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 


16460 


Seq. ID 


OJ990927 02.9B22.C2 


Gene No. 


34674 


Strand 


+ 


Start 


18022 


End 


21490 


Name 


OJ990927 02.9B22.C2.o3.gp 


Method 


AAT/GAP 


Start 


20186 


End 


20298 


GI 


uC-osflcyp082b07al 


Score 


169 


Exons 


20186. .20298 






GI Descrip. 


'218221/dbj |D10675|RICSINE1R6 


3.0e-30 


Oryza sativa p-SINEl- 




gene, repeat sequence' 






Seq. No. 


16460 


Seq. ID 


OJ990927_02. 9B22.C2 


Gene No. 


34675 


Strand 


+ 


Start 


25425 


End 


26739 


Name 


OJ990927 02.9B22.C2.o6.np 


Method 


AAT/NAP 


Start 


25425 


End 


26739 


GI 


2258315 


Score 


219 



16984 



Exons 

GI Descrip. 



25425. .25535, 258 19 26648 , 26704.. 26739 

(AF004878) resistance complex protein I2C-1 [Lycopersicon 
esculentum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990927 02.9B22.C2 



16460 
34676 
6591 

OJ990 927_02 . 9B22*. C2 . o2 . gp 
6591 

36280_1.R1084 
6591. .7044 

f 5295971/dbj IBAA81872.il 1.0e-81 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



7044 
AAT/GAP 
7044 
841 



16460 
34677 
10299 

OJ990927_02. 9B22.C2, 

263 

none 

263. .415, 266. .418, 
18058. .18333, 18060, 
18351. .18503, 18646, 
25750. .25989, 26017. 
26026. .26277, 26322, 
26503. .26541 



Seq. ID OJ990927_02.9B22.C2 
Strand 
End ' 

o4 . tm Method 

End 

Score 
420.. 773, 527.. 673, 



26739 

TBLASTX : Maize 
26541 
142 

864. .983, 999. .1037, 



.18233, 18121. . 18303, 18334 .. 18 660 , 

.18807, 18823. .18861, 25750 .. 25989, 

.26337, 26019. .26150, 26019 .. 26339, 

.26387-, 26322. .26483, 26362 .. 26484 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16460 Seq. ID 

34677 Strand 

10299 End 

OJ990927_02. 9B22.C2.o4 .ts Method 

8 64 End 

none Score 

864. .905, 891. .1109, 1131. .1400, 1136. 



.18933, 18955. .19224, 
.26613, 26710. .26739 



18715. 
26524. 

16460 
34677 
10299 

OJ990927_02.9B22.C2.o6.ts 

1473 

none 



OJ990927_02.9B22.C2 
26739 

TBLASTX : Soybean 

26739 

44 

.1213, 18670. .18735, 



26362. .26409, 2641,3 .. 26481, 



Seq. ID OJ990927 02.9B22.C2 



Strand 
End 

Method 

End 

Score 



26739 

TBLASTX: Soybean 

19668 

138 



1473. .1625, 1641. .1703, 1728. .1802, 1 9297 . . 194 40 , 194 80 . . 1 9524 , 
19552. .19668 



Seq. No. 16460 

Gene No. 34677 

Start 10299 

Name OJ990927_02 . 9B22 . C2 . 08 . tm 

Start 3016 

GI none 

Exons 3016.. 3051, 3021.. 3245, 3022 
3248.. 3313, 3257.. 3313 



Seq. ID 
Strand 
End 

Method . 
End 
Score 
.3246, 



OJ990927 02.9B22.C2 



26739 

TBLASTX: Maize 
3313 
44 

3057. .3254, 3228. .3308, 



16985 




Seq. No. 


164 60 








Seq. ID 


OJ990927_02. 9B22.C2 


Gene No. 


34677 








Strand 




Start 


10299 








End 


26739 


Name 


OJ990927 02 


.9B22. 


,C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3548 








End 


4267 


GI 


none 








Score 


396 


Exons 


3548. .3823," "3563. 


.3820, 


3565. 


.3822, 3740. .3835, 3805. .3837 




3842. .4267, 


3843. 


.4166, 


3902. 


.4267 




Seq. No. 


16460 








Seq. ID 


OJ990927_02. 9B22.C2 


Gene No. 


34677 








Strand 




Start 


10299 








End 


26739 


Name 


OJ990927 02 


.9B22. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4192 








End 


4645 


GI 


none 








Score 


350 


Exons 


4192. .4497, 


4193. 


.4558, 


4196. 


.4573, 4553. .4645, 4565. .4645 


Seq. No. 


16460 








Seq. ID 


OJ990927_02. 9B22.C2 


Gene No. 


34677 








Strand 




Start 


10299 








End 


26739 


Name 


OJ990927 02 


. 9B22. 


C2.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


4282 








End 


4522 


GI 


none 








Score 


305 


Exons 


4282. .4521, 


4283. 


.4522 








Seq. No. 


16460 








Seq. ID 


OJ990927_02. 9B22.C2 


Gene No. 


34 677 








Strand 




Start 


102 99 








End 


26739' - 


Name 


OJ990927 02 


. 9B22. 


C2.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


4583 








End 


4915 


GI 


none 








Score 


209 


Exons 


4583. .4915, 


4679. 


.4759 








Seq. No. 


16460 








Seq. ID 


■ OJ990927_02.9B22.C2 


Gene No. 


34677 








Strand 




Start 


10299 








End 


26739 


Name 


OJ990927 02 


. 9B22 . 


C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4718 








End 


5259 


GI 


none 








Score 


181 


Exons 


4718. .4963, 


4984. 


.5172, 


5001. 


.5072, 5175.. 5246, 5179.. 5259 


Seq. No. 


16460 








Seq. ID 


OJ990927JD2. 9B22.C2 


Gene No. 


34677 








Strand 




Start 


10299 








End 


26739 


Name 


OJ990927 02 


. 9B22. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4937 








End 


5337 


GI 


none 








Score 


170 


Exons 


4937. .4978, 


4943. 


.5305, 


4955. 


.5047, 4959.. 5336, 4959.. 5336, 




4966. .5337 


i 










Seq. No. 


16460 








Seq. ID 


OJ990927_02.9B22.C2 


Gene No. 


34677 








Strand 




Start 


10299 








End 


26739 


Name 


OJ990927 02 


. 9B22. 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4959 








End 


5421 


GI 


none 








Score 


308 


Exons 


4959. .5237, 


4969. 


.5250, 


5275. 


.5421, 5305. .5418 



16986 




C2 t-r M /-\ 

beq. NO . 


1 D4 oU 








oeq. id 


Aioonooi no nooo 

ojyyuyz/ u^.yB^ 


. cz 


Gene No. 


34677 








Strand 






Start 


10299 








End 


26739 




Name 


OJ990927 02 


. 9B22. 


C2.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


4978 








End 


5397 




GI 


none 








Score 


182 




Exons 


4978. .5253, 


5275. 


.5397 










Seq. No. 


16460 








Seq. ID 


OJ990927_02.9B22 


.C2 




"34 677 








otrana 






Start 


10299 








End 


26739 




Name 


OJ990927 02 


.9B22. 


C2.ol. 


ts 


■Method 


TBLASTX : Soybean 




Start 


5869 








End 


6366 




GI 


5509260 








Score 


416 




Exons 


5869. .6366, 


5949. 


. 6128, 


6189. 


.6347 






GI Descrip. 


- 














beq. no. 










beq. ID 


ATonnnon no nooo 

ojyyuy^ / vz.yBZZ 


cz 


Gene No. 


34677 








Strand 






Start 


10299 








End 


26739 




Name 


OJ990927 02 


. 9B22. 


C2.o6. 


tin 


Method 


TBLASTX: Maize 




Start 


5920 








End 


6216 




GI 


none 








Score 


380 




Exons 


5920. .6216, 


5946. 


.6215 










beq. no. 










beq. ID 


ojyyuyz/ \jz.3BZZ 


CZ 


Gene No. 


34677 








Strand 






Start 


10299 








End 


26739 




Name 


OJ990927 02 


. 9B22. 


C2.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


5991 








End 


6255 




GI 


none 








Score 


237 




Exons 


5991. .6134, 


5992. 


.6255 










b e q . in o . 


1 CA £H 








Seq. ID 


OJ990927_02.9B22, 


C2 


Gene No. 


34677 








Strand 






Start 


10299 








End 


26739 




Name 


OJ990927 02 


.9B22. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6036 








End 


6591 




GI 


none 








Score 


310 




Exons 


6036. .6143, 


6037. 


.6381, 


6190. 


.6357, 6192.. 6377, 6367. .6591 


beq . no . 


1 £A cn 
1 o4 bU 








Seq. ID 


OJ990927_02.9B22. 


C2 


Gene No. 


34677 








Strand 






Start 


10299 








End 


26739 




Name 


OJ990927 02 


. 9B22. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6418 








End 


6807 




GI 


none 








Score 


599 




Exons 


6418 .j. 6807, 


6418. 


. 6477, 


6420. 


. 6737, 6535. . 6807 




Seq. No. 


16460 








Seq. ID 


OJ990927_02. 9B22. 


C2 


Gene No. 


34677 








Strand 






Start 


10299 








End 


26739 




Name 


OJ990927 02 


9B22. 


C2.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6592 








End 


6903 




GI 


none 








Score 


64 




Exons 


6592. .6699, 


6724. 


.6903 











16987 




Seq. No. 


16460 








Seq. ID 


OJ990927_02.9B22.C2 


Gene No. 


34677 








Strand 




Start 


10299 








End 


26739 


Name 


OJ990927 02 


. 9B22 


.C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6724 








End 


7385 


GI 


none 








Score 


257 


Exons 


6724 . .7014, 


6786 


. .6896, 


6918. 


.7013, 7019.. 7096, 7020.. 7100, 




7167. .7385, 


7187 


. .7351 








Seq. No. 


16460 








Seq. ID 


OJ990927_02 . 9B22 . C2 


Gene No. 


34677 








Strand 




Start 


10299 








End 


26739 


Name 


OJ990927 02 


. 9B22 


.C2.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


6745 








End 


7394 


GI 


none 








Score 


147 


Exons 


6745. . 6906, 


6918 


. .7010, 


6919. 


.7011, 7017. .7106, 7040. .7078, 




7161. .7394, 


7205 


. .7261 








Seq. No. 


16460 








Seq. ID 


OJ990927_02. 9B22.C2 


Gene No. 


34677 








Strand 




Start 


10299 








End 


26739 


Name 


OJ990927 02, 


.9B22 


.C2.O10 


i.tm 


Method 


TBLASTX: Maize 


Start 


6807 








End 


6999 


GI 


none 








Score 


201 


Exons 


6807... 6989, 


6808 


. : .6999 








Seq. No. 


16460 








Seq. ID 


OJ990927_02.9B22.C2 


Gene No.. 


34677 








Strand 




Start 


10299 








End 


26739 


Name 


OJ990927 02, 


.9B22 


.C2.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


6999 








End 


7384 


GI 


none 








Score 


466 


Exons 


6999. .7382, 


7011 


. .7382, 


7058. 


.7384, 7184.. 7384 


Seq. No. 


16460 








Seq. ID 


OJ990927_02.9B22.C2 


Gene No. 


34677 








Strand 




Start 


10299 








End 


26739 


Name 


OJ990927 02. 


. 9B22 


.C2.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


7019 








End 


7355 


GI 


none 








Score 


90 


Exons 


7019. .7096,. 


7020 


. .7106, 


7152. 


.7355, 7161. .7343 


Seq. No. 


164 60 








Seq. ID 


OJ990927_02.9B22.C2 


Gene No. 


34 677 








Strand 




Start 


10299 








End 


26739 


Name 


OJ990927 02. 


, 9B22 


.C2.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


9116 








End 


21567 


GI 


none 








Score 


124 


Exons 


9116. .9352, 


9182 


. :'9367, 


9254 . 


.9499, 9316.. 9579, 9317.. 9631, 




9332. .9610, 


21103. .2128 


2, 212' 


59. .21563, 


21340. .21567 


Seq. No. 


16460 








Seq. ID 


OJ990927_02 . 9B22 . C2 


Gene No. 


34677 








Strand 




Start 


10299 








End 


26739 


Name 


OJ990927 02. 


9B22, 


.C2.o2. 


gs 


Method 


GENSCAN 


Start 


10299 








End 


13359 



16988 



GI 

Exons 



none Score .43 

10299. .10316, 11155. .11205, 12043 12706, 13024 13207 , 

13254. .13359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16461 
34678 
1 

OJ990927_02 . 9B22 . C3 . ol . np 
1 

5702196 

1..802, 872. .1388, 2032. .2063 

(AF107293) rust resistance protein [Zea mays] 



Seq. ID OJ990927_02. 9B22.C3 

Strand + 

End 2063 

Method AAT/NAP 

End 2063 

Score 4 62 



16461 
34678 
1 

OJ990927_02. 9B22 . C3 . ol . ts 

11- 

none 



Seq. ID OJ990927_02. 9B22.C3 

Strand + 

End 2063 

Method TBLASTX : Soybean 

End 1179 

Score 71 



11. .136, 112. .225, 125. .259, 292. .369, 388. .507, 619. .723, 
1030. .1179 



Seq. No. 16461 

Gene No. 34678 

Start 1 

Name OJ990927_02 . 9B22 . C3 . ol . gs 

Start 284 

GI none 
Exons 



Seq. ID OJ990927_02. 9B22.C3 

Strand + 

End 2063 

Method GENSCAN 

End 1793 

Score .48 



284. .469, 1001. .1279, 1379. .1580, 1616. .1793 



Seq. No. 16461 

Gene No. 34678 

Start 1 

Name OJ990927_02 . 9B22 . C3 . o2 . np 

Start 394 

GI 6721518 

Exons 394.. 802, 887.. 1426, 2037 
GI Descrip. 



Seq. ID OJ990927_02. 9B22.C3 

Strand + 

End 2063 

Method AAT/NAP 

End 2063 

Score 259 
2063 

(AP001072) Similar to NBS-LRR-like protein cD7 . (AF098970) 
[Oryza sativa] 



Seq. No. 16462 

Gene No. 34679 

Start 144 

Name OJ990927_02 . 9B22 . C4 . ol . gs 

Start 144 

GI none 

Exons 144 . .217 



Seq. ID OJ990927_02. 9B22.C4 

Strand + 

End 217 

Method GENSCAN 

End 217 

Score .89 



Seq. No. 16463 

Gene No. 34680 

Start 7 

Name OJ990927_02 . 9B22 . C6 . ol . gs 

Start 7 

GI none 

Exons 7 . . 131 



Seq. ID OJ990927_02. 9B22.C6 

Strand + 

End 131 

Method GENSCAN 

End 131 

Score . 4 



Seq. No. 



16464 



Seq. ID OJ990927 02.9B22.C7 



16989 




Gene No . 


34 681 


Strand 










Start 


5 


End 


205 








Name 


OJ990927 02.9B22.C7.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


5 


End 


205 








GI 


none 


Score 


211 








Exons 


5. .205, J. .204 












Seq. No. 


16465 


Seq. ID 


OJ990927 


_02 


. 9B22 


,C8 


Gene No. 


34682 


Strand 


+ 








o tar l 


266 


End 


639 








Name 


OJ990927 02.9B22.C8.ol.np 


Method 


AAT/NAP 








Start 


266 


End 


639 








GI 


6539588 


Score 


165 








Exons 


266. .639 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


16466 


Seq. ID 


OJ990827 


_04 


. 9B24 


.CI 


Gene No. 


34683 


Strand 


+ 








btart 


1 


End 


775 








Name 


OJ990827_04 . 9B24 . CI . ol . np 


Method 


AAT/NAP 








Start 


1 


End 


775 








GI 


4416302 


Score 


822 








Exons 


1 . . 775 












GI Descrip. 


(AF105716) copia-type pol 


polyprotein 


[Zea mays 


] 






Seq. No. 


16466 


Seq. ID 


OJ990827 


04 . 


. 9B24 , 


.CI 


Gene No. 


34683 


Strand 


+ 








Start 


1 


End 


775 








Name 


OJ990827 04.9B24.Cl.ol.gs 


Method 


GENSCAN 








Start 


17 


End 


775 








GI 


none 


Score 


.99 








Exons 


17. .775 












Seq. No. 


16466 


Seq. ID 


OJ990827 


04 . 


. 9B24 . 


■ CI 


Gene No. 


34684 


Strand 


+ 








Start 


2063 


End 


2520 








Name 


OJ990827 04.9B24.Cl.ol.gp 


Method 


AAT/GAP 








Start 


2063 


End 


2520 








GI 


4968598 


Score 


819 








Exons 


2063.. 2520 












Seq. No. 


16466 


Seq. ID 


OJ990827 


_04 . 


. 9B24 . 


CI 


Gene No. 


34685 


Strand 


+ 








bt art 


2696 


End 


4375 








Name 


OJ990827 04.9B24.Cl.o2.np 


Method 


AAT/NAP 








Start 


2696 


End 


4375 








GI 


6539588 


Score 


291 








Exons 


2696.. 3005, 4346.. 4375 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa ] 








Seq. No. 


16466 


Seq. ID 


OJ990827_ 


_04. 


9B24 . 


CI 


Gene No. 


34686 


Strand 


+ 








Start 


6447 


End 


8452 








Name 


OJ990827 04. 9B24 .Cl.o4.np 


Method 


AAT/NAP 








Start 


6447 


End 


8452 








GI 


6721512 


Score 


54 








Exons 


6447. .6508, 8320. .8452 













16990 




GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 


16466 








Seq. ID 


OJ990827 


_04, 


. 9B24 


.CI 


Gene No. 


34687 








Strand 


+ 








Start 


9045 








End 


10072 








Name 


OJ990827 04 


. 9B24 


.Cl.o3. 


gs 


Method 


GENSCAN 








Start 


9045 








End 


10072 








GI 


none 








Score 


.82 








Exons 


9045. .9107, 


9377 


. .9430, 


9527. 


.9694, 9923.. 10072 








Seq. No. 


16466 








Seq. ID 


OJ990827 


_04. 


. 9B24 


.CI 


Gene No. 


34687 








Strand 


+ 








Start 


9045 








End 


10072 








Name 


OJ990827 04, 


. 9B24 


.Cl.o5. 


np 


Method 


AAT/NAP 








Start 


9522 








End 


10065 








GI 


3128168 








Score 


100 








Exons 


9522. .9694, 


9780 


. .9833, 


9923. 


.10065 











.GI Descrip. (AC004521 ) unknown protein [Arabidopsis thaliana] 



Seq. No. 


16466 






Seq. ID 


OJ990827_04 . 9B24 


.CI 


Gene No. 


34688 






Strand 






Start 


3465 






End 


3613 




Name 


OJ990827 


_04.9B24.C1 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


98 






End 


754 




GI 


none 






Score 


762 




Exons 


98 . .754, 


106. . 753 










Seq. No. 


16466 






Seq. ID 


OJ990827_04 . 9B24 


.CI 


Gene No. 


34688 






Strand 






Start 


3465 






End 


3613 




Name 


OJ990827 


_04.9B24.C1, 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


116 






End 


784 




GI 


none 






Score 


302 




Exons 


116. .505, 


220. .462, 


524. .784, 


538. .708 






Seq. No. 


16466 






Seq. ID 


OJ990827_04.9B24 


.CI 


Gene No. 


34688 






Strand 






Start 


3465 






End 


3613 




Name 


OJ990827 


_04.9B24.C1, 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


254 






End 


709 




GI 


none 






Score 


128 




Exons 


254. .514, 


518. .709, 


533. .709 








Seq. No. 


16466 






Seq. ID 


OJ990827_04 . 9B24 , 


.CI 


Gene No. 


34688 






Strand 






Start 


3465 






End 


3613 




Name 


OJ990827 


04.9B24.C1. 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


389 






End 


754 




GI 


none 






Score 


89 




Exons 


389. .520, 


542. .754 










Seq. No. 


16466 






Seq. ID 


OJ990827_04.9B24, 


XI 


Gene No. 


34688 






Strand 






Start 


3465 






End 


3613 




Name 


OJ990827 


04.9B24.C1. 


o3 . np 


Method 


AAT/NAP 




Start 


3465 






End 


3613 




GI 


3776559 






Score 


73 





16991 



Exons 3465.. 3613 

GI Descrip. (AC005388) Strong similarity to gene F14J9.26 gi 13482933 cdc2 
protein kinase homolog from A. thaliana BAC gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16466 Seq. ID 

34689 Strand 

5057 End 

OJ990827_04 . 9B24 . CI . o2 . tm Method 

5057 End 

none Score 

5057.. 5422, 5081.. 5230, 5260.. 5421 



OJ990827_04.9B24.C1 
5422 

TBLASTX: Maize 

5422 

224 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16467 Seq. ID OJ990827_04 . 9B24 . C2 

34690 Strand + 

1 . End 684 9 

OJ990827_04 . 9B24 . C2 . o3 . np Method AAT/NAP 

1 End 684 9 

6063554 Score 234 

1..67, 3966. .4189, 4299. .4483, 4645. .4689, 6007. .6035, 

6675. .6849 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 61 1 (E04 64 ) . 
correspond to a region of the predicted gene.'; hypothetical- 
protein [Oryza sativa] 



Seq. No. 


16467 




Seq. ID 


OJ990827 04.9B24. 


Gene No. 


34690 




Strand 


+ 


Start 


1 




End 


6849 


Name 


OJ990827 04. 


9B24 .C2.ol.gp 


Method 


AAT/GAP 


Start 


3953 




End 


4197 


GI 


2312380 




Score 


470 


Exons 


3953. .4197 








Seq. No. 


16467 




Seq. ID 


OJ990827_04.9B24. 


Gene No. 


34691 




Strand 


+ 


Start 


6808 




End 


7209 


Name 


OJ990827 04. 


9B24 .C2.o2.gp 


Method 


AAT/GAP 


Start 


6808 




End 


7209 


GI 


3761363 




Score 


664 


Exons 


6808. .7209 








GI Descrip. 


5852170/embl 


ALil7265.1|OST17* 


304 1.0e-151 Oryza sativa 




indica (GLA4 ) 


genomic DNA, chromosome 4, 


BAC. clone: tl7804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16467 
34692 
1 

OJ990827_04 . 9B24 . C2 . o2 . np 



OJ990827 04.9B24.C2 



Seq. ID 
Strand 

End 4552 
Method AAT/NAP 
1 End 4552 

6069646 - Score 450 

1..68, 1068.. 1638, 4529.. 4552 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



16992 




Seq. No. 


16467 


Seq. ID 


OJ990827_04.9B24.C2 


Gene No. 




Strand 




Start 


1 


End 


4552 


Name 


OJ990827 04.9B24.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


1181 


End 


1739 


GI 


none 


Score 


82 


Exons 


1181.. 1276, 1273.. 1329, 1324. 


.1575, 1626. .1739 


Seq. No. 


16468 


Seq. ID 


OJ990827_04.9B24.C3 


Gene No. 


34693 


Strand 


+ 


Start 


384 


End 


5280 


Name 


OJ990827 04.9B24.C3.o2.np 


Method 


AAT/NAP 


Start 


384 


End 


5280 


GI 


5295955 


Score 


728 


Exons 


384. .405, 2779. .2895, 3438.-3552, 4234 


..4364, 4403. .5280 


GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome . (V0155 




[Oryza sativa] 






Seq. No. 


16468 


Seq. ID 


OJ990827 04.9B24.C3 


Gene No. 


34693 


Strand 


+ 


Start 


384 


End 


5280 


Name 


OJ990827 04.9B24.C3.o2.gs 


Method 


GENSCAN 


Start 


4454 


End 


4777 


GI 


none 


Score 


.73 


Exons 


4454. .4777 






Seq. No. 


16468 


Seq. ID 


OJ990827_04.9B24.C3 


Gene No. 


34694 


Strand 


+ 


Start 


11375 


End 


12983 


Name 


OJ990827 04 . 9B24 .C3.o5.gs 


Method 


GENSCAN' 


Start 


11375 


End 


12983 


GI 


none 


Score 


.63 


Exons 


11375. .11436, 12153. .12347, 12392 .. 12431, 12894. .12983 


Seq. No. 


16468 


Seq. ID 


OJ990827_04.9B24.C3 


Gene No. 


34695 


Strand 






1 


End 


1822 


Name 


OJ990827 04.9B24.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1822 


GI 


6721517 


Score 


2305 


Exons 


1..676, 725. .1471, 1551. .1705, 


, 1759. .U 


322 


GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 


Seq. No. 


16468 


Seq. ID 


OJ990827_04.9B24.C3 


Gene No. 


34696 


Strand 




Start 


5895 


End 


6813 


Name 


OJ990827 04.9B24.C3.o3.gs 


Method 


GENSCAN 


Start .. 


5895 


End. 


6813 


GI 


none 


Score 


.74 . f 


Exons 


5895. .6194, 6196. .6478, 6758.. 


6813 




Seq. No. 


16468 


Seq. ID 


OJ990827_04.9B24.C3 


Gene No. 


34697 


Strand 




Start 


7521 


End 


9358 


Name 


OJ990827 04.9B24.C3.ol.gp 


Method 


AAT/GAP 


Start 


7348 


End 


7688 


GI 


5039038 


Score 


653 



16993 



Exons 


7348. .7688 








Seq. No. 


16468 


Seq. ID 


OJ990827_04.9B24 


.C3 


Gene No. 


34697 


Strand 






Start 


7521 


End 


9358 




Name 


OJ990827 04 .9B24 .C3.o4 . gs 


Method 


GENSCAN 




Start 


7521 


End 


9157 




GI 


none 


Score 






Exons 


7521. .8026,. 8767. .9157 








Seq. No. 


16468 


Seq. ID 


OJ990827_04 . 9B24 


.C3 


Gene No. 


34697 


Strand 






Start 


7521 


End 


9358 




Name 


OJ990827 04.9B24.C3.o3.np 


Method 


AAT/NAP 




Start 


7647 


End 


9358 




GI 


4103635 


Score 


845 




Exons 


7647. .8026, 8767.. 9028, 9056.. 9358 






GI Descrip. 


(AF026538) ABA-responsive 


protein [Hordeum vulgare] 




Seq. No. 


16468 


Seq. ID 


OJ990827_04 . 9B24 


.C3 


Gene No. 


34698 


Strand 






Start 


13983 


End 


14196 




Name 


OJ990827 04.9B24.C3.o3.tw 


Method 


TBLASTX: Wheat 




Start 


266 


End 


619 




GI 


none 


Score 


83 




Exons 


266. .619, 302. .436 








Seq. No. 


16468 


Seq. ID 


OJ990827_04.9B24 


.C3 


Gene No. 


34698 


Strand 






Start 


13983 


End 


14196 




Name 


OJ990827 04.9B24.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


353 


End 


673 




GI 


none 


Score 


208 




Exons 


353. .673 









Seq. No. 16468 Seq. ID 

Gene No. 34698 Strand 

Start 13983 End 

Name OJ990827_04 . 9B24 . C3 . o3 . tm Method 

Start 1013 End 

GI none Score 

Exons 1013.. 1309, 1122.. 1292 



OJ990827_04 . 9B24 .C3 
14196 

TBLASTX: Maize 

1309 

108 



Seq. No. 


16468 








Seq. ID 


OJ990827J34 . 9B24 


.C3 


Gene No. 


34698 








Strand 






Start 


13983 








End 


14196 




Name 


OJ990827 04 


. 9B24, 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1190 








End 


1549 




GI . 


none 








Score 


84 , . 




Exons 


1190. . 1549, 


1191, 


. .1424, 


14 


160. .1543 






Seq. No.' 


16468 








Seq. ID 


OJ990827_04.9B24 


.C3 


Gene No. 


34698 








Strand 






Start 


13983 








End 


14196 




Name 


OJ990827 04 


. 9B24 , 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7581 








End 


7884 




GI 


none 








Score 


78 





16994 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7581. .7772, 7588. .7707, 7788.-7883, 7792. .7884 



16468 Seq. ID 

34698 Strand 
13983 End ■ 

OJ990827_04 . 9B24 . C3 . ol . tm Method 
7584 End 

none ■ Score 



OJ990827_04. 9B24 .C3 

14196 - 
TBLASTX: Maize 
9137 
167 



7584. .7907, 7585. .7707, 7765. .7908, 7900. .8025, 7914. .8033, 
8762.. 8854, 8766.. 8858, 8768. .8851, 8897.. 9025, 8904.. 9014, 
9123. .9137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons ' 



16468 
34698 
13983 

OJ990827_04 . 9B24 . C3 . ol . tw 

7597 

none 



Seq. ID OJ990827_04.9B24.C3 
Strand 
End 

Method 
End 
Score 



14196 

TBLASTX: Wheat 

8027 

133 



7597. .7905, 7599. .7907, 7929. .8027, 7930. .8016 



16468 
34698 
13983 

OJ990827_04 . 9B24 . C3 . ol . ts 

7798 

none 

7798. .7905, 
8948. . 9013 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_04.9B24.C3 
14196 

TBLASTX: Soybean 

9013 

102 



7800. .7907, 7923. .8027, 7924. .8022, 8768. .8851, 



Seq. No. 16468 Seq. ID 

Gene No. 34698 Strand 

Start 13983 End 

Name OJ990827_04 . 9B24 . C3 . 06 . gs Method 

Start 13983 End 

GI none Score 

Exons 13983. .14078, 14083.. 14196 



OJ990827_04 . 9B24 .C3 

14196 
GENSCAN 
14196 
.68 



Seq. No. 16469 - Seq. ID 

Gene No. ' 34699 Strand 

Start 75 End 

Name OJ990827_04 . 9B24 . C4 . ol . gs Method 

Start 75 End 

GI none Score 

Exons 75.. 1028 



OJ990827_04.9B24.C4 
+. 

1028 
GENSCAN 
1028 
.69 



Seq. No. 16469 

Gene No. 34700 

Start 1907 

Name OJ990827_04 . 9B24 . C4 . o2 . gs 

Start 1907 

GI none 

Exons 1907.. 2069, 2786.. 2884, 3774. 

8636. .8758, 9124. .9347 



Seq. ID OJ990827_04.9B24.C4 

Strand + 

End . 15196 

Method GENSCAN 

End 9347 

Score .52 

.4061, 6468. .6584, 6631. .7614, 



Seq. No. 
Gene No. 
Start 



16469 
34700 
1907 



Seq. ID OJ990827_04.9B24.C4 
Strand + 
End 15196 



■16995 



Name OJ990827JD4 . 9B24 . C4 . o2 . gp Method 

Start 2504 End 

GI uC-osflcyp088bl2bl Score 

Exons 2504.. 2614 

GI Descrip. ' 5257255/cibj | AP000364 . 1 1 AP000364 3.0e- 
DNA, chromosome 8, clone : P0026F07 1 



AAT/GAP 

2614 

153 

36 Oryza sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



164 69 
34700 
1907 

OJ990827_04. 9B24.C4 .ol.np 

6645 

4966347 



Seq. ID ' OJ990827_04.9B24.C4 

Strand + 

End 15196 

Method AAT/NAP 

End 15190 

Score 7 90 



6645. .7112, 7193. .7492, 7553. .7614, 13325 .. 13447, 14023. .15190 
(AC006341) Similar to gb|AJ012423 wall-associated kinase 2 from 
Arabidopsis thaliana . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



16469 
34700 
1907 

OJ990827_04 . 9B24 . C4 . o3 . gs 

11083 

none 



Seq. ID OJ990827_04.9B24.C4 

Strand + 

End 15196 

Method GENSCAN 

End 15196 

Score . 9 



11083. .11150, 124 62. .1264 3, 13325. .134 74, 14 37 6. .15196 



OJ990827 04.9B24.C4 



16469 
34701 
1309 

OJ990827_04.9B24.C4.ol.gp 
1309 

LIB3434-017-P1-K1-F5 
1309. .1389 

'5257255/dbj | AP000364 . 1 | AP000364 5.0e-20 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1389 
AAT/GAP 
1389 
111 



Seq. No. 16469 Seq. ID 

Gene No. 34702 Strand 

Start 15719 End 

Name OJ990827_04 . 9B24 . C4 . ol . tc Method 

Start . 6741. End 

GI none Score 

Exons 6741.. 6803, 7548.. 7610, 12580, 



OJ990827_04 . 9B24 .C4 
18908 

TBLASTX: Cress 

15034 

83 



,12648, 12757. .12795, 



14105. .14284, 14285. .14482, 14296. 
14 4 98. .14 824, 14 722. .14 805, 14 828. 
14948. . 15034 



,14478, 14497. 
,14911, 14915. 



14679, 
15034, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16469 
34702 

15719 . f 
OJ990827_04 . 9B24 . C4 . ol . tm 
14093 
none 



Seq. ID OJ990827_04.9B24.C4 
Strand 

End 18908 

Method TBLASTX: Maize 

End 15049 

Score 8 9 



14093. . 14326, 14185 14298, 14204 14329, 14279. . 14500, 



14296. . 14466, 14342 .. 14497, 14504, 
14579. . 14770, 14722 .. 14820, 14948, 



,14821, 14521. . 14679, 
15049 



Seq. No. 



16469 



Seq. ID OJ990827_04.9B24.C4 



16996 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



34702 Strand 

15719 End 

OJ990827_04 . 9B24 . C4 . ol . ts Method 

14096 End 

none Score 



18908 

TBLASTX: Soybean 

14845 

68 



14096. . 14158, 14096. .14284, 14303 14 482, 14 338 .. 14472, 
14495. . 14845, 14506 .. 14 679, 14525 14770, 14722. .14823 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16469 Seq. ID 

34702 Strand 

15719 End 

OJ990827_04 . 9B24 . C4 . ol . tw Method 

14134 End 

none Score 



OJ990827_04.9B24.C4 
18908 

TBLASTX: Wheat 

14557 

63 



14134. .14280, 14141. .14284, 14 14 4 14275, 14 14 6 .. 14280, 
14279. .14488, 14284 .. 144 93, 14285 .. 14 4 94 , 144 98 14557 , 
14507. .14557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16469 
34702 
15719 

OJ990827_04. 9B24 . C4 . o2 . tw 

14558 - 

none 



Seq. ID OJ990827_04.9B24.C4 
Strand 

End 18908 

Method TBLASTX : Wheat 

End 14824 

Score 129 



14558. .14665, 14560 .. 14661, 14717 .. 14824 , 14722. .14823 



16469 
34702 
15719 

OJ990827_04 . 9B24 . C4 . o4 . gs 

15719 

none 



Seq. ID OJ990827_04.9B24.C4 
Strand 

End - 18908 

Method GENSCAN 

End 18908 

Score .63 



15719. .15867, 1677 1 .. 168 93, 17329 .. 174 4 6, 17965 .. 18101, 
18746. .18841, 18881. .18908 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



16470 . .. 
34703 
1 

OJ990827_04 . 9B24 . C5 . ol . np 
1 

4417306 
1..82, 152. .779 

(AC006446) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



Seq. ID OJ990827JD4.9B24.C5 
Strand 

End ' 1592. 

Method AAT/NAP 

End 779 

Score 260 



16470 Seq. ID 

34703 Strand 

1 End 

OJ990827_p4 . 9B24 . C5 . ol . tw Method 

7 9 End 

none Score 
79. .186, 172. .375, 396. .506 

16470 Seq. ID 

34703 Strand 

1 End 

OJ990827_04. 9B24 . C5 . ol . gs Method 



OJ990827J)4.9B24.C5 
1592 

TBLASTX: Wheat 

506 

87 



OJ990827_04.9B24.C5 

1592 
GENSCAN 



16997 



Start 
GI 

Exons 



169 End 1592 

none Score . 48 

169. .405, 444. .709, 1538. .1592 



Seq. No. 16471 

Gene No. 34704 

Start 1748 - 

Name OJ990827_04 . 9B24 . C6 . ol . gs 

Start 1748 

GI none 

Exons 1748. . 1993 



Seq. ID OJ990827_04.9B24.C6 

Strand + 

End 1993 

Method GENSCAN 

End 1993 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16471 
34705 
2821 

OJ990827_04 . 9B24 . C6 . o2 . tm 

2742 

none 



Seq. ID OJ990827_04.9B24.C6 
Strand 

End 4 04 4 

Method TBLASTX : Maize 

End 3099 

Score 4 6 



2742. .2879, 2777. .2827, 2828. .2854, 2875. .3084, 2893. .3075, 
3079. .3099 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16471 
34705 
2821 

OJ990827_04 . 9B24 . C6 . ol . tw 

2777 

none 



Seq. ID OJ990827_04.9B24.C6 
Strand 

End 4 04 4 

Method TBLASTX : Wheat 

End 3099 

Score 66 



2777. .2854, 2778 .. 2855, •■ 2881 .. 3099, 2972. .3097 



16471 
34705 
2821 

OJ990827_04 . 9B24 . C6 . o2 . gs 

2821 

none 

2821. .3963 



Seq. ID OJ990827_04.9B24.C6 
Strand 

End 4 04 4 

Method GENSCAN 

End 3963 

Score .66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



16471 
34705 
2821 

OJ990827_04.9B24.C6.ol.ts 

2896 

none 



Seq. ID OJ990827_04.9B24.C6 
Strand 

End 4 04 4 

Method TBLASTX : Soybean 

End 3459 

Score 59 



2896.. 3033, 3112.. 3222, 3232.. 3333, 3406.. 3459 



16471 
34705 
2821 

OJ990827_04 . 9B24 . C6 . ol . tm 

3103 \ - 

none 



Seq. ID OJ990827_04 . 9B24 .C6 
Strand 

End 4044 

Method TBLASTX: Maize 

End 4020 

Score 60 



3103. .3219, 3238. .3531, 3565. .4020, 3617. .3670, 3737. .3835 



16471. 

34705 

2821 

OJ990827__04 . 9B24 . C6 . ol . np 



Seq. ID OJ990827_04 . 9B24 .C6 
Strand 

End 4 04 4 

Method AAT/NAP ' 



16998 



# • 



Start 


3640 






End 


4044 




GI 


2462640 






Score 


431 




Exons 


3640. .4044 












GI Descrip. 


(Y13370) reverse 


transcriptase [Oryza 


sativa] 




Seq. No. 


16472 






Seq. ID 


OJ990827 


_04.9B24.C7 


Gene No. ... 


34706 






Strand 






otart 


1452 






End 


^4 1U 




Name 


OJ990827_04 


.9B24 


.C7.o2.np 


Method 


AAT/NAP- 




Start 


1452 






End 


2410 




GI 


6539577 






Score 


177 




Exons 


1452. .1701, 


2153 


. .2410 








GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


16472 






Seq. ID 


OJ990827 


_04 .9B24 .C7 


Gene No. 


34707 






Strand 






Start 


2732 






End 


4913 




Name 


OJ990827 04 


.9B24 


.C7.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


318 






End 


689 




GI 


none 






Score 


117 




Exons 


318. .689, 367. .678, 534. .683 








Seq. No. 


164 72 






Seq. ID 


OJ990827 


_04.9B24.C7 


Gene No. 


34707 






Strand 






Start 


2732 






End 


4913 




Name 


OJ990827 04 


. 9B24 


.C7.o3.np 


Method 


AAT/NAP 




Start 


27 32 






End 


4913 




GI 


3355308 






Score 


415 




Exons 


2732 . . 2767 , 


3929 


..4645, 4882. 


.4913 






GI Descrip. 


{ a j u u y b y o ) 


waii- 


associated kinase 4 [Arabidopsis thaliana] 


Seq. No. 


16472 






Seq. ID 


OJ990827 


_04 .9B24 ,C7 


Gene No. 


34707 






Strand 






Start 


2732 






End 


4913 




Name 


OJ990827 04 


. 9B24 


.C7.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


3929 






End 


4657 




GI 


none 






Score 


51 




Exons 


3929. .4006, 


. 3993 


..4085, 4175. 


.4345, 4200.. 4346, 


4344. .4433, 




4345. .4416, 


4523 


. .4657 








Seq. No. 


16472 






Seq. ID 


OJ990827 


_04 .9B24 .C7 


Gene No. 


34707 






Strand 






Start 


2732 . 






End 


4913 




Name 


OJ990827 04 


.9B24 


,C7.ol. tc 


Method 


TBLASTX: 


Cress 


Start 


4014 






End 


4657 




GI 


none 






Score 


93 




Exons 


4014. .4082, 


4175 


..4345, 4197. 


.4343, 4344. .4439, 


4455. .4505, 




4523. .4657 












Seq. No. 


16472 






Seq. ID 


OJ990827 


_04.9B24.C7 


Gene No. 


34707 






Strand 






Start 


2732 






End 


4913 




Name 


OJ990827 04 


. 9B24 


.C7.ol. ts 


Method 


TBLASTX: 


Soybean 


Start 


4120 






End 


4609 




GI 


none 






Score 


40 




Exons 


4120. .4161, 


4121 


..4159, 4178. 


.4345, 4200.. 4313, 


4344. .4436, 




4354. .4431, 


4455 


..4505, 4523. 


.4609 







16999 



• 



Seq. No. 


16472 


Seq. ID 


OJ990827 


_04.9B24 


.C7 


Gene No. 


34707 


Strand 








Start 


2732 


End 


4913 






Name 


OJ990827 04.9B24.C7.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


4380 


End 


4658 






GI 


none 


Score 


38 






Exons 


4380. .4439, 4443. .4505, 4449. .4505, 4523. .4657, 


4524. .4658 


Seq. No. 


16473 


Seq. ID 


OJ990827 


JD4 . 9B24 


.C8 


Gene No. 


34708 


Strand 


+ 






Start 


5107 


End 


26546 






Name 


OJ990827 04.9B24.C8.o4.np 


Method 


AAT/NAP 






Start 


'5107 


End 


26546 






GI 


5734709 


Score 


290 






Exons 


5107. .5352, 12533. . 12989, 13146 13283, 


26521. . 


26546 




GI Descrip. 


(AC008075) Contains PF| 00069 Eukaryotic protein 


kinase 


domain 




[ Arabidopsis t ha liana] 










Seq. No. 


16473 


Seq. ID 


OJ990827 


_04 . 9B24 


.C8 


Gene No. 


34708 


Strand 


+ 






Start 


5107 


End 


26546 






Name 


OJ990827 04 . 9B24 .C8 .o3.gs 


Method 


GENSCAN 






Start 


10254 


End 


10873 






GI 


none 


Score 


.73 






Exons 


10254 . . 10384, 10717 .. 1087 3 










Seq. "No. 


16473 


Seq. ID 


OJ990827 


_04 . 9B24 


.C8 


Gene No. 


34708 


Strand 


+ 






Start 


5107 


End 


26546 






Name 


OJ990827 04.9B24.C8.o4.gs 


Method 


GENSCAN 






Start 


12601 


End 


22981 






GI 


none 


Score 


.91 






Exons 


12601. .13253, 14363. .14466, 


16082. . 162C 


)6, 19009 


. .19165, 






22920. .22981 










Seq. No. 


16473 


Seq. ID 


OJ990827 


_04.9B24 


.C8 


Gene No. 


34709 


Strand 








Start 


1 


End 


3653 






Name 


OJ990827 04.9B24.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


488 






GI 


3549626 


Score 


240 






Exons 


1. .488 










GI Descrip. 


(AJ009696) wall-associated 


kinase 1 [Arabidopsis thaliana] 


Seq. No. 


16473 


Seq. ID 


OJ990827 


_04 . 9B24 


.C8 


Gene No. 


34709 


Strand 








Start 


1 


End 


3653 






Name 


OJ990827 04.9B24.C8.o2.np 


Method 


AAT/NAP 






Start 


331 


End 


3653 






GI 


6721512 


Score 


57 






Exons 


331. .349, 1613. .1828, 3604. 


.3653 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16473 


Seq. ID 


OJ990827 


JD4.9B24 


.C8 


Gene No. 


34710 


Strand 








Start 


8498 


End 


9060 







17000 



